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Sup Figure S1: Interaction between Hfg NTR and CTR with nucleic acids. Uridine-rich RNA are bound to the proximal face, while the A-rich sequences bind to the
opposite distal face; dsDNA is also bound on the proximal face of the ring. Additionally, CTR binds RNA, ss- and dsDNA.
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Sup Figure S2: Fluorescence anisotropy measurements using dA, oligonucleotides. Fluorescence anisotropy measurements were performed using 5'-
fluorescein-modified oligonucleotides. Titrations of dA; (squares), dAy (triangles) and dAse (circles)with Hfq gave Ky values of 3.5+0.2 uM, 183+8 nM and
16616 nM, respectively. A weaker affinity is measured for CTR and dAss (rhombuses) and a K; value of 4.2+0.3 uM.



