Model evaluation

The general model predicted EAA SID based on NDF analysis, giving small d values (d = mean [observed or experimental value - predicted value]) in the range of -0.06 to 1.21 % (Supplementary Table S2). The intercept was significantly different from 0 for all EAA and the slope was not significantly different from 1, except for Lys and Thr. The EAA SID thus can be predicted with adequate accuracy and low RMSEP (< 6 %). The general model also predicted digestible EAA content from NDF with a small positive d except for Arg and Trp (Supplementary Table S3). The intercept did not differ from 0 except for Leu and Val (P < 0.05), the slope did not differ from 1 for all EAA, and the RMSEP was low (< 10 %) for all EAA.

Supplementary Table S2 Oilseed meal EAA SID in pigs, predicted from NDF using the database and proposed models
	
	SID (% of EAA content)

	
	Arg
	His
	Ile
	Leu
	Lys
	Met
	Phe
	Thr
	Trp
	Val

	Experimental mean
	92.0
	86.9
	85.6
	83.7
	85.3
	86.9
	84.1
	81.4
	88.9
	83.9

	Predicted mean
	91.3
	87.5
	84.7
	83.7
	84.1
	86.2
	84.7
	81.1
	88.1
	83.8

	d1
	0.750
	-0.562
	0.883
	-0.060
	1.21
	0.782
	-0.563
	0.301
	0.802
	0.110

	Regression equation2
	
	
	
	
	
	
	
	
	
	

	A
	6.86
	11.67
	-4.30
	3.42
	15.37
	8.97
	-10.75
	22.16
	-3.05
	-5.11

	P-value3
	*
	*
	*
	*
	*
	*
	*
	*
	*
	*

	B
	0.923
	0.882
	1.05
	0.962
	0.810
	0.895
	1.13
	0.725
	1.02
	1.06

	P-value3
	ns
	ns
	ns
	ns
	*
	ns
	ns
	*
	ns
	ns

	R2 4
	0.852
	0.731
	0.736
	0.801
	0.735
	0.733
	0.647
	0.623
	0.681
	0.710

	RMSEP5
	2.67
	3.82
	4.03
	3.71
	5.68
	3.88
	4.03
	4.68
	3.77
	3.62


Arg = arginine, His = histidine, Ile = isoleucine, Leu = leucine, Lys = lysine, Met = methionine, Phe = phenylalanine, Thr = threonine, Trp = tryptophan, Val = valine
1 Mean deviation from the bisector (Y = X)

2 Yobs = a + bYp

3 P-value associated with a and b differing from respectively 0 and 1

4 R2 = coefficient of determination

5 RMSEP = root mean square error prediction

*P < 0.05, ns = not significant (P > 0.10)

Supplementary Table S3 Digestible EAA content of oilseed meal, predicted from NDF using the database and proposed model, in pigs 

	
	Digestible content (% of dry matter)

	
	Arg
	His
	Ile
	Leu
	Lys
	Met
	Phe
	Thr
	Trp
	Val

	Experimental mean
	3.22
	1.13
	1.76
	3.05
	2.51
	0.65
	2.01
	1.53
	0.60
	2.07

	Predicted mean
	3.25
	1.10
	1.76
	2.99
	2.44
	0.63
	1.98
	1.52
	0.65
	2.01

	d1
	-0.031
	0.030
	0.000
	0.062
	0.072
	0.024
	0.030
	0.010
	-0.052
	0.061

	Regression equation2
	
	
	
	
	
	
	
	
	
	

	a
	0.063
	0.061
	-0.165
	-0.340
	-0.072
	-0.063
	-0.030
	-0.110
	-0.022
	-0.340

	P-value3
	ns
	ns
	ns
	*
	ns
	ns
	ns
	ns
	ns
	*

	b
	0.973
	0.980
	1.09
	1.09
	1.04
	1.06
	1.00
	1.06
	1.12
	1.14

	P-value3
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	ns
	ns

	R2
	0.982
	0.963
	0.920
	0.987
	0.911
	0.966
	0.982
	0.973
	0.921
	0.942

	RMSEP4
	4.27
	5.57
	7.79
	4.79
	9.31
	5.46
	4.14
	4.39
	9.18
	6.71


Arg = arginine, His = histidine, Ile = isoleucine, Leu = leucine, Lys = lysine, Met = methionine, Phe = phenylalanine, Thr threonine, Trp = tryptophan, Val = valine

1 Mean deviation from the bisector (Y = X)

2 Yobs = a + bYp

3 P-value associated with a and b differing from respectively 0 and 1

4 R2 = coefficient of determination

5 RMSEP: root mean square error prediction

*P < 0.05, ns = not significant (P > 0.10)
