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GO_term_ID_ GO_term_def P P_FDR_adj Genes
1| G0:0042127 | regulation of cell population proliferation 1E-07 | 7.523E-04 ADAM10JADAM 17|CXCL10JHCKIIL10/IL12B|ILSRA|ILS|MTORIPLXNB1|ROBO1|RPTORISLCSAA|STAT 1STATEIWNT1
2| GO:1901701 | cellular response to oxygen-containing compound TE-07| 3,513E-03 GXCL10JHCKIIL10]IL12B|IL8MTOR) INRIC1|RPTORISLGEA4|STAT 1
3| G0:0032101 | regulation of response to external stimulus 1E-06| 3,513E-03 ADAM10]ADAM17|CADM1|CXCL10JHCKIIL10]IL12B|IL8IMTORINFKB1INPY|ROBO1|STAT1
4 G0:0048584 | positive regulation of response to stimulus 33E-06| 9,167E-03 ADAM10]ADAM 17|CADM1|GXCL10|HCK]IL10|IL12B|IL8IMTOR|NFATS| INPY|PLXNB1|ROBO1|RPTO! 1
5| GO:1901700 | response to oxygen-containing compound 74E-06| 1621E-02 ADAM17|GXCL10HCK]IL10]IL12B|ILBIMTOR) IRPTORISLGBAA|STAT 1
6| GO:0034097 | response to cytokine 1,37E-05 | 2525E-02 ADAM10]ADAM 17|CXCL10JHCKIIL10/IL12B|ILSRAILS|NFATS|NFKB1|STAT1|STATS
7 | GO:0019221 | cytokine-mediated signaling pathway 189E-05 2,971E-02 ADAM17|GXCL10JHCKIL10/IL12B|IL5RA|ILSNFKB1STAT1|STATS
8| GO:0071310 | cellular response to organic substance 2,24E-05 3,086E-02 ADAM17|CXCL10JHCK]IL10]IL12B|IL5RA|ILS|MTOR|NFATS] INRIC1|RPTORISLCBAA|STAT 1
9| GO:0008284 | positive regulation of cell population proliferation 26E-05| 3,181E-02 ADAM10]ADAM17|GXCL10JHCKIL10/IL12B|ILSRAIMTORIRPTORISTAT1[WNT1
10| GO:0071345 | cellular response to cytokine stimulus 6,91E-05 7,284E-02 ADAM17|CXCL10JHCKIIL10IL12B|ILSRA|ILBINFATS|NFKB1|STAT1 |STAT6
11| GO:0010033 | response to organic substance 7.27E-05 | 7,284E-02 ADAM10JADAM17|CXCL10JHCK]IL10]IL12B|ILSRA|ILSIMTOR|NFATS]: INRIC1|RPTORISLCGA4|STAT 1
12| GO:0032103 | positive regulation of response to external stimulus 1,066E-04| 9,208E-02 ADAM10]ADAM17|GADM1|GXCL10JHCKIIL12B|ILBINFKB1INPY
13| G0:0042221 | response to chemical 1,086E-04| 9,208E-02 ADAM10]ADAM 17|CHRNAS|CXCL10JHCKIIL10]IL12B]ILSRA|ILBIMTORINFATS|NFKB1|NRIC1|PLXNB1|ROBO1|RPTORISLCGAJ|STAT1|STATEWNT 1
14| G0:0007165 | signal transduction 1,295E-04| 9,869E-02 ADAM10JADAM17|CHRNAS|CXCL10JHCKIIL10IL12BILSRA|ILB|MTORINFATS| INPY|NR3G1/PLY 0BO1|RPTORISTAT 1
15| GO:0001775 | cell activation 1,386E-04| 9,869E-02 ADAM10]ADAM 17|CADM1|CXCL10/IL10/IL12BIL8IMTOR|NFKB1|STATEIWNT1
16| GO:0051239 | regulation of multicellular organismal process 1,433E-04| 9,869E-02 ADAM10JADAM 17|ATP2A3|CADM1|CXCL10/IL10]IL12B]ILSRA|ILBIMTORINFKB1|PLXNB1|ROBO1ISLCBA4|STAT1|STATGWNT 1
17| GO:0009605 | response to external stimulus 2,11E-04| 1,346E-01 AADAM17|CXGL10[FKBPS|HCK|IL10/IL12BIL8|MTORINFKB1|NPY|PLXNB1|ROBO1|RPTOR|SLCGAA|STAT1
18| G0:0071222 | celular response to lipopolysaccharide 2,303E-04 1,346E-01 CXCL10JHCKIIL10]IL12B|ILBINFKB1
GO:0007166 | cell surface receptor signaling pathway 2321604 1,346E-01 ADAM10]ADAM 17|CHRNAS|CXCL10JHCKIIL10IL12B/ILSRA|ILBINFKB1|PLXNB1|ROBO1STAT1|STATE|WNT1
G0:0032496 | response to lipopolysaccharide 247E-04| 1,361E-01 ADAM17/CXCL10JHCKIL10]IL12B|ILBINFKB1
G0:0048523 | negative regulation of cellular process 2,678E-04 1,385E-01 ADAM10JADAM17|CXCL10JHCKIIL10/IL12B|ILBIMTORINFKB1INR3C1[PLXNB1IRGS3|ROBO1|RPTORISLCBAA|STAT 1|STATBITONSLIWNT1[ZC3H12D
GO:0071219 | cellular response to molecule of bacterial origin 2,873E-04| 1,385E-01 CXCL10JHCKIIL10]IL12B|IL8INFKB1
GO:0002684 | positive regulation of immune system process 2,891E-04| 1,385E-01 ADAM10JADAM 17|CADM1|CXCL10JHCKIIL10/IL12B|ILBINFKB1|STAT1/STATG
GO:0002237 | response to molecule of bacterial origin 3332604 1,53E-01 ADAM17|/GXCL10|HCK]IL10]IL12B|ILBINFKB1
GO:0045321 | leukocyte activation 3,689E-04 1,626E-01 ADAM10]ADAM 17|CADM1|IL10]IL12BIL8MTORINFKB1|STATGWNT
GO:0070887 | cellular response to chemical stimulus 4071E-04| 1,725E-01 ADAM17|CXCL10JHCKIIL10/IL12B|IL5RAIILSIMTORINFATS INR3C1|RPTORISLOBA|STAT 1
G0:0023052 | signaling 4,252E-04| 1,735E-01 ADAM10]ADAM17|CHRNAS|CXCL10JHCKIIL10]IL12B]ILSRA|ILB|MTOR|NFATS| INPY] I |RGS3ROBO1|RPTORISTAT 1
GO:0048583 | regulation of response to stimulus. 4,467E-04 | 1,758E-01 ADAM10]ADAM 17|CADM1|CXCL10HCK]IL10]IL12B|ILBIMTOR|NFATS| INPY 0BO1|RPTOR|STAT 1
GO:0048522 | positive regulation of cellular process 4,695E-04| 1,784E-01 ADAM10]ADAM17|GADM1|GXCL10|HCK]IL10]IL12B|IL5SRA|ILSIMTOR|NFATS|NFKB1|NR3G1|PLXNB1/ROBO1|RPTORISLGGAA|STAT1|STATEWNT1|ZG3H12D
GO:0071396 | cellular response to lipid 5312604 1,888E-01 CXCL10HCKIL10]IL12B|ILBINFKB1INR3C1|SLCEA4
