Supplementary Table S2. Genes with significant differential expression in the boar testis during pubertal development.

cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 100014 PROX1 XM_005273195 PREDICTED: Homo sapiens prospero Nucleus transcription XM_005656757 PREDICTED: Sus scrofa prospero
homeobox 1 (PROX1), transcript variant regulator homeobox 1 (PROX1), transcript variant
X2, mRNA X6, mRNA
one 100018 BAGS5 NM_004873 Homo sapiens BCL2-associated Cytoplasm  other AK393496 Sus scrofa mRNA, clone:
athanogene 5 (BAG)), transcript variant KDNO010063H02, expressed in kidney
2, mRNA
one 100148 MED13 BC044258 Homo sapiens cDNA clone Nucleus transcription XM_003483046 PREDICTED: Sus scrofa mediator of
IMAGE:6068796, containing frame-shift regulator RNA polymerase Il transcription subunit
errors 13-like (LOC100739605), mRNA
one 100159 CCT3 u17104 Human cytoplasmic chaperonin hTRIiC5 Cytoplasm  other AK390234 Sus scrofa mRNA, clone:
mRNA, partial cds BFLT10041C02, expressed in brain
(frontal lobe)
one 100233 NEXN XM_005271324 PREDICTED: Homo sapiens nexilin (F Plasma other XM_005665375 PREDICTED: Sus scrofa nexilin (F actin
actin binding protein) (NEXN), transcript Membrane binding protein) (NEXN), mRNA
variant X3, mRNA
one 100745 LAPTM4A NM_014713 Homo sapiens lysosomal protein Cytoplasm  other XM_005662724 PREDICTED: Sus scrofa lysosomal
transmembrane 4 alpha (LAPTM4A), protein transmembrane 4 alpha
mRNA (LAPTM4A), mRNA
one 101011 MRPL51 NM_016497 Homo sapiens mitochondrial ribosomal Cytoplasm other AK349816 Sus scrofa mRNA,
protein L51 (MRPL51), mRNA clone:SKNB10061C12, expressed in
skin
one 101323 ZMYM2 NM_001190965 Homo sapiens zinc finger, MYM-type 2 Nucleus other NM_213736 Sus scrofa phosphodiesterase 3A,
(ZMYM2), transcript variant 4, mRNA cGMP-inhibited (PDE3A), mRNA
>gi|5579385|gb|AF161582.1|AF 161582
Sus scrofa cyclic nucleotide
phosphodiesterase PDE3A mRNA,
complete cds
one 101698 ST7L XM_005270964 PREDICTED: Homo sapiens Other other XM_005655455 PREDICTED: Sus scrofa suppression
suppression of tumorigenicity 7 like of tumorigenicity 7 like (ST7L),
(ST7L), transcript variant X4, mRNA transcript variant X13, mRNA
one 101864 MARCH6 NM_001270661 Homo sapiens membrane-associated Cytoplasm enzyme NM_001130535 Sus scrofa membrane-associated ring
ring finger (C3HC4) 6, E3 ubiquitin finger (C3HC4) 6, E3 ubiquitin protein
protein ligase (MARCH®), transcript ligase (MARCHG6), mRNA
variant 3, mMRNA >gi|190589909|gb|EU754825.1| Sus
scrofa membrane-associated ring finger
6 (MARCHG6) mRNA, complete cds
one 102234 FRY XM_006719749 PREDICTED: Homo sapiens furry Extracellular other XM_005656842 PREDICTED: Sus scrofa protein furry

homolog (Drosophila) (FRY), transcript
variant X1, mRNA

Space

homolog (LOC102166104), mMRNA
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 102674 UGT2B10 NM_001290091 Homo sapiens UDP Cytoplasm enzyme XM_005656507 PREDICTED: Sus scrofa UDP-
glucuronosyltransferase 2 family, glucuronosyltransferase 2B18-like
polypeptide B10 (UGT2B10), transcript (LOC100516628), transcript variant X2,
variant 3, mRNA mRNA
one 102730 AC210629 Homo sapiens FOSMID clone ABC12- CuU929583 Pig DNA sequence from clone CH242-
49199200P15 from chromosome x, 185D4 on chromosome X, complete
complete sequence sequence
one 102767 SEPHS2 NM_012248 Homo sapiens selenophosphate Other enzyme AK395303 Sus scrofa mRNA, clone:
synthetase 2 (SEPHS2), mRNA OVRM10182G05, expressed in ovary
one 102822 FGB NM_001184741 Homo sapiens fibrinogen beta chain Extracellular other XR_135291 PREDICTED: Sus scrofa fibrinogen
(FGB), transcript variant 2, mRNA Space beta chain-like (LOC100739222),
misc_RNA
one 102825 SLC38A4 XM_005268997 PREDICTED: Homo sapiens solute Plasma transporter XM_005664160 PREDICTED: Sus scrofa solute carrier
carrier family 38, member 4 (SLC38A4), Membrane family 38, member 4 (SLC38A4), mRNA
transcript variant X2, mRNA
one 102898 SMARCA1 XM_006724782 PREDICTED: Homo sapiens SWI/SNF Nucleus transcription XM_005673896 PREDICTED: Sus scrofa SWI/SNF
related, matrix associated, actin regulator related, matrix associated, actin
dependent regulator of chromatin, dependent regulator of chromatin,
subfamily a, member 1 (SMARCA1), subfamily a, member 1 (SMARCA1),
transcript variant X5, mRNA transcript variant X10, mRNA
one 102907 EVA1A NM_032181 Homo sapiens eva-1 homolog A (C. Plasma other XM_003124981 PREDICTED: Sus scrofa protein eva-1
elegans) (EVA1A), transcript variant 2, Membrane homolog A-like (LOC100510899),
mRNA transcript variant 2, mMRNA
one 102992 CALD1 BX648808 Homo sapiens mRNA; cDNA Cytoplasm other XM_005673150 PREDICTED: Sus scrofa caldesmon 1
DKFZp686A06190 (from clone (CALD1), transcript variant X9, mMRNA
DKFZp686A06190)
one 103033 PRDX4 AB590368 Synthetic construct DNA, clone: XM_005673496 PREDICTED: Sus scrofa peroxiredoxin
pFN21AE1458, Homo sapiens PRDX4 4 (PRDX4), transcript variant X2, mRNA
gene for peroxiredoxin 4, without stop
codon, in Flexi system
one 103111 AC011247 Homo sapiens BAC clone RP11- XM_003123236 PREDICTED: Sus scrofa olfactory
541E12 from 2, complete sequence receptor 7D4-like (LOC100514275),
mRNA
one 103114 ACO008277 Homo sapiens BAC clone RP11-311B14 CuU861902 Pig DNA sequence from clone CH242-
from 2, complete sequence 253L24 on chromosome X, complete
sequence
one 103121 SUPV3L1 XM_005270068 PREDICTED: Homo sapiens Cytoplasm enzyme XM_001928898 PREDICTED: Sus scrofa suppressor of
suppressor of var1, 3-like 1 (S. var1, 3-like 1 (S. cerevisiae)
cerevisiae) (SUPV3L1), transcript (SUPV3L1), mRNA
variant X1, mRNA
one 103128 PIK3CA XM_006713658 PREDICTED: Homo sapiens Cytoplasm kinase XM_005674652 PREDICTED: Sus scrofa

phosphatidylinositol-4,5-bisphosphate 3-
kinase, catalytic subunit alpha
(PIK3CA), transcript variant X1, mRNA

phosphatidylinositol-4,5-bisphosphate 3-
kinase, catalytic subunit alpha
(PIK3CA), mRNA
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description

one 103134  SLC35A3 XM_006710516 PREDICTED: Homo sapiens solute Cytoplasm transporter XM_005663642 PREDICTED: Sus scrofa solute carrier
carrier family 35 (UDP-N- family 35 (UDP-N-acetylglucosamine
acetylglucosamine (UDP-GIcNACc) (UDP-GIcNAC) transporter), member A3
transporter), member A3 (SLC35A3), (SLC35A3), transcript variant X3,
transcript variant X4, mRNA mRNA

one 103138 PKIA NM_181839 Homo sapiens protein kinase (CAMP-  Cytoplasm  other AK389967 Sus scrofa mRNA, clone:
dependent, catalytic) inhibitor alpha BFLT10012C12, expressed in brain
(PKIA), transcript variant 2, mRNA (frontal lobe)

one 103142 PSMC5 XM_006721980 PREDICTED: Homo sapiens Nucleus transcription AK396074 Sus scrofa mRNA, clone:
proteasome (prosome, macropain) 26S regulator PBL010047G11, expressed in
subunit, ATPase, 5 (PSMC5), transcript peripheral blood lymphocytes
variant X1, mRNA

one 103195 AF321237 Homo sapiens chromosome 11p15.4 AY610056 Sus scrofa clone
clone RPC11-610i20 P2-containing Clu_60509.scr.msk.p1.Contig1, mRNA
olfactory receptor gene cluster, sequence
complete sequence

one 103210 RPH3AL NG_023031 Homo sapiens rabphilin 3A-like (without Plasma other AK390772 Sus scrofa mRNA, clone:
C2 domains) (RPH3AL), RefSeqGene Membrane BKFL10089D10, expressed in backfat
on chromosome 17

one 103214 FGG AF118092 Homo sapiens PRO2061 mRNA, Extracellular other XM_003361190 PREDICTED: Sus scrofa fibrinogen
complete cds Space gamma chain-like (LOC100627396),

transcript variant X1, mRNA

one 103241 REEP5 NM_005669 Homo sapiens receptor accessory Extracellular transporter XM_003480887 PREDICTED: Sus scrofa receptor
protein 5 (REEP5), mRNA Space accessory protein 5 (REEP5), mMRNA

one 103248 AC112717 Homo sapiens BAC clone RP11- FN673783 Sus scrofa BAC clone KNP_1180D11
481H16 from 4, complete sequence

one 103252 IL1R1 XM_005263934 PREDICTED: Homo sapiens interleukin Plasma transmembrane XM_005662366 PREDICTED: Sus scrofa interleukin 1
1 receptor, type | (IL1R1), transcript Membrane receptor receptor, type | (IL1R1), mRNA
variant X7, mRNA

one 103318 APON AC025574 Homo sapiens 12 BAC RP11-348M3 XM_005655592 PREDICTED: Sus scrofa ovarian and
(Roswell Park Cancer Institute Human testicular apolipoprotein N (APON),
BAC Library) complete sequence transcript variant X2, mRNA

one 103332 BRD3 HG502514 TPA: Homo sapiens NCRNA00094 Other other XM_003484312 PREDICTED: Sus scrofa bromodomain
gene for long non-coding RNA containing 3 (BRD3), mRNA
OTTHUMTO00000470013.1, antisense

one 103353 AC099541 Homo sapiens chromosome 3 clone AY803092 Sus scrofa chromosome 17 clone
RP11-520A21, complete sequence pkmCon19, mRNA sequence

one 103380 LNX2 XM_006719776 PREDICTED: Homo sapiens ligand of ~ Other other XM_003130900 PREDICTED: Sus scrofa ligand of
numb-protein X 2 (LNX2), transcript numb-protein X 2 (LNX2), mRNA
variant X1, mRNA

one 103404 CD5L NM_005894 Homo sapiens CD5 molecule-like Plasma transmembrane XM_005663237 PREDICTED: Sus scrofa CD5 molecule-
(CD5L), mRNA Membrane receptor like (CD5L), transcript variant X1,

mRNA
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 103406 GPT2 NM_001142466 Homo sapiens glutamic pyruvate Cytoplasm enzyme XM_005664462 PREDICTED: Sus scrofa glutamic
transaminase (alanine pyruvate transaminase (alanine
aminotransferase) 2 (GPT2), transcript aminotransferase) 2 (GPT2), transcript
variant 2, mRNA variant X2, mRNA
one 103428 MKI67 AB528916 Synthetic construct DNA, clone: AK395871 Sus scrofa mRNA, clone:
pF1KEO0703, Homo sapiens MKI67IP OVRT10078F10, expressed in ovary
gene for MKI67 (FHA domain)
interacting nucleolar phosphoprotein,
without stop codon, in Flexi system
one 103451 AC128650 Homo sapiens 3 BAC RP11-373L8 FP074887 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 487119 on chromosome 1, complete
BAC Library) complete sequence sequence
one 103534 PSEN1 XM_005267866 PREDICTED: Homo sapiens presenilin Plasma peptidase AK230685 Sus scrofa mRNA,
1 (PSEN1), transcript variant X3, mMRNA Membrane clone:AMP010025D05, expressed in
alveolar macrophage
one 103537 RFX1 AB527680 Synthetic construct DNA, clone: XM_005661239 PREDICTED: Sus scrofa regulatory
pF1KB6212, Homo sapiens RFX2 gene factor X, 1 (influences HLA class Il
for regulatory factor X, 2, without stop expression) (RFX1), transcript variant
codon, in Flexi system X2, mRNA
one 103605 PRKCB NG_029003 Homo sapiens protein kinase C, beta  Cytoplasm kinase AK389940 Sus scrofa mRNA, clone:
(PRKCB), RefSeqGene on BFLT10008D05, expressed in brain
chromosome 16 (frontal lobe)
one 103648 SLC25A1 NM_001287387 Homo sapiens solute carrier family 25  Other transporter NM_001190189 Sus scrofa solute carrier family 25
(mitochondrial carrier; citrate (mitochondrial carrier; citrate
transporter), member 1 (SLC25A1), transporter), member 1 (SLC25A1),
transcript variant 2, mRNA mRNA
one 103654 DDR1 XM_005275031 PREDICTED: Homo sapiens discoidin  Plasma kinase CT971577 Pig DNA sequence from clone CH242-
domain receptor tyrosine kinase 1 Membrane 239H1 on chromosome 7, complete
(DDR1), transcript variant X5, mRNA sequence
one 103673 HNF1B u90287 Human hepatocyte nuclear factor 1- Nucleus transcription AK393417 Sus scrofa mRNA, clone:
beta gene, exon 9 and complete cds regulator KDNO010052A12, expressed in kidney
one 103733 CDX2 NM_001265 Homo sapiens caudal type homeobox 2 Nucleus transcription NM_001278769 Sus scrofa caudal type homeobox 2
(CDX2), mRNA regulator (CDX2), mRNA
>qil444313337|gb|GU017420.2| Sus
scrofa caudal type homeobox 2 (CDX2)
mRNA, complete cds
one 103735 TBXASH1 AF233625 Homo sapiens thromboxane synthase Plasma enzyme XM_005674091 PREDICTED: Sus scrofa thromboxane-
(CYP5A1) gene, CYP5A1*9 allele, Membrane A synthase-like (LOC100738801),
complete cds mRNA
one 103794 DNAJA1 AK298725 Homo sapiens cDNA FLJ52352 Nucleus other NM_001244163 Sus scrofa DnaJ (Hsp40) homolog,

complete cds, highly similar to DnaJ
homolog subfamily A member 1

subfamily A, member 1 (DNAJA1),
mRNA >gi|288785072|dbj|AK351953.1|
Sus scrofa mRNA,
clone:THY010115A04, expressed in
thymus
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 103810 CDIPT AK300805 Homo sapiens cDNA FLJ54162 Cytoplasm enzyme XM_005655088 PREDICTED: Sus scrofa CDP-
complete cds, moderately similar to diacylglycerol--inositol 3-
CDP-diacylglycerol--inositol3- phosphatidyltransferase (CDIPT),
phosphatidyltransferase (EC 2.7.8.11) transcript variant X1, mRNA
one 103817 HOXB6 FM206294 Cloning vector pchilGHG1 XM _003358075 PREDICTED: Sus scrofa homeobox B6
(HOXB6), mRNA
one 103818 MRPS11 XM_005254978 PREDICTED: Homo sapiens Cytoplasm other NM_001244528 Sus scrofa mitochondrial ribosomal
mitochondrial ribosomal protein S11 protein S11 (MRPS11), mRNA
(MRPS11), transcript variant X2, mRNA >gi|115555015|dbj|AK240214.1| Sus
scrofa mRNA, clone:UTR010041D07,
expressed in uterus
one 103834 SDHC NR_103459 Homo sapiens succinate Cytoplasm enzyme XM_003481412 PREDICTED: Sus scrofa succinate
dehydrogenase complex, subunit C, dehydrogenase complex, subunit C,
integral membrane protein, 15kDa integral membrane protein, 15kDa
(SDHC), transcript variant 6, long non- (SDHC), transcript variant X2, mRNA
coding RNA
one 103858 NUFIP1 NM_012345 Homo sapiens nuclear fragile X mental Nucleus other XM_001927425 PREDICTED: Sus scrofa nuclear fragile
retardation protein interacting protein 1 X mental retardation protein interacting
(NUFIP1), mRNA protein 1 (NUFIP1), mRNA
one 103893 PHKA2 XM_006724498 PREDICTED: Homo sapiens Cytoplasm kinase XM_003134961 PREDICTED: Sus scrofa
phosphorylase kinase, alpha 2 (liver) phosphorylase kinase, alpha 2 (liver)
(PHKAZ2), transcript variant X6, mRNA (PHKAZ2), transcript variant 3, mMRNA
one 103917  GIPCA1 NM_202494 Homo sapiens GIPC PDZ domain Cytoplasm  other XM_003123366 PREDICTED: Sus scrofa GIPC PDZ
containing family, member 1 (GIPC1), domain containing family, member 1
transcript variant 6, mRNA (GIPC1), mRNA
one 103925 PPAP2C AF056083 Homo sapiens phosphatidic acid Plasma phosphatase XM_005661428 PREDICTED: Sus scrofa phosphatidic
phosphatase type 2 (PAP-2c) mMRNA,  Membrane acid phosphatase type 2C (PPAP2C),
complete cds transcript variant X2, mRNA
one 103936 RPL15 NM_001253383 Homo sapiens ribosomal protein L15 Cytoplasm  other NM_001244065 Sus scrofa ribosomal protein L15
(RPL15), transcript variant 5, mMRNA (RPL15), mRNA
>qi|115545777|dbj|AK234210.1| Sus
scrofa mRNA, clone:OVR010027H10,
expressed in ovary
one 104012 CCT8 FM206294 Cloning vector pchilGHG1 XM_003358899 PREDICTED: Sus scrofa chaperonin
containing TCP1, subunit 8 (theta)
(CCT8), transcript variant 1, mRNA
one 104013 PTPRE AK290414 Homo sapiens cDNA FLJ75634 Plasma phosphatase XM_003359399 PREDICTED: Sus scrofa protein
complete cds, highly similar to Homo Membrane tyrosine phosphatase, receptor type, E
sapiens protein tyrosine phosphatase, (PTPRE), transcript variant X2, mRNA
receptor type, E (PTPRE), transcript
variant 2, mRNA
one 104021  IL10 GQ405199 Homo sapiens interleukin 10 (IL10) Extracellular cytokine AK397697 Sus scrofa mRNA, clone:
gene, complete cds Space SPL010046C12, expressed in spleen
one 104023 SARS2 NG_031865 Homo sapiens seryl-tRNA synthetase 2, AK234634 Sus scrofa mRNA,

mitochondrial (SARS2), RefSeqGene
on chromosome 19

clone:OVR010101B12, expressed in
ovary
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 104031 CD14 NG_023178 Homo sapiens CD14 molecule (CD14), Plasma transmembrane EF626695 Sus scrofa CD14 gene, complete cds
RefSeqGene on chromosome 5 Membrane receptor
one 104061 ALDH2 JF432260 Synthetic construct Homo sapiens clone Cytoplasm enzyme AK399061 Sus scrofa mRNA, clone:
IMAGE:100073430 aldehyde OVRM10120E12, expressed in ovary
dehydrogenase 2 family (mitochondrial)
(ALDH2) gene, encodes complete
protein
one 104070 SLC25A32 NR_102338 Homo sapiens solute carrier family 25  Cytoplasm  transporter AK231198 Sus scrofa mRNA,
(mitochondrial folate carrier), member clone:ITT010015C03, expressed in
32 (SLC25A32), transcript variant 3, intestine
non-coding RNA
one 104083 HSPBS8 AF217987 Homo sapiens clone PP1629 unknown Cytoplasm kinase XM_001929585 PREDICTED: Sus scrofa heat shock
mRNA 22kDa protein 8 (HSPB8), mRNA
one 104117 NG_008262 Homo sapiens triosephosphate AK389190 Sus scrofa mRNA, clone:
isomerase 1 pseudogene 1 (TPI1P1) on ADRO10009E12, expressed in adrenal
chromosome 1 gland
one 104154  SST NM_001048 Homo sapiens somatostatin (SST), Extracellular other AY609447 Sus scrofa clone
mRNA Space Clu_118377.scr.msk.p1.Contig1, mRNA
sequence
one 104166  SH2B1 FM206294 Cloning vector pchilGHG1 XM_003124516 PREDICTED: Sus scrofa SH2B adaptor
protein 1 (SH2B1), transcript variant X1,
mRNA
one 104194 CYP2C18 HQ447473 Synthetic construct Homo sapiens clone Cytoplasm enzyme XM_005671308 PREDICTED: Sus scrofa cytochrome
IMAGE:100070802; CCSB014020_01 P450 C42 (CYP2C42), transcript variant
cytochrome P450, family 2, subfamily C, X1, mRNA
polypeptide 18 (CYP2C18) gene,
encodes complete protein
one 104205 CYP2S1 DQ896681 Synthetic construct Homo sapiens clone Cytoplasm enzyme NM_214417 Sus scrofa cytochrome P450 2A19
IMAGE:100011141; FLH196609.01L; (CYP2A19), mRNA
RZPDo0839F10155D cytochrome P450, >0i|32364346|gb]AY091516.1| Sus
family 2, subfamily S, polypeptide 1 scrofa cytochrome p450 2A6 mRNA,
(CYP2S1) gene, encodes complete complete cds
protein
one 104206 FSTL3 AK313341 Homo sapiens cDNA, FLJ93863 Extracellular other AK237585 Sus scrofa mRNA,
Space clone:SPL010065B09, expressed in
spleen
one 104213 AB761679 Homo sapiens DNA, flanking sequence AK389767 Sus scrofa mRNA, clone:
of putative initiation site for DNA AMP010064H11, expressed in alveolar
replication, clone: 2D_3A02 macrophage
one 104223 CTGF HMO015591 Homo sapiens connective tissue growth Extracellular growth factor AK346093 Sus scrofa mRNA,

