Supplementary Table S6 The Parsim-Informative sites of non-synonymous mutations in selected six populations
	Gene
	
	AA substitutions
	Gene
	
	AA substitutions
	

	Loci
	6783
	T
	A
	Loci
	8041
	S
	N
	

	COX1
	PD(22)
	86.4%
	13.6%
	ATP6
	SF(29)
	65.5%
	34.5%
	

	Loci
	7468
	V
	I
	
	SH(21)
	66.7%
	33.3%
	

	COX2
	SF(29)
	93.1%
	6.9%
	
	VT(28)
	32.1%
	67.9%
	

	
	SH(21)
	90.5%
	9.5%
	
	DR(31)
	74.2%
	25.8%
	

	
	VT(28)
	82.1%
	17.9%
	
	DL(28)
	57.1%
	42.9%
	

	
	DR(31)
	74.2%
	25.8%
	
	PD(22)
	9.1%
	90.9%
	

	
	DL(28)
	67.9%
	32.1%
	Loci
	8119
	H
	P
	L

	Loci
	7919
	N
	S
	
	VT(28)
	82.1%
	14.3%
	3.6%

	ATP8
	DL(28)
	96.4%
	3.6%
	Loci
	8122
	N
	T
	

	
	PD(22)
	95.5%
	4.5%
	
	VT(28)
	92.9%
	7.1%
	

	Loci
	9119
	A
	T
	Loci
	8304
	A
	T
	

	COX3
	PD(22)
	90.9%
	9.1%
	
	VT(28)
	96.4%
	3.6%
	

	
	
	
	
	
	DL(28)
	92.9%
	7.1%
	


The SNPs positions were counted from the first nucleotide of KF938319.1. SF= Sishui Fur sheep, SH= Small-tailed Han Sheep, VT= Valley-type Tibetan sheep, DR= Dingri sheep, DL= Duolang sheep, PD= Poll Dorset