GO:0051716 | cellular response to stimulus 5313604 1,888E-01 ADAM10JADAM17|CHRNAS|CXCL10JHCKIL10]IL12B]ILSRA|ILS|MTORINFATS| INPY|NR3C1/PLY 0BO1|RPTOR|SLCBAYISTAT LIWNT1
GO:0071216 | cellular response to biotic stimulus 5,6226-04 1,936E-01 CXCL10JHCKIIL10]IL12B|ILBINFKB1
GO:0007154 | cell communication 6.093E-04 2,034E-01 ADAM10JADAM17|CHRNAS|CXCL10JHCKIIL10]IL128]ILSRA|ILBIMTORINFATS| INPYINR3C1/PLy |ROBO1IRPTORISTAT IWNT1
34| GO:0006955 | immune response 6512604 2,111E-01 ADAM10]ADAM 17|CADM1|GXCL10JHCK]IL10/IL12B|IL5RA|ILS|MTORINFKB1|STAT1STATS
GO:0048518 | positive regulation of biological process 8,02E-04| 2,525E-01 ADAM10]ADAM17|CADM1|CXCL10JHCKIIL10]IL12B|ILSRA/ILBIMTOR|NFATS|NFKB1|NPY|NRC1|PLXNB 1ROBO1|RPTORISLCBAA|STAT 1 |STATEIWNT1jZC3H12D
GO:0042493 | response to drug 8,682E-04| 2,658E-01 ADAM10/ADAM17|CHRNAS|IL10]MTORINFKB1|NR3C1|SLCBAA|STAT1[STAT6
GO:0042110 | T cell activation 9,033E-04| 2,686E-01 AADAM17|CADM1]IL12B|MTOR|STATB|WNT1
GO:0030098 | lymphocyte differentiation 9,739E-04| 2,686E-01 ADAM17|IL10]IL12BMTORISTATEIWNT1
GO:0023051 | regulation of signaling 9,749E-04| 2,686E-01 ADAM10]ADAM 17, | 10]IL12B]IL8|MTOR|NFATS| [ 0BO1|RPTORISLGBAA|STAT1|WNT1
GO:0046649 | lymphocyte activation 9,75E-04| 2,686E-01 ADAM17|CADM1|IL10JIL12B|MTORISTATS|WNT1
GO:0001936 | regulation of endothelial cell proliferation 1,101E-03  2.96E-01 ADAM17|IL10[MTORIRPTORISTAT1
G0:0022603 | regulation of anatomical structure morphogenesis 1,366E-03  3,54E-01 ADAM10/CXCL10JHCK]IL10]ILB|MTOR|PLXNB1|ROBO1|STAT1|WNT1
GO:0030217 | T cell differentiation 1,381E-03  354E-01 ADAM17|IL12BIMTORISTATE|WNT1
GO:0002682 | regulation of immune system process 1,452E-03 | 3,635E-01 AADAM10/ADAM17|GADM1|CXCL10JHCK|IL10/IL12BIL8|MTORINFKB1|STAT1[STATS
GO:0050896 | response to stimulus 1,505E-03 | 3,686E-01 ADAM10]ADAM 17|CADM1|CHRNAS|CXCL10[FKBPS|HCKIIL10/IL12B|ILSRA|ILBMTORINFATS|NFKB 1INPY|NRIC1IPLXNB1|RGS3[ROBO1IRPTORISLCGA4|STAT 1|STATBITONSLIWNT1
GO:0002252 | immune effector process 1,635E-03 | 3,916E-01 ADAM10]ADAM 17|CADM1|GXCL10|HCK]IL12B|MTORINFKB1STAT1STAT
GO:0010819 | regulation of T cell chemotaxis 1,902E-03 | 4,378E-01 ADAM10/ADAM17|CXCL10
GO:0048519 | negative regulation of biological process 1,907E-03 | 4,378E-01 ADAM10JADAM17|CXCL10JHCKIIL10/IL12B|ILBIMTORINFKB1INR3C1[PLXNB1IRGS3|ROBO1IRPTORISLCBAA|STAT 1|STATBITONSLIWNT1[ZC3H12D
GO:0033993 | response to lipid 2,006E-03 4,512E-01 ADAM17|CXCL10JHCKIIL10/IL12BIL8|NFKB1|NRIC1/SLC6A4
GO:0051240 | positive regulation of multicellular organismal process | 2,162E-03 | 4,764E-01 ADAM17|CADM1|IL10/IL12BIL8|MTORINFKB1|PLXNB1|ROBO1|STAT 1|STATEIWNT1
GO:0042088 | T-helper 1 type immune response 2,7056-03| 5,844E-01 IL12B|MTOR|STATG
GO:0001819 | positive regulation of cytokine production 2,792E-03| 5,917E-01 ADAM17|CADM1|IL10/IL12BINFKB1|STAT1STAT6
GO:0031293 | membrane protein intracellular domain proteolysis 3179E-03| 6,609E-01 ADAM10JADAM17|NFKB1
GO:0050793 | regulation of developmental process 3612603 7,37E-01 ADAM10/CXCL10JHCKIL10/IL12B|ILBIMTORINFKB1|PLXNB1|ROBO1|SLCBAJSTAT1|STATEWNT1
GO:0009617 | response to bacterium 4383E-03 8,781E-01 ADAM17|CXCL10|FKBPS|HCKIIL10]IL12B|ILBINFKB1
GO:0001817 | regulation of cytokine production 4/527E-03| 8,908E-01 ADAM17/CADM1|IL10/IL12B|ILSRAINFKB1|STAT1[STAT6
57| GO:0071495 | cellular response to endogenous stimulus 4,684E-03 9,055E-01 IL10/ILBIMTORINFKB1|NRIC1|RPTORISLCEA4|STAT1|STATE|WNT1
58| GO:0010646 | regulation of cell communication 5184603 9,849E-01 ADAM10]ADAM 17|CHRNAS|IL10]IL 128 IL8|MTOR|NFATS|NFKB1|PLXNB 1|RGS3[ROBO1|RPTORISLCBAYISTAT1WNT1
59| GO:0042981 | regulation of apoptotic process 5,478E-03| 1,023E+00 ADAM10/ADAM17|GXCL10JHCKIL10|IL12B|MTORINFKB1/ROBO1|STAT1WNT1
60 GO:0016477 | cell migration 5598E-03| 1,028E+00 ADAM17|/CXCL10JHCK]IL10]IL12B|ILBIPLXNB1[ROBO1ISTAT1
61 GO:0006950 | response to stress. 5,935E-03| 1,072E+00 ADAM17|GXCL10JHCK]IL10/IL12B|IL5RA/ILS|MTOR|NFATS | |RPTORISLCGAA|STAT JWNT1
GO:0043067 | regulation of programmed cell death 6,209E-03| 1,072E+00 11| ADAM10JADAM17|CXCLI0JHCK|IL10/IL12BMTORINFKB1|ROBO1|STAT1|WNT1
63| GO:0051088 | PMA-inducible membrane protein ectodomain proteolysis | 6,224E-03 | 1,072E+00 2| ADAM10JADAM17
64| GO:0002296 | T-helper 1 cell lineage commitment 6,224E-03| 1,072E+00 2| MTOR|STATS
65 | GO:0065008 | regulation of biological quality 6,575E-03| 1,115E+00 17 | ADAM10JADAM17|ATP2A3|CHRNAS|CXCL10JHCK|IL10IMTORINFKB 1INPY|PLXNB1|RPTORISLCBAA|STAT 1|STATGITONSLIZC3H12D