factor (CTGF) gene, complete cds Space

clone:LVRM10045H08, expressed in
liver

Supplementary Table S2 Page 6 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 104239 AP1M2 XM_005259701 PREDICTED: Homo sapiens adaptor- Cytoplasm transporter XM_005654864 PREDICTED: Sus scrofa AP-1 complex
related protein complex 1, mu 2 subunit subunit mu-2-like (LOC102168166),
(AP1M2), transcript variant X1, mRNA mRNA
one 104250 RPSA BC070263 Homo sapiens ribosomal protein SA, Cytoplasm translation AK400775 Sus scrofa mRNA, clone:
mRNA (cDNA clone MGC:88252 regulator PST010002G04, expressed in prostate
IMAGE:3996864), complete cds
one 104253 ZDHHC1 NM_013304 Homo sapiens zinc finger, DHHC-type  Nucleus enzyme XM_005664428 PREDICTED: Sus scrofa zinc finger,
containing 1 (ZDHHC1), mRNA DHHC-type containing 1 (ZDHHC1),
mRNA
one 104258 RPL34 XM_005263172 PREDICTED: Homo sapiens ribosomal Cytoplasm other XM_005666943 PREDICTED: Sus scrofa ribosomal
protein L34 (RPL34), transcript variant protein L34 (RPL34), transcript variant
X1, mRNA X2, mMRNA
one 104275 CBX5 NM_012117 Homo sapiens chromobox homolog 5  Nucleus transcription AY610107 Sus scrofa clone
(CBX5), transcript variant 3, mRNA regulator Clu_71340.scr.msk.p1.Contig1, mRNA
sequence
one 104289 RPS15 BC141832 Homo sapiens ribosomal protein S15, Cytoplasm  other AK391716 Sus scrofa mRNA, clone:
mRNA (cDNA clone MGC:165022 HTMT10017FQ9, expressed in
IMAGE:40148744), complete cds hypothalamus
one 104364 ETFB BC093961 Homo sapiens electron-transfer- Cytoplasm transporter NM_001205279 Sus scrofa electron-transfer-
flavoprotein, beta polypeptide, mMRNA flavoprotein, beta polypeptide (ETFB),
(cDNA clone MGC:120996 mRNA >gi|35384837|gb|AY374470.1|
IMAGE:7939806), complete cds Sus scrofa electron transfer flavoprotein
beta subunit precursor (ETFB) mRNA,
partial cds; nuclear gene for
mitochondrial product
one 104383 TARBP2 XM_005269115 PREDICTED: Homo sapiens TAR (HIV- Nucleus other XM_003355410 PREDICTED: Sus scrofa TAR (HIV-1)
1) RNA binding protein 2 (TARBP2), RNA binding protein 2 (TARBP2),
transcript variant X2, mRNA transcript variant X2, mMRNA
one 104404 TUBB2B HQ447903 Synthetic construct Homo sapiens clone Cytoplasm  other AK390592 Sus scrofa mRNA, clone:
IMAGE:100071259; CCSB005347_02 BFLT10097D04, expressed in brain
tubulin, beta 2B (TUBB2B) gene, (frontal lobe)
encodes complete protein
one 104450 NKX3-1 FM206294 Cloning vector pchilGHG1 XM_005670433 PREDICTED: Sus scrofa NK3
homeobox 1 (NKX3-1), transcript
variant X2, mRNA
one 104460 TLX1 NM_005521 Homo sapiens T-cell leukemia Nucleus transcription AK397749 Sus scrofa mRNA, clone:
homeobox 1 (TLX1), transcript variant regulator SPL010067B02, expressed in spleen
1, mRNA
one 104464 DDIT3 NM_001195057 Homo sapiens DNA-damage-inducible Nucleus transcription AK346637 Sus scrofa mRNA,

transcript 3 (DDIT3), transcript variant
6, mRNA

regulator

clone:MLN010026H09, expressed in
mesenteric lymph nodes
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 104501 NEDDS8 NM_006156 Homo sapiens neural precursor cell Nucleus enzyme XM_003128544 PREDICTED: Sus scrofa neural
expressed, developmentally down- precursor cell expressed,
regulated 8 (NEDD8), mRNA developmentally down-regulated 8
(NEDDS8), transcript variant X1, mRNA
one 104516 TIMP2 AK294290 Homo sapiens cDNA FLJ57920 Extracellular other XM_005656895 PREDICTED: Sus scrofa TIMP
complete cds, highly similar to Space metallopeptidase inhibitor 2 (TIMP2),
Metalloproteinase inhibitor 2 precursor transcript variant X4, mRNA
one 104575 RALB NM_002881 Homo sapiens v-ral simian leukemia Cytoplasm enzyme AK396776 Sus scrofa mRNA, clone:
viral oncogene homolog B (RALB), PST010089A07, expressed in prostate
mRNA
one 104581 LGALS1 AB097036 Homo sapiens mRNA for putative Extracellular other NM_001001867 Sus scrofa lectin, galactoside-binding,
MAPK activating protein, complete cds, Space soluble, 1 (LGALS1), mRNA
clone: PM12 >gi|90421308|gb|DQ367936.1| Sus
scrofa galectin 1 (LGAS1) mRNA,
complete cds
one 104583 SEC24C JF432326 Synthetic construct Homo sapiens clone Cytoplasm transporter XM_003483502 PREDICTED: Sus scrofa SEC24 family,
IMAGE:100073512 SEC24 family, member C (S. cerevisiae) (SEC24C),
member C (S. cerevisiae) (SEC24C) transcript variant 2, mMRNA
gene, encodes complete protein
one 104678 RGS7 NM_001282775 Homo sapiens regulator of G-protein Cytoplasm enzyme XM_003130526 PREDICTED: Sus scrofa regulator of G-
signaling 7 (RGS7), transcript variant 3, protein signaling 7 (RGS7), mRNA
mRNA
one 104718 SETD2 AL049470 Homo sapiens mRNA; cDNA Cytoplasm enzyme XM_005669478 PREDICTED: Sus scrofa SET domain
DKFZp586L012 (from clone containing 2 (SETD2), mRNA
DKFZp586L012)
one 104765 MIF CR456520 Homo sapiens MIF full length open Extracellular cytokine AK345303 Sus scrofa mRNA,
reading frame (ORF) cDNA clone Space clone:ITTO10103A11, expressed in
(cDNA clone C220RF:pGEM.MIF) small intestine
one 104850 KIAA1211 ABO033037 Homo sapiens mRNA for KIAA1211 Other other XM_005666699 PREDICTED: Sus scrofa
protein, partial cds uncharacterized LOC102164723
(LOC102164723), partial mMRNA
one 104949 NR1D2 HQ692831 Homo sapiens nuclear receptor Rev- Nucleus ligand- XM_005669303 PREDICTED: Sus scrofa nuclear
ErbA beta variant 2 (NR1D2) mRNA, dependent receptor subfamily 1, group D, member
complete cds nuclear receptor 2 (NR1D2), mRNA
one 104950 CTNNA2 XM_006711949 PREDICTED: Homo sapiens catenin Plasma other XM_005662416 PREDICTED: Sus scrofa catenin
(cadherin-associated protein), alpha2 Membrane (cadherin-associated protein), alpha 2
(CTNNA2), transcript variant X1, mRNA (CTNNA2), mRNA
one 104963 TEX2 NM_001288733 Homo sapiens testis expressed 2 Other other XM_003131281 PREDICTED: Sus scrofa testis
(TEX2), transcript variant 3, mMRNA expressed 2 (TEX2), transcript variant
X1, mRNA
one 104984 ASPA XM_006721527 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005669114 PREDICTED: Sus scrofa

aspartoacylase (ASPA), transcript
variant X2, mRNA

aspartoacylase (ASPA), transcript
variant X1, mRNA
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 200580 NRG1 NG_012005 Homo sapiens neuregulin 1 (NRG1), CuU407324 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 8 110M8 on chromosome X, complete
sequence
one 200723 GIGYF2 BX647172 Homo sapiens mMRNA; cDNA Other other XM_003483765 PREDICTED: Sus scrofa PERQ amino
DKFZp686J17223 (from clone acid-rich with GYF domain-containing
DKFZp686J17223) protein 2-like (LOC100738429), partial
mRNA
one 200784 FP236316 Human DNA sequence from clone FP236641 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 427J19 on chromosome X, complete
complete sequence sequence
one 200833 PPP4R4 XM_006720222 PREDICTED: Homo sapiens protein Cytoplasm  other FP015842 Pig DNA sequence from clone CH242-
phosphatase 4, regulatory subunit 4 149K17 on chromosome X, complete
(PPP4R4), transcript variant X3, mRNA sequence
>gi|578839937|ref|]XM_006725170.1|
PREDICTED: Homo sapiens protein
phosphatase 4, regulatory subunit 4
(PPP4R4), transcript variant X3, mRNA
one 200838 SNRPG AC079338 Homo sapiens BAC clone CTD-2314H8 XM_003125052 PREDICTED: Sus scrofa small nuclear
from 2, complete sequence ribonucleoprotein polypeptide G
(SNRPG), mRNA
one 200845 SIPA1L2 AL157409 Human DNA sequence from clone RP5- Other other CT737284 Pig DNA sequence from clone CH242-
823D19 on chromosome 1g42.11-43, 113C14 on chromosome 14, complete
complete sequence sequence
one 200849 AL592546 Human DNA sequence from clone RP11- XM_003360687 PREDICTED: Sus scrofa NHL repeat-
211N11 on chromosome 10, complete containing protein 2-like
sequence (LOC100622931), mRNA
one 200857 PTPLA AF114494 Homo sapiens putative tyrosine Other phosphatase XM_005674297 PREDICTED: Sus scrofa very-long-
phosphatase (PTPLA) mRNA, complete chain (3R)-3-hydroxyacyl-[acyl-carrier
cds protein] dehydratase 1-like
(LOC100522945), mRNA
one 200858 SLC9A1 NR_046474 Homo sapiens solute carrier family 9,  Plasma ion channel XM_005665926 PREDICTED: Sus scrofa FYVE,
subfamily A (NHE1, cation proton Membrane RhoGEF and PH domain containing 2
antiporter 1), member 1 (SLC9A1), (FGD2), transcript variant X2, mRNA
transcript variant 2, long non-coding
RNA
one 200882 RABEPK FM206294 Cloning vector pchilGHG1 XM_005654544 PREDICTED: Sus scrofa Rab9 effector
protein with kelch motifs (RABEPK),
transcript variant X8, mRNA
one 200915 KIAA0513 NM_014732 Homo sapiens KIAA0513 (KIAA0513), Other other FQ976643 Pig DNA sequence from clone
transcript variant 2, mRNA WTSI_1061-1M10 on chromosome Y,
complete sequence
one 200928 CCDC66 XM_006713115 PREDICTED: Homo sapiens coiled-coil Other other XM_005669670 PREDICTED: Sus scrofa coiled-coil

domain containing 66 (CCDC66),
transcript variant X8, mRNA

domain containing 66 (CCDC66),
transcript variant X9, mRNA
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cluster arrayid gene symbols HSA accession HSA description property SSC accession SSC description
one 200929 AC008854 Homo sapiens chromosome 5 clone AY609649 Sus scrofa clone
CTD-2177J2, complete sequence Clu_23515.scr.msk.p1.Contig2, mRNA
sequence
one 200939 FGF1 AY601819 Homo sapiens fibroblast growth factor 1 Extracellular growth factor XM_003124010 PREDICTED: Sus scrofa acidic
(acidic) (FGF1) gene, complete cds fibroblast growth factor (AFGF),
transcript variant 1, mRNA
one 200974 TRO XM_006724605 PREDICTED: Homo sapiens trophinin other CuU856438 Pig DNA sequence from clone CH242-
(TRO), transcript variant X7, mRNA 133L21 on chromosome X, complete
sequence
one 200978 GABRB2 NM_021911 Homo sapiens gamma-aminobutyric ion channel FP102640 Pig DNA sequence from clone CH242-
acid (GABA) A receptor, beta 2 235B10 on chromosome 6, complete
(GABRB2), transcript variant 1, mRNA sequence
one 200989 PAH S83538 PAH=phenylalanine hydroxylase {exon enzyme FO203385 Pig DNA sequence from clone
12 region} [human, phenylketonuria WTSI_1005-198014 on chromosome
(PKU) patient, Genomic Mutant, 497 nt] X, complete sequence
one 201027 CCL13 AC002482 Human BAC clone CTA-20803, Extracellular cytokine NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
complete sequence mRNA >gi|61098746|gb|AY820760.1|
Sus scrofa FKBP1A-like mRNA,
complete cds
one 201042 CAST FP236316 Human DNA sequence from clone EU137105 Sus scrofa calpastatin (CAST) gene
CH507-510L4 on chromosome 21, locus containing exons 1xa through 30,
complete sequence complete sequence, alternatively
spliced
one 201056 THAPS XM_005258623 PREDICTED: Homo sapiens THAP other AJ410870 Sus scrofa COX7A1 gene, CAPNS1
domain containing 8 (THAPS8), transcript gene, CKAP1 gene, POLR2I gene and
variant X3, mRNA CLIPR-59 gene (partial)
one 201094 FM206294 Cloning vector pchilGHG1 XR_306598 PREDICTED: Sus scrofa
uncharacterized LOC100512810
(LOC100512810), transcript variant X2,
misc_RNA
one 201107 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
one 201215 GTDCH1 XM_006712756 PREDICTED: Homo sapiens other XM_001926936 PREDICTED: Sus scrofa
glycosyltransferase-like domain glycosyltransferase-like domain
containing 1 (GTDC1), transcript variant containing 1 (GTDC1), mRNA
X21, mRNA
one 201336 DLG2 NG_021375 Homo sapiens discs, large homolog 2 AK346251 Sus scrofa mRNA,
(Drosophila) (DLG2), RefSeqGene on clone:LVRM10116C07, expressed in
chromosome 11 liver
one 201381 MID2 XM_005262062 PREDICTED: Homo sapiens midline 2 Cytoplasm other AK390066 Sus scrofa mRNA, clone:
(MID2), transcript variant X1, mRNA BFLT10023B09, expressed in brain
(frontal lobe)
one 201383 FAM154B XM_005254319 PREDICTED: Homo sapiens family with Other other XM_003356653 PREDICTED: Sus scrofa family with

sequence similarity 154, member B
(FAM154B), transcript variant X3,
mRNA

sequence similarity 154, member B
(FAM154B), partial MRNA
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one 201384 FP236316 Human DNA sequence from clone CuU928882 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 173G21 on chromosome 6, complete
complete sequence sequence

one 201421  SIVA1 NM_006427 Homo sapiens SIVA1, apoptosis- Cytoplasm  other FP102268 Pig DNA sequence from clone CH242-
inducing factor (SIVA1), transcript 95K10 on chromosome 1, complete
variant 1, mMRNA sequence

one 201432 AC230042 Homo sapiens FOSMID clone ABC14- CU633284 Pig DNA sequence from clone CH242-
50079200J6 from chromosome 371L5 on chromosome X, complete
unknown, complete sequence sequence

one 201439 TMTC2 XM_005268680 PREDICTED: Homo sapiens Cytoplasm  other AK351645 Sus scrofa mRNA,
transmembrane and tetratricopeptide clone:THY010053H05, expressed in
repeat containing 2 (TMTC2), transcript thymus
variant X1, mRNA

one 201440 HOTAIRM1 HG500101 TPA: Homo sapiens HOTAIRM1 gene  Other other FP340357 Pig DNA sequence from clone CH242-
for long non-coding RNA 49J20 on chromosome X, complete
OTTHUMTO00000139958.2, antisense sequence

one 201470 GET4 BC113951 Homo sapiens cDNA clone XM_005655054 PREDICTED: Sus scrofa golgi to ER
IMAGE:5240403 traffic protein 4 homolog (S. cerevisiae)

(GET4), mRNA

one 201478 TICAMA1 NG_031998 Homo sapiens toll-like receptor adaptor Nucleus other XM_003362039 PREDICTED: Sus scrofa TIR domain-
molecule 1 (TICAM1), RefSeqGene containing adapter molecule 1-like
(LRG_358) on chromosome 19 (LOC100623776), partial mMRNA

one 201536 NUP214 NG_023371 Homo sapiens nucleoporin 214kDa Nucleus transporter AK351089 Sus scrofa mRNA,
(NUP214), RefSeqGene on clone:TCH010093H11, expressed in
chromosome 9 trachea

one 201557 LRRCS8B XM_005270704 PREDICTED: Homo sapiens leucine Other other XM_001929205 PREDICTED: Sus scrofa leucine rich
rich repeat containing 8 family, member repeat containing 8 family, member C
B (LRRCB8B), transcript variant X4, (LRRCB8C), transcript variant X1, mRNA
mRNA

one 201558 TFB2M AB527481 Synthetic construct DNA, clone: AK344328 Sus scrofa mRNA,
pF1KB7662, Homo sapiens TFB2M clone:DCIO10011A04, expressed in
gene for transcription factor B2, dendritic cells (immature)
mitochondrial, without stop codon, in
Flexi system

one 201567 SLC35F4 NM_001206920 Homo sapiens solute carrier family 35, Other other XM_003121828 PREDICTED: Sus scrofa solute carrier
member F4 (SLC35F4), mRNA family 35, member F4 (SLC35F4),

partial MRNA

one 201602 MYL12B NM_001144945 Homo sapiens myosin, light chain 12B, Cytoplasm other XM_003127841 PREDICTED: Sus scrofa myosin
regulatory (MYL12B), transcript variant regulatory light chain (MRLC2),
3, mMRNA transcript variant 1, mRNA

one 201612 DYNC1H1 NG_008777 Homo sapiens dynein, cytoplasmic 1,  Cytoplasm peptidase AK350834 Sus scrofa mRNA,

heavy chain 1 (DYNC1H1),
RefSeqGene on chromosome 14

clone:TCH010039B06, expressed in
trachea
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 201629 PFDN5 AK292623 Homo sapiens cDNA FLJ76574 Nucleus transcription XM_005652566 PREDICTED: Sus scrofa UPF0160
complete cds, highly similar to Homo regulator protein MYG1, mitochondrial-like
sapiens prefoldin 5 (PFDNS5), transcript (LOC100516439), transcript variant X3,
variant 1, mRNA mRNA
one 201635 SERPINC1 NG 012462 Homo sapiens serpin peptidase Extracellular enzyme GQ231321 Sus scrofa sTF36235 noncoding RNA,
inhibitor, clade C (antithrombin), Space complete sequence
member 1 (SERPINC1), RefSeqGene
on chromosome 1
one 201642 CCDC173 NM_001085447 Homo sapiens coiled-coil domain Other other XM_003133469 PREDICTED: Sus scrofa coiled-coil
containing 173 (CCDC173), mRNA domain containing 173 (CCDC173),
mRNA
one 201675 KREMEN1 NM_001039570 Homo sapiens kringle containing Plasma other XM_005657347 PREDICTED: Sus scrofa kringle
transmembrane protein 1 (KREMEN1), Membrane containing transmembrane protein 1
transcript variant 3, mRNA (KREMEN1), transcript variant X3,
mRNA
one 201680 FP236316 Human DNA sequence from clone FP015840 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 141E11 on chromosome X, complete
complete sequence sequence
one 201684 CCDC50 FM206294 Cloning vector pchilGHG1 XM_003483296 PREDICTED: Sus scrofa coiled-caoil
domain containing 50 (CCDC50),
transcript variant X3, mRNA
one 201686 GJB7 NM_198568 Homo sapiens gap junction protein, Other other XM_005659279 PREDICTED: Sus scrofa gap junction
beta 7, 25kDa (GJB7), mRNA protein, beta 7, 25kDa (GJB7),
transcript variant X2, mRNA
one 201696 LOC100130301 XM_005251126 PREDICTED: Homo sapiens Other other XM_003125597 PREDICTED: Sus scrofa
uncharacterized LOC100130301 uncharacterized LOC100517709
(LOC100130301), transcript variant X1, (LOC100517709), transcript variant X1,
mRNA mRNA
one 201777  LINC01304 AC107070 Homo sapiens BAC clone RP11-293H4 Other other AK344485 Sus scrofa mRNA,
from 2, complete sequence clone:DCI010061D01, expressed in
dendritic cells (immature)
one 201791 TMEM198 XM_006712284 PREDICTED: Homo sapiens Other other XM_003359651 PREDICTED: Sus scrofa
transmembrane protein 198 transmembrane protein 198
(TMEM198), transcript variant X1, (TMEM198), mRNA
mRNA
one 201793 DENND3 XM_005250845 PREDICTED: Homo sapiens Other other XM_005668202 PREDICTED: Sus scrofa enoyl-CoA
DENN/MADD domain containing 3 hydratase domain-containing protein 3,
(DENND83), transcript variant X8, mRNA mitochondrial-like (LOC100513945),
partial mMRNA
one 201797 AC132808 Homo sapiens chromosome 3 clone AK349068 Sus scrofa mRNA,
RP11-794P9, complete sequence clone:PCT010016H05, expressed in
placenta
one 201800 ANGPTL1 XM_005245577 PREDICTED: Homo sapiens Plasma other XM_005667787 PREDICTED: Sus scrofa angiopoietin-
angiopoietin-like 1 (ANGPTL1), Membrane like 1 (ANGPTL1), transcript variant X1,

transcript variant X1, mRNA

mRNA
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one 201827 RPL23AP42 NG_010965 Homo sapiens ribosomal protein L23a XM_003361281 PREDICTED: Sus scrofa 60S ribosomal
pseudogene 42 (RPL23AP42) on protein L23a-like (LOC100623805),
chromosome 3 mRNA
one 201838 CXCL17 AY598464 Homo sapiens VEGF co-regulated Other other XM_005674553 PREDICTED: Sus scrofa ankyrin repeat
chemokine 1 precursor (VCC1) mRNA, domain 6 (ANKRDG6), mRNA
complete cds
one 201862 IFRD1 BX648799 Homo sapiens mRNA; cDNA Nucleus other XM_005673238 PREDICTED: Sus scrofa interferon-
DKFZp686A24200 (from clone related developmental regulator 1
DKFZp686A24200) (IFRD1), transcript variant X2, mMRNA
one 201877 AC020910 Homo sapiens chromosome 19 clone XM_003481826 PREDICTED: Sus scrofa major allergen
CTD-2553L13, complete sequence | polypeptide chain 2-like
(LOC100739673), transcript variant X1,
mRNA
one 201887 AGK AL355300 Human DNA sequence from clone RP11: NM_001143699 Sus scrofa acylglycerol kinase (AGK),
810B23 on chromosome 10, complete mRNA >gi|217314882|gb|FJ436384.1|
sequence Sus scrofa acylglycerol kinase (AGK)
mRNA, complete cds
one 201896 SLCO2A1 AC106884 Homo sapiens BAC clone RP11- DQ104838 Sus scrofa solute carrier organic anion
1366024 from 4, complete sequence transporter family member 2A1
(SLCO2A1) gene, exon 6
one 201996 OSBPL3 XM_006715684 PREDICTED: Homo sapiens oxysterol Cytoplasm other XM_003484060 PREDICTED: Sus scrofa oxysterol
binding protein-like 3 (OSBPL3), binding protein-like 3 (OSBPL3),
transcript variant X5, mRNA transcript variant 2, mRNA
one 202090 ATP4B NM_000705 Homo sapiens ATPase, H+/K+ Plasma transporter NM_001001258 Sus scrofa ATPase, H+/K+ exchanging,
exchanging, beta polypeptide (ATP4B), Membrane beta polypeptide (ATP4B), mRNA
mRNA >gi|164467|gb|M35497.1|PIGGASBAA
Pig gastric H+/K+-ATPase beta subunit
mRNA, complete cds
one 202126 GRPEL2 NM_152407 Homo sapiens GrpE-like 2, Cytoplasm  other AK238702 Sus scrofa mRNA,
mitochondrial (E. coli) (GRPEL2), clone:THY010019A04, expressed in
mRNA thymus
one 202173 AL355074 Human chromosome 14 DNA sequence CU207265 Pig DNA sequence from clone CH242-
BAC R-75014 of library RPCI-11 from 390F8 on chromosome X, complete
chromosome 14 of Homo sapiens sequence
(Human), complete sequence
one 202279 DCAF16 FP236316 Human DNA sequence from clone XM_005674529 PREDICTED: Sus scrofa DDB1 and
CH507-510L4 on chromosome 21, CUL4 associated factor 16 (DCAF16),
complete sequence mRNA
one 202294 AC018989 Homo sapiens chromosome 17, clone CT737200 Pig DNA sequence from clone CH242-
RP11-273K13, complete sequence 13L11 on chromosome 14, complete
sequence
one 202378 AC006272 Homo sapiens chromosome 19, cosmid CU019573 Pig DNA sequence from clone CH242-

