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Prediction of dietary digestible essential amino acid concentration

The best predictor of the dEAA content of each EAA was the total concentration of each EAA in the feed. In fact, dEAA and total EAA contents were both linearly and positively associated, with slopes varying from 0.93 to 0.99 (Table S2). An interaction was found between slope and legume seeds type for all EAA except to Lys, Met and Phe. The overall intercept of models was different from 0 (P < 0.05) for all EAA and the correction factor for the intercept was positive for all EAA in pea, and negative for all EAA in faba bean models (P < 0.05). 
Table S2 Prediction digestible amino acids (dEAA, % DM basis) of legume seeds from total essential amino acids (tEAA, % DM basis)1 
	dEAA

(% DM)
	Ns
	Nt
	
	Intercept
	Slope
	Ingredient
	Zi4
	Slope x Legume seeds4 
	RMSE5
	R2 5

	
	
	
	
	M
	SE
	tEAA
	SE
	
	Mean
	SE
	Mean
	SE
	
	

	 Arg2
	18
	122
	
	-0.212***3
	0.048
	0.994***
	0.017
	FBS
	-0.338***
	0.091
	0.097**
	0.031
	0.055
	0.994

	
	
	
	
	
	
	
	
	PS
	0.159**
	0.053
	-0.063***
	0.019
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 His
	19
	120
	
	-0.145***
	0.025
	1.03***
	0.032
	FBS
	-0.141***
	0.045
	0.141*
	0.057
	0.017
	0.99

	
	
	
	
	
	
	
	
	PS
	0.081**
	0.024
	-0.087*
	0.033
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Ile
	21
	124
	
	-0.232***
	0.042
	1.01***
	0.033
	FBS
	-0.374***
	0.083
	0.274***
	0.065
	0.032
	0.977

	
	
	
	
	
	
	
	
	PS
	0.021***
	0.047
	-0.187***
	0.039
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Leu
	20
	126
	
	-0.436***
	0.085
	1.03***
	0.039
	FBS
	-0.739***
	0.165
	0.317***
	0.074
	0.058
	0.98

	
	
	
	
	
	
	
	
	PS
	0.415***
	0.09
	-0.205***
	0.043
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Lys
	21
	125
	
	-0.072*
	0.032
	0.899***
	0.019
	FBS
	0.034ns
	0.035
	-0.035ns
	0.021
	0.047
	0.981

	
	
	
	
	
	
	
	
	PS
	-0.028ns
	0.034
	0.014ns
	0.021
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Met
	17
	114
	
	-0.031***
	0.009
	0.970***
	0.045
	FBS
	-0.033*
	0.015
	0.095ns
	0.072
	0.009
	0.934

	
	
	
	
	
	
	
	
	PS
	0.025**
	0.009
	-0.107*
	0.045
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Phe
	20
	124
	
	-0.128*
	0.049
	0.928***
	0.039
	FBS
	-0.152ns
	0.086
	0.103ns
	0.068
	0.039
	0.967

	
	
	
	
	
	
	
	
	PS
	0.079ns
	0.049
	-0.078ns
	0.04
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Thr
	20
	119
	
	-0.238***
	0.051
	1.03***
	0.047
	FBS
	-0.441***
	0.109
	0.384***
	0.098
	0.038
	0.958

	
	
	
	
	
	
	
	
	PS
	0.237***
	0.059
	-0.232***
	0.057
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Trp
	11
	88
	
	-0.036*
	0.018
	0.918***
	0.08
	FBS
	-0.004ns
	0.02
	-0.063ns
	0.085
	0.012
	0.933

	
	
	
	
	
	
	
	
	PS
	0.011ns
	0.012
	-0.042ns
	0.052
	
	

	
	
	
	
	
	
	
	
	LS
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	 Val
	21
	127
	
	-0.203***
	0.062
	0.961***
	0.047
	FBS
	-0.312**
	0.103
	0.207**
	0.077
	0.044
	0.951

	
	
	
	
	
	
	
	
	PS
	0.178**
	0.059
	-0.152***
	0.046
	
	

	
	
	
	
	
	
	
	
	LS
	 
	 
	 
	 
	
	


1 In pig studies: The list of references used for the meta-analysis is given in Supplementary Material S3
2 Arg : Arginine, His : Histidine, Ile : Isoleucine, Leu : Leucine. Lys; Lysine, Met: Methionine, Phe : Phenylalanine, Thr : Threonine, Trp : Tryptophan, Val : Valine.
3 *P < 0.05; **P < 0.01; ***P < 0.001; §Tendency at P < 0.10; ns = not significant (P > 0.10).
4 Zi= correction factor of intercept for different legume seeds; Slope x Legume seeds= correction factor of slope for different legume seeds.
5 RMSE : root mean square error, R2 : coefficient of determination