66| GO:0002521 ferentiation 6,848E-08 1,143E+00 6| ADAM17|ILTOIL 1
67| GO:1901623 | regulation of lymphocyte chemotaxis 7,207€-03| 1,169E+00 3| ADAM10JADAM17ICXCL10
68| GO:0050678 | regulation of epithelial cell proliferation 7.214E-03| 1,169E+00 6| ADAM17|IL10]MTORIROBO1|RPTORISTAT1
69| GO:0002690 | positive regulation of leukocyte chemotaxis 7,.631E-03| 1,219E+00 4| ADAM10]ADAM17|CXCL10]IL8
70| GO:0002294 | CD4-positive, alpha-beta T cel differentiation involved inin ~ 8,1E-03 | 1,251E+00 3| IL12BIMTORISTATS
71| GO:0042093 | T-helper cell differentiation 8,1E-03| 1,251E+00 3/ IL12BIMTORISTATS
72| GO:0048585 | negative regulation of response to stimulus 8,175E-03| 1,251E+00 11| ADAM17IIL10/IL12B{ILBIMTC |RGS3IROBO1|STAT 1
73| GO:0002293 | alpha-beta T cell differentiation involved in immune respon{ 9,063E-03|  1,35E+00 IL12B|MTOR|STATG
74| GO:0002287 | alpha-beta T cell activation involved in immune response | 9,063E-03|  1,35E+00 IL12B|MTOR|STATG
75| GO:0010628 | positive regulation of gene expression 9,498E-03| 1,395E+00 CXCL10|IL10MTORINFATSINFKB1|N O1/RPTORISLCBA4|STAT 1
76| GO:0001938 | positive regulation of endothelial cell proliferation 9,949E-03| 1,442E+00 ADAM17|IL10]MTORIRPTOR
77| GO:0002376 | immune system process 1,044E-02| 1,494E+00 ADAM10]ADAM 17|CADM1|CXCL10JHCKIIL10]IL12B|ILSRA/ILBIMTOR|NFKB1|STAT1|STATEIWNT1
78| GO:0006952 | defense response 1,102E-02 | 1,548E+00 ADAM17|CXCL10JHCKIL10/IL12B|IL5RA|ILSNFKB1STAT1|STATS
79| GO:2000026 | regulation of multicellular organismal development 1,11E-02 | 1,548E+00 ADAM10/CXCL10/IL10/IL12B|ILBIMTOR|PLXNB 1ROBO1|SLCEA4|STAT 1|STATGWNT
80| GO:0051704 | multi-organism process 1,127E-02 | 1,553E+00 ADAM10JADAM 17|CADM1|CXCL10|FKBPS|HCKIIL10]IL12B|IL8MTORINFKB1|RPTORISLCEA4ISTAT1
81 GO:0051094 | positive regulation of developmental process 1,185E-02 | 1,613E+00 IL10/IL12B|IL8|MTOR|NFKB1|PLXNB1|ROBO1|STAT1|STATEWNT1
82| GO:2000406 | positive regulation of T cell migration 1,24E-02| 1,65E+00 ADAM10JADAM17|CXCL10
83 GO:0050920 | regulation of chemotaxis 1,243E-02|  1,65E+00 ADAM10/ADAM17|GXCL10/IL8|ROBO1
84| GO:0010941 | regulation of cell death 1,268E-02| 1,664E+00 ADAM10/ADAM17|CXCL10JHCK]IL10]IL12B|MTORINFKB1|ROBO1|STAT1WNT1
85| GO:0002292 | T cell differentiation involved in immune response 1,367E-02| 1,756E+00 IL12B|MTOR|STATG
86| GO:0048870 | cell motilty 1,386E-02 | 1,756E+00 ADAM17|GXCL10JHCK]IL10]IL12B|IL8|PLXNB1|ROBO1|STAT1
87| GO:0051674 | localization of cell 1,386E-02 | 1,756E+00 ADAM17|/CXCL10JHCK]IL10]IL12B|IL8|PLXNB1[ROBO1ISTAT1
88| GO:0051254 | positive regulation of RNA metabolic process 1,494E-02|  1,87E+00 GXCL10|IL10]MTORINFATS ] INR3C1[RPTORISTAT 1]2C3H12D
89| GO:0010604 | positive regulation of macromolecule metabolic process | 1,594E-02 | 1,973E+00 ADAM17|CXCL10/IL10|IL12B|MTOR|NFATS|NFKB1|NR3C1|ROBO1|RPTOR|SLCBA|STAT1|STATE|WNT1|ZG3H12D.
90( GO:0043367 | CD4-positive, alpha-beta T cel different 1,646E-02| 2,015E+00 IL12B|MTOR|STATG
GO:0043434 | response to peptide hormone 1,753E-02 | 2,123E+00 IL10JMTOR|NFKB1|STAT1|STAT6WNT1
92| GO:0071417 | cellular response to organonitrogen compound 1,829E-02|  2,19E+00 MTOR|NFKB1|RPTOR|SLCGA4|STAT1[STATEIWNT1
93| GO:0002688 | regulation of leukocyte chemotaxis 2,076E-02|  2,46E+00 ADAM10]ADAM17|CXCL10]IL8
94 GO:0033619 | membrane protein proteolysis 2131E-02| 2471E+00 ADAM10JADAM17|NFKB1
95| GO:2000403 | positive regulation of lymphocyte migration 2131E-02| 2471E+00 ADAM10/ADAM17|CXCL10
GO:0035710 | GD4-positive, alpha-beta T cell activation 2501E-02| 2,871E+00 IL12B|MTOR|STATS
97| GO:0009719 | response to endogenous stimulus 2,794E-02| 3,174E+00 IL10/ILBIMTORINFKB1|NRIC1IRPTORISLCEA4|STAT 1|STATE|WNT1
98 | GO:0009725 | response to hormone 3,158E-02| 3,517E+00 IL10MTOR] 1|SLGBA4|STAT 1
99| GO:0051241 | negative regulation of multicellular organismal process | 3,159E-02| 3,517E+00 ADAM17|CXCL10/IL10|IL12B|MTORINFKB1|ROBO1|SLCBA4ISTAT1
10( GO:1901699 | cellular response to nitrogen compound 3,332E-02| 3,672E+00 MTOR| |RPTORISLCGAA|STAT 1
101 GO:0032479 | regulation of type | interferon production 3,402E-02| 3,712E+00 IL10INFKB1STAT1|STATS
104 GO:0034612 | response to tumor necross factor 3468E-02| 3717E+00 ADAM10JADAM17|ILBINFKB1|STAT1
105 GO:0045935 | positive regulation of nucleobase-containing compound me 3,486E-02| 3,717E+00 CXCL10|IL10]MTORINFATS] INR3C1[RPTORISTAT 1]2C3H12D