F23276, complete sequence

21M5 on chromosome 6, complete
sequence
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cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 202463 BEND7 AL590677 Human DNA sequence from clone RP11-Cytoplasm  other AK350058 Sus scrofa mRNA,
214D15 on chromosome 10, complete clone:SMG010056G07, expressed in
sequence submaxillary gland
one 202488 CAGE1 NM_001170692 Homo sapiens cancer antigen 1 Other other CU184692 Pig DNA sequence from clone CH242-
(CAGE1), transcript variant 1, mRNA 417C1 on chromosome 4, complete
sequence
one 202491 AC105417 Homo sapiens chromosome 4 clone XR_305032 PREDICTED: Sus scrofa UPF0462
RP11-378N18, complete sequence protein C4orf33 homolog
(LOC100515958), transcript variant X2,
misc_RNA
one 202529 TMBIM4 NM_001282606 Homo sapiens transmembrane BAX Nucleus other XM_003481653 PREDICTED: Sus scrofa
inhibitor motif containing 4 (TMBIM4), transmembrane BAX inhibitor motif
transcript variant 1, mMRNA containing 4 (TMBIM4), mRNA
one 202666 GLB1L3 AP000859 Homo sapiens genomic DNA, XM_003130091 PREDICTED: Sus scrofa galactosidase,
chromosome 11q clone:CMB9-17122, beta 1-like 3 (GLB1L3), transcript
complete sequences variant X1, mRNA
one 202932 LRBA XM_005263376 PREDICTED: Homo sapiens LPS- Cytoplasm  other XR_300088 PREDICTED: Sus scrofa
responsive vesicle trafficking, beach uncharacterized LOC100622605
and anchor containing (LRBA), (LOC100622605), misc_RNA
transcript variant X5, mRNA
one 203002 DPEP2 NM_022355 Homo sapiens dipeptidase 2 (DPEP2), Plasma peptidase AK234581 Sus scrofa mRNA,
mRNA Membrane clone:OVR010090E08, expressed in
ovary
one 203027 PRR16 HG498391 TPA: Homo sapiens CTD-2334D19.1 XM_005654996 PREDICTED: Sus scrofa proline rich 16
gene for long non-coding RNA (PRR16), mRNA
OTTHUMT00000371063.1, lincRNA
one 203306 VSNLA1 NM_003385 Homo sapiens visinin-like 1 (VSNL1),  Cytoplasm other XM_003125343 PREDICTED: Sus scrofa visinin-like 1
mRNA (VSNL1), transcript variant 1, mRNA
one 203502 NG_009062 Homo sapiens nuclear receptor Cu928713 Pig DNA sequence from clone CH242-
subfamily 3, group C, member 1 105G5 on chromosome 2, complete
(glucocorticoid receptor) (NR3C1), sequence
RefSeqGene on chromosome 5
one 203517 LGALSL BC036082 Homo sapiens galectin-related protein, Other other XM_005653364 PREDICTED: Sus scrofa cyclin-
mRNA (cDNA clone MGC:33751 dependent kinase 11B (CDK11B),
IMAGE:5301908), complete cds mRNA
one 203590 UBAQLN1 NG_011519 Homo sapiens ubiquilin 1 (UBQLN1),  Cytoplasm other XM_005668033 PREDICTED: Sus scrofa ubiquilin 1
RefSeqGene on chromosome 9 (UBQLN1), transcript variant X2, mRNA
one 203639 ECD NR_024203 Homo sapiens ecdysoneless homolog  Nucleus transcription XM_005671096 PREDICTED: Sus scrofa ecdysoneless
(Drosophila) (ECD), transcript variant 4, regulator homolog (Drosophila) (ECD), transcript
long non-coding RNA variant X4, mRNA
one 203771 LOC100507006 AC074289 Homo sapiens BAC clone RP11- Other other AK348931 Sus scrofa mRNA,

207024 from 2, complete sequence

clone:PBL010069D02, expressed in
peripheral blood mononuclear cells
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one 203783 ATP5G3 AK311999 Homo sapiens cDNA, FLJ92273, Homo Cytoplasm transporter NM_001244862 Sus scrofa ATP synthase, H+
sapiens ATP synthase, H+ transporting, transporting, mitochondrial Fo complex,
mitochondrial FOcomplex, subunit ¢ subunit C3 (subunit 9) (ATP5G3),
(subunit 9) isoform 3 (ATP5G3), mRNA mRNA
one 203868 PSEN1 XM_005267866 PREDICTED: Homo sapiens presenilin  Plasma peptidase AK230685 Sus scrofa mRNA,
1 (PSEN1), transcript variant X3, mRNA Membrane clone:AMP010025D05, expressed in
alveolar macrophage
one 203889 NOL11 AK299483 Homo sapiens cDNA FLJ55361 Nucleus other XM_003131277 PREDICTED: Sus scrofa nucleolar
complete cds, highly similar to Nucleolar protein 11-like (LOC100524893), mMRNA
protein 11
one 203905 RELL1 NM_001085400 Homo sapiens RELT-like 1 (RELL1), Other other AY803092 Sus scrofa chromosome 17 clone
transcript variant 1, mRNA pkmCon19, mRNA sequence
one 203926 TEFM AC130324 Homo sapiens chromosome 17, clone XM_003131737 PREDICTED: Sus scrofa transcription
RP13-753N3, complete sequence elongation factor, mitochondrial (TEFM),
transcript variant X1, mRNA
one 203986  KLHL41 NM_006063 Homo sapiens kelch-like family member Cytoplasm other XM_003359548 PREDICTED: Sus scrofa kelch-like
41 (KLHL41), mRNA family member 41 (KLHL41), mRNA
one 204102 C12o0rf55 XM_006726546 PREDICTED: Homo sapiens Other other AK397464 Sus scrofa mRNA, clone:
chromosome 12 open reading frame 55 SMG010021A03, expressed in
(C120rf55), mMRNA submaxillary gland
one 204107 HSD17B11 XM_006714232 PREDICTED: Homo sapiens Cytoplasm enzyme AK344700 Sus scrofa mRNA,
hydroxysteroid (17-beta) clone:DCI010112B11, expressed in
dehydrogenase 11 (HSD17B11), dendritic cells (immature)
transcript variant X1, mRNA
one 204191  C10orf71 XM_006717603 PREDICTED: Homo sapiens Other other XM_003133106 PREDICTED: Sus scrofa chromosome
chromosome 10 open reading frame 71 14 open reading frame, human
(C100rf71), transcript variant X5, mRNA C100rf71 (C14H100rf71), transcript
variant X1, mRNA
one 204266 AC239892 Homo sapiens FOSMID clone ABC16- XM_003129071 PREDICTED: Sus scrofa UDP-
2747014 from chromosome 4, glucuronosyltransferase 2B18-like
complete sequence (LOC100516628), transcript variant X1,
mRNA
one 204270 AL929472 Human DNA sequence from clone RP11- AK234824 Sus scrofa mRNA,
109P14 on chromosome 1, complete clone:OVRM10019F02, expressed in
sequence ovary
one 204298 ALB NG_009291 Homo sapiens albumin (ALB), Extracellular transporter AY663543 Sus scrofa albumin gene, complete cds
RefSeqGene on chromosome 4 Space
one 204374 LAMP3 XM_006713586 PREDICTED: Homo sapiens lysosomal- Plasma other XM_005670019 PREDICTED: Sus scrofa lysosomal-
associated membrane protein 3 Membrane associated membrane protein 3
(LAMP3), transcript variant X2, mRNA (LAMP3), transcript variant X2, mRNA
one 204389 FAM149B1 XM_005269747 PREDICTED: Homo sapiens family with Other other XM_003483497 PREDICTED: Sus scrofa protein

sequence similarity 149, member B1
(FAM149B1), transcript variant X4,
mRNA

FAM149B1-like (LOC100739778),
mRNA
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one 204443 KLKB1 XM_006714213 PREDICTED: Homo sapiens kallikrein  Extracellular peptidase AK232948 Sus scrofa mRNA,
B, plasma (Fletcher factor) 1 (KLKB1), Space clone:LVRM10054D07, expressed in
transcript variant X2, mMRNA liver
one 204500 MTTP XM_005263025 PREDICTED: Homo sapiens Cytoplasm transporter NM_214185 Sus scrofa microsomal triglyceride
microsomal triglyceride transfer protein transfer protein (MTTP), mRNA
(MTTP), transcript variant X1, mRNA >Qi|28974485|gb|AY217034.1| Sus
scrofa microsomal triglyceride transfer
protein large subunit (MTP) mRNA,
complete cds
one 204543 CCKAR NG_012053 Homo sapiens cholecystokinin A Plasma G-protein XM_003356886 PREDICTED: Sus scrofa
receptor (CCKAR), RefSeqGene on Membrane coupled receptor cholecystokinin A receptor (CCKAR),
chromosome 4 mRNA
one 204600 DOCK3 NG 028012 Homo sapiens dedicator of cytokinesis FO082712 Pig DNA sequence from clone
3 (DOCK3), RefSeqGene on WTSI_1061-78D9 on chromosome Y,
chromosome 3 complete sequence
one 204645 ATP13A4 XM_006713786 PREDICTED: Homo sapiens ATPase  Other transporter XM_003483299 PREDICTED: Sus scrofa ATPase type
type 13A4 (ATP13A4), transcript variant 13A4 (ATP13A4), mRNA
X3, mRNA
one 204660 PSTK XM_005269496 PREDICTED: Homo sapiens Cytoplasm kinase XM_005671515 PREDICTED: Sus scrofa phosphoseryl-
phosphoseryl-tRNA kinase (PSTK), tRNA kinase (PSTK), mRNA
transcript variant X1, mRNA
one 204685 ANKRD55 XM_006714691 PREDICTED: Homo sapiens ankyrin Nucleus transcription XM_005672462 PREDICTED: Sus scrofa ankyrin repeat
repeat domain 55 (ANKRD55), regulator domain 55 (ANKRD55), mRNA
transcript variant X2, mRNA
one 204700 FM206294 Cloning vector pchilGHG1 AK350756 Sus scrofa mMRNA,
clone:TCH010023D07, expressed in
trachea
one 204766 AL389883 Human DNA sequence from clone RP11: FP015931 Pig DNA sequence from clone CH242-
126L5 on chromosome 20, complete 240L23 on chromosome X, complete
sequence sequence
one 204792 SNRPA1 NG_001550 Homo sapiens small nuclear XM_001925349 PREDICTED: Sus scrofa small nuclear
ribonucleoprotein polypeptide A' ribonucleoprotein polypeptide A'
pseudogene (LOC150417) on (SNRPA1), mRNA
chromosome 22
one 204794 ASB3 NM_001201965 Homo sapiens ankyrin repeat and Cytoplasm transcription XM_005653041 PREDICTED: Sus scrofa ankyrin repeat
SOCS box containing 3 (ASB3), regulator and SOCS box containing 3 (ASB3),
transcript variant 3, mMRNA transcript variant X1, mRNA
one 204826 TRIM24 NG_023286 Homo sapiens tripartite motif containing XM_003360125 PREDICTED: Sus scrofa tripartite motif
24 (TRIM24), RefSeqGene on containing 24 (TRIM24), partial mMRNA
chromosome 7
one 204837 MTRF1 XR_429224 PREDICTED: Homo sapiens Cytoplasm translation NM_001243580 Sus scrofa mitochondrial translational
mitochondrial translational release regulator release factor 1 (MTRF1), mRNA

factor 1 (MTRF1), transcript variant X8,
misc_RNA
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one 204946 SERAC1 NG_032889 Homo sapiens serine active site Extracellular other FP339573 Pig DNA sequence from clone CH242-
containing 1 (SERAC1), RefSeqGene  Space 228K17 on chromosome X, complete
on chromosome 6 sequence
one 204947  C6orf89 NM_001286635 Homo sapiens chromosome 6 open Other other XM_005665923 PREDICTED: Sus scrofa chromosome
reading frame 89 (C60rf89), transcript 7 open reading frame, human C60rf89
variant 2, mRNA (C7H60rf89), transcript variant X3,
mRNA
one 204954 PPAP2B NM_003713 Homo sapiens phosphatidic acid Plasma phosphatase XM_005665388 PREDICTED: Sus scrofa phosphatidic
phosphatase type 2B (PPAP2B), mRNA Membrane acid phosphatase type 2B (PPAP2B),
transcript variant X2, mRNA
one 204963 SIX4 NG_021182 Homo sapiens SIX homeobox 4 (SIX4), Nucleus transcription NM_001244614 Sus scrofa SIX homeobox 4 (SIX4),
RefSeqGene on chromosome 14 regulator mRNA
one 204989 TMEM183A XR 241106 PREDICTED: Homo sapiens Other other AK396401 Sus scrofa mRNA, clone:
transmembrane protein 183A PST010023A04, expressed in prostate
(TMEM183A), transcript variant X2,
misc_RNA
one 205007 KHNYN AB002321 Homo sapiens mRNA for KIAA0323 Other other XM_005666232 PREDICTED: Sus scrofa KH and NYN
gene, partial cds domain containing (KHNYN), transcript
variant X2, mRNA
one 205021 BMSH1 AC254634 Homo sapiens BAC clone CH17- XM_001928781 PREDICTED: Sus scrofa BMS1
267E14 from chromosome 16, complete ribosome biogenesis factor (BMS1),
sequence transcript variant X1, mRNA
one 205026 FzZD5 NM_003468 Homo sapiens frizzled class receptor 5 Plasma G-protein XM_005672133 PREDICTED: Sus scrofa frizzled family
(FZD5), mRNA Membrane coupled receptor receptor 5 (FZD5), mRNA
one 205078 AL021578 Human DNA sequence from clone RP3- CU638862 Pig DNA sequence from clone CH242-
453C12 on chromosome 20q12-13.12, 477H4 on chromosome X, complete
complete sequence sequence
one 205083 AC087272 Homo sapiens chromosome 8, clone FP085547 Pig DNA sequence from clone CH242-
RP11-139G7, complete sequence 56C19 on chromosome X, complete
sequence
one 205155 AC012488 Homo sapiens BAC clone RP11-88L20 XM_005672020 PREDICTED: Sus scrofa asparagine
from 2, complete sequence synthetase domain-containing protein 1-
like (LOC100513955), transcript variant
X2, mRNA
one 205162 AR NG_009014 Homo sapiens androgen receptor (AR), Nucleus ligand- XM_005673696 PREDICTED: Sus scrofa androgen
RefSeqGene on chromosome X dependent receptor (AR), transcript variant X1,
nuclear receptor mRNA
one 205163 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
one 205234 IRK1 ACO067721 Homo sapiens 3 BAC RP11-111F10 XM_005674073 PREDICTED: Sus scrofa inward
(Roswell Park Cancer Institute Human rectifier potassium channel (IRK1),
BAC Library) complete sequence transcript variant X1, mRNA
one 205337 FCGR2B AC243971 Homo sapiens BAC clone CH17- XM_005663160 PREDICTED: Sus scrofa Fc fragment of

437013 from chromosome 1, complete
sequence

IgG, low affinity lIb, receptor (CD32)
(FCGR2B), transcript variant X4, mRNA
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one 205348 TRIM13 NM_005798 Homo sapiens tripartite motif containing Cytoplasm enzyme AK396700 Sus scrofa mRNA, clone:
13 (TRIM13), transcript variant 1, PST010077C04, expressed in prostate
mRNA
one 205512 CEP68 AK000856 Homo sapiens cDNA FLJ20849 fis, Cytoplasm  other XM_005662513 PREDICTED: Sus scrofa centrosomal
clone ADKAO1706, highly similar to protein 68kDa (CEP68), transcript
AB011154 Homo sapiens mRNA for variant X3, mRNA
KIAA0582 protein
one 205621 MBLAC1 XM_005250250 PREDICTED: Homo sapiens metallo-  Other other FP089551 Pig DNA sequence from clone CH242-
beta-lactamase domain containing 1 338K18 on chromosome 2, complete
(MBLACH1), transcript variant X1, mRNA sequence
one 205755 SH3RF1 NM_020870 Homo sapiens SH3 domain containing Cytoplasm other XM_005657283 PREDICTED: Sus scrofa SH3 domain
ring finger 1 (SH3RF1), mRNA containing ring finger 1 (SH3RF1),
mRNA
one 205792 KB-431C1.4 HG501538 TPA: Homo sapiens KB-431C1.4 gene Other other XM_003125386 PREDICTED: Sus scrofa Rho-
for long non-coding RNA associated, coiled-coil containing
OTTHUMTO00000380743.1, antisense protein kinase 2 (ROCK2), transcript
variant X1, mRNA
one 205943 PPP1CC NG_030325 Homo sapiens protein phosphatase 1, Nucleus phosphatase AK392314 Sus scrofa mRNA, clone:
catalytic subunit, gamma isozyme HTMT10065C07, expressed in
(PPP1CC), RefSeqGene on hypothalamus
chromosome 12
one 206110 GXYLT1 AL832209 Homo sapiens mRNA; cDNA Cytoplasm  other FP565626 Pig DNA sequence from clone CH242-
DKFZp686K192 (from clone 175F15 on chromosome X, complete
DKFZp686K192) sequence
one 206137 SLC26A3 NG_008046 Homo sapiens solute carrier family 26  Plasma transporter XM_003359542 PREDICTED: Sus scrofa potassium
(anion exchanger), member 3 Membrane voltage-gated channel subfamily H
(SLC26A3), RefSeqGene on member 7-like (LOC100623954),
chromosome 7 mRNA
one 206158 AC004542 Homo sapiens PAC clone RP3-430N8 XR 116282 PREDICTED: Sus scrofa
from 22g12.1-qter, complete sequence uncharacterized LOC100525309
(LOC100525309), transcript variant X1,
misc_RNA
one 206165 FAM76B XR_247187 PREDICTED: Homo sapiens family with Nucleus other XM_005667260 PREDICTED: Sus scrofa family with
sequence similarity 76, member B sequence similarity 76, member B
(FAM76B), transcript variant X4, (FAM76B), transcript variant X5, mRNA
misc_RNA
one 206210 TDG AF545435 Homo sapiens thymine-DNA Nucleus enzyme XM_003126645 PREDICTED: Sus scrofa
glycosylase (TDG) gene, complete cds glycosyltransferase 8 domain containing
2 (GLT8D2), mRNA
one 206218  SNX27 XM_005245512 PREDICTED: Homo sapiens sorting Cytoplasm  other CuU457723 Pig DNA sequence from clone CH242-
nexin family member 27 (SNX27), 28L6 on chromosome 4, complete
transcript variant X4, mRNA sequence
one 206278 AC242283 Homo sapiens FOSMID clone ABC14- XR_298093 PREDICTED: Sus scrofa

