	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.11.12850
	oligopeptidase b
	-146.61
	0.00E+00
	0.00E+00
	T.evansi Δopb

	Tb927.5.4300
	prolyl oligopeptidase, putative
	-108.62
	0.00E+00
	0.00E+00
	T.evansi Δpop-like

	Tb927.10.8020
	prolyl endopeptidase
	-104.02
	0.00E+00
	0.00E+00
	T.evansi Δpop

	Tb927.2.170
	leucine-rich repeat protein (LRRP), putative
	-9.34
	0.000003
	0.000043
	T.evansi Δpop-like

	Tb927.2.170
	leucine-rich repeat protein (LRRP), putative
	-5.81
	1.97E-10
	2.00E-08
	T.evansi Δpop

	Tb927.4.170
	hypothetical protein
	-4.33
	0.000002
	0.00002
	T.evansi Δpop

	Tb927.9.15600
	BARP protein
	-4.21
	0.000013
	0.00013
	T.evansi Δpop-like

	Tb08.27P2.60
	hypothetical protein
	-4.05
	0.000567
	0.0024
	T.evansi Δpop-like

	Tb927.8.1390
	hypothetical protein, conserved (pseudogene)
	-3.79
	0.000001
	0.000017
	T.evansi Δpop

	Tb927.4.170
	hypothetical protein
	-3.72
	0.000002
	0.000026
	T.evansi Δopb

	Tb927.6.550
	hypothetical protein
	-3.71
	0.012936
	0.030969
	T.evansi Δpop-like

	Tb09.v4.0153
	hypothetical protein
	-3.53
	9.19E-12
	1.93E-09
	T.evansi Δpop

	Tb927.10.6430
	hypothetical protein
	-3.26
	8.56E-08
	0.000002
	T.evansi Δpop

	Tb927.10.15340
	hypothetical protein
	-3.2
	3.42E-07
	0.000008
	T.evansi Δopb

	Tb11.v5.0214
	retrotransposon hot spot (RHS) protein, putative
	-3.14
	9.34E-07
	0.000019
	T.evansi Δpop-like

	Tb927.3.630
	hypothetical protein, conserved
	-3.12
	0.000004
	0.000058
	T.evansi Δpop-like

	Tb927.5.310
	invariant surface glycoprotein, putative
	-3.12
	2.08E-08
	9.55E-07
	T.evansi Δopb

	Tb05.5K5.230
	RAB GTP-binding protein, degenerate
	-3.11
	4.86E-09
	3.15E-07
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	Tb927.10.9630
	hypothetical protein
	-3.03
	1.35E-08
	6.88E-07
	T.evansi Δopb

	Tb927.11.7990
	hypothetical protein
	-3.03
	0.000086
	0.000501
	T.evansi Δpop

	Tb927.10.10220
	procyclin-associated gene 2 (PAG2) protein
	-3.02
	1.68E-10
	1.78E-08
	T.evansi Δpop

	Tb927.4.150
	Protein of unknown function (DUF1181), putative
	-2.96
	2.13E-11
	5.59E-09
	T.evansi Δopb

	Tb05.5K5.230
	RAB GTP-binding protein, degenerate
	-2.95
	4.82E-07
	0.000008
	T.evansi Δpop

	Tb927.5.160
	retrotransposon hot spot protein (RHS, pseudogene), putative
	-2.91
	0.000702
	0.002851
	T.evansi Δpop-like

	Tb09.v2.0010
	invariant surface glycoprotein 100 (pseudogene), putative
	-2.84
	0.000621
	0.002497
	T.evansi Δpop

	Tb927.5.310
	invariant surface glycoprotein, putative
	-2.76
	0.000268
	0.001318
	T.evansi Δpop-like

	Tb927.5.4590
	small GTP-binding rab protein, pseudogene, putative
	-2.69
	2.69E-10
	2.54E-08
	T.evansi Δpop

	Tb11.v5.0551
	leucine-rich repeat protein (LRRP), putative
	-2.65
	3.60E-08
	0.000001
	T.evansi Δopb

	Tb09.v4.0153
	hypothetical protein
	-2.63
	4.27E-12
	1.61E-09
	T.evansi Δopb

	Tb927.10.7160
	procyclin-associated gene 1 (PAG1) protein, putative
	-2.61
	0.001578
	0.005452
	T.evansi Δpop-like

	Tb927.10.9630
	hypothetical protein
	-2.61
	9.24E-07
	0.000013
	T.evansi Δpop

	Tb927.10.10220
	procyclin-associated gene 2 (PAG2) protein
	-2.59
	4.72E-08
	0.000002
	T.evansi Δopb