104 GO:0002687 | positive regulation of leukocyte migration 3,509E-02| 3,717E+00 4| ADAM10JADAM17/CXCL10]ILS

104 GO:2000404 | regulation of T cell migration 3,607E-02| 3,785E+00 3| ADAM10JADAM17|CXCL10

10( GO:0010557 | positive regulation of macromolecule biosynthetic process | 3,738E-02 | 3,886E+00 11| CXCL10IL10]IL12B|MTOR|NFATS! INRIC1[RPTORISTAT 1

107 GO:0045893 | positive regulation of transcription, DNA-templated 3,832E-02| 3.944E+00 10| CXCL10JIL10JMTORINFATS! INR3C1[RPTORISTAT 1

106 GO:0009966 | regulation of signal transduction 3,866E-02| 3,944E+00 14| ADAM10JADAM17|IL10|IL12B|IL8|MTOR|NFATS|NFKB1|PLXNB1|RGS3|ROBO1|RPTOR|STAT1|WNT1
104 GO:0048660 | regulation of smooth muscle cel proliferation 3,958E-02| 4,001E+00 4/ IL10JIL12BIMTORISTAT1

11( G0:0008285 | negative regulation of cell population proliferation 4,081E-02| 4,088E+00 7/ IL10]IL12B|IL8|PLXNB1[ROBO1|SLCBAYISTAT1

111 GO:0009893 | positive regulation of metabolic process 4,152E-02| 4,122E+00 15 | ADAM17|CXCL10]IL10/IL12B|MTOR|NFATS|NFKB 1INR3G1/ROBO1|RPTORISLCBAA|STAT1|STATEWNT1jZC3H12D
114 GO:0030155 | regulation of cell adhesion 4198E-02| 4,131E+00 7| ADAM10IIL10]IL12B]ILBINFATS|PLXNB1|WNT1

113 GO:0050921 | positive regulation of chemotaxis 4,321E-02| 4,196E+00 4| ADAM10JADAM17|CXCLI0]IL8

114 GO:0038202 | TORC1 signaling 4341E-02| 4,196E+00 2| MTORIRPTOR

114 GO:0048513 | animal organ development 4415E-02|  4,23E+00 14| ADAM10JADAM17|CXCLI0|IL10/IL12BIL8|MTORINPY|PLXNB1|ROBO1|SLCGAA|STAT1 STATEWNT1
11§ GO:0002460 | adaptive immune response based on somatic recombinatic 4,531E-02 | 4,304E+00 5| ADAM17/CADM1|IL12BIMTORISTAT6

111 GO:0051173 | positive regulation of nitrogen compound metabolic proces 4,579-02 | 4,312E+00 14| ADAM17|CXCL10]IL10IL12B|MTORINFATS| INRIC1IROBO1|RPTORISTAT 112C3H12D
11§ GO:1901652 | response to pepti 491E-02| 4,551E+00 6 IL10|MTOR|NFKB1|STAT1|STAT6|WNT1

114 GO:0032879 | regulation of localization 4915E-02| 4,551E+00 13 | ADAM10JADAM17|CADM1|CHRNASICXCL10JHCKIIL10]ILBIMTORINFKB1|PLXNB1|ROBO1[SLC6A4
12( GO:0046632 | alpha-beta T cell differentiation 5,306E-02| 4,872E+00 3/ IL12BIMTORISTATG

121 GO:0031328 | positive regulation of cellular biosynthetic process 5,644E-02|  5,14E+00 11| CXCL10JIL10/IL12B|MTORINFATS! INRIC1[RPTORISTAT 1

124 GO:0007050 | cell cycle arrest 5,866E-02| 5,208E+00 4/ IL12B|IL8MTORIRPTOR

121 GO:0010243 | response to organonitrogen compound 6,107E-02| 5,409E+00 8/ IL10|MTOR|NFKB1/RPTOR|SLC6A|STAT1|STATEWNT1

124 GO:1903508 | positive regulation of nucleic acid-templated transcription | 6,121E-02| 5,409E+00 10| CXCL10JIL10JMTORINFATS! INRIC1[RPTORSTAT 1

126 GO:1902680 | positive regulation of RNA biosynthetic process 6,153E-02| 5,409E+00 10| CXGL10/IL10MTORINFATS! INR3C1[RPTORISTAT 1

12( GO:0002706 | regulation of lymphocyte mediated immunity 6,185E-02| 5,409E+00 4| CADM1|IL10JIL12B|STATS

12} GO:0051707 | response to other organism 6,397E-02| 5,541E+00 9| ADAM17|CXCL10JFKBPS|HCK]IL10/IL12B|ILSINFKB1|STAT1

126 GO:0043207 | response to external biotic stimulus 6,474E-02| 5,541E+00 9| ADAM17|CXCL10JFKBPS|HCKIIL10/IL12B|ILBINFKB1|STAT1