50176100K4 from chromosome 3,
complete sequence

uncharacterized LOC102163468
(LOC102163468), misc_ RNA
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one 206293 SCN1A NM_001202435 Homo sapiens sodium channel, voltage- Plasma ion channel XM_003133452 PREDICTED: Sus scrofa sodium
gated, type I, alpha subunit (SCN1A),  Membrane channel, voltage-gated, type IX, alpha
transcript variant 4, mMRNA subunit (SCN9A), mRNA

one 206361 CDKN2AIP XM_005263118 PREDICTED: Homo sapiens CDKN2A Nucleus transcription XM_003133332 PREDICTED: Sus scrofa CDKN2A
interacting protein (CDKN2AIP), regulator interacting protein (CDKN2AIP),
transcript variant X1, mRNA transcript variant X1, mRNA

one 206389 CAAP1 NM_001167575 Homo sapiens caspase activity and Other other XM_005654489 PREDICTED: Sus scrofa caspase
apoptosis inhibitor 1 (CAAP1), transcript activity and apoptosis inhibitor 1
variant 2, mRNA (CAAP1), transcript variant X2, mRNA

one 206397 TFAMP2 NG_007345 Homo sapiens transcription factor A, AK391541 Sus scrofa mRNA, clone:
mitochondrial pseudogene 2 (TFAMP2) DCI010108H11, expressed in dendritic
on chromosome 11 cells (immature)

one 206415 TMEM106B AK223263 Homo sapiens mRNA for hypothetical Cytoplasm other XM_005667653 PREDICTED: Sus scrofa
protein FLJ11273 variant, clone: transmembrane protein 106B
STM07490 (TMEM106B), transcript variant X3,

mRNA

one 206597 PRKD3 XM_006711980 PREDICTED: Homo sapiens protein Nucleus kinase XM_003125235 PREDICTED: Sus scrofa protein kinase
kinase D3 (PRKD3), transcript variant D3 (PRKD3), mRNA
X5, mRNA

one 206723 MFAP3 NM_001242336 Homo sapiens microfibrillar-associated Extracellular other XM_003134126 PREDICTED: Sus scrofa microfibrillar-
protein 3 (MFAP3), transcript variant 3, Space associated protein 3 (MFAP3), mRNA
mRNA

one 206750 CEP83 NM_016122 Homo sapiens centrosomal protein Extracellular other XM_003355685 PREDICTED: Sus scrofa coiled-caoil
83kDa (CEP83), transcript variant 1, Space domain containing 41 (CCDC41), partial
mRNA mRNA

one 206842 ASB7 NM_198243 Homo sapiens ankyrin repeat and Other other XM_005659792 PREDICTED: Sus scrofa ankyrin repeat
SOCS box containing 7 (ASB7), and SOCS box containing 7 (ASB7),
transcript variant 2, mMRNA transcript variant X3, mRNA

one 206855 HG495994 TPA: Homo sapiens RP11-67L2.2 gene EF131706 Sus scrofa clone KVL5312
for long non-coding RNA microsatellite sequence
OTTHUMTO00000471805.1, lincRNA

one 206872 SNRPA1 XR_243213 PREDICTED: Homo sapiens small Nucleus other XM_001925349 PREDICTED: Sus scrofa small nuclear
nuclear ribonucleoprotein polypeptide A’ ribonucleoprotein polypeptide A'
(SNRPAA1), transcript variant X1, (SNRPA1), mRNA
misc_RNA

one 206939 CLCN5 NG_007159 Homo sapiens chloride channel, voltage- Cu207271 Pig DNA sequence from clone CH242-
sensitive 5 (CLCN5), RefSeqGene on 214N22 on chromosome X, complete
chromosome X sequence

one 206962 LPHN3 NG_033950 Homo sapiens latrophilin 3 (LPHN3), FP312632 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 4 205N3 on chromosome X, complete

sequence
one 206975 TFAP2C NM_003222 Homo sapiens transcription factor AP-2 Nucleus transcription NM_001123201 Sus scrofa transcription factor AP-2

gamma (activating enhancer binding
protein 2 gamma) (TFAP2C), mRNA

regulator

gamma (activating enhancer binding
protein 2 gamma) (TFAP2C), mRNA
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one 207048 GOSR1 NM_001007025 Homo sapiens golgi SNAP receptor Cytoplasm transporter CuU606904 Pig DNA sequence from clone CH242-
complex member 1 (GOSR1), transcript 378E11 on chromosome X, complete
variant 2, mMRNA sequence
one 207052 CTNNA3 NG_034072 Homo sapiens catenin (cadherin- NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
associated protein), alpha 3 (CTNNA3), mRNA >gi|61098746|gb|AY820760.1|
RefSeqGene on chromosome 10 Sus scrofa FKBP1A-like mRNA,
complete cds
one 207083 NUDCD2 NM_145266 Homo sapiens NudC domain containing Cytoplasm other XM_003134083 PREDICTED: Sus scrofa NudC domain
2 (NUDCD2), mRNA containing 2 (NUDCDZ2), transcript
>gi|17389850|gb|BC017934.1] Homo variant 1, mRNA
sapiens NudC domain containing 2,
mRNA (cDNA clone MGC:23968
IMAGE:4698187), complete cds
one 207089 HEPACAM2 NM_001039372 Homo sapiens HEPACAM family Cytoplasm  other XR_305530 PREDICTED: Sus scrofa HEPACAM
member 2 (HEPACAM2), transcript family member 2-like (LOC100626473),
variant 1, mRNA transcript variant X4, misc_RNA
one 207097 MGEA5 XR_246060 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003359345 PREDICTED: Sus scrofa meningioma
meningioma expressed antigen 5 expressed antigen 5 (hyaluronidase)
(hyaluronidase) (MGEADS), transcript (MGEADb), transcript variant X2, mRNA
variant X4, misc_RNA
one 207102 HDHD2 XM_006722557 PREDICTED: Homo sapiens haloacid Cytoplasm other XM_005652475 PREDICTED: Sus scrofa haloacid
dehalogenase-like hydrolase domain dehalogenase-like hydrolase domain
containing 2 (HDHD2), transcript variant containing 2 (HDHD2), transcript variant
X5, mRNA X5, mRNA
one 207144 CMS$S1 NM_001167924 Homo sapiens cms1 ribosomal small Other other XM_001924376 PREDICTED: Sus scrofa chromosome
subunit homolog (yeast) (CMSS1), 3 open reading frame 26 (C13H30rf26),
transcript variant 2, mMRNA mRNA
one 207155 AC069307 Homo sapiens BAC clone RP11- AY820768 Sus scrofa ZDHHC2-like mRNA, 3' UTR
738E22 from 4, complete sequence
one 207194  LINS AK093868 Homo sapiens cDNA FLJ36549 fis, Other other XM_003353422 PREDICTED: Sus scrofa lines homolog
clone TRACH2008081 (Drosophila) (LINS), mRNA
one 207203 AC244150 Homo sapiens FOSMID clone ABC8- XM_005668848 PREDICTED: Sus scrofa keratin, high-
4087210007 from chromosome sulfur matrix protein, B2D-like
unknown, complete sequence (LOC100738100), mRNA
one 207228 NG_023307 Homo sapiens small nuclear AK344769 Sus scrofa mRNA,
ribonucleoprotein polypeptide E clone:HTMT10039G05, expressed in
pseudogene 4 (SNRPEP4) on hypothalamus
chromosome 19
one 207240 PMP2 AK307118 Homo sapiens cDNA, FLJ97066 Cytoplasm  other XM_005663002 PREDICTED: Sus scrofa peripheral
myelin protein 2 (PMP2), transcript
variant X1, mRNA
one 207263 KDM3A XM_006712051 PREDICTED: Homo sapiens lysine (K)- Nucleus transcription XM_005662402 PREDICTED: Sus scrofa lysine (K)-

specific demethylase 3A (KDM3A),
transcript variant X1, mRNA

regulator

specific demethylase 3A (KDM3A),
transcript variant X3, mRNA
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one 207269 AL390882 Human DNA sequence from clone RP11- FP015904 Pig DNA sequence from clone CH242-
113D19 on chromosome 9p21.2-22.3, 51N1 on chromosome X, complete
complete sequence sequence

one 207290 PLEKHB2 NR_049792 Homo sapiens pleckstrin homology Other other XM_003133821 PREDICTED: Sus scrofa pleckstrin
domain containing, family B (evectins) homology domain-containing family B
member 2 (PLEKHBZ2), transcript member 2-like (LOC100514609), partial
variant 14, non-coding RNA mRNA

one 207346 NEFM EF560737 Homo sapiens clone DKFZp68601498 Plasma other XM_003359038 PREDICTED: Sus scrofa neurofilament,
NEFM protein (NEFM) mRNA, complete Membrane medium polypeptide (NEFM), transcript
cds variant X1, mRNA

one 207423 MAATS1 XM_006713808 PREDICTED: Homo sapiens MYCBP- Cytoplasm other XM_003132654 PREDICTED: Sus scrofa MYCBP-
associated, testis expressed 1 associated, testis expressed 1
(MAATS1), transcript variant X2, mRNA (MAATSH1), transcript variant X1, mRNA

one 207488 TMEM260 XM_006720178 PREDICTED: Homo sapiens Other other XM_005659991 PREDICTED: Sus scrofa chromosome
transmembrane protein 260 14 open reading frame 101 ortholog
(TMEM260), transcript variant X6, (C1H140rf101), transcript variant X3,
mRNA mRNA

one 207531  IKBKAP NG_008788 Homo sapiens inhibitor of kappa light ~ Cytoplasm other XM_001924394 PREDICTED: Sus scrofa inhibitor of
polypeptide gene enhancer in B-cells, kappa light polypeptide gene enhancer
kinase complex-associated protein in B-cells, kinase complex-associated
(IKBKAP), RefSeqGene (LRG_251) on protein (IKBKAP), mRNA
chromosome 9

one 207549 DGKH NG_029191 Homo sapiens diacylglycerol kinase, eta AK392480 Sus scrofa mRNA, clone:
(DGKH), RefSeqGene on chromosome HTMT10078G06, expressed in
13 hypothalamus

one 207922 PCGF3 AK300290 Homo sapiens cDNA FLJ54810 Nucleus other AK345480 Sus scrofa mRNA,
complete cds, highly similar to Homo clone:LNG010035D06, expressed in
sapiens polycomb group ring finger 3 lung
(PCGF3), mRNA

one 208142 AC012309 Homo sapiens chromosome 19 clone CT757452 Pig DNA sequence from clone CH242-
CTC-454121, complete sequence 130D3 on chromosome 7, complete

sequence

one 208197 PPP3CC BC004864 Homo sapiens protein phosphatase 3  Cytoplasm phosphatase XM_005658656 PREDICTED: Sus scrofa
(formerly 2B), catalytic subunit, gamma serine/threonine-protein phosphatase
isoform, mRNA (cDNA clone 2B catalytic subunit gamma isoform-like
MGC:10576 IMAGE:3677098), (LOC100623062), transcript variant X2,
complete cds mRNA

one 208223 RBX1 NM_014248 Homo sapiens ring-box 1, E3 ubiquitin  Cytoplasm enzyme AK394487 Sus scrofa mRNA, clone:
protein ligase (RBX1), mRNA MLNO10060E03, expressed in

mesenteric lymph node
one 208233 HINT1 NM_005340 Homo sapiens histidine triad nucleotide Nucleus enzyme XM_005661623 PREDICTED: Sus scrofa histidine triad

binding protein 1 (HINT1), transcript
variant 1, mRNA

nucleotide-binding protein 1-like
(LOC100518898), mRNA
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one 208247 RPA2P1 NG_002610 Homo sapiens replication protein A2 NM_001244942 Sus scrofa replication protein A2, 32kDa
pseudogene 1 (RPA2P1) on (RPA2), mRNA
chromosome 14
one 208319 CEP350 BC033619 Homo sapiens centrosomal protein Cytoplasm  other XM_005656746 PREDICTED: Sus scrofa centrosomal
350kDa, mRNA (cDNA clone protein 350kDa (CEP350), mRNA
IMAGE:5108444), containing frame-
shift errors
one 208442 LARP1B XM_006714252 PREDICTED: Homo sapiens La Extracellular other DQ837858 Sus scrofa clone UMNp1624
ribonucleoprotein domain family, Space microsatellite sequence
member 1B (LARP1B), transcript
variant X20, mRNA
one 208477 AC016910 Homo sapiens BAC clone RP11-460B1 XR_299983 PREDICTED: Sus scrofa
from 2, complete sequence uncharacterized LOC102159181
(LOC102159181), misc_RNA
one 208502 MSI1 XM_006719404 PREDICTED: Homo sapiens musashi  Cytoplasm other FP236726 Pig DNA sequence from clone CH242-
RNA-binding protein 1 (MSI1), transcript 507J17 on chromosome X, complete
variant X2, mRNA sequence
one 208518 LRRC18 XM_006717867 PREDICTED: Homo sapiens leucine Cytoplasm other XM_005671211 PREDICTED: Sus scrofa leucine rich
rich repeat containing 18 (LRRC18), repeat containing 18 (LRRC18),
transcript variant X5, mMRNA transcript variant X3, mRNA
one 208524 ARMC2 XM_006715574 PREDICTED: Homo sapiens armadillo Extracellular other XM_005659378 PREDICTED: Sus scrofa armadillo
repeat containing 2 (ARMC2), transcript Space repeat-containing protein 2-like
variant X6, mRNA (LOC102165487), mRNA
one 208533 NDUFAFG6 XM_005250793 PREDICTED: Homo sapiens NADH Cytoplasm  other XM_001925041 PREDICTED: Sus scrofa NADH
dehydrogenase (ubiquinone) complex I, dehydrogenase (ubiquinone) complex |,
assembly factor 6 (NDUFAF6), assembly factor 6 (NDUFAF6), mRNA
transcript variant X6, mRNA
one 208534 ELL2 BX538289 Homo sapiens mRNA; cDNA Nucleus transcription XM_003123796 PREDICTED: Sus scrofa elongation
DKFZp779C185 (from clone regulator factor, RNA polymerase I, 2 (ELL2),
DKFZp779C185) transcript variant 1, mMRNA
one 208546 IQCA1P1 ACO010973 Homo sapiens BAC clone RP11-148K1 XM_005657707 PREDICTED: Sus scrofa IQ motif
from chromosome 7, complete containing with AAA domain 1
sequence pseudogene 1 (IQCA1P1), mRNA
one 208569 CCDC175 NM_001164399 Homo sapiens coiled-coil domain Other other XR_297999 PREDICTED: Sus scrofa coiled-coil
containing 175 (CCDC175), mRNA domain containing 175 (CCDC175),
transcript variant X2, misc_RNA
one 208576 BX546490 Human DNA sequence from clone RP11- XR 297569 PREDICTED: Sus scrofa
336F23 on chromosome 1, complete uncharacterized LOC102159540
sequence (LOC102159540), transcript variant X5,
misc_RNA
one 208582 UBE2R2 XM_005251496 PREDICTED: Homo sapiens ubiquitin- Other enzyme XM_005668070 PREDICTED: Sus scrofa ubiquitin-
conjugating enzyme E2R 2 (UBE2R?2), conjugating enzyme E2R 2 (UBE2R2),
transcript variant X1, mRNA mRNA
one 208585 FAM156B FP885836 Human DNA sequence from clone RP11. XM_005673626 PREDICTED: Sus scrofa family with

1078F15 on chromosome X, complete
sequence

sequence similarity 156, member B
(FAM156B), mRNA
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one 208602 OSGIN2 NM_001126111 Homo sapiens oxidative stress induced Other other XM_005662982 PREDICTED: Sus scrofa oxidative
growth inhibitor family member 2 stress induced growth inhibitor family
(OSGIN2), transcript variant 1, mRNA member 2 (OSGIN2), transcript variant
X2, mRNA
one 208618 HG502409 TPA: Homo sapiens MIR600HG gene AK344801 Sus scrofa mRNA,
for long non-coding RNA clone:HTMT10062D06, expressed in
OTTHUMT00000053981.2, hypothalamus
sense_intronic
one 208619 AC091814 Homo sapiens 12p BAC RP11-290C10 XM_003355579 PREDICTED: Sus scrofa C-type lectin
(Roswell Park Cancer Institute Human domain family 2 member E-like
BAC Library) complete sequence (LOC100623691), transcript variant X1,
mRNA
one 208620 LPHN1 HG510389 TPA: Homo sapiens CTB-5506.12 gene XM_005661248 PREDICTED: Sus scrofa latrophilin 1
for long non-coding RNA (LPHN1), mRNA
OTTHUMTO00000459719.1, antisense
one 208622 PROK2 NG_008275 Homo sapiens prokineticin 2 (PROK2), Extracellular other XM_005669727 PREDICTED: Sus scrofa prokineticin 2
RefSeqGene on chromosome 3 Space (PROK2), mRNA
one 208628 1ZUMO3 XM_005251332 PREDICTED: Homo sapiens IZUMO Other other XM_005660059 PREDICTED: Sus scrofa IZUMO family
family member 3 (IZUMO3), transcript member 3 (IZUMO3), mRNA
variant X1, mRNA
one 208642 AKNAD1 NR_049760 Homo sapiens AKNA domain containing Cytoplasm other XM_005663608 PREDICTED: Sus scrofa AKNA domain
1 (AKNAD1), transcript variant 2, long containing 1 (AKNAD1), transcript
non-coding RNA variant X2, mRNA
one 208654 NOXRED1 XM_005267330 PREDICTED: Homo sapiens NADP- Other other XM_003356763 PREDICTED: Sus scrofa NADP-
dependent oxidoreductase domain dependent oxidoreductase domain
containing 1 (NOXRED1), transcript containing 1 (NOXRED1), mRNA
variant X1, mRNA
one 208656 C1orf141 BC047053 Homo sapiens chromosome 1 open Other other FN677058 Sus scrofa BAC clone
reading frame 141, mRNA (cDNA clone CHORI242_253K6_Contig62
IMAGE:5267678), complete cds
one 208668 ZC2HC1B NM_001013623 Homo sapiens zinc finger, C2HC-type  Other other XM_005654378 PREDICTED: Sus scrofa zinc finger,
containing 1B (ZC2HC1B), mRNA C2HC-type containing 1B (ZC2HC1B),
partial MRNA
one 208678 SPATA9 NM_031952 Homo sapiens spermatogenesis Other other NM_001177924 Sus scrofa spermatogenesis associated
associated 9 (SPATA9), mRNA 9 (SPATA9), mRNA
>Qi|292485843|gb|GU475001.1| Sus
scrofa spermatogenesis associated 9
(SPATA9) mRNA, complete cds
one 208686 AC087863 Homo sapiens 12q BAC RP11-357K6 XR_307413 PREDICTED: Sus scrofa
(Roswell Park Cancer Institute Human uncharacterized LOC100152084
BAC Library) complete sequence (LOC100152084), misc_RNA
one 208703 PPIL6 NM_001286360 Homo sapiens peptidylprolyl isomerase Other enzyme XM_005659364 PREDICTED: Sus scrofa peptidylprolyl

(cyclophilin)-like 6 (PPIL6), transcript
variant 3, mRNA

isomerase (cyclophilin)-like 6 (PPIL6),
transcript variant X2, mRNA
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one 208709 BMP2K XM_005263117 PREDICTED: Homo sapiens BMP2 Nucleus kinase XR_297526 PREDICTED: Sus scrofa progestin and
inducible kinase (BMP2K), transcript adipoQ receptor family member Il|
variant X1, mRNA (PAQR3), transcript variant X2,
misc_RNA
one 208710 AC008372 Homo sapiens chromosome 14 clones XR_301025 PREDICTED: Sus scrofa
RP11-111016 and RP11-61F4 uncharacterized LOC102159725
containing genes for nuclear receptor (LOC102159725), misc_RNA
coactivator NCoA-62 (nuclear receptor
coactivator NCoA-62) gene, complete
cds; and unknown gene, complete
sequence
one 208716 CCT5 HG497761 TPA: Homo sapiens CTD-2256P15.4 NM_001278779 Sus scrofa chaperonin containing
gene for long non-coding RNA TCP1, subunit 5 (epsilon) (CCT5),
OTTHUMTO00000470527.1, antisense mRNA >gi|404428587|gb|JX316755.1|
Sus scrofa T-complex protein 1 subunit
epsilon (CCT5) mRNA, complete cds
one 208726 SPAG16 NR_047660 Homo sapiens sperm associated Cytoplasm  other XM_005672163 PREDICTED: Sus scrofa sperm
antigen 16 (SPAG16), transcript variant associated antigen 16 (SPAG16), partial
4, non-coding RNA mRNA
one 208734 SIRPD XM_005260662 PREDICTED: Homo sapiens signal- Other other XM_005672804 PREDICTED: Sus scrofa signal-
regulatory protein delta (SIRPD), regulatory protein beta-2-like
transcript variant X1, mRNA (LOC102161773), transcript variant X3,
mRNA
one 208740 SPEF2 BX648691 Homo sapiens mRNA; cDNA Other other XM_005657603 PREDICTED: Sus scrofa sperm
DKFZp686L2038 (from clone flagellar protein 2-like (LOC100739670),
DKFZp686L2038) transcript variant X2, mRNA
one 208757 KDM2B NG_033820 Homo sapiens lysine (K)-specific Nucleus other XM_005672330 PREDICTED: Sus scrofa RNA binding
demethylase 2B (KDM2B), motif protein 44 (RBM44), transcript
RefSeqGene on chromosome 12 variant X7, mRNA
one 208764 EFCAB3 NM_001144933 Homo sapiens EF-hand calcium binding Other other XM_005653899 PREDICTED: Sus scrofa EF-hand
domain 3 (EFCAB3), transcript variant calcium-binding domain-containing
1, mRNA protein 3-like (LOC100516460),
transcript variant X3, mRNA
one 208780 POU4F1 AC240390 Homo sapiens FOSMID clone ABC16- XM_005668479 PREDICTED: Sus scrofa POU class 4
1959N12 from chromosome 13, homeobox 1 (POU4F1), mRNA
complete sequence
one 208786 TSPAN16 NM_001282509 Homo sapiens tetraspanin 16 Other other XM_005654807 PREDICTED: Sus scrofa tetraspanin-16-
(TSPAN16), transcript variant 2, mRNA like (LOC100519590), mRNA
one 208788 TSPANS8 AK313112 Homo sapiens cDNA, FLJ93597, Homo Plasma other XM_005663981 PREDICTED: Sus scrofa tetraspanin 8
sapiens transmembrane 4 superfamily Membrane (TSPANS), transcript variant X2, mRNA
member 3 (TM4SF3), mRNA
one 208791  PANX1 XM_005273863 PREDICTED: Homo sapiens pannexin Plasma transporter XM_003482597 PREDICTED: Sus scrofa pannexin 1