	Tb11.v5.0551
	leucine-rich repeat protein (LRRP), putative
	-2.58
	0.000027
	0.000226
	T.evansi Δpop-like

	Tb927.2.1310
	leucine-rich repeat protein (LRRP, pseudogene), 
	-2.58
	1.61E-08
	5.80E-07
	T.evansi Δpop

	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.3.2580
	hypothetical protein, conserved
	-2.57
	0.035313
	0.070734
	T.evansi Δpop-like

	Tb927.5.4590
	small GTP-binding rab protein, pseudogene, putative
	-2.56
	1.11E-10
	1.91E-08
	T.evansi Δopb

	Tb927.1.90
	retrotransposon hot spot protein (RHS, pseudogene), putative
	-2.54
	1.43E-09
	8.59E-08
	T.evansi Δpop

	Tb927.2.170
	leucine-rich repeat protein (LRRP), putative
	-2.53
	1.15E-07
	0.000003
	T.evansi Δopb

	Tb11.01.1680.v5
	polyubiquitin, putative
	-2.52
	0.000019
	0.000148
	T.evansi Δpop

	Tb927.9.15820
	hypothetical protein, conserved
	-2.51
	6.27E-07
	0.000013
	T.evansi Δopb

	Tb11.v5.0865
	receptor-type adenylate cyclase GRESAG 4, putative
	-2.5
	2.23E-09
	1.72E-07
	T.evansi Δopb

	Tb927.11.17840
	retrotransposon hot spot protein (RHS), degenerate
	-2.5
	0.000025
	0.000213
	T.evansi Δpop-like

	Tb927.5.160
	retrotransposon hot spot protein (RHS, pseudogene), putative
	-2.5
	0.000011
	0.000119
	T.evansi Δopb

	Tb927.11.4310
	hypothetical protein
	-2.48
	2.22E-09
	1.20E-07
	T.evansi Δpop

	Tb927.9.14660
	SLACS reverse transcriptase, putative
	-2.46
	0.000049
	0.000315
	T.evansi Δpop

	Tb927.10.9630
	hypothetical protein
	-2.44
	0.00186
	0.00623
	T.evansi Δpop-like

	Tb11.v5.0214
	retrotransposon hot spot (RHS) protein, putative
	-2.43
	2.10E-08
	9.61E-07
	T.evansi Δopb

	Tb927.7.6330
	hypothetical protein
	-2.43
	0.000012
	0.000103
	T.evansi Δpop

	Tb927.10.2580
	Nucleolar protein 12 (25kDa), putative
	-2.42
	6.61E-08
	0.000002
	T.evansi Δpop

	Tb927.8.2320
	hypothetical protein
	-2.42
	0.000002
	0.000031
	T.evansi Δpop-like

	Tb927.3.2450
	hypothetical protein, conserved
	-2.39
	1.50E-08
	5.50E-07
	T.evansi Δpop

	Tb927.3.3700
	hypothetical protein
	-2.39
	0.00007
	0.000467
	T.evansi Δpop-like

	Tb927.2.1470
	hypothetical protein, conserved
	-2.37
	0.040621
	0.07945
	T.evansi Δpop-like

	Tb927.3.5690
	hypothetical protein, conserved
	-2.35
	0.000055
	0.000392
	T.evansi Δpop-like

	Tb11.v5.1030
	hypothetical protein, conserved
	-2.34
	4.45E-07
	0.000008
	T.evansi Δpop

	Tb927.4.170
	hypothetical protein
	-2.34
	0.039264
	0.077238
	T.evansi Δpop-like

	Tb11.01.1680.v5
	polyubiquitin, putative
	-2.33
	0.000001
	0.000026
	T.evansi Δopb

	Tb927.10.4390
	hypothetical protein
	-2.33
	0.000615
	0.002561
	T.evansi Δpop-like

	Tb927.8.8060
	UDP-Gal or UDP-GlcNAc-dependent glycosyltransferase (pseudogene), putative
	-2.33
	0.000002
	0.000025
	T.evansi Δpop

	Tb927.9.6570
	hypothetical protein, conserved
	-2.32
	0.000004
	0.000053
	T.evansi Δopb

	Tb11.v5.0811
	structural maintenance of chromosome 2, putative
	-2.31
	0.000255
	0.001479
	T.evansi Δopb