124 GO:0040011 | locomotion 6,553E-02| 5,541E+00 9| ADAM17|CXCL10JHCK|IL10/IL12B|IL8IPLXNB1|ROBO1|STAT1

13( GO:0009891 | positive regulation of biosynthetic process 6,554E-02| 5,541E+00 11| CXCL10JIL10]IL12B|MTOR|NFATS! INR3G1[RPTORISTAT 1

131 GO:0006954 | inflammatory response 6,641E-02| 5,541E+00 6| CXCL10JHCKIIL10/ILSRA|ILBINFKB1

134 GO:0031667 | response to nutrient levels 6,641E-02| 5,541E+00 6| CXCL10MTORINPY|RPTORISLCEA4|STAT1

13] GO:0032655 | regulation of interleukin-12 production 6,688E-02| 5,541E+00 3/ IL10JIL12BINFKB1

134 GO:0009967 | positive regulation of signal transduction 7.083E-02| 5,825E+00 10| ADAM17|IL10]IL12B|MTOR|NFATS|NFKB1|PLXNB1|ROBO1|RPTORIWNT1

13f GO:0009636 | response to toxic substance 7,342E-02| 5,964E+00 6| CHRNAS|IL10NFKB1|SLC6AYISTAT1|STATS

13( GO:0045063 | T-helper 1 cell differentiation 7,428E-02| 5964E+00 2| MTOR|STATS

131 G0:0031325 | positive regulation of cellular metabolic process 7.443E-02| 5,964E+00 14| ADAM17|CXCL10]IL10IL12B|MTORINFATS| INR3C1[ROBO1|RPTORISTAT 112C3H12D
13§ GO:0009607 | response to biotic stimulus 7,469E-02| 5,964E+00 9| ADAM17|CXCL10JFKBPS|HCKIIL10/IL12B|ILBINFKB1|STAT1

134 GO:0009892 | negative regulation of metabolic process 7,865E-02| 6,235E+00 13| ADAM17IILTOIMTOR] INR3C1IRGS3[ROBO1|RPTORISTAT [WNT1[ZC3H12D
14( GO:0010648 | negative regulation of cell communication 8,155E-02| 6,419E+00 9| ADAM17|IL10]IL8|MTORIRGS3|ROBO1|SLGEA4|STAT1|WNT1

141 GO:0023057 | negative regulation of signaling 8,347E-02| 6,523E+00 9| ADAM17|IL10]ILBIMTORIRGS3|ROBO1|SLCEA4ISTAT1|WNT1

147 GO:1901342 | regulation of vasculature development 8,748E-02| 6,789E+00 5| ADAM10[CXCL10/IL10|ILBISTATY

141 GO:0030307 | positive regulation of cell growth 8,997E-02| 6,933E+00 4| ADAM10]ADAM 17|MTOR|RPTOR

144 GO:0045945 | positive regulation of transcription by RNA polymerase lll | 9,277E-02 | 7,001E+00 2| MTORIRPTOR

148 GO:0071233 | cellular response to leucine 9,277€-02| 7,001E+00 2| MTORIRPTOR

14( GO:0002295 | T-helper cell lineage commitment 9,277E-02| 7,001E+00 2| MTOR|STATS

141 GO:0009991 | response to extracellular stimulus 9,400E-02| 7,053E+00 6| CXCL10JMTORINPY|RPTORISLGSA4|STAT1

14§ GO:0046631 | alpha-beta T cel activation 9,638E-02| 7,176E+00 3| IL12BIMTOR|STATE

144 GO:2000401 | regulation of lymphocyte migration 1,012E-01| 7,483E+00 3| ADAM10JADAM17|CXCL10

15( GO:1901698 | response to nitrogen compound 1,087E-01| 7,948E+00 8/ IL10|MTORINFKB1/RPTORISLC6A|STAT1|STATE|WNT1

157 GO:0045859 | regulation of protein kinase activity 1,089E-01| 7,948E+00 7| ADAM17|CXCL10]IL12BMTORIRGS3|ROBO1|RPTOR

151 GO:0002286 | T cell activation involved in immune response 1,112E-01 8,064E+00 3/ IL12BIMTORISTATG

154 GO:0007220 | Notch receptor processing 1,133E-01| 8,105E+00 2| ADAM10/ADAM17

154 GO:0043373 | CD4-positive, alpha-beta T celllineage commitment 1,133E-01| 8,105E+00 2| MTORISTATG

158 GO:0065009 | regulation of molecular function 1,168E-01 8,305E+00 13 | ADAM17|GXCLI0JHCK|IL10/IL12B|MTORINFKB1|PLXNB1|RGS3|ROBO1|RPTOR[TONSLIWNT1

15( GO:0008283 | cell population proliferation 1,204E-01| 8,501E+00 6| CADM1|IL10]IL12BISTAT1/STATEIWNT1

151 GO:0030097 1,028E-01| 8,618E+00 6| ADAM17|IL1OL 1

15{ GO:0044093 | positive regulation of molecular function 1,241E-01| 8,654E+00 10| ADAM17|IL10]IL12B|MTOR|NFKB1|PLXNB1|RGS3|ROBO1|RPTORIWNT1

15§ GO:1905330 | regulation of morphogenesis of an epithelium 1,292E-01| 8,952E+00 4| CXCL10MTORISTAT1|WNT1

18] GO:0002862 | negative regulation of inflammatory response to antigenic § 1,358E-01 9,353E+00 2| IL1ojL128,

161 GO:0010468 | regulation of gene expression 1,377E-01| 9,399E+00 16 | CXCL10JFOXPAJHCK|IL10|MTORINFATS|NFKB1INR3C1IROBO1|RPTORISLCEA4STAT 1|STATBITONSLIWNT1/ZC3H12D
161 GO:0060255 | regulation of macromolecule metabolic process 1,382E-01 9,399E+00 19 | ADAM17|CXCL10JFOXP4JHCK]IL10|IL12BIMTORINFATS|NFKB1|NR3G1IRGS3|ROBO1|RPTORISLCEAA|STAT1 STAT6TONSLIWNT1[ZC3H12D
164 GO:0045595 | regulation of cell differentiation 1,41E-01| 9,529E+00 10| ADAM10CXCL10]IL12BIMTORINFKB 1|PLXNB1/ROBO1|SLCEA4ISTAT1|WNT1

164 GO:0010647 | positive regulation of cell communication 1,456-01 | 9,74E+00 10| ADAM17|IL10]IL12B|MTOR|NFATS|NFKB1|PLXNB1|ROBO1|RPTORWNT1

18 GO:0023056 | positive regulation of signaling 1,505E-01| 1,005E+01 10| ADAM17|IL10]IL12B|MTOR|NFATS|NFKB1|PLXNB1|ROBO1|RPTORIWNT1

