Supplementary Table S5 Population expansion estimated by the Tajima’s test and the Ewens-Watterson test of other four genes within 11 populations
	Tajima’s test
	SF
	SH
	VT
	MZ
	CG
	QS
	DR
	DL
	PD
	DO
	SU

	COX2
	
	
	
	
	
	
	
	
	
	
	

	Coding region (p value)
	-0.52
	-0.86
	0.70
	1.83*
	-1.66*
	-0.72
	0.18
	1.70
	-1.45
	0.11
	1.01

	Synonymous sites (p value)
	-0.28
	-0.46
	0.69
	1.83*
	-1.42
	-0.60
	0.25
	1.79
	-1.27
	0.11
	1.01

	Non-Synonymous sites (p value)
	-0.99
	-1.43
	0.38
	N.A
	-1.69*
	-0.75
	-0.16
	0.85
	-1.16
	N.A
	N.A

	ATP8
	
	
	
	
	
	
	
	
	
	
	

	Coding region (p value)
	-0.99
	-1.43
	-0.28
	N.A
	-1.31
	-0.75
	-0.64
	-0.22
	-1.16
	N.A
	N.A

	Synonymous sites (p value)
	-0.99
	-0.80
	-0.28
	N.A
	-1.49
	-0.34
	-0.21
	0.85
	N.A
	N.A
	N.A

	Non-Synonymous sites (p value)
	N.A
	-1.51
	N.A
	N.A
	-0.40
	-1.16
	-1.14
	-1.51
	-1.16
	N.A
	N.A

	ATP6
	
	
	
	
	
	
	
	
	
	
	

	Coding region (p value)
	0.12
	-0.27
	-0.45
	0.02
	-0.80
	-1.05
	0.35
	-0.20
	-1.16
	0.25
	-0.11

	Synonymous sites (p value)
	-0.45
	-0.42
	-0.07
	0.02
	-1.41
	-1.04
	-0.11
	-0.55
	-0.91
	-1.16
	0.43

	Non-Synonymous sites (p value)
	1.73*
	0.03
	-0.77
	0.02
	0.34
	-0.75
	1.18
	0.50
	-1.21
	1.55
	-0.54

	COX3
	
	
	
	
	
	
	
	
	
	
	

	Coding region (p value)
	-0.08
	-0.36
	-0.10
	1.01
	-0.74
	-0.78
	-0.27
	0.84
	-1.14
	-0.96
	-0.79

	Synonymous sites (p value)
	0.24
	0.11
	0.52
	0.80
	-0.89
	-0.61
	0.10
	1.17
	-1.10
	-1.47
	-0.47

	Non-Synonymous sites (p value)
	-1.01
	-1.51
	-1.73*
	1.30
	0.24
	-1.16
	-1.51
	-1.15
	-0.64
	0.11
	-1.51

	Ewens-Watterson test
	SF
	SH
	VT
	MZ
	CG
	QS
	DR
	DL
	PD
	DO
	SU

	COX2
	
	
	
	
	
	
	
	
	
	
	

	FO value
	0.467
	0.379
	0.286
	0.520
	0.440
	0.554
	0.438
	0.281
	0.612
	0.483
	0.384

	FE value
	0.478
	0.300
	0.324
	0.680
	0.416
	0.372
	0.398
	0.328
	0.371
	0.568
	0.450

	Watterson test P (FE <<FO)
	0.575
	0.875
	0.432
	0.226
	0.718
	0.948
	0.714
	0.396
	0.987*
	0.386
	0.354

	ATP8
	
	
	
	
	
	
	
	
	
	
	

	FO value
	0.872
	0.669
	0.651
	N.A.
	0.662
	0.620
	0.665
	0.467
	0.913
	N.A.
	N.A.

	FE value
	0.755
	0.442
	0.590
	N.A.
	0.535
	0.450
	0.486
	0.390
	0.737
	N.A.
	N.A.

	Watterson test P (FE <<FO)
	0.735
	0.965*
	0.675
	N.A.
	0.870
	0.899
	0.869
	0.781
	1.000**
	N.A.
	N.A.

	ATP6
	
	
	
	
	
	
	
	
	
	
	

	FO value
	0.427
	0.361
	0.143
	0.680
	0.342
	0.310
	0.301
	0.268
	0.236
	0.459
	0.070

	FE value
	0.320
	0.215
	0.103
	0.685
	0.266
	0.252
	0.332
	0.208
	0.253
	0.567
	0.072

	Watterson test P (FE <<FO)
	0.897
	0.983*
	0.974*
	0.600
	0.917
	0.846
	0.470
	0.881
	0.488
	0.279
	0.676

	COX3
	
	
	
	
	
	
	
	
	
	
	

	FO value
	0.227
	0.370
	0.191
	0.420
	0.351
	0.384
	0.288
	0.367
	0.554
	0.388
	0.285

	FE value
	0.282
	0.297
	0.238
	0.488
	0.328
	0.256
	0.247
	0.398
	0.453
	0.368
	0.256

	Watterson test P (FE <<FO)
	0.288
	0.845
	0.249
	0.353
	0.746
	0.957*
	0.780
	0.486
	0.765
	0.679
	0.764


*means significant at P value <0.05; **means significant at P value<0.01., N.A represented the value was not detected. SF= Sishui Fur sheep, SH= Small-tailed Han Sheep, VT= Valley-type Tibetan sheep, MZ= Mozhu sheep, CG= Chengguan sheep, QS= Qushui sheep, DR= Dingri sheep, DL= Duolang sheep, PD= Poll Dorset, DO= Dorper sheep, SU= Suffolk sheep