1 (PANX1), transcript variant X2, MRNA Membrane

(PANX1), mRNA
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one 208793 OR8B2 BK004204 TPA_inf: Homo sapiens olfactory Plasma G-protein XM_003130012 PREDICTED: Sus scrofa olfactory
receptor OR11-311 gene, complete cds Membrane coupled receptor receptor 8B3-like (LOC100519677),
mRNA
>0i|545849128|ref|[XM_003482635.2|
PREDICTED: Sus scrofa olfactory
receptor 8B3-like (LOC100738480),
mRNA
one 208798 AL353801 Human DNA sequence from clone RP11- AK344634 Sus scrofa mRNA,
285G1 on chromosome 10, complete clone:DCIO10089F 10, expressed in
sequence dendritic cells (immature)
one 208805 VASH2 XM_006711541 PREDICTED: Homo sapiens vasohibin Cytoplasm  other XM_003357590 PREDICTED: Sus scrofa vasohibin 2
2 (VASH2), transcript variant X4, mRNA (VASH2), transcript variant 3, mRNA
one 208812 SPAG6 XM_005252645 PREDICTED: Homo sapiens sperm Cytoplasm  other XM_005668149 PREDICTED: Sus scrofa sperm
associated antigen 6 (SPAG6), associated antigen 6 (SPAG6),
transcript variant X1, mRNA transcript variant X1, mRNA
one 208818 CLMP NM_024769 Homo sapiens CXADR-like membrane Plasma other XM_003129979 PREDICTED: Sus scrofa CXADR-like
protein (CLMP), mRNA Membrane membrane protein (CLMP), partial
mRNA
one 208821 SHCBP1L HQ258630 Synthetic construct Homo sapiens clone Other other XM_003360614 PREDICTED: Sus scrofa SHC SH2-
IMAGE:100073185 chromosome 1 domain binding protein 1-like
open reading frame 14 (C1orf14) (SHCBP1L), mRNA
(C1orf14) gene, encodes complete
protein
one 208827 AC004560 Homo sapiens chromosome 19, cosmid XM_005652489 PREDICTED: Sus scrofa proline-,
R30676, complete sequence glutamic acid- and leucine-rich protein 1-
like (LOC100521600), transcript variant
X7, mRNA
one 208829 HTR1A AC122707 Homo sapiens chromosome 5 clone Plasma G-protein XM_003129222 PREDICTED: Sus scrofa PR domain
RP11-158J3, complete sequence Membrane coupled receptor containing 5 (PRDM5), mRNA
one 208832 CEP55 XM_006717909 PREDICTED: Homo sapiens Cytoplasm  other XM_001928351 PREDICTED: Sus scrofa centrosomal
centrosomal protein 55kDa (CEP55), protein 55kDa (CEP55), transcript
transcript variant X1, mRNA variant X1, mRNA
one 208848 AP001719 Homo sapiens genomic DNA, XR_307607 PREDICTED: Sus scrofa
chromosome 21q, section 63/105 uncharacterized LOC102165331
(LOC102165331), transcript variant X2,
misc_RNA
one 208859 AL031276 Human DNA sequence from clone RP5- FP236641 Pig DNA sequence from clone CH242-
1118D24 on chromosome 1p36.11- 427J19 on chromosome X, complete
36.33, complete sequence sequence
one 208860 TP53RK BC066309 Homo sapiens TP53 regulating kinase, Nucleus kinase XM_003134484 PREDICTED: Sus scrofa TP53-

mRNA (cDNA clone MGC:87135
IMAGE:5277911), complete cds

regulating kinase-like (LOC100519282),
mRNA
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one 208873 UBE2J1 NM_016021 Homo sapiens ubiquitin-conjugating Cytoplasm enzyme XM_005659296 PREDICTED: Sus scrofa ubiquitin-
enzyme E2, J1 (UBE2J1), mRNA conjugating enzyme E2, J1 (UBE2J1),
transcript variant X2, mRNA
one 208883 STARDG6 BC140308 Synthetic construct Homo sapiens clone Other transporter XM_005659478 PREDICTED: Sus scrofa StAR-related
IMAGE:100014341, MGC:173208 StAR- lipid transfer (START) domain
related lipid transfer (START) domain containing 6 (STARDSG), transcript
containing 6 (STARD6) mRNA, encodes variant X6, mRNA
complete protein
one 208989 |IER5S NM_016545 Homo sapiens immediate early Other other NM_001258436 Sus scrofa immediate early response 5
response 5 (IER5), mRNA (IER5), mRNA
one 208992 TXNDC17 FM206294 Cloning vector pchilGHG1 XM_003131877 PREDICTED: Sus scrofa thioredoxin
domain containing 17 (TXNDC17),
transcript variant 1, mRNA
one 209062 CD28 XM_006712862 PREDICTED: Homo sapiens CD28 Plasma transmembrane CU582930 Pig DNA sequence from clone CH242-
molecule (CD28), transcript variant X1, Membrane receptor 51J22 on chromosome 2, complete
mRNA sequence
one 209064 G3BP1 XM_006714750 PREDICTED: Homo sapiens GTPase Nucleus enzyme NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
activating protein (SH3 domain) binding mRNA >gi|61098746|gb|AY820760.1|
protein 1 (G3BP1), transcript variant X2, Sus scrofa FKBP1A-like mRNA,
mRNA complete cds
one 209067 EMB NM_198449 Homo sapiens embigin (EMB), mMRNA  Plasma other XM_003359772 PREDICTED: Sus scrofa embigin-like
Membrane (LOC100622067), mRNA
one 209096 KMT2E NG_033949 Homo sapiens lysine (K)-specific CU468368 Pig DNA sequence from clone CH242-
methyltransferase 2E (KMT2E), 64G23 on chromosome X, complete
RefSeqGene on chromosome 7 sequence
one 209105 CDK1 XM_006718083 PREDICTED: Homo sapiens cyclin- Nucleus kinase XM_005671018 PREDICTED: Sus scrofa cyclin-
dependent kinase 1 (CDK1), transcript dependent kinase 1 (CDK1), transcript
variant X3, mRNA variant X6, mRNA
one 209116 UQCRC2 BC000484 Homo sapiens ubiquinol-cytochrome ¢ Cytoplasm enzyme XM_003124555 PREDICTED: Sus scrofa cytochrome b-
reductase core protein II, mMRNA (cDNA c1 complex subunit 2, mitochondrial-like
clone MGC:8349 IMAGE:2819755), (LOC100524613), mRNA
complete cds
one 209147 KDSR AK025120 Homo sapiens cDNA: FLJ21467 fis, Plasma enzyme XM_005654479 PREDICTED: Sus scrofa 3-
clone COL04847, highly similar to Membrane ketodihydrosphingosine reductase
HSFVT1A Homo sapiens fvt1 mRNA (KDSR), transcript variant X2, mRNA
one 209169 AL354798 Human DNA sequence from clone RP11: CU914663 Pig DNA sequence from clone CH242-
756A22 on chromosome 13, complete 31B7 on chromosome X, complete
sequence sequence
one 209177 AC242246 Homo sapiens FOSMID clone ABC12- XR_297803 PREDICTED: Sus scrofa
49211800H9 from chromosome 9, uncharacterized LOC100627387
complete sequence (LOC100627387), transcript variant X3,
misc_RNA
one 209199 RAD51AP1 AC011597 Homo sapiens 3 BAC RP11-85F14 XM_005655704 PREDICTED: Sus scrofa RAD51

(Roswell Park Cancer Institute Human
BAC Library) complete sequence

associated protein 1 (RAD51AP1),
transcript variant X3, mRNA

Supplementary Table S2 Page 26 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 209290 RFX3 XM_006716847 PREDICTED: Homo sapiens regulatory Nucleus transcription Cu468460 Pig DNA sequence from clone CH242-
factor X, 3 (influences HLA class regulator 208A20 on chromosome X, complete
expression) (RFX3), transcript variant sequence
X9, mRNA
one 209304 PALLD XM_005262865 PREDICTED: Homo sapiens palladin, Plasma other XM_005657285 PREDICTED: Sus scrofa palladin,
cytoskeletal associated protein Membrane cytoskeletal associated protein
(PALLD), transcript variant X5, mRNA (PALLD), mRNA
one 209327 FM206294 Cloning vector pchilGHG1 NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
mRNA >gi|61098746|gb|AY820760.1|
Sus scrofa FKBP1A-like mRNA,
complete cds
one 209353 MAK16 AL162400 Human DNA sequence from clone RP11- NM_001243808 Sus scrofa MAK16 homolog (S.
5P4 on chromosome 1p31.3-32.3, cerevisiae) (MAK16), mRNA
complete sequence
one 209375 NEK10 XM_006713001 PREDICTED: Homo sapiens NIMA- Other kinase XM_003358347 PREDICTED: Sus scrofa NIMA-related
related kinase 10 (NEK10), transcript kinase 10 (NEK10), mRNA
variant X9, mRNA
one 209399 ANKRD42 EF041819 Homo sapiens several ankyrin repeat  Nucleus transcription XM_005667185 PREDICTED: Sus scrofa ankyrin repeat
protein transcript variant 2 mRNA, regulator domain 42 (ANKRD42), transcript
partial cds, alternatively spliced variant X5, mRNA
one 209422 CCDC67 XM_005273802 PREDICTED: Homo sapiens coiled-coil Other other XM_005667229 PREDICTED: Sus scrofa coiled-caoil
domain containing 67 (CCDC67), domain containing 67 (CCDC67),
transcript variant X1, mRNA transcript variant X4, mRNA
one 209428 CCDC82 XM_006718912 PREDICTED: Homo sapiens coiled-coil Other other XM_005667265 PREDICTED: Sus scrofa coiled-caoil
domain containing 82 (CCDC82), domain containing 82 (CCDC82),
transcript variant X6, mRNA transcript variant X2, mRNA
one 209541 CLEC3A NM_005752 Homo sapiens C-type lectin domain Other other CU928893 Pig DNA sequence from clone CH242-
family 3, member A (CLEC3A), 218J4 on chromosome X, complete
transcript variant 1, mRNA sequence
one 209544 KCNC1 AC124056 Homo sapiens chromosome 11, clone  Plasma ion channel XM_005668319 PREDICTED: Sus scrofa high mobility
RP5-1082L12, complete sequence Membrane group box 1 (HMGBH1), transcript variant
X4, mRNA
one 209545 NOXRED1 ACO007954 Homo sapiens chromosome 14 clone XM_003356763 PREDICTED: Sus scrofa NADP-
RP11-493G17 and CTD-2516D11 map dependent oxidoreductase domain
14924.3, complete sequence containing 1 (NOXRED1), mRNA
one 209550 DTWD1 AK290184 Homo sapiens cDNA FLJ75615 Other other XM_005659625 PREDICTED: Sus scrofa DTW domain
complete cds, highly similar to Homo containing 1 (DTWD1), transcript variant
sapiens DTW domain containing 1 X4, mRNA
(DTWD1), mRNA
one 209594 SEC23IP ACO073655 Homo sapiens 12 BAC RP11-1105G2 XM_005671508 PREDICTED: Sus scrofa SEC23
(Roswell Park Cancer Institute Human interacting protein (SEC23IP), mRNA
BAC Library) complete sequence
one 209691 PPCDC XM_006720631 PREDICTED: Homo sapiens Cytoplasm enzyme AK237382 Sus scrofa mRNA,

phosphopantothenoylcysteine
decarboxylase (PPCDC), transcript
variant X3, mRNA

clone:SPL010033D03, expressed in
spleen
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one 209839 MYOS5B NG_012925 Homo sapiens myosin VB (MYO5B), enzyme CuU915482 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 18 326N4 on chromosome X, complete
sequence
one 210029 LPA NM_005577 Homo sapiens lipoprotein, Lp(a) (LPA), Extracellular other XM_005659111 PREDICTED: Sus scrofa plasminogen
mRNA (PLG), transcript variant X1, mRNA
one 210053 IL10RA XM_006718833 PREDICTED: Homo sapiens interleukin Plasma transmembrane XM_003129890 PREDICTED: Sus scrofa interleukin 10
10 receptor, alpha (IL10RA), transcript receptor receptor, alpha (IL10RA), transcript
variant X1, mRNA variant X1, mRNA
one 210120 PCBD1 BC006324 Homo sapiens pterin-4 alpha- transcription NM_001190219 Sus scrofa pterin-4 alpha-carbinolamine
carbinolamine dehydratase/dimerization regulator dehydratase/dimerization cofactor of
cofactor of hepatocyte nuclear factor 1 hepatocyte nuclear factor 1 alpha
alpha, mRNA (cDNA clone MGC:12706 (PCBD1), mRNA
IMAGE:4138350), complete cds
one 210154 ACOTS8 NM_005469 Homo sapiens acyl-CoA thioesterase 8 Cytoplasm enzyme AK398298 Sus scrofa mRNA, clone:
(ACOTS8), mRNA TES010101CO08, expressed in testis
one 210181 GLH AF316573 Homo sapiens GLI1 gene, exons 2-12  Nucleus transcription NM_001256593 Sus scrofa GLI family zinc finger 1
and complete cds regulator (GLI1), mRNA
>Qi|374286828|gb|JQ246507.1| Sus
scrofa zinc finger protein GLI1 (ATH1)
mRNA, complete cds
one 210252 SARDH XM_006716991 PREDICTED: Homo sapiens sarcosine Cytoplasm enzyme XM_005654605 PREDICTED: Sus scrofa sarcosine
dehydrogenase (SARDH), transcript dehydrogenase (SARDH), transcript
variant X3, mRNA variant X3, mRNA
one 210323 SLA-2 FM206294 Cloning vector pchilGHG1 FJ905831 Sus scrofa MHC class | antigen (SLA-2)
gene, complete sequence
one 210350 AL451136 Human DNA sequence from clone RP11- AK231482 Sus scrofa mRNA,
291L19 on chromosome 1, complete clone:ITTO10078E08, expressed in
sequence intestine
one 210358 MST1 XR_427274 PREDICTED: Homo sapiens Extracellular growth factor XM_005674278 PREDICTED: Sus scrofa hepatocyte
macrophage stimulating 1 (hepatocyte Space growth factor-like protein-like
growth factor-like) (MST1), transcript (LOC100626310), mRNA
variant X10, misc_RNA
one 210367 LONRF3 NM_001289109 Homo sapiens LON peptidase N- other XM_003360432 PREDICTED: Sus scrofa LON
terminal domain and ring finger 3 peptidase N-terminal domain and ring
(LONRF3), transcript variant 3, mMRNA finger 3 (LONRF3), transcript variant 2,
mRNA
one 210546 AL392003 Human DNA sequence from clone RP11- XM_005657177 PREDICTED: Sus scrofa integrin, beta
331H2 on chromosome 1, complete 2 (complement component 3 receptor 3
sequence and 4 subunit) (ITGB2), transcript
variant X1, mRNA
one 210556 FUBP3 XM_006717314 PREDICTED: Homo sapiens far transcription XM_005660522 PREDICTED: Sus scrofa far upstream

upstream element (FUSE) binding
protein 3 (FUBP3), transcript variant X4,
mRNA

regulator

element (FUSE) binding protein 3
(FUBP3), transcript variant X4, mRNA
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one 210626 DYNLLA1 NM_001037495 Homo sapiens dynein, light chain, LC8- Cytoplasm other XM_005670707 PREDICTED: Sus scrofa dynein, light
type 1 (DYNLL1), transcript variant 2, chain, LC8-type 1 (DYNLL1), transcript
mRNA variant X1, mRNA
one 210634 OXLD1 BC038412 Homo sapiens chromosome 17 open Cytoplasm  other XM_005659057 PREDICTED: Sus scrofa
reading frame 90, mRNA (cDNA clone uncharacterized LOC100626340
IMAGE:5169121), with apparent (LOC100626340), mRNA
retained intron
one 210647 AY510106 Homo sapiens 2G9 monoclonal IgM AK391095 Sus scrofa mRNA, clone:
antibody light chain mRNA, complete CLNT10063E02, expressed in colon
cds
one 210698 TGOLN2 NM_001206841 Homo sapiens trans-golgi network Cytoplasm  other XR 298231 PREDICTED: Sus scrofa
protein 2 (TGOLN2), transcript variant uncharacterized LOC100519476
3, mRNA (LOC100519476), misc_RNA
one 210700 HAGH NM_001286249 Homo sapiens hydroxyacylglutathione Cytoplasm enzyme AK345979 Sus scrofa mRNA,
hydrolase (HAGH), transcript variant 3, clone:LVR010090C02, expressed in
mRNA liver
one 210719 SMAP2 XM_005271120 PREDICTED: Homo sapiens small Other other NM_001128464 Sus scrofa small AfGAP2 (SMAP2),
ArfGAP2 (SMAP2), transcript variant mRNA >gi|183223972|dbj|AB364501.1|
X2, mRNA Sus scrofa SMAP1L mRNA for stromal
membrane-associated protein 1-like,
complete cds
one 210735 L24494 Human antigen CD27 gene, exons 4-6 AK399094 Sus scrofa mRNA, clone:
PBL010060G02, expressed in
peripheral blood lymphocytes
one 210736  TSHZ3 NM_020856 Homo sapiens teashirt zinc finger Nucleus transcription XM_005655801 PREDICTED: Sus scrofa teashirt zinc
homeobox 3 (TSHZ3), mMRNA regulator finger homeobox 3 (TSHZ3), mRNA
one 210767 FP236316 Human DNA sequence from clone CU207339 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 223P6 on chromosome X, complete
complete sequence sequence
one 210797 GOT2 AL391419 Human DNA sequence from clone RP11: NM_213928 Sus scrofa glutamic-oxaloacetic
5415 on chromosome X, complete transaminase 2, mitochondrial
sequence (aspartate aminotransferase 2) (GOT2),
mRNA
>gi[164375|gb|M11732.1|PIGASPAT Pig
mitochondrial aspartate
aminotransferase mRNA, complete cds
one 210813 HECTDS3 NG_033058 Homo sapiens HECT domain containing XM_005665478 PREDICTED: Sus scrofa HECT domain
E3 ubiquitin protein ligase 3 (HECTD3), containing E3 ubiquitin protein ligase 3
RefSeqGene on chromosome 1 (HECTD3), mRNA
one 210841 C3orf72 NG_029796 Homo sapiens chromosome 3 open AK348423 Sus scrofa mRNA,

reading frame 72 (C3orf72),
RefSeqGene on chromosome 3

clone:OVRM10160C02, expressed in
ovary
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one 210853 OAZ3 NM_001134939 Homo sapiens ornithine decarboxylase Cytoplasm other NM_001122996 Sus scrofa ornithine decarboxylase
antizyme 3 (OAZ3), transcript variant 2, antizyme 3 (OAZ3), mRNA
mRNA >gi|171188383|gb|EU545197.1| Sus
scrofa ornithine decarboxylase
antizyme 3 (OAZ3) mRNA, complete
cds
one 210884 SCUBE1 AL450333 Human DNA sequence from clone RP11. XM_003125983 PREDICTED: Sus scrofa signal peptide,
2506 on chromosome 6, complete CUB domain, EGF-like 1 (SCUBE1),
sequence partial mMRNA
one 210941 C3AR1 AY455929 Homo sapiens complement component Plasma G-protein AK391472 Sus scrofa mRNA, clone:
3a receptor 1 (C3AR1) gene, complete  Membrane coupled receptor DCI010085H01, expressed in dendritic
cds cells (immature)
one 211033  SH3D21 NM_001162530 Homo sapiens SH3 domain containing Other other AK350127 Sus scrofa mRNA,
21 (SH3D21), transcript variant 1, clone:SMG010093D11, expressed in
mRNA submaxillary gland
one 211084 KLHDCS8B XM_005264940 PREDICTED: Homo sapiens kelch Cytoplasm  other XM_005669537 PREDICTED: Sus scrofa kelch domain
domain containing 8B (KLHDC8B), containing 8B (KLHDC8B), transcript
transcript variant X3, mRNA variant X2, mRNA
one 211101  FAM173A NM_023933 Homo sapiens family with sequence Other other XM_003124705 PREDICTED: Sus scrofa family with
similarity 173, member A (FAM173A), sequence similarity 173, member A
transcript variant 1, mMRNA (FAM173A), mRNA
one 211247 SCAMP3 NM_005698 Homo sapiens secretory carrier Cytoplasm transporter AK236431 Sus scrofa mRNA,
membrane protein 3 (SCAMP3), clone:OVRM10192C01, expressed in
transcript variant 1, mMRNA ovary
one 211287 NEKM NG_029225 Homo sapiens NIMA-related kinase 11  Nucleus kinase CT868688 Pig DNA sequence from clone CH242-
(NEK11), RefSeqGene on chromosome 510G16 on chromosome 7, complete
3 sequence
one 211355 AC026333 Homo sapiens 12 BAC RP11-324E6 XM_003356031 PREDICTED: Sus scrofa sialic acid-
(Roswell Park Cancer Institute Human binding Ig-like lectin 5-like
BAC Library) complete sequence (LOC100515383), mRNA
one 211367 NG_029492 Homo sapiens collagen, type 1V, alpha 3 AK389702 Sus scrofa mRNA, clone:
(Goodpasture antigen) binding protein AMP010044C10, expressed in alveolar
(COL4A3BP), RefSeqGene on macrophage
chromosome 5
one 211444  CLIC5 NG_031965 Homo sapiens chloride intracellular Cytoplasm ion channel CR974564 Pig DNA sequence from clone CH242-
channel 5 (CLIC5), RefSeqGene on 208015 on chromosome 7, complete
chromosome 6 sequence
one 211473 LDOC1 NM_012317 Homo sapiens leucine zipper, down- Nucleus other XM_005673943 PREDICTED: Sus scrofa protein
regulated in cancer 1 (LDOC1), mRNA LDOC1-like (LOC100525445), mRNA
one 211524  GABPA EU627790 Homo sapiens GA binding protein Nucleus transcription XM_005674618 PREDICTED: Sus scrofa GA binding
transcription factor, alpha subunit regulator protein transcription factor, alpha
60kDa (GABPA) gene, complete cds subunit 60kDa (GABPA), mRNA
one 211546  C1orfe1 AK124566 Homo sapiens cDNA FLJ42575 fis, Cytoplasm  other CuU469041 Pig DNA sequence from clone CH242-

clone BRACE3008237

483E7 on chromosome 4, complete
sequence
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one 211552  SCNO9A FM206294 Cloning vector pchilGHG1 XM_003133452 PREDICTED: Sus scrofa sodium
channel, voltage-gated, type IX, alpha
subunit (SCN9A), mRNA
one 211582 CHKB-CPT1B NR_027928 Homo sapiens CHKB-CPT1B Other other AK397012 Sus scrofa mRNA, clone:
readthrough (NMD candidate) (CHKB- PTG010053B12, expressed in pituitary
CPT1B), long non-coding RNA gland
one 211642 FBXO16 NM_172366 Homo sapiens F-box protein 16 Other other XM_001928776 PREDICTED: Sus scrofa F-box protein
(FBXO16), transcript variant 1, mRNA 16 (FBXO16), transcript variant X1,
mRNA
one 211649 ARMCS8 XM_006713566 PREDICTED: Homo sapiens armadillo Other other XM_005669874 PREDICTED: Sus scrofa armadillo
repeat containing 8 (ARMCS8), transcript repeat containing 8 (ARMCS8), transcript
variant X3, mRNA variant X2, mRNA
one 211666  SPINK1 XM_005268501 PREDICTED: Homo sapiens serine Extracellular other XM_003354346 PREDICTED: Sus scrofa serine
peptidase inhibitor, Kazal type 1 Space peptidase inhibitor, Kazal type 1
(SPINK1), transcript variant X1, mRNA (SPINK1), transcript variant X1, mRNA
one 211672  HYAL1 NR_047690 Homo sapiens Cytoplasm enzyme NM_214441 Sus scrofa hyaluronoglucosaminidase 1
hyaluronoglucosaminidase 1 (HYAL1), (HYAL1), mRNA
transcript variant 1, non-coding RNA >gi|40795809|gb|AY497543.1| Sus
scrofa hyaluronoglucosaminidase 1
mRNA, complete cds
one 211682 DKC1 NR_110023 Homo sapiens dyskeratosis congenita  Nucleus enzyme NM_001142668 Sus scrofa dyskeratosis congenita 1,
1, dyskerin (DKC1), transcript variant 6, dyskerin (DKC1), mRNA
long non-coding RNA >@i|213688832|gb|FJ236702.1| Sus
scrofa dyskeratosis congenita 1 (DKC1)
mRNA, complete cds
one 211692 GTF3C4 AB072895 Homo sapiens primary neuroblastoma XM_001929441 PREDICTED: Sus scrofa general
cDNA, clone:Nbla10797 transcription factor 11IC, polypeptide 4,
90kDa (GTF3C4), mRNA
one 211792  WBP4 XM_005266245 PREDICTED: Homo sapiens WW Cytoplasm  other AY609850 Sus scrofa clone
domain binding protein 4 (WBP4), Clu_3547.scr.msk.p1.Contig4, mRNA
transcript variant X1, mRNA sequence
one 211793 RSG1 HQ447419 Synthetic construct Homo sapiens clone Cytoplasm  other XM_005665040 PREDICTED: Sus scrofa REM2 and
IMAGE:100070742; CCSB004429 01 RAB-like small GTPase 1 (RSG1),
chromosome 1 open reading frame 89 transcript variant X4, mRNA
(C10rf89) gene, encodes complete
protein
one 211830 AL365502 Human DNA sequence from clone RP11- AK390103 Sus scrofa mRNA, clone:
48C7 on chromosome 9q34.2-34.3, BFLT10027A08, expressed in brain
complete sequence (frontal lobe)
one 211875 RXRB NG_023374 Homo sapiens retinoid X receptor, beta BX640585 Pig DNA sequence from clone Pigl-

