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Supplementary Figure S1 Imputation accuracy based on overall rate of errors (ORE) in generation 9 using different reference populations. 
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Supplementary Figure S2 Imputation accuracy for low (0.1-0.2) and high (0.4-0.5) minor allele frequency SNPs. 
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Supplementary Figure S3 Accuracy of estimated genomic breeding values in generation 9 using true and imputed SNP genotypes for a heritability of 0.1 (in blue) and 0.4 (in red). Bars indicate the standard errors. 
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Supplementary Figure S4 Accuracy of GEBVs in generation 5 using true and imputed genotypes and two estimation methods (BayesA and GBLUP). Bars indicate the standard errors. 
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