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S-Materials6: Statistical testing of differences in weighted and unweighted UniFrac distances between crying and behavioural outcome subgroups.

Crying time at baseline
· Weighted UniFrac distance

Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

           Df SumsOfSqs MeanSqs F.Model      R2 Pr(>F)
cryfuss0    1    0.2321 0.23206  1.3079 0.01254  0.216
Residuals 103   18.2754 0.17743         0.98746       
Total     104   18.5075                 1.00000       

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
           Df  Sum Sq  Mean Sq     F N.Perm Pr(>F)
Groups      1 0.05376 0.053761 2.402    999  0.113
Residuals 103 2.30534 0.022382      

· Unweighted UniFrac distance


Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

           Df SumsOfSqs MeanSqs F.Model      R2 Pr(>F)
cryfuss0    1    0.1059 0.10591 0.70211 0.00677  0.815
Residuals 103   15.5366 0.15084         0.99323       
Total     104   15.6425                 1.00000       

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
           Df  Sum Sq   Mean Sq      F N.Perm Pr(>F)
Groups      1 0.00006 0.0000569 0.0148    999  0.889
Residuals 103 0.39584 0.0038431    

Crying time at 4 weeks
· Weighted UniFrac distance

Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

          Df SumsOfSqs  MeanSqs F.Model      R2 Pr(>F)
cryfuss4   1    0.0487 0.048676 0.26692 0.00277   0.97
Residuals 96   17.5068 0.182362         0.99723       
Total     97   17.5554                  1.00000       

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
          Df  Sum Sq   Mean Sq      F N.Perm Pr(>F)
Groups     1 0.00041 0.0004094 0.0192    999  0.874
Residuals 96 2.04493 0.0213014   

· Unweighted UniFrac distance

Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

          Df SumsOfSqs MeanSqs F.Model      R2 Pr(>F)
cryfuss4   1    0.2064 0.20642  1.4078 0.01445  0.128
Residuals 96   14.0760 0.14663         0.98555       
Total     97   14.2825                 1.00000       

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
          Df  Sum Sq   Mean Sq      F N.Perm Pr(>F)
Groups     1 0.00008 0.0000772 0.0189    999  0.886
Residuals 96 0.39211 0.0040845

Behaviour outcome at 2 years
· Weighted UniFrac distance

Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

            Df SumsOfSqs MeanSqs F.Model    R2 Pr(>F)
anyprobCAT   1     0.146 0.14595 0.81786 0.007  0.548
Residuals  116    20.701 0.17846         0.993       
Total      117    20.847                 1.000       
> # Homogeneity of dispersion test
> beta <- betadisper(dfuni, dfad$anyprobCAT)
> permutest(beta) 

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
           Df  Sum Sq   Mean Sq      F N.Perm Pr(>F)
Groups      1 0.00006 0.0000589 0.0027    999  0.961
Residuals 116 2.56660 0.0221258    

· Unweighted UniFrac distance

Permutation: free
Number of permutations: 999

Terms added sequentially (first to last)

            Df SumsOfSqs MeanSqs F.Model      R2 Pr(>F)
anyprobCAT   1    0.1349 0.13492 0.89698 0.00767  0.573
Residuals  116   17.4481 0.15041         0.99233       
Total      117   17.5830                 1.00000       

Permutation test for homogeneity of multivariate dispersions
Permutation: free
Number of permutations: 999

Response: Distances
           Df  Sum Sq   Mean Sq      F N.Perm Pr(>F)
Groups      1 0.00447 0.0044726 1.1486    999   0.27
Residuals 116 0.45170 0.0038939
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