(RXRB), RefSeqGene on chromosome
6

279G2 on chromosome 7, complete
sequence
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one 211877 ST6GALNAC2 XM_005256954 PREDICTED: Homo sapiens ST6 Cytoplasm enzyme FP009759 Pig DNA sequence from clone CH242-
(alpha-N-acetyl-neuraminyl-2,3-beta- 6N4 on chromosome 12, complete
galactosyl-1,3)-N-acetylgalactosaminide sequence
alpha-2,6-sialyltransferase 2
(ST6GALNAC2), transcript variant X1,
mRNA

one 211935 RTP1 AC241880 Homo sapiens FOSMID clone ABC14- XM_001927024 PREDICTED: Sus scrofa receptor
1087522G24 from chromosome 3, (chemosensory) transporter protein 1
complete sequence (RTP1), mRNA

one 211965 MAPKS8IP2 NM_012324 Homo sapiens mitogen-activated Cytoplasm  other CU463288 Pig DNA sequence from clone CH242-
protein kinase 8 interacting protein 2 205B13 on chromosome 18, complete
(MAPKS8IP2), mRNA sequence

one 212019 ITGAE NM_002208 Homo sapiens integrin, alpha E (antigen Plasma other XR_306594 PREDICTED: Sus scrofa
CD103, human mucosal lymphocyte Membrane uncharacterized LOC102167560
antigen 1; alpha polypeptide) (ITGAE), (LOC102167560), misc_RNA
mRNA

one 212028 RPS3A NM_001006 Homo sapiens ribosomal protein S3A  Nucleus other AK398969 Sus scrofa mRNA, clone:
(RPS3A), transcript variant 1, mMRNA MLNO10015D06, expressed in

mesenteric lymph node

one 212130 SERPINCA1 NG_012462 Homo sapiens serpin peptidase Extracellular enzyme GQ231321 Sus scrofa sTF36235 noncoding RNA,
inhibitor, clade C (antithrombin), Space complete sequence
member 1 (SERPINC1), RefSeqGene
on chromosome 1

one 212165 HG508875 TPA: Homo sapiens RP11-20B24.4 XR_306461 PREDICTED: Sus scrofa
gene for long non-coding RNA uncharacterized LOC102164246
OTTHUMTO00000446814.1, antisense (LOC102164246), transcript variant X2,

misc_RNA

one 212234  ITSN2 NM_147152 Homo sapiens intersectin 2 (ITSN2), Cytoplasm  other XM_005662705 PREDICTED: Sus scrofa intersectin 2
transcript variant 2, mRNA (ITSN2), mRNA

one 212245 DPYSL2 NG_030020 Homo sapiens dihydropyrimidinase-like XM_005673191 PREDICTED: Sus scrofa leucine rich
2 (DPYSL2), RefSeqGene on repeat containing 4 (LRRC4), mRNA
chromosome 8

one 212255 ST8SIA1 NM_003034 Homo sapiens ST8 alpha-N-acetyl- Cytoplasm enzyme CU466532 Pig DNA sequence from clone CH242-
neuraminide alpha-2,8-sialyltransferase 163K12 on chromosome 2, complete
1 (ST8SIA1), mMRNA sequence

one 212281 IFT140 XM_006720992 PREDICTED: Homo sapiens Extracellular other XM_003124715 PREDICTED: Sus scrofa intraflagellar
intraflagellar transport 140 homolog Space transport 140 homolog
(Chlamydomonas) (IFT140), transcript (Chlamydomonas) (IFT140), mRNA
variant X7, mRNA

one 212326 KLHL25 XM_006720635 PREDICTED: Homo sapiens kelch-like Cytoplasm other XM_005666301 PREDICTED: Sus scrofa kelch-like
family member 25 (KLHL25), transcript family member 25 (KLHL25), transcript
variant X1, mRNA variant X3, mRNA

one 212351 PATZ1 AK123441 Homo sapiens cDNA FLJ41447 fis, Nucleus transcription XM_001927006 PREDICTED: Sus scrofa POZ (BTB)
clone BRSTN2004869 regulator and AT hook containing zinc finger 1

(PATZ1), transcript variant 2, mRNA
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one 212355 PCBP1 NG_029956 Homo sapiens poly(rC) binding protein  Nucleus translation XM_005662491 PREDICTED: Sus scrofa poly(rC)
1 (PCBP1), RefSeqGene on regulator binding protein 1 (PCBP1), transcript
chromosome 2 variant X2, mRNA
one 212374 FM206294 Cloning vector pchilGHG1 AB206692 Sus scrofa DNA, microsatellite locus
MM70
one 212382 IGBP1 XR_430521 PREDICTED: Homo sapiens Cytoplasm phosphatase Ccu487220 Pig DNA sequence from clone CH242-
immunoglobulin (CD79A) binding 264C4 on chromosome X, complete
protein 1 (IGBP1), transcript variant X1, sequence
misc_RNA
one 212392 MIAT HG512151 TPA: Homo sapiens MIAT gene for long Other other CT737259 Pig DNA sequence from clone CH242-
non-coding RNA 127E12 on chromosome 14, complete
OTTHUMT00000320797.2, lincRNA sequence
one 212439 BCL2 NG_009361 Homo sapiens B-cell CLL/lymphoma 2 Cytoplasm  transporter XM _003121700 PREDICTED: Sus scrofa B-cell
(BCL2), RefSeqGene on chromosome CLL/lymphoma 2 (BCL2), mRNA
18
one 212443 FP236316 Human DNA sequence from clone FN673745 Sus scrofa BAC clone KNP_466E2
CH507-510L4 on chromosome 21,
complete sequence
one 212454 DPYSL5 NM_001253724 Homo sapiens dihydropyrimidinase-like Cytoplasm enzyme XM_003125320 PREDICTED: Sus scrofa
5 (DPYSLS5), transcript variant 3, mMRNA dihydropyrimidinase-like 5 (DPYSLS5),
mRNA
one 212482 TMUB2 AL833899 Homo sapiens mMRNA; cDNA Other other AK349123 Sus scrofa mRNA,
DKFZp566L1346 (from clone clone:PTG010002H11, expressed in
DKFZp566L1346) pituitary gland
one 212501 RADS50 NM_005732 Homo sapiens RAD50 homolog (S. Nucleus enzyme XR_301994 PREDICTED: Sus scrofa RAD50
cerevisiae) (RAD50), mRNA homolog (S. cerevisiae) (RAD50),
transcript variant X3, misc_RNA
one 212514 PGM3 XM_006715504 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003480305 PREDICTED: Sus scrofa dopey family
phosphoglucomutase 3 (PGM3), member 1 (DOPEY1), transcript variant
transcript variant X3, mRNA 2, mMRNA
one 212548 LPCAT4 XR_243088 PREDICTED: Homo sapiens Cytoplasm enzyme AK392796 Sus scrofa mRNA, clone:
lysophosphatidylcholine acyltransferase HTMT10100C08, expressed in
4 (LPCAT4), transcript variant X2, hypothalamus
misc_RNA
one 212597  C9orf114 AL110193 Homo sapiens mRNA; cDNA Nucleus other XM_003122207 PREDICTED: Sus scrofa chromosome
DKFZp566D143 (from clone 1 open reading frame, human C9orf114
DKFZp566D143) (C1H90rf114), transcript variant X1,
mRNA
one 212616 KDELR2 NM_001100603 Homo sapiens KDEL (Lys-Asp-Glu-Leu) Cytoplasm other AK232801 Sus scrofa mRNA,
endoplasmic reticulum protein retention clone:LVRM10029B04, expressed in
receptor 2 (KDELR2), transcript variant liver
2, mRNA
one 212686 CYB5R3 NM_001171661 Homo sapiens cytochrome b5 Cytoplasm enzyme XM_003125982 PREDICTED: Sus scrofa NADH-

reductase 3 (CYB5R3), transcript
variant 4, mRNA

cytochrome b5 reductase 3-like
(LOC100524254), transcript variant X1,
mRNA
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one 212717  ANKRD1M NG_032003 Homo sapiens ankyrin repeat domain DQ531631 Sus scrofa 3-hydroxy-3-methylglutaryl
11 (ANKRD11), RefSeqGene on coenzyme A reductase (HMGR) gene,
chromosome 16 complete cds

one 212809 NCAPH2 NM_152299 Homo sapiens non-SMC condensin Il Nucleus other XM_005653176 PREDICTED: Sus scrofa non-SMC
complex, subunit H2 (NCAPH2), condensin || complex, subunit H2
transcript variant 2, mMRNA (NCAPH2), transcript variant X1, mRNA

one 212827 Cé6orf1 XM_005248923 PREDICTED: Homo sapiens Other other NM_001190191 Sus scrofa uncharacterized
chromosome 6 open reading frame 1 LOC100156657 (LOC100156657),
(C6orf1), transcript variant X1, mRNA mRNA

one 212962 AC013442 Homo sapiens BAC clone RP11- AK393070 Sus scrofa mRNA, clone:
387M19 from 2, complete sequence ITTO10087H08, expressed in intestine

one 213000 QSOX1 NM_002826 Homo sapiens quiescin Q6 sulfhydryl ~ Cytoplasm enzyme XM_003357558 PREDICTED: Sus scrofa quiescin Q6
oxidase 1 (QSOX1), transcript variant 1, sulfhydryl oxidase 1 (QSOX1),
mRNA transcript variant 1, mRNA

one 213022 TPCN1 XM_005253906 PREDICTED: Homo sapiens two pore Plasma ion channel XM_003483430 PREDICTED: Sus scrofa two pore
segment channel 1 (TPCN1), transcript Membrane segment channel 1 (TPCN1), mRNA
variant X3, mRNA

one 213030 LARP1 NM_015315 Homo sapiens La ribonucleoprotein Cytoplasm translation XM_005674548 PREDICTED: Sus scrofa La
domain family, member 1 (LARP1), regulator ribonucleoprotein domain family,
mRNA member 1 (LARP1), mRNA

one 213045 MYO1C XM_005256655 PREDICTED: Homo sapiens myosin IC Cytoplasm other XM_005657016 PREDICTED: Sus scrofa myosin IC
(MYO1C), transcript variant X1, mMRNA (MYO1C), mRNA

one 213071 TNRC6B NM_001162501 Homo sapiens trinucleotide repeat Other other L36913 Pig microsatellite DNA (CA repeat)
containing 6B (TNRC6B), transcript
variant 1, mMRNA

one 213108 AB527586 Synthetic construct DNA, clone: AK393898 Sus scrofa mRNA, clone:
pF1KB6566, Homo sapiens KRT19 LNGO010084A08, expressed in lung
gene for keratin 19, without stop codon,
in Flexi system

one 213113  RNF41 XM_005268561 PREDICTED: Homo sapiens ring finger Cytoplasm enzyme XM_005655622 PREDICTED: Sus scrofa E3 ubiquitin-
protein 41 (RNF41), transcript variant protein ligase NRDP1-like
X1, mRNA (LOC102162592), transcript variant X1,

mRNA

one 213137 FAM135A XM_005248744 PREDICTED: Homo sapiens family with Other enzyme XM_005659249 PREDICTED: Sus scrofa family with
sequence similarity 135, member A sequence similarity 135, member A
(FAM135A), transcript variant X2, (FAM135A), transcript variant X4,
mRNA mRNA

one 213155 AGO4 XM_005270579 PREDICTED: Homo sapiens argonaute Cytoplasm translation AK391322 Sus scrofa mRNA, clone:
RISC catalytic component 4 (AGO4), regulator DCI010041C04, expressed in dendritic
transcript variant X3, mRNA cells (immature)

one 213156 TMEM144 XM_006714255 PREDICTED: Homo sapiens Other other XM_005666661 PREDICTED: Sus scrofa

transmembrane protein 144
(TMEM144), transcript variant X5,
mRNA

transmembrane protein 144
(TMEM144), transcript variant X4,
mRNA
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one 213160 SLC25A40 XM_005250496 PREDICTED: Homo sapiens solute Cytoplasm  other XM_003357479 PREDICTED: Sus scrofa solute carrier
carrier family 25, member 40 family 25, member 40 (SLC25A40),
(SLC25A40), transcript variant X1, transcript variant X1, mRNA
mRNA
one 213169 ZNF618 BC136287 Homo sapiens zinc finger protein 618, Other other XM_005660362 PREDICTED: Sus scrofa zinc finger
mRNA (cDNA clone MGC:167897 protein 618 (ZNF618), transcript variant
IMAGE:9020274), complete cds X4, mRNA
one 213190 FM206294 Cloning vector pchilGHG1 AK235964 Sus scrofa mRNA,
clone:OVRM10129F 11, expressed in
ovary
one 213195 ZNF259 AC226595 Homo sapiens FOSMID clone ABC10- XM_003129875 PREDICTED: Sus scrofa zinc finger
44146700D8 from chromosome protein 259 (ZNF259), mRNA
unknown, complete sequence
one 213197 CALD1 BX648808 Homo sapiens mMRNA; cDNA Cytoplasm  other XM_005673150 PREDICTED: Sus scrofa caldesmon 1
DKFZp686A06190 (from clone (CALD1), transcript variant X9, mRNA
DKFZp686A06190)
one 213198 MRPL47 NM_177988 Homo sapiens mitochondrial ribosomal Cytoplasm other XM_005670006 PREDICTED: Sus scrofa mitochondrial
protein L47 (MRPL47), transcript variant ribosomal protein L47 (MRPL47),
2, mRNA transcript variant X2, mRNA
one 213209 KAZALD1 XM_005270194 PREDICTED: Homo sapiens Kazal-type Extracellular other NM_001244551 Sus scrofa Kazal-type serine peptidase
serine peptidase inhibitor domain 1 Space inhibitor domain 1 (KAZALD1), mRNA
(KAZALD1), transcript variant X2, >@i|288781212|dbj|AK350351.1| Sus
mRNA scrofa mRNA, clone:SPL010043B12,
expressed in spleen
one 213217 R3HDM2 XM_005268722 PREDICTED: Homo sapiens R3H Nucleus other XM_005663922 PREDICTED: Sus scrofa R3H domain-
domain containing 2 (R3HDM2), containing protein 2-like
transcript variant X12, mRNA (LOC100628158), transcript variant X2,
mRNA
one 213218 CDK17 XM_006719444 PREDICTED: Homo sapiens cyclin- Cytoplasm  kinase XM_003355678 PREDICTED: Sus scrofa cyclin-
dependent kinase 17 (CDK17), dependent kinase 17 (CDK17), mRNA
transcript variant X1, mRNA
one 213238 ABCBS8 AC005343 Homo sapiens 12 BAC RP11-21K20 XM_005657700 PREDICTED: Sus scrofa ATP-binding
(Roswell Park Cancer Institute Human cassette, sub-family B (MDR/TAP),
BAC Library) complete sequence member 8 (ABCB8), transcript variant
X3, mRNA
one 213288 BSCL2 NM_001130702 Homo sapiens Berardinelli-Seip Cytoplasm other AK398023 Sus scrofa mRNA, clone:
congenital lipodystrophy 2 (seipin) TCHO010065E08, expressed in trachea
(BSCL2), transcript variant 3, mRNA
one 213313 DHX30 NM_014966 Homo sapiens DEAH (Asp-Glu-Ala-His) Nucleus enzyme XM_005669485 PREDICTED: Sus scrofa DEAH (Asp-
box helicase 30 (DHX30), transcript Glu-Ala-His) box helicase 30 (DHX30),
variant 2, mRNA transcript variant X4, mRNA
one 213353 NFKBIE U91616 Human | kappa B epsilon (IkBe) mRNA, Nucleus transcription XM_005666068 PREDICTED: Sus scrofa nuclear factor
complete cds regulator of kappa light polypeptide gene

enhancer in B-cells inhibitor, epsilon
(NFKBIE), mRNA
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one 213382 SLC16A13 AC040977 Homo sapiens chromosome 17, clone XM_003131926 PREDICTED: Sus scrofa solute carrier
RP11-589P10, complete sequence family 16, member 13 (SLC16A13),
mRNA
one 213409 C170rf53 XM_006722074 PREDICTED: Homo sapiens Other other XM_005668777 PREDICTED: Sus scrofa chromosome
chromosome 17 open reading frame 53 12 open reading frame, human
(C170rf53), transcript variant X2, mRNA C170rf53 (C12H170rf53), mRNA
one 213473 RHNO1 NM_001257098 Homo sapiens RAD9-HUS1-RAD1 Nucleus other XM_005664087 PREDICTED: Sus scrofa RAD9-HUS1-
interacting nuclear orphan 1 (RHNO1), RAD1 interacting nuclear orphan 1
transcript variant 5, mMRNA (RHNO1), transcript variant X5, mRNA
one 213481 RAB4B-EGLN2 NR_037791 Homo sapiens RAB4B-EGLN2 Other other XM_005655853 PREDICTED: Sus scrofa egl-9 family
readthrough (NMD candidate) (RAB4B- hypoxia-inducible factor 2 (EGLN2),
EGLN2), long non-coding RNA transcript variant X4, mRNA
one 213497 NDUFC1 NM_001184991 Homo sapiens NADH dehydrogenase Cytoplasm enzyme NM_001097470 Sus scrofa NADH dehydrogenase
(ubiquinone) 1, subcomplex unknown, (ubiquinone) 1, subcomplex unknown,
1, 6kDa (NDUFCA1), transcript variant 7, 1, 6kDa (NDUFC1), mRNA
mRNA
one 213507 NTF4 AC245081 Homo sapiens BAC clone CH17- NM_001243713 Sus scrofa neurotrophin 4 (NTF4),
343P10 from chromosome 19, complete mRNA >gi|288777878|dbj|AK347703.1|
sequence Sus scrofa mRNA,
clone:OVR010077C10, expressed in
ovary
one 213564 KATG6A XM_005273649 PREDICTED: Homo sapiens K(lysine) Nucleus enzyme XM_005671119 PREDICTED: Sus scrofa K(lysine)
acetyltransferase 6A (KAT6A), transcript acetyltransferase 6B (KAT6B), transcript
variant X1, mRNA variant X5, mRNA
one 213582 EHD2 AK316448 Homo sapiens cDNA, FLJ79347 Nucleus other AK348647 Sus scrofa mRNA,
complete cds, highly similar to EH- clone:OVRM10222A04, expressed in
domain-containing protein 2 ovary
one 213605 MARCHS NM_001002266 Homo sapiens membrane-associated Cytoplasm enzyme AK393415 Sus scrofa mRNA, clone:
ring finger (C3HC4) 8, E3 ubiquitin KDNO010051H10, expressed in kidney
protein ligase (MARCHS8), transcript
variant 3, mRNA
one 213609 ITFG3 FM206294 Cloning vector pchilGHG1 XM_005655123 PREDICTED: Sus scrofa integrin alpha
FG-GAP repeat containing 3 (ITFG3),
transcript variant X8, mRNA
one 213652 AK298481 Homo sapiens cDNA FLJ59041 XM_003133722 PREDICTED: Sus scrofa nucleolin-like
complete cds (LOC100519984), mRNA
one 213730 ARPC4 NM_001198780 Homo sapiens actin related protein 2/3 Cytoplasm  other AK392390 Sus scrofa mRNA, clone:
complex, subunit 4, 20kDa (ARPC4), HTMT10069H10, expressed in
transcript variant 4, mRNA hypothalamus
one 213755 RPS6KA1 XM_005245967 PREDICTED: Homo sapiens ribosomal Cytoplasm kinase AK350312 Sus scrofa mRNA,

protein S6 kinase, 90kDa, polypeptide 1
(RPS6KA1), transcript variant X2,
mRNA

clone:SPL010031E07, expressed in
spleen
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one 213786 AC113342 Homo sapiens chromosome 5 clone CU638681 Pig DNA sequence from clone CH242-

