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Supplementary material 

 

In the original procedure of Nguyen-Ba et al. (2019), the target trajectory of cumulative 

feed intake was obtained by repeatedly fitting a polynomial function to the cumulative 

feed intake data. If a significant autocorrelation was observed among the residuals, 

data associated with negative residuals were temporarily eliminated from the dataset, 

and the fitting procedure was repeated. The procedure was terminated when the 

autocorrelation among the residuals was no longer significant. It was also ensured that 

at least 20 data points remained, irrespective of if there was autocorrelation among the 

residuals. 

With the original procedure, if there is autocorrelation among the residuals, roughly 

half of the data is eliminated at each step of the fitting procedure. This procedure may 

be too severe for the current data set, which is composed of only 55 data points for 

each individual pig. In the modified procedure, only the 10% quantile of data with 

negative residuals were eliminated at each step of the fitting procedure. The results of 

both procedures are compared in Table S1. 
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Table S1 Comparison of procedures to estimate the target trajectory curve of 
cumulative feed intake in growing pigs 

 Original 
procedure1 

(n = 155) 

Modified 
procedure2 

(n = 155) 

Average number of filtration steps 2.0 ± 0.2 6.3 ± 1.2  
The fitting procedure stopped because there was no longer autocorrelation among 
the residuals: 

Number of animals concerned 39 78 
Number of data points used to estimate the 
target cumulative feed intake 

27.7 ± 3.6 29.3 ± 6.3 

The fitting procedure stopped to ensure that there were at least 20 data points 
remaining, but autocorrelation remained among the residuals: 

Number of animals concerned 116 77 
Number of data points used to estimate the 
target cumulative feed intake  

 28.7 ± 3.0  23 ± 0.0 

1 Original procedure: the procedure to estimate the target cumulative feed intake was 
done by eliminating all data with negative residuals at each filtration step. 
2 Modified procedure: the procedure to estimate the target cumulative feed intake was 
done by eliminating the 10% quantile of data with negative residuals at each filtration 
step. 
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