16( GO:0050679 | positive regulation of epithelial cell proliferation 1,628E-01 | 1,015E+01 4| ADAM17|IL1OJMTORIRPTOR

161 GO:0002363 | alpha-beta T cell lineage commitment 1,604E-01| 1,048E+01 2| MTOR|STATS

16( GO:0043201 | response to leucine 1,604E-01 | 1,048E+01 2| MTORIRPTOR

166 GO:0030334 | regulation of cell migration 1,612E-01 | 1,048E+01 7| ADAM10JADAM17|CXCL10]ILBMTOR|PLXNB1|ROBO1

170 GO:0010605 | negative regulation of macromolecule metabolic process | 1,616E-01/ 1,048E+01 12| IL10|MTORINFKB1|NRIC1|RGS3|ROBO1/RPTOR|STAT 1|STATE[TONSLIWNT1|ZG3H12D

171 GO:0002685 | regulation of leukocyte migration 1,726E-01 1,112E+01 4| ADAM10JADAM17|CXCL10]ILE

174 GO:0009628 | response to abiotic stimulus 1,741E-01| 1,116E+01 8| ADAM17|CXCL10]IL12B|MTOR|NFATS|NFKB1|SLCBAISTAT1

174 GO:0080134 | regulation of response to stress 1,84E-01 | 1,172E+01 9| CADM1|HCK|IL10/IL12B|MTORINFKB1|RPTORISTAT1[WNT1

174 GO:0043369 | CD4-positive or GDB-positive, alpha-beta T cell lineage cor 1,869E-01 | 1,184E+01 2| MTORISTATG

17 GO:0010556 | regulation of macromolecule biosynthetic process 1,913E-01| 1,205E+01 15 | CXCL10JFOXP4JHCK]IL10|IL12B|MTOR|NFATS|NFKB1|NRIC1|RPTORISTAT1|STATGTONSLIWNT1|ZC3H12D
174 GO:0043549 | regulation of kinase activity 1,948E-01 | 1,22E+01 7| ADAM17|CXCL10/IL12BMTORIRGS3|ROBO1|RPTOR

17} GO:0048534 ic or lympl nt 1,974E-01| 1,229E+01 6| ADAM17|IL1O|IL12BIMTC 1

174 GO:0032870 | cellular response to hormone stimulus 2,01E-01| 1,244E+01 6/ IL10|NFKB1INRSC1|STAT1/STATBIWNT1

174 GO:0032481 | positive regulation of type | interferon production 2,08E-01| 1,281E+01 3| NFKB1|STAT1|STATG

18( GO:0002703 | regulation of leukocyte mediated immunity 2,094E-01| 1,282E+01 4| CADM1|IL10JIL12B|STATS

18{ GO:0008015 | blood circulation 2,176E-01| 1,324E+01 5| CXCL10JMTORINPY|SLC6AYISTAT1

181 GO:0006928 | movement of cell or subcellular component 2,380E-01| 1,446E+01 9| ADAM17|CXCL10JHCK]IL10|IL12BIL8|PLXNB1|ROBO1|STAT1

184 GO:0003013 | circulatory system process 2422601 1457E+01 5| CXCL10JMTORINPY|SLCBA4ISTAT1

184 GO:0032695 | negative regulation of interleukin-12 production 2,46E-01| 1,457E+01 2/ IL10|NFKB1

18 GO:0010820 | positive regulation of T cell chemotaxis. 2,46E-01| 1457E+01 2| ADAM10/ADAM17

186 GO:0045944 | positive regulation of transcription by RNA polymerase Il | 2,462E-01 | 1,457E+01 8| CXCL10/IL10|NFATS|NFKB1|NR3C1|STAT1[STATEIWNT1

18 GO:2000145 | regulation of cell motility 2,472E-01| 1457E+01 7| ADAM10JADAM17|CXCL10]ILBIMTOR|PLXNB1|ROBOT

18{ GO:0030154 | cell differentiation 2509E-01| 1.467E+01 14| ADAM10JADAM17|CADM1|HCKIIL10/IL12B|MTORINPY|PLXNB1|ROBO1|SLCBA|STAT1|STATEWNT 1
184 GO:0007584 | response to nutrient 2516E-01| 1,467E+01 4| CXCL10MTORISLGBA4|STAT

190 GO:0051172 | negative regulation of nitrogen compound metabolic proce; 2,677E-01| 1,488E+01 11/ IL1O]MTOR] |RPTOR|STAT IWNT1|ZC3H12D

191 GO:0048661 | positive regulation of smooth muscle cell proliferation | 2,583E-01 1,488E+01 3/ IL10|MTORISTAT1

194 GO:0014070 | response to organic cyclic compound 2,593E-01| 1,488E+01 7| CXCL10JIL10]MTORINFKB1|NR3G1/SLCBAISTAT1

184 GO:0051171 | regulation of nitrogen compound metabolic process 2,735E-01| 1,561E+01 18 | ADAM17|CXCL10JFOXP4JHCK|IL10|IL12BMTORINFATS| INR3C1IRGS3[ROBO1IRPTORISTAT JWNT1[ZC3H12D
194 GO:0031326 | regulation of cellular biosynthetic process 2,772E-01| 1,566E+01 15 | CXCL10|FOXPAJHCKIL1O[IL12BIMTC [ |RPTORISTAT|STAT6[TONSLIWNT1[ZC3H12D
19 GO:0002520 t 2,775E-01| 1,566E+01 6| ADAM17|IL10]IL 1

196 GO:0042994 | cytoplasmic sequestering of transcription factor 2,786E-01| 1,566E+01 2/ IL10]TONSL

197 GO:0009968 | negative regulation of signal transduction 3,045E-01| 1,703E+01 8| ADAM17|IL10]IL8|MTORIRGS3|ROBO1STAT1[WNT1

196 GO:0051090 | regulation of DNA-binding transcription factor activity | 3,254E-01| 1,811E4+01 5| HCKIIL10INFKB1[TONSLIWNT1

196 GO:0048869 | cellular developmental process 3,308E-01| 1,832E+01 14| ADAM10JADAM17|GADM1|HCKIIL10/IL12B|MTORINPY|PLXNB1|ROBO1|SLCGAA|STAT1STATEWNT1
20( GO:0009889 | regulation of biosynthetic process 3441E-01| 1,896E+01 15 | CXCL10JFOXPAHCK]ILTO|IL | [NRSC1|RPTORISTAT1|STATSTONSLIWNT1|ZC3H12D
201 GO:0032095 | regulation of response to food 3496E-01 1,917E+01 2| MTORINPY