	Tb11.v5.0811
	structural maintenance of chromosome 2, putative
	-2.31
	0.000012
	0.000123
	T.evansi Δpop-like

	Tb927.11.17840
	retrotransposon hot spot protein (RHS), degenerate
	-2.29
	1.97E-08
	6.68E-07
	T.evansi Δpop

	Tb927.3.4690
	DTW domain containing protein, putative
	-2.29
	1.65E-07
	0.000003
	T.evansi Δpop

	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.10.12580
	hypothetical protein
	-2.26
	0.000044
	0.00033
	T.evansi Δpop-like

	Tb927.6.550
	hypothetical protein
	-2.25
	0.001607
	0.005523
	T.evansi Δpop

	Tb927.8.1760
	hypothetical protein
	-2.24
	2.80E-08
	0.000001
	T.evansi Δopb

	Tb11.v5.0598
	GIY-YIG catalytic domain containing protein, putative
	-2.22
	5.37E-07
	0.000009
	T.evansi Δpop

	Tb11.v5.0796
	hypothetical protein, conserved
	-2.22
	8.46E-13
	3.19E-10
	T.evansi Δpop

	Tb927.3.1640
	hypothetical protein
	-2.22
	0.00001
	0.000091
	T.evansi Δpop

	Tb927.11.3560
	hypothetical protein
	-2.21
	3.80E-07
	0.000007
	T.evansi Δpop

	Tb927.3.2920
	hypothetical protein, conserved
	-2.21
	0.000011
	0.000116
	T.evansi Δpop-like

	Tb927.3.3210
	hypothetical protein
	-2.21
	0.000257
	0.001277
	T.evansi Δpop-like

	Tb927.3.700
	hypothetical protein, conserved
	-2.21
	8.48E-07
	0.000012
	T.evansi Δpop

	Tb927.7.6330
	hypothetical protein
	-2.21
	0.000009
	0.0001
	T.evansi Δopb

	Tb927.8.1390
	hypothetical protein, conserved (pseudogene)
	-2.21
	0.000108
	0.000748
	T.evansi Δopb

	Tb927.3.2580
	hypothetical protein, conserved
	-2.2
	0.001309
	0.004661
	T.evansi Δpop

	Tb927.6.4580
	hypothetical protein, conserved
	-2.2
	1.35E-09
	8.15E-08
	T.evansi Δpop

	Tb927.11.3560
	hypothetical protein
	-2.19
	0.000001
	0.000024
	T.evansi Δopb

	Tb927.5.1400
	hypothetical protein
	-2.19
	0.000011
	0.000121
	T.evansi Δopb

	Tb927.6.260
	hypothetical protein
	-2.19
	0.0001
	0.000564
	T.evansi Δpop

	Tb927.11.13690.1
	Radial spoke protein 11
	-2.18
	1.07E-09
	1.05E-07
	T.evansi Δopb

	Tb11.v5.0376
	Trypanosomal VSG domain containing protein, putative
	-2.16
	1.78E-11
	4.96E-09
	T.evansi Δopb

	Tb927.1.3350
	hypothetical protein
	-2.16
	0.018158
	0.040896
	T.evansi Δpop-like

	Tb927.10.10600
	ARP2/3 complex 16kDa subunit, putative
	-2.16
	2.45E-10
	2.34E-08
	T.evansi Δpop

	Tb10.v4.0221
	hypothetical protein
	-2.15
	0.000169
	0.001067
	T.evansi Δopb

	Tb927.10.15340
	hypothetical protein
	-2.15
	0.001617
	0.005563
	T.evansi Δpop-like

	Tb927.3.650
	hypothetical protein, conserved
	-2.15
	0.000114
	0.00063
	T.evansi Δpop

	Tb08.27P2.110
	PAP2 superfamily, putative
	-2.14
	0.022299
	0.048772
	T.evansi Δpop

	Tb927.1.100
	RNA polymerase (pseudogene), putative
	-2.14
	0.000059
	0.000369
	T.evansi Δpop

	Tb927.1.1860
	Uncharacterized protein
	-2.14
	0.000087
	0.000627
	T.evansi Δopb

	Tb927.2.4760
	hypothetical protein, conserved
	-2.14
	2.36E-09
	1.78E-07
	T.evansi Δopb

	Tb927.3.840
	hypothetical protein, conserved
	-2.14
	4.66E-07
	0.000008
	T.evansi Δpop

	Tb09.v2.0010
	invariant surface glycoprotein 100 (pseudogene), putative
	-2.13
	0.000096
	0.000677
	T.evansi Δopb