CTD-2344D1, complete sequence 330113 on chromosome X, complete
sequence

one 213788 EEF1G AK300203 Homo sapiens cDNA FLJ56389 Cytoplasm translation XM_005660798 PREDICTED: Sus scrofa eukaryotic
complete cds, highly similar to regulator translation elongation factor 1 gamma
Elongation factor 1-gamma (EEF1G), mRNA

one 213819 MPZL1 XM_006711614 PREDICTED: Homo sapiens myelin Plasma other XM_005663141 PREDICTED: Sus scrofa myelin protein
protein zero-like 1 (MPZL1), transcript Membrane zero-like 1 (MPZL1), mRNA
variant X1, mRNA

one 213984 CACNB3 XM_006719591 PREDICTED: Homo sapiens calcium  Plasma ion channel XM_005655539 PREDICTED: Sus scrofa calcium
channel, voltage-dependent, beta 3 Membrane channel, voltage-dependent, beta 3
subunit (CACNB3), transcript variant subunit (CACNB3), mRNA
X4, mRNA

one 214043 MTHFR XM_005263462 PREDICTED: Homo sapiens Cytoplasm enzyme AK349221 Sus scrofa mRNA,
methylenetetrahydrofolate reductase clone:PTG010025A10, expressed in
(NAD(P)H) (MTHFR), transcript variant pituitary gland
X5, mRNA

one 214185 C160rf62 XM_006721065 PREDICTED: Homo sapiens Other other XM_005658391 PREDICTED: Sus scrofa
chromosome 16 open reading frame 62 uncharacterized LOC100622540
(C160rf62), transcript variant X3, mRNA (LOC100622540), partial mMRNA

one 214189 RPS16 BC071674 Homo sapiens ribosomal protein S16, Cytoplasm other XM_003355904 PREDICTED: Sus scrofa 40S ribosomal
MRNA (cDNA clone MGC:87876 protein S16-like (LOC100623279),
IMAGE:5394209), complete cds transcript variant 1, mRNA

one 214236 IRX2 NM_001134222 Homo sapiens iroquois homeobox 2 Nucleus transcription XM_005674528 PREDICTED: Sus scrofa iroquois
(IRX2), transcript variant 2, mMRNA regulator homeobox 2 (IRX2), mRNA

one 214256 MAP3K2 NM_006609 Homo sapiens mitogen-activated Cytoplasm kinase CR853303 Pig DNA sequence from clone PigE-
protein kinase kinase kinase 2 173F2 on chromosome 6, complete
(MAP3K2), mRNA sequence

one 214260 AKR1A1 NM_153326 Homo sapiens aldo-keto reductase Cytoplasm enzyme AK390941 Sus scrofa mRNA, clone:
family 1, member A1 (aldehyde CLNT10026D12, expressed in colon
reductase) (AKR1A1), transcript variant
2, mRNA

one 214281 HK1 NG_012077 Homo sapiens hexokinase 1 (HK1), XM_005663926 PREDICTED: Sus scrofa R3H domain
RefSeqGene (LRG_365) on containing 2 (R3HDM2), partial mMRNA
chromosome 10

one 214295 SMEK2 XM_005264448 PREDICTED: Homo sapiens SMEK Nucleus other XR 308016 PREDICTED: Sus scrofa steroidogenic
homolog 2, suppressor of mek1 acute regulatory protein (STAR),
(Dictyostelium) (SMEK2), transcript transcript variant X2, misc_RNA
variant X7, mRNA

one 214319 CNOT6L XM_005262877 PREDICTED: Homo sapiens CCR4- Cytoplasm enzyme XM_005666787 PREDICTED: Sus scrofa CCR4-NOT

NOT transcription complex, subunit 6-
like (CNOTB6L), transcript variant X2,
mRNA

transcription complex, subunit 6-like
(CNOTB6L), mRNA
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one 214366 DDX5 XR_429871 PREDICTED: Homo sapiens DEAD Nucleus enzyme AK396121 Sus scrofa mRNA, clone:
(Asp-Glu-Ala-Asp) box helicase 5 PBL010070HO1, expressed in
(DDX5), transcript variant X3, peripheral blood lymphocytes
misc_RNA

one 214393 RAN XM_005253592 PREDICTED: Homo sapiens RAN, Nucleus enzyme XM_001925433 PREDICTED: Sus scrofa RAN, member
member RAS oncogene family (RAN), RAS oncogene family (RAN), mRNA
transcript variant X1, mRNA

one 214450 BRMS1L XM_006720275 PREDICTED: Homo sapiens breast Other other XM_001926256 PREDICTED: Sus scrofa breast cancer
cancer metastasis-suppressor 1-like metastasis-suppressor 1-like
(BRMS1L), transcript variant X3, mMRNA (BRMS1L), mRNA

one 214466 PPFIBP1 XM_006719161 PREDICTED: Homo sapiens PTPRF Plasma other XM_005664027 PREDICTED: Sus scrofa PTPRF
interacting protein, binding protein 1 Membrane interacting protein, binding protein 1
(liprin beta 1) (PPFIBP1), transcript (liprin beta 1) (PPFIBP1), transcript
variant X15, mRNA variant X5, mRNA

one 214492 RAB11A NM_001206836 Homo sapiens RAB11A, member RAS Cytoplasm enzyme AK391570 Sus scrofa mRNA, clone:
oncogene family (RAB11A), transcript HTMT10001HO6, expressed in
variant 2, mMRNA hypothalamus

one 214498 UBE2C NR_104037 Homo sapiens ubiquitin-conjugating Cytoplasm enzyme AK346942 Sus scrofa mRNA,
enzyme E2C (UBE2C), transcript clone:MLNO010079C03, expressed in
variant 9, long non-coding RNA mesenteric lymph nodes

one 214524  ABHD11 XM_006716144 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005661983 PREDICTED: Sus scrofa abhydrolase
abhydrolase domain containing 11 domain containing 11 (ABHD11),
(ABHD11), transcript variant X2, mRNA transcript variant X4, mRNA

one 214545 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)

one 214588 SPARCL1 NM_004684 Homo sapiens SPARC-like 1 (hevin) Extracellular other XM_005667002 PREDICTED: Sus scrofa SPARC-like 1
(SPARCL1), transcript variant 2, mMRNA Space (hevin) (SPARCL1), transcript variant

X2, mRNA

one 214636 SRPK2 XM_005250551 PREDICTED: Homo sapiens SRSF Nucleus kinase CuU407138 Pig DNA sequence from clone CH242-
protein kinase 2 (SRPK2), transcript 137P15 on chromosome 5, complete
variant X3, mRNA sequence

one 214683 XAB2 CU675558 Synthetic construct Homo sapiens XM_003123151 PREDICTED: Sus scrofa XPA binding
gateway clone IMAGE:100020533 3' protein 2 (XAB2), mRNA
read XAB2 mRNA

one 214716  IFT172 NM_015662 Homo sapiens intraflagellar transport ~ Extracellular other XM_003354889 PREDICTED: Sus scrofa intraflagellar
172 homolog (Chlamydomonas) Space transport 172 homolog
(IFT172), mRNA (Chlamydomonas) (IFT172), mRNA

one 214781 RPL22L1 XM_005247205 PREDICTED: Homo sapiens ribosomal Other other XR_131008 PREDICTED: Sus scrofa 60S ribosomal
protein L22-like 1 (RPL22L1), transcript protein L22-like 1-like (LOC100627058),
variant X1, mRNA misc_RNA

one 214833 SLC36A1 AC011337 Homo sapiens chromosome 5 clone XM_003134140 PREDICTED: Sus scrofa solute carrier

CTC-251D13, complete sequence

family 36 (proton/amino acid
symporter), member 1 (SLC36A1),
transcript variant X1, mRNA
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one 214847 EPHB6 XM_006715882 PREDICTED: Homo sapiens EPH Plasma kinase AB476300 Sus scrofa germline T-cell receptor beta
receptor B6 (EPHBG6), transcript variant Membrane VDJC region genes and EPHBS,
X2, mRNA TRPV6 genes, partial and complete
cds, clone: L353E06
one 214882 ITSN2 NG_029516 Homo sapiens intersectin 2 (ITSN2), CT737415 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 2 158E1 on chromosome 7, complete
sequence
one 214918 S100A13 XM_005245434 PREDICTED: Homo sapiens S100 Cytoplasm  other XM_005663418 PREDICTED: Sus scrofa S100 calcium
calcium binding protein A13 (S100A13), binding protein A13 (S100A13), mRNA
transcript variant X2, mRNA
one 214932 UBLCP1 NM_145049 Homo sapiens ubiquitin-like domain Nucleus phosphatase XM_005672578 PREDICTED: Sus scrofa ubiquitin-like
containing CTD phosphatase 1 domain-containing CTD phosphatase 1-
(UBLCP1), mRNA like (LOC100519748), transcript variant
X2, mRNA
one 215041 HSD17B7 AJ250558 Homo sapiens partial HSD17B7 gene AK235959 Sus scrofa mRNA,
for 17beta hydroxysteroid clone:OVRM10129A03, expressed in
dehydrogenase type 7, exon 9 ovary
one 215130 VPS26A NM_001035260 Homo sapiens vacuolar protein sorting Cytoplasm transporter XM_001925999 PREDICTED: Sus scrofa vacuolar
26 homolog A (S. pombe) (VPS26A), protein sorting 26 homolog A (S.
transcript variant 2, mRNA pombe) (VPS26A), transcript variant X1,
mRNA
one 215153 MT3 NM_005954 Homo sapiens metallothionein 3 (MT3), Cytoplasm other AK399923 Sus scrofa mRNA, clone:
mRNA HTMT10074H11, expressed in
hypothalamus
one 215154 USP28 EF445045 Homo sapiens ubiquitin carboxyl- Nucleus peptidase AK238930 Sus scrofa mRNA,
terminal hydrolase 28 (USP28) gene, clone:THY010048D06, expressed in
complete cds, alternatively spliced thymus
one 215159 MSH6 XM_005264271 PREDICTED: Homo sapiens mutS Nucleus enzyme XM_005662567 PREDICTED: Sus scrofa mutS homolog
homolog 6 (MSHB), transcript variant 6 (MSHS6), transcript variant X3, mRNA
X1, mRNA
one 215221  SLC5A7 AC009963 Homo sapiens BAC clone RP11-368F12 XM_003124852 PREDICTED: Sus scrofa solute carrier
from 2, complete sequence family 5 (sodium/choline cotransporter),
member 7 (SLC5A7), mRNA
one 215225 EFTUD1 AK300348 Homo sapiens cDNA FLJ61709 Cytoplasm translation XM_005674240 PREDICTED: Sus scrofa elongation
complete cds, highly similar to Homo regulator factor Tu GTP-binding domain-
sapiens elongation factor Tu GTP containing protein 1-like
binding domain containing 1, transcript (LOC102165816), mRNA
variant 1, mRNA
one 215400 LPCAT2 FM206294 Cloning vector pchilGHG1 XM_005653254 PREDICTED: Sus scrofa

lysophosphatidylcholine acyltransferase
2 (LPCAT2), transcript variant X2,
mRNA
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one 215465 GNG13 FM206294 Cloning vector pchilGHG1 XM_003124710 PREDICTED: Sus scrofa guanine
nucleotide binding protein (G protein),
gamma 13 (GNG13), transcript variant
X1, mRNA
one 215566 PPP4C XM_006721061 PREDICTED: Homo sapiens protein Cytoplasm phosphatase AK348548 Sus scrofa mRNA,
phosphatase 4, catalytic subunit clone:OVRM10200A11, expressed in
(PPP4C), transcript variant X5, mRNA ovary
one 215621 MTSS1L XM_005256236 PREDICTED: Homo sapiens metastasis Other other FP102441 Pig DNA sequence from clone CH242-
suppressor 1-like (MTSS1L), transcript 257M5 on chromosome X, complete
variant X1, mRNA sequence
one 215715 MRPL41 NM_032477 Homo sapiens mitochondrial ribosomal Cytoplasm other AK392804 Sus scrofa mRNA, clone:
protein L41 (MRPL41), mRNA HTMT10100H02, expressed in
hypothalamus
one 215812 AB384390 Synthetic construct DNA, clone: XM_005663933 PREDICTED: Sus scrofa kinesin heavy
pF1KSDB0068, Homo sapiens KIF5A chain isoform 5A-like (LOC102164153),
gene for kinesin family member 5A, mRNA
complete cds, without stop codon, in
Flexi system
one 215832 HBQ1 NM_005331 Homo sapiens hemoglobin, theta 1 Other other XM_003481093 PREDICTED: Sus scrofa hemoglobin,
(HBQ1), mRNA theta 1 (HBQ1), mMRNA
one 215855 MAP2K5 NM_001206804 Homo sapiens mitogen-activated Cytoplasm kinase AK349889 Sus scrofa mRNA,
protein kinase kinase 5 (MAP2K5), clone:SKNB10081D12, expressed in
transcript variant 3, mRNA skin
one 215880 TCEB3 NM_003198 Homo sapiens transcription elongation Nucleus transcription XM_003356197 PREDICTED: Sus scrofa transcription
factor B (Slll), polypeptide 3 (110kDa, regulator elongation factor B (SllI), polypeptide 3
elongin A) (TCEB3), mRNA (110kDa, elongin A) (TCEB3), mRNA
one 215892 LARP6 NM_001286679 Homo sapiens La ribonucleoprotein Other other AK398569 Sus scrofa mRNA, clone:
domain family, member 6 (LARP6), UTRO010017B07, expressed in uterus
transcript variant 3, mMRNA
one 215904 NSMCE1 XM_006721023 PREDICTED: Homo sapiens non-SMC Nucleus transporter AY609776 Sus scrofa clone
element 1 homolog (S. cerevisiae) Clu_30680.scr.msk.p1.Contig3, mRNA
(NSMCE1), transcript variant X2, mRNA sequence
one 215905 GABRB2 NM_021911 Homo sapiens gamma-aminobutyric Plasma ion channel GU951771 Sus scrofa adenomatous polyposis coli
acid (GABA) A receptor, beta 2 Membrane (APC) gene, exons 13 through 17 and
(GABRB2), transcript variant 1, mRNA partial cds
one 215915 AC007606 Homo sapiens chromosome 16 clone XM_005671620 PREDICTED: Sus scrofa activated RNA
RP11-35P16, complete sequence polymerase |l transcriptional coactivator
p15-like (LOC100512195), mRNA
one 216159 SP110 NG_008295 Homo sapiens SP110 nuclear body Nucleus other XM_005656675 PREDICTED: Sus scrofa Mdm4 p53

protein (SP110), RefSeqGene
(LRG_109) on chromosome 2

binding protein homolog (mouse)
(MDM4), mRNA
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one 216185 AL353705 Human DNA sequence from clone RP11: XM_003132790 PREDICTED: Sus scrofa CDC28
336N8 on chromosome 9q21.11-21.31, protein kinase regulatory subunit 2
complete sequence (CKS2), mRNA
one 216186 LY75 AB208915 Homo sapiens mRNA for lymphocyte Plasma transmembrane CU151866 Pig DNA sequence from clone CH242-
antigen 75 variant protein Membrane receptor 281N12 on chromosome 4, complete
sequence
one 216213 SSBP3 XM_006710545 PREDICTED: Homo sapiens single Nucleus transcription FP102132 Pig DNA sequence from clone CH242-
stranded DNA binding protein 3 regulator 155E24 on chromosome X, complete
(SSBP3), transcript variant X3, mRNA sequence
one 216226 RABEP2 FM206294 Cloning vector pchilGHG1 XM_003124519 PREDICTED: Sus scrofa rabaptin, RAB
GTPase binding effector protein 2
(RABEP2), transcript variant X1, mRNA
one 216239 CDC20 AK303844 Homo sapiens cDNA FLJ51449 Nucleus other AK238455 Sus scrofa mRNA,
complete cds, highly similar to Cell clone:TES010029E12, expressed in
division cycle protein 20 homolog testis
one 216301 FAM101B AL139085 Human DNA sequence from clone RP11: XM_003131818 PREDICTED: Sus scrofa family with
431022 on chromosome 13, complete sequence similarity 101, member B
sequence (FAM101B), mRNA
one 216312 MYL3 NM_000258 Homo sapiens myosin, light chain 3, Cytoplasm other NM_001278773 Sus scrofa myosin, light chain 3, alkali;
alkali; ventricular, skeletal, slow (MYL3), ventricular, skeletal, slow (MYL3),
mRNA mRNA >gi|332656186|gb|JF829999.1|
Sus scrofa breed Lantang MYL3
(MYL3) mRNA, complete cds
one 216318 APH1A XM_006711362 PREDICTED: Homo sapiens APH1A Cytoplasm peptidase XM_005658255 PREDICTED: Sus scrofa anterior
gamma secretase subunit (APH1A), pharynx defective 1 homolog A (C.
transcript variant X1, mRNA elegans) (APH1A), transcript variant X3,
mRNA
one 216353 EXOSC3P1 NG_007654 Homo sapiens exosome component 3 AK393023 Sus scrofa mRNA, clone:
pseudogene 1 (EXOSC3P1) on ITTO10069C10, expressed in intestine
chromosome 21
one 216377 SH3BP5L AK125837 Homo sapiens cDNA FLJ43849 fis, Other other XM_003123598 PREDICTED: Sus scrofa SH3-binding
clone TESTI4006420 domain protein 5-like (SH3BP5L),
transcript variant X1, mRNA
one 216441 TESC NR_031766 Homo sapiens tescalcin (TESC), Cytoplasm  other XM_005657313 PREDICTED: Sus scrofa tescalcin
transcript variant 3, non-coding RNA (TESC), transcript variant X5, mRNA
one 216466 TBC1D28 AC105100 Homo sapiens, clone RP11-448D22, Other other AK391739 Sus scrofa mRNA, clone:
complete sequence HTMT10019E04, expressed in
hypothalamus
one 216467 FM206294 Cloning vector pchilGHG1 CU466532 Pig DNA sequence from clone CH242-
163K12 on chromosome 2, complete
sequence
one 216478 GABPB1 NG_029475 Homo sapiens GA binding protein CuU468992 Pig DNA sequence from clone CH242-

transcription factor, beta subunit 1
(GABPB1), RefSeqGene on
chromosome 15

238D19 on chromosome X, complete
sequence
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one 216588 ATP6V1G2 NM_001204078 Homo sapiens ATPase, H+ transporting, Cytoplasm  transporter XM_005665768 PREDICTED: Sus scrofa ATPase, H+
lysosomal 13kDa, V1 subunit G2 transporting, lysosomal 13kDa, V1
(ATP6V1G2), transcript variant 3, subunit G2 (ATP6V1G2), transcript
mRNA variant X2, mRNA
one 216660 FAM102A XM_005251984 PREDICTED: Homo sapiens family with Other other AK392839 Sus scrofa mRNA, clone:
sequence similarity 102, member A ITTO10012H01, expressed in intestine
(FAM102A), transcript variant X1,
mRNA
one 216719 B3GAT3P1 NG_005351 Homo sapiens beta-1,3- AK233894 Sus scrofa mRNA,
glucuronyltransferase 3 pseudogene 1 clone:MLNO10061H08, expressed in
(B3GAT3P1) on chromosome 3 mesenteric lymph node
one 216736 CUX1 NG_029476 Homo sapiens cut-like homeobox 1 Nucleus transcription AK232121 Sus scrofa mRNA,
(CUX1), RefSeqGene on chromosome regulator clone:LNG010081HQ9, expressed in
7 lung
one 216754 C11orf1 AK027152 Homo sapiens cDNA: FLJ23499 fis, Nucleus other AK231752 Sus scrofa mRNA,
clone LNG02702 clone:LNG010019E12, expressed in
lung
one 216780 NATSL XM_006710156 PREDICTED: Homo sapiens N- Cytoplasm enzyme not available not available
acetyltransferase 8-like (GCN5-related,
putative) (NAT8L), mRNA
one 216862 SEP11 AK094473 Homo sapiens cDNA FLJ37154 fis, Nucleus other CU856396 Pig DNA sequence from clone CH242-
clone BRACE2026054, highly similar to 129F20 on chromosome X, complete
SEPTIN 2 sequence
one 216868 PUM1 NM_014676 Homo sapiens pumilio RNA-binding Cytoplasm  other XM_005665155 PREDICTED: Sus scrofa pumilio
family member 1 (PUM1), transcript homolog 1 (Drosophila) (PUM1), mRNA
variant 2, mRNA
one 216880 FM206294 Cloning vector pchilGHG1 XM_003353668 PREDICTED: Sus scrofa target of
rapamycin complex 2 subunit
MAPKAP1-like (LOC100622774),
mRNA
one 216923 TRIM25 AB384815 Synthetic construct DNA, clone: XM_005656971 PREDICTED: Sus scrofa E3
pF1KB3493, Homo sapiens TRIM25 ubiquitin/ISG15 ligase TRIM25-like
gene for tripartite motif-containing (LOC100622285), partial mMRNA
protein 25, complete cds, without stop
codon, in Flexi system
one 216936 APTX XM_006716792 PREDICTED: Homo sapiens aprataxin Nucleus phosphatase AY609995 Sus scrofa clone
(APTX), transcript variant X2, mRNA Clu_53632.scr.msk.p1.Contig1, mRNA
sequence
one 216938 SPDEF XM_005248988 PREDICTED: Homo sapiens SAM Nucleus transcription XM_005665895 2
pointed domain containing ETS regulator
transcription factor (SPDEF), transcript
variant X1, mRNA
one 216993 PDLIM1 u90878 Homo sapiens carboxyl terminal LIM Cytoplasm transcription XM_001926462 PREDICTED: Sus scrofa