204 GO:0071356 | cellular response to tumor necrosis factor 3,715E-01| 2,026E+01 4| ADAM17|ILBINFKB1|STATT

204 GO:0051252 | regulation of RNA metabolic process 3,820E-01| 2,076E401 14| CXCL10|FOXPAJHCK]IL10]MTORINFATS| INR3C1|RPTORISTAT1|STAT6|TONSLIWNT1|ZG3H12D
204 GO:1903204 | negative regulation of oxidative stress-induced neuron dea’ 3,881E-01| 2,076E+01 2/ IL10WNT1

204 GO:0010592 | positive regulation of lamellipodium assembly 3,881E-01  2,076E+01 2| MTORWNT1

20( GO:0002360 | T cel lineage commitment 3,881E-01 2,076E+01 2| MTORISTATG

207 GO:0051338 | regulation of transferase activity 3911E-01| 2,082E+01 7| ADAM17|CXCL10]IL12BMTORIRGS3|ROBO1|RPTOR

20 GO:0040012 | regulation of locomot 3,9856-01| 2,111E+01 7| ADAM10JADAM17|CXCL10]ILBMTOR|PLXNB1|ROBO1




204 GO:0080090 | regulation of primary metabolic process 4124E-01| 2,175E401 18 | ADAM17|CXCL10JFOXP4IHCK|IL10|IL12B|MTOR|NFATS] 1|RGS3|ROBO1|RPTORISTAT JWNT1[ZC3H12D
21( GO:0031341 | regulation of cell kiling 4,167E-01| 2,187E+01 3| CADM1[IL10JIL128

211 GO:0051270 | regulation of cellular component moverment 4,267E-01| 2,228E+01 7| ADAM10JADAM17|GXCL10]ILBIMTOR|PLXNB1|ROBOT

214 GO:0140131 | positive regulation of lymphocyte chemotaxis 4,286E-01| 2,228E+01 2| ADAM10JADAM17

21 GO:0045088 | regulation of innate immune response 4,378E-01| 2,265E+01 5| GADM1|HCK|IL12BINFKB1|STAT1

214 GO:0008593 | regulation of Notch signaling pathway 4416E-01 | 2.274E+01 3| ADAM10[ROBOTIWNT1

21 GO:0019222 | regulation of metabolic process 4557E-01| 2,336E+01 19 | ADAM17|CXGL10JFOXP4JHCK]IL10|IL12BIMTOR|NFATS|NFKB1|NR3C1IRGS3|ROBO1|RPTORISLCEAA|STAT1 STAT6[TONSLIWNT1[ZC3H12D
21( GO:0002708 | positive regulation of lymphocyte mediated immunity 4,674E-01| 2,385E+01 3| CADM1|IL12BISTAT

21 GO:0035556 | intracellular signal transduction 4,754E-01 2414E+01 9| CXCL10JIL5RA|ILIMTORINFATS|NFKB1|PLXNB1IRPTORIWNT 1

21§ GO:0042035 | regulation of cytokine biosynthetic process 4,807E-01)  2,43E+01 3| IL10JIL12BINFKB1

214 GO:0045927 | positive regulation of growth 4.977E-01| 2,504E+01 4| ADAM10/ADAM 17|MTOR|RPTOR

22( GO:0002697 | regulation of immune effector process 5,030E-01| 2,524E+01 5| CADM1|IL10IL12B|STAT1[STAT6

221 GO:0042832 | defense response to protozoan 5154E-01| 2,536E+01 2| IL1o)L128,

22 GO:0006509 | membrane protein ectodomain proteolysis 5,154E-01| 2,536E+01 2| ADAM10JADAM17

22 GO:0006359 | regulation of transcription by RNA polymerase Iil 5,154E-01| 2,536E+01 2| MTORIRPTOR

224 GO:0031324 | negative regulation of cellular metabolic process 5,154E-01| 2,536E+01 11/ IL1OJMTOR] |RPTOR|STAT IWNT1|ZC3H12D

224 GO:2000112 | regulation of cellular macromolecule biosynthetic process | 5,464E-01 2,673E+01 14| CXCL10JFOXPA4JHCK]IL10|MTORINFATS|NF! PTORISTAT1|STATG[TONSLIWNT1|ZG3H12D
22( GO:0032269 | negative regulation of cellular protein metabolic process | 5,495E-01| 2,673E+01 7/ IL10|MTORINFKB1/RGS3RPTORIWNT1[ZC3H12D

22 GO:0002285 | lymphocyte activation involved in i P 5507E-01| 2,673E+01 3/ IL12BIMTOR|STATG

22 GO:0002861 | regulation of inflammatory response to antigenic stimulus | 5,618E-01/ 2,703E+01 2| IL1o)L128,

22{ GO:0001562 | response to protozoan 5,618E-01| 2.703E+01 2| IL1o)L128,

23( GO:0071375 | cellular response to peptide hormone stimulus 5,751E-01 2,755E+01 4| NFKB1|STAT1|STATE|WNT1

231 GO:0009888 | tissue development 6,077E-01| 2,873E+01 9| ADAM17|HCKIIL10JMTORINPY|ROBO1|STAT1 [STATEWNT1

234 GO:0032107 | regulation of response to nutrient levels 6,101E-01| 2,873E+01 2| MTORINPY

23] GO:0051220 | cytoplasmic sequestering of protein 6,101E-01| 2,873E+01 2/ IL10[TONSL

234 G0:0032104 | regulation of response to extracellular stimulus 6,101E-01| 2,873E+01 2| MTORINPY

234 GO:0031323 | regulation of cellular metabolic process 6,20E-01| 2,049E+01 18 | ADAM17|CXGL10JFOXP4JHCK|IL10|IL12B|MTOR|NFATS| INR3C1|RGS3|ROBO1|RPTORISTAT JWNT1[ZC3H12D
23( GO:0007162 | negative regulation of cell adhesion 6,342E-01| 2,961E+01 4| ADAM1O|ILTOJPLXNBTWNT1

23] GO:0006355 | regulation of transcription, DNA-templated 6.451E-01 | 2,099E+01 13 | CXCL10|FOXPA4JHCK]IL10|MTORINFATS|NF! PTORISTAT1|STATG[TONSLIWNT1
23{ GO:0043368 | positive T cell selection 6,603E-01| 3,032E+01 2| MTOR|STATS

234 GO:0002230 | positive regulation of defense response to virus by host | 6,603E-01 3,032E+01 2/ IL12BISTAT1

24( GO:1903203 | regulation of oxidative stress-induced neuron death 6,603E-01| 3,032E+01 2/ IL10WNT1

241 GO:0032268 | regulation of cellular protein metabolic process 6,765E-01| 3,093E+01 11| ADAM17|CXCL10]IL10JIL12B|MTORINFKB1/RGS3|ROBO1|RPTORIWNT1|ZC3H12D