	Tb927.10.3830
	hypothetical protein
	-2.13
	0.000002
	0.000026
	T.evansi Δopb

	Tb927.3.1370
	40S ribosomal protein S25, putative
	-2.13
	0.000105
	0.000586
	T.evansi Δpop

	Tb927.3.1930
	WD domain, G-beta repeat, putative
	-2.13
	2.20E-09
	1.20E-07
	T.evansi Δpop

	Tb927.3.4430
	hypothetical protein, conserved
	-2.13
	7.94E-10
	5.51E-08
	T.evansi Δpop

	Tb927.10.8340
	hypothetical protein
	-2.12
	0.000253
	0.001261
	T.evansi Δpoplike

	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.2.2320
	hypothetical protein
	-2.12
	0.000345
	0.001613
	T.evansi Δpop-like

	Tb927.7.6020
	hypothetical protein
	-2.12
	0.000814
	0.003134
	T.evansi Δpop

	Tb927.3.1650
	hypothetical protein
	-2.11
	0.000044
	0.000364
	T.evansi Δopb

	Tb927.8.1390
	hypothetical protein, conserved (pseudogene)
	-2.11
	0.016497
	0.037809
	T.evansi Δpop-like

	Tb927.2.4760
	hypothetical protein, conserved
	-2.1
	6.99E-07
	0.000011
	T.evansi Δpop

	Tb927.9.14660
	SLACS reverse transcriptase, putative
	-2.1
	0.026077
	0.055063
	T.evansi Δpop-like

	Tb11.v5.0402
	BarP protein, putative
	-2.09
	0.000017
	0.000137
	T.evansi Δpop

	Tb927.1.100
	RNA polymerase (pseudogene), putative
	-2.09
	0.024554
	0.052491
	T.evansi Δpop-like

	Tb927.1.3890
	hypothetical protein
	-2.09
	5.07E-09
	3.26E-07
	T.evansi Δopb

	Tb927.3.3250
	hypothetical protein, conserved
	-2.09
	7.40E-09
	3.22E-07
	T.evansi Δpop

	Tb927.6.3400
	hypothetical protein, conserved
	-2.09
	5.88E-11
	1.19E-08
	T.evansi Δopb

	Tb927.6.4570
	hypothetical protein, conserved
	-2.09
	0.000011
	0.000115
	T.evansi Δpop-like

	Tb927.1.2310
	hypothetical protein
	-2.08
	3.69E-10
	3.12E-08
	T.evansi Δpop

	Tb927.3.2770
	hypothetical protein, conserved
	-2.08
	3.15E-11
	5.00E-09
	T.evansi Δpop

	Tb927.9.14370
	60S ribosomal protein L26, putative
	-2.08
	0.038456
	0.07649
	T.evansi Δpop

	Tb927.3.3710
	Scavenger mRNA decapping enzyme C-term binding, putative
	-2.07
	4.80E-10
	3.75E-08
	T.evansi Δpop

	Tb927.10.1220
	hypothetical protein
	-2.06
	0.000038
	0.000322
	T.evansi Δopb

	Tb927.3.4590
	hypothetical protein, conserved
	-2.06
	0.00003
	0.000248
	T.evansi Δpop-like

	Tb927.4.180
	hypothetical protein
	-2.06
	0.000346
	0.00189
	T.evansi Δopb

	Tb927.2.1416
	28S beta ribosomal RNA
	-2.05
	0.000182
	0.000919
	T.evansi Δpop

	Tb927.3.2280
	vacuolar sorting protein 33 , putative
	-2.05
	2.18E-08
	7.25E-07
	T.evansi Δpop

	Tb927.4.190
	retrotransposon hot spot protein (RHS, pseudogene), putative
	-2.05
	0.000078
	0.000465
	T.evansi Δpop

	Tb927.6.3400
	hypothetical protein, conserved
	-2.05
	9.47E-09
	3.89E-07
	T.evansi Δpop

	Tb927.8.8060
	UDP-Gal or UDP-GlcNAc-dependent glycosyltransferase (pseudogene), putative
	-2.05
	0.000004
	0.000053
	T.evansi Δopb

	Tb927.1.100
	RNA polymerase (pseudogene), putative
	-2.04
	0.00005
	0.0004
	T.evansi Δopb

	Tb927.3.4530
	hypothetical protein, conserved
	-2.04
	1.24E-08
	4.72E-07
	T.evansi Δpop

	Tb927.8.3930
	Gryzun, putative trafficking through Golgi, putative
	-2.04
	8.91E-07
	0.000017
	T.evansi Δopb