domain protein (CLIM1) mRNA,
complete cds

regulator

phosphodiesterase 12 (PDE12), mRNA

Supplementary Table S2 Page 42 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 217033 COMMD7 NM_053041 Homo sapiens COMM domain Other other XM_005672851 PREDICTED: Sus scrofa COMM
containing 7 (COMMDY7), transcript domain-containing protein 7-like
variant 1, mRNA (LOC100514995), partial mMRNA
one 217089 ABHD12 AK293495 Homo sapiens cDNA FLJ55147 Other enzyme AK344882 Sus scrofa mRNA,
complete cds, highly similar to clone:ITTO10006F05, expressed in
Abhydrolase domain-containing protein small intestine
12
one 217198 MYL12A BC016372 Homo sapiens myosin, light chain 12A, Cytoplasm other NM_001244251 Sus scrofa myosin regulatory light chain
regulatory, non-sarcomeric, mMRNA 2 protein (LOC733637), transcript
(cDNA clone MGC:27196 variant 2, mMRNA
IMAGE:4293343), complete cds
one 217224 GPR116 FM206294 Cloning vector pchilGHG1 XM_001928511 PREDICTED: Sus scrofa G protein-
coupled receptor 116 (GPR116),
transcript variant X1, mRNA
one 217296 THAP3 BC092427 Homo sapiens THAP domain Other other AK346880 Sus scrofa mRNA,
containing, apoptosis associated protein clone:MLNO10069F02, expressed in
3, mRNA (cDNA clone MGC:102992 mesenteric lymph nodes
IMAGE:30376814), complete cds
one 217461 CPS1 NM_001122634 Homo sapiens carbamoyl-phosphate Cytoplasm enzyme XM_005672159 PREDICTED: Sus scrofa carbamoyl-
synthase 1, mitochondrial (CPS1), phosphate synthase 1, mitochondrial
transcript variant 3, mMRNA (CPS1), mRNA
one 217462 CCNE2 NG_029611 Homo sapiens cyclin E2 (CCNE2), Nucleus other XM_005662960 PREDICTED: Sus scrofa cyclin E2
RefSeqGene on chromosome 8 (CCNEZ2), transcript variant X3, mRNA
one 217514 WIBG NM_001143853 Homo sapiens within bgcn homolog Nucleus other XM_005663885 PREDICTED: Sus scrofa within bgcn
(Drosophila) (WIBG), transcript variant homolog (Drosophila) (WIBG),
2, mRNA transcript variant X2, mRNA
one 217522 RPS5 AK311938 Homo sapiens cDNA, FLJ92205, Homo Cytoplasm other XM_003128133 PREDICTED: Sus scrofa ribosomal
sapiens ribosomal protein S5 (RPS5), protein S5 (RPS5), transcript variant 1,
mRNA mRNA
one 217558 SCN4B NG_011710 Homo sapiens sodium channel, voltage- Plasma ion channel AY610332 Sus scrofa clone rebs05¢_e19.y1.abd,
gated, type IV, beta subunit (SCN4B), Membrane mRNA sequence
RefSeqGene (LRG_330) on
chromosome 11
one 217576 AC103559 Homo sapiens chromosome 3 clone FO203385 Pig DNA sequence from clone
RP11-286L5, complete sequence WTSI_1005-198014 on chromosome
X, complete sequence
one 217583 AGRN XM_006710637 PREDICTED: Homo sapiens agrin Plasma other XR_297411 PREDICTED: Sus scrofa agrin-like
(AGRN), transcript variant X7, MRNA  Membrane (LOC100621139), misc_RNA
one 217654 SGMS2 XM_006714121 PREDICTED: Homo sapiens Plasma enzyme XM_005666950 PREDICTED: Sus scrofa sphingomyelin
sphingomyelin synthase 2 (SGMS2), Membrane synthase 2 (SGMS2), transcript variant
transcript variant X1, mRNA X7, mRNA
one 217666 DCAF5 BC150267 Homo sapiens cDNA clone Cytoplasm  other AK238285 Sus scrofa mRNA,

IMAGE:9007227

clone:TCH010075B07, expressed in
trachea
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one 217667 ACP2 XM_005252984 PREDICTED: Homo sapiens acid Cytoplasm phosphatase AK397021 Sus scrofa mRNA, clone:
phosphatase 2, lysosomal (ACP2), PTG010055C10, expressed in pituitary
transcript variant X4, mRNA gland
one 217668 XCL1 NM_002995 Homo sapiens chemokine (C motif) Extracellular cytokine NM_001134345 Sus scrofa chemokine (C motif) ligand 1
ligand 1 (XCL1), mRNA Space (XCL1), mRNA
>gi|190888866|gb|EU743945.1| Sus
scrofa chemokine C motif ligand 1
(XCL1) mRNA, complete cds
one 217689 GATA5 BC117358 Homo sapiens GATA binding protein 5, Nucleus transcription XM_001924182 PREDICTED: Sus scrofa GATA binding
mRNA (cDNA clone MGC:150967 regulator protein 5 (GATA5), mRNA
IMAGE:40125909), complete cds
one 217696 FM206294 Cloning vector pchilGHG1 AK398416 Sus scrofa mRNA, clone:
THY010060B08, expressed in thymus
one 217706 FM206294 Cloning vector pchilGHG1 AK344964 Sus scrofa mRNA,
clone:ITT010024C08, expressed in
small intestine
one 217773 CLDN4 NM_001305 Homo sapiens claudin 4 (CLDN4), Plasma transmembrane XM_005661969 PREDICTED: Sus scrofa claudin 4
mRNA Membrane receptor (CLDN4), transcript variant X1, mRNA
one 217774 TRHR AC104945 Homo sapiens chromosome 8, clone Plasma G-protein XM_005669942 PREDICTED: Sus scrofa DEAH (Asp-
RP11-384L9, complete sequence Membrane coupled receptor Glu-Ala-His) box polypeptide 36
(DHX36), mMRNA
one 217800 EIF4EBP2 NG_008681 Homo sapiens eukaryotic translation XM_003133058 PREDICTED: Sus scrofa eukaryotic
initiation factor 4E binding protein 2 translation initiation factor 4E binding
pseudogene (LOC100190922) on protein 2 (EIF4AEBP2), mRNA
chromosome 11
one 217853 FM206294 Cloning vector pchilGHG1 XM_005672156 PREDICTED: Sus scrofa ribulose-
phosphate 3-epimerase-like
(LOC100737311), mRNA
one 217894 ZNF394 XM_005250638 PREDICTED: Homo sapiens zinc finger Nucleus transcription XM_003124321 PREDICTED: Sus scrofa zinc finger
protein 394 (ZNF394), transcript variant regulator protein 394 (ZNF394), mRNA
X1, mRNA
one 218056 NAA15 FM206294 Cloning vector pchilGHG1 XM_005656536 PREDICTED: Sus scrofa N(alpha)-
acetyltransferase 15, NatA auxiliary
subunit (NAA15), transcript variant X2,
mRNA
one 218124 MRPL41 NM_032477 Homo sapiens mitochondrial ribosomal Cytoplasm other AB699688 Sus scrofa genes for immunoglobulin
protein L41 (MRPL41), mRNA heavy chain constant region, clone:
L380J14
one 218169 PQBP1 NM_001167990 Homo sapiens polyglutamine binding Nucleus transcription XM_005673596 PREDICTED: Sus scrofa polyglutamine

protein 1 (PQBP1), transcript variant 9,
mRNA

regulator

binding protein 1 (PQBP1), transcript
variant X3, mRNA
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one 218172 NDUFS4 HQ448017 Synthetic construct Homo sapiens clone Cytoplasm enzyme XM_005672445 PREDICTED: Sus scrofa NADH
IMAGE:100071390; CCSB005624_02 dehydrogenase (ubiquinone) Fe-S
NADH dehydrogenase (ubiquinone) Fe- protein 4, 18kDa (NADH-coenzyme Q
S protein 4, 18kDa (NADH-coenzyme Q reductase) (NDUFS4), mMRNA
reductase) (NDUFS4) gene, encodes
complete protein
one 218195 TBXA2R DQ268653 Homo sapiens thromboxane A2 Plasma G-protein AK352026 Sus scrofa mRNA,
receptor (TBXA2R) gene, complete cds Membrane coupled receptor clone:THY010125G06, expressed in
thymus
one 218218 FM206294 Cloning vector pchilGHG1 AK392056 Sus scrofa mRNA, clone:
HTMT10047B05, expressed in
hypothalamus
one 218290 UBA7 XM_006713321 PREDICTED: Homo sapiens ubiquitin- Cytoplasm enzyme XM_003132214 PREDICTED: Sus scrofa ubiquitin-like
like modifier activating enzyme 7 modifier activating enzyme 7 (UBA7),
(UBAY7), transcript variant X3, mRNA transcript variant X1, mRNA
one 218296 DYNLL1P1 NG_001584 Homo sapiens dynein, light chain, LC8- XM_005670707 PREDICTED: Sus scrofa dynein, light
type 1 pseudogene 1 (DYNLL1P1) on chain, LC8-type 1 (DYNLL1), transcript
chromosome 14 variant X1, mRNA
one 218305 NUDT22 NM_001271831 Homo sapiens nudix (nucleoside Other other AK391579 Sus scrofa mRNA, clone:
diphosphate linked moiety X)-type motif HTMT10002H04, expressed in
22 (NUDT22), transcript variant 4, hypothalamus
mRNA
one 218334 MTA3 NM_020744 Homo sapiens metastasis associated 1 Nucleus other XM_005662590 PREDICTED: Sus scrofa metastasis
family, member 3 (MTA3), transcript associated 1 family, member 3 (MTA3),
variant 3, mRNA mRNA
one 218363 MYH2 NM_017534 Homo sapiens myosin, heavy chain 2, Cytoplasm enzyme XM_003483113 PREDICTED: Sus scrofa myosin-2-like
skeletal muscle, adult (MYH2), (LOC100737032), mRNA
transcript variant 1, mRNA
one 218368 METAP2 XM_005268583 PREDICTED: Homo sapiens methionyl Cytoplasm peptidase XM_005664247 PREDICTED: Sus scrofa methionyl
aminopeptidase 2 (METAP2), transcript aminopeptidase 2 (METAP2), transcript
variant X1, mRNA variant X2, mRNA
one 218385 SHISA5 NG_033100 Homo sapiens shisa family member 5  Nucleus other AK398273 Sus scrofa mRNA, clone:
(SHISAS5), RefSeqGene on TES010086D07, expressed in testis
chromosome 3
one 218398 SAMD4B XM_006723257 PREDICTED: Homo sapiens sterile Cytoplasm other XM_003353793 PREDICTED: Sus scrofa vascular
alpha motif domain containing 4B endothelial growth factor B (VEGFB),
(SAMD4B), transcript variant X5, mRNA transcript variant 2, mRNA
one 218426 RAC1 NG_029431 Homo sapiens ras-related C3 botulinum Plasma enzyme XM_005667696 PREDICTED: Sus scrofa CD36

toxin substrate 1 (rho family, small GTP Membrane
binding protein Rac1) (RAC1),
RefSeqGene on chromosome 7

molecule (thrombospondin receptor)
(CD36), transcript variant X6, mRNA
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one 218436 AF170801 Homo sapiens chromosome 8 clone AK398055 Sus scrofa mRNA, clone:
CTA-392B3 map p23, complete TCHO010080F 12, expressed in trachea
sequence
one 218460 KIF5B FM206294 Cloning vector pchilGHG1 XM_005668098 PREDICTED: Sus scrofa kinesin family
member 5B (KIF5B), mRNA
one 218473 DCUN1D2 XM_006719975 PREDICTED: Homo sapiens DCN1, Other other XR_ 297617 PREDICTED: Sus scrofa
defective in cullin neddylation 1, domain uncharacterized LOC100620225
containing 2 (DCUN1D2), transcript (LOC100620225), transcript variant X2,
variant X5, mRNA misc_RNA
one 218509 SPR NG_008234 Homo sapiens sepiapterin reductase Cytoplasm enzyme XM_003125032 PREDICTED: Sus scrofa sepiapterin
(7,8-dihydrobiopterin:NADP+ reductase (7,8-dihydrobiopterin:NADP+
oxidoreductase) (SPR), RefSeqGene on oxidoreductase) (SPR), mRNA
chromosome 2
one 218513 CD276 XM_005254700 PREDICTED: Homo sapiens CD276 Plasma other CuU915478 Pig DNA sequence from clone CH242-
molecule (CD276), transcript variant X2, Membrane 29L4 on chromosome X, complete
mRNA sequence
one 218531 C100rf118 AL834368 Homo sapiens mRNA; cDNA Other other XM_001927027 PREDICTED: Sus scrofa chromosome
DKFZp762M1412 (from clone 14 open reading frame, human
DKFZp762M1412) C100rf118 (C14H100rf118), mRNA
one 218538 PDE4D NG_027957 Homo sapiens phosphodiesterase 4D, XM_003361882 PREDICTED: Sus scrofa NADH
cAMP-specific (PDE4D), RefSeqGene dehydrogenase (ubiquinone) 1 beta
on chromosome 5 subcomplex, 4, 15kDa (NDUFB4),
transcript variant X1, mRNA
one 218542 AL390067 Human DNA sequence from clone RP11- AK349861 Sus scrofa mRNA,
276E15 on chromosome 9, complete clone:SKNB10074C08, expressed in
sequence skin
one 218560 SMG5 CR933677 Homo sapiens mRNA; cDNA Nucleus other AK398249 Sus scrofa mRNA, clone:
DKFZp78100686 (from clone TES010072F04, expressed in testis
DKFZp78100686)
one 218566 CCDC23 NM_199342 Homo sapiens coiled-coil domain Other other AK234245 Sus scrofa mRNA,
containing 23 (CCDC23), mRNA clone:OVR010032F09, expressed in
ovary
one 218567 PRPSAP2 AK126398 Homo sapiens cDNA FLJ44434 fis, Other other AK345507 Sus scrofa mRNA,
clone UTERU2019491, moderately clone:LNG010043H06, expressed in
similar to Homo sapiens mRNA for 41- lung
kDa phosphoribosylpyrophosphate
synthetase-associated protein
one 218568 APBB1 NM_001257319 Homo sapiens amyloid beta (A4) Cytoplasm transcription XM_005656602 PREDICTED: Sus scrofa amyloid beta
precursor protein-binding, family B, regulator (A4) precursor protein-binding, family B,
member 1 (Fe65) (APBB1), transcript member 1 (Fe65) (APBB1), transcript
variant 9, mRNA variant X6, mRNA
one 218569 CD82 XM_006718223 PREDICTED: Homo sapiens CD82 Plasma other NM_001145218 Sus scrofa CD82 molecule (CD82),
molecule (CD82), transcript variant X2, Membrane mRNA
mRNA
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one 218590 KIF1C XM_005256424 PREDICTED: Homo sapiens kinesin Cytoplasm  other XM_005669158 PREDICTED: Sus scrofa kinesin family
family member 1C (KIF1C), transcript member 1C (KIF1C), transcript variant
variant X1, mRNA X2, mRNA
one 218702 TUBA4A XM_005246832 PREDICTED: Homo sapiens tubulin, Cytoplasm  other XM_001928335 PREDICTED: Sus scrofa tubulin, alpha
alpha 4a (TUBA4A), transcript variant 4a (TUBA4A), transcript variant X1,
X1, mRNA mRNA
one 218769 COPS4 NM_001258006 Homo sapiens COP9 signalosome Cytoplasm other XM_005656564 PREDICTED: Sus scrofa COP9
subunit 4 (COPS4), transcript variant 2, constitutive photomorphogenic homolog
mRNA subunit 4 (Arabidopsis) (COPS4),
transcript variant X2, mRNA
one 218771 MOB2 NM_001172223 Homo sapiens MOB kinase activator 2 Nucleus other XM_005663703 PREDICTED: Sus scrofa synapsin-1-
(MOB2), transcript variant 1, mMRNA like (LOC102161056), mMRNA
one 218818 PNPLA2 XM _006718266 PREDICTED: Homo sapiens patatin- Cytoplasm enzyme EF567019 Sus scrofa patatin-like phospholipase
like phospholipase domain containing 2 domain-containing 2 (PNPLA2) gene,
(PNPLAZ2), transcript variant X2, mRNA complete cds
one 218881 ZGRF1 XM_005263115 PREDICTED: Homo sapiens Other other CU694552 Pig DNA sequence from clone CH242-
chromosome 4 open reading frame 21 167G20 on chromosome 2, complete
(C4orf21), transcript variant X1, mRNA sequence
one 218914 IBSP NM_004967 Homo sapiens integrin-binding Extracellular other XM_003129337 PREDICTED: Sus scrofa integrin-
sialoprotein (IBSP), mRNA Space binding sialoprotein (IBSP), mMRNA
one 218964 WDR6 BC078176 Homo sapiens WD repeat domain 6, Cytoplasm  other XM_005669543 PREDICTED: Sus scrofa WD repeat
mRNA (cDNA clone IMAGE:6528453), domain 6 (WDR6), mRNA
partial cds
one 218966 LSM6 FM206294 Cloning vector pchilGHG1 XM_005666847 PREDICTED: Sus scrofa LSM6
homolog, U6 small nuclear RNA
associated (S. cerevisiae) (LSM6),
transcript variant X8, mRNA
one 218978 ACTN4 XM_005259282 PREDICTED: Homo sapiens actinin, Cytoplasm other XM_003355885 PREDICTED: Sus scrofa actinin, alpha
alpha 4 (ACTN4), transcript variant X2, 4 (ACTN4), transcript variant X4, mRNA
mRNA
one 218997 SPTB NM_000347 Homo sapiens spectrin, beta, Plasma other EF129201 Sus scrofa clone KVL5887
erythrocytic (SPTB), transcript variant 2, Membrane microsatellite sequence
mRNA
one 218999 GRIPAP1 BC110636 Homo sapiens GRIP1 associated Plasma other XM_005673616 PREDICTED: Sus scrofa GRIP1-
protein 1, mMRNA (cDNA clone Membrane associated protein 1-like
IMAGE:4996005), with apparent (LOC102164404), mRNA
retained intron
one 219000 MES3 XM_005273717 PREDICTED: Homo sapiens malic Cytoplasm enzyme AK400176 Sus scrofa mRNA, clone:
enzyme 3, NADP(+)-dependent, BFLT10065E10, expressed in brain
mitochondrial (ME3), transcript variant (frontal lobe)
X1, mRNA
one 219040 TSTD3 FM206294 Cloning vector pchilGHG1 XM_003121313 PREDICTED: Sus scrofa thiosulfate

sulfurtransferase (rhodanese)-like
domain containing 3 (TSTD3), mMRNA
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one 219044 HMGN2 BC075837 Homo sapiens high-mobility group Nucleus other XM_005656058 PREDICTED: Sus scrofa high mobility
nucleosomal binding domain 2, mRNA group nucleosomal binding domain 2
(cDNA clone MGC:88719 (HMGN2), transcript variant X1, mRNA
IMAGE:6272425), complete cds

one 219062 SVIL NG_ 033998 Homo sapiens supervillin (SVIL), XM_005663313 PREDICTED: Sus scrofa CDC28
RefSegGene on chromosome 10 protein kinase regulatory subunit 1B

(CKS1B), transcript variant X1, mRNA

one 219183 FXYD5 DQ890585 Synthetic construct clone Plasma ion channel AK352494 Sus scrofa mRNA,
IMAGE:100003215; FLH164170.01X;  Membrane clone:UTR010104G10, expressed in
RZPDo0839D06162D FXYD domain uterus
containing ion transport regulator 5
(FXYDb5) gene, encodes complete
protein

one 219214  ATP5J2P5 NG_005477 Homo sapiens ATP synthase, H+ XM_005661858 PREDICTED: Sus scrofa ATP synthase
transporting, mitochondrial Fo complex, subunit f, mitochondrial-like
subunit F2 pseudogene 5 (ATP5J2P5) (LOC100737824), transcript variant X2,
on chromosome 12 mRNA

one 219362 AL138976 Human chromosome 14 DNA sequence AK349969 Sus scrofa mRNA,
BAC R-45P15 of library RPCI-11 from clone:SMGO010007H12, expressed in
chromosome 14 of Homo sapiens submaxillary gland
(Human), complete sequence

one 219385 MRAS XM_005247229 PREDICTED: Homo sapiens muscle Plasma enzyme XM_003358570 PREDICTED: Sus scrofa muscle RAS
RAS oncogene homolog (MRAS), Membrane oncogene homolog (MRAS), mRNA
transcript variant X2, mRNA

one 219401 MMP9 NG_011468 Homo sapiens matrix metallopeptidase Extracellular peptidase DQ846655 Sus scrofa matrix metallopeptidase 9
9 (gelatinase B, 92kDa gelatinase, Space (MMP9) gene, complete cds
92kDa type IV collagenase) (MMP9),
RefSeqGene on chromosome 20

one 219409 FM206294 Cloning vector pchilGHG1 AK391181 Sus scrofa mRNA, clone:

CLNT10096B09, expressed in colon

one 219430 PTP4A2 XM_006710928 PREDICTED: Homo sapiens protein Cytoplasm phosphatase XM_005665174 PREDICTED: Sus scrofa protein
tyrosine phosphatase type IVA, member tyrosine phosphatase type IVA, member
2 (PTP4A2), transcript variant X7, 2 (PTP4A2), transcript variant X2,
mRNA mRNA

one 219431  ANGPTL2 AKO075026 Homo sapiens cDNA FLJ90545 fis, Extracellular other AK351379 Sus scrofa mRNA,
clone OVARC1000410, highly similar to Space clone:TES010111G07, expressed in
Angiopoietin-related protein 2 precursor testis

one 219432 TIPRL AB097034 Homo sapiens mRNA for putative Cytoplasm other XM_005663137 PREDICTED: Sus scrofa TIP41, TOR

MAPK activating protein, complete cds,
clone: PM10

signaling pathway regulator-like (S.
cerevisiae) (TIPRL), transcript variant
X2, mRNA
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one 219461 TMEM161A XM_005259976 PREDICTED: Homo sapiens Other other XM_005671075 PREDICTED: Sus scrofa plasminogen
transmembrane protein 161A activator, urokinase (PLAU), transcript
(TMEM161A), transcript variant X1, variant X1, mRNA
mRNA