241 GO:0031347 | regulation of defense response 6,794E-01| 3,004E+01 6| CADM1|HCK|IL10/IL12BINFKB1[STAT1

249 GO:0030335 | positive regulation of cell migration 6,831E-01| 3,098E+01 5| ADAM10JADAM17|CXCL10|ILBMTOR

244 GO:0043900 | regulation of multi-organism process 7,23E-01 | 3,265E+01 6| CADM1|HCK|IL128]IL8INFKB1|STAT1

24 GO:0045765 | regulation of angiogenesis 7453E-01| 3,352E+01 4| CXCL10JIL10|ILBISTAT1

24( GO:1903506 | regulation of nucleic acid-templated transcription 7.594E-01| 3,392E+01 13 | CXCL10JFOXPAJHCK|IL10|MTORINFATS|NFKB1|NR3C1IRPTORISTAT1|STATETONSLIWNT1
241 GO:0019219 | regulation of nucleobase-containing compound metabolic | 7,637E-01 3,392E+01 14| CXCL10JFOXPAJHCK]IL10|MTORINFATS|NF! PTORISTAT1|STATG[TONSLIWNT1|ZG3H12D
24§ GO:1902745 | positive regulation of lamellipodium organization 7,666E-01| 3,392E+01 2| MTORWNT1

244 GO:0031929 | TOR signaling 7.666E-01| 3,392E+01 2| MTORIRPTOR

25( GO:2001141 | regulation of RNA biosynthetic process 7,7E-01 | 3394E+01 13 | CXCL10JFOXPAJHCK]IL10]MTORINFATS| PTORISTAT1|STATG[TONSLIWNT1
251 GO:0001932 | regulation of protein phosphorylation 7.748E-01| 3,402E401 8| ADAM17|CXCL10]IL12BMTORIRGS3|ROBO1|RPTORWNT1

259 GO:0051248 | negative regulation of protein metabolic process 7.984E-01| 3491E+01 7/ IL10|MTORINFKB1/RGS3RPTORIWNT1[ZC3H12D

259 GO:0007219 | Notch signaling pathway 8,176E-01| 3,555E+01 3| ADAM10JADAM17|STAT1

254 GO:0032647 | regulation of interferon-alpha production 8,226E-01| 3,555E401 2/ IL10[STAT1

254 GO:0045954 | positive regulation of natural killer cell mediated cytotoxicit; 8,226E-01| 3,555E+01 2| cADM1|IL12B

25( GO:2000147 | positive regulation of cell motiity 8317E-01|  3,58E+01 5| ADAM10JADAM17|CXCLI0|ILBIMTOR

251 GO:0002831 | regulation of response to biotic stimulus 8,39E-01| 3,507E+01 5| GADM1|HCK|IL12B|NFKB1|STAT1

25( GO:0010591 | regulation of lamellipodium assembly 8,806E-01| 3,761E+01 2| MTORWNT1

25¢ GO:0002705 | positive regulation of leukocyte mediated immunity 9,356E-01| 3,955E401 3| CADM1|IL12BISTATE

26( GO:0045860 | positive regulation of protein kinase activity 9,381E-01| 3,955E+01 5| ADAM17|IL12B|MTORIROBO1|RPTOR

261 GO:0042036 | negative regulation of cytokine biosynthetic process. 9,405E-01| 3,955E+01 2/ IL10INFKB1

264 GO:1902895 | positive regulation of pri-miRNA transcription by RNA polyr 9,405E-01 | 3,955E+01 2/ IL10|NR3C1

264 GO:0051272 | positive regulation of cellular component movement 9,46E-01| 3,964E+01 5| ADAM10JADAM17|CXCL1O0|ILBIMTOR

264 GO:0071407 | cellular response to organic cyclic compound 9,866E-01 4,118E+01 5/ IL10|NFKB1|NR3C1|SLCBA4|STAT1

264 GO:0002717 | positive regulation of natural killer cell mediated immunity | 1,002E+00 4,152E+01 2| CADM1|IL12B

26( GO:0071354 | cellular response to interleukin-6 1,002E400) 4,152E+01 2| NFKB1|STAT1

261 GO:0050728 | negative regulation of inflammatory response 1,02E+00 | 4,200E+01 3| IL10JIL12BINFKB1

26 GO:0050776 | regulation of immune response 1,046E400 4,303E+01 7| CADM1HCK(IL10/IL12BINFKB1|STAT1|STATS

264 GO:0006935 | chemotaxis 1,054E400 4,319E+01 5| CXCL10/IL10/IL8|PLXNB1/ROBO1

270 GO:0045191 | regulation of isotype switching 1,086E+00 4,342E+01 2/ IL10[STATE

271 GO:0042330 | taxis. 1,072E400) 4,342E+01 5| CXCL10JLL10]IL8IPLXNB1|ROBO1

27 GO:0040017 | positive regulation of locomotion 1,072E+00, 4,342E+01 5| ADAM10]ADAM17|CXCL1O|ILBIMTOR

27 GO:0106056 | regulation of calcineurin-mediated signaling 1,132E400  4,55E+01 2| MTORINFATS

274 GO:0070884 | regulation of calcineurin-NFAT signaling cascade 1,132E400  4,55E+01 2| MTORINFATS

274 GO:0051246 | regulation of protein metabolic process 1,161E400  4,65E+01 11| ADAM17|CXCL10]IL10/IL12B|MTOR] 0BO1IRPTOR|WNT1[ZC3H12D

27( GO:0030595 | leukocyte chemotaxis 1,203E+00) 4,784E+01 3| cxcLiojLioiLe

277 GO:0002822 | regulation of adaptive immune response based on somatic 1,203E+00, 4,784E+01 3/ IL10)L12BISTATE

274 GO:1901653 | cellular response to peptide 1,216E400 4,819E+01 4| NFKB1|STAT1|STATE|WNT1

274 GO:0051726 | regulation of cell cycle 1,231E+00 4,862E+01 7| ADAM17|IL10]IL12B/IL8MTORIRPTOR|SLCEA4

28( GO:0048856 | anatomical structure development 1,268E400 4,956E+01 16 | ADAM10JADAM17|GADM1|CXCL10JHCK]IL10/IL12B|ILBIMTORINPY|PLXNB1|ROBO1|SLC6A4|STAT1|STATGIWNT1
281 GO:0070741 | response to interleukin-6 1,268E400 4,956E+01 2| NFKB1|STATY

281 GO:1900087 | positive regulation of G1/S transition of mitotic cell cycle | 1,268E+00 4,956E+01 2| ADAM17|RPTOR

284 GO:0050777 | negative regulation of immune response 1,276E+00 4,969E+01 3/ IL10)L12BISTATS