	Tb927.11.13720
	hypothetical protein
	-2.03
	0.000572
	0.002335
	T.evansi Δpop

	Tb927.3.3320
	60S ribosomal protein L13, putative
	-2.03
	0.000024
	0.000175
	T.evansi Δpop

	Tb927.6.260
	hypothetical protein
	-2.03
	0.000045
	0.000368
	T.evansi Δopb

	Tb927.2.5320
	hypothetical protein, conserved
	-2.02
	0.000131
	0.00076
	T.evansi Δpop-like

	Tb927.3.3210
	hypothetical protein
	-2.02
	0.000001
	0.000017
	T.evansi Δpop

	Tb927.7.6330
	hypothetical protein
	-2.02
	0.01899
	0.042449
	T.evansi Δpop-like

	Tb927.10.4970
	hypothetical protein, conserved
	-2.01
	1.14E-07
	0.000003
	T.evansi Δopb

	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.3.1830
	hypothetical protein, conserved
	-2.01
	0.000317
	0.001507
	T.evansi Δpop-like

	Tb927.3.3310
	60S ribosomal protein L13, putative
	-2.01
	0.000019
	0.000147
	T.evansi Δpop

	Tb927.3.3910
	RNA polymerase Rpc34 subunit, putative
	-2.01
	4.34E-09
	2.09E-07
	T.evansi Δpop

	Tb927.10.12560
	hypothetical protein
	2.02
	2.22E-07
	0.000007
	T.evansi Δpop-like

	Gene Symbol
	Gene name
	Fold Change (linear)
	ANOVA p-value 
	FDR p-value 
	Clone

	Tb927.6.1910
	hypothetical protein, conserved
	2.04
	9.57E-07
	0.00002
	T.evansi Δpop-like

	Tb927.2.5660
	adenylate kinase, putative
	2.05
	0.048801
	0.092323
	T.evansi Δpop-like

	Tb927.10.1550
	proteasome regulatory non-ATP-ase subunit 5
	2.08
	0.001062
	0.003971
	T.evansi Δpop-like

	Tb927.8.3530
	glycerol-3-phosphate dehydrogenase [NAD+], glycosomal
	2.13
	0.02238
	0.04856
	T.evansi Δpop-like

	Tb927.2.1050
	retrotransposon hot spot protein (RHS, pseudogene), putative
	2.14
	3.34E-12
	1.31E-09
	T.evansi Δopb

	Tb927.11.12000
	hypothetical protein, conserved
	2.18
	0.012434
	0.029956
	T.evansi Δpop-like

	Tb11.v5.1061
	hypothetical protein, conserved
	2.2
	0.000896
	0.003457
	T.evansi Δpop-like

	Tb927.10.7300
	hypothetical protein, conserved
	2.24
	7.26E-07
	0.000016
	T.evansi Δpop-like

	Tb927.11.1280
	hypothetical protein, conserved
	2.25
	0.007663
	0.020107
	T.evansi Δpop

	Tb927.1.4220
	Ydr279p protein family (RNase H2 complex component), putative
	2.26
	5.49E-07
	0.000012
	T.evansi Δopb

	Tb927.10.1390
	hypoxanthine-guanine phosphoribosyltransferase, putative
	2.3
	0.013388
	0.031828
	T.evansi Δpop

	Tb927.8.1120
	hypothetical protein, conserved
	2.32
	0.000003
	0.000046
	T.evansi Δpop-like

	Tb927.2.1180
	retrotransposon hot spot protein 3 (RHS3), putative
	2.33
	1.09E-08
	7.71E-07
	T.evansi Δpop-like

	Tb09.v4.0013
	retrotransposon hot spot (RHS) protein, putative
	2.37
	0.000003
	0.000044
	T.evansi Δpop-like

	Tb11.v5.0693
	retrotransposon hot spot (RHS) protein, putative
	2.49
	0.000472
	0.001992
	T.evansi Δpop

	Tb927.2.1050
	retrotransposon hot spot protein (RHS, pseudogene), putative
	2.62
	0.000001
	0.000021
	T.evansi Δpop-like

	Tb927.10.10210
	procyclin-associated gene 4 (PAG4) protein
	2.94
	0.007316
	0.022455
	T.evansi Δopb

	Tb927.10.10240
	procyclin-associated gene 1 (PAG1) protein
	6.23
	0.000011
	0.000122
	T.evansi Δopb

	
	
	
	
	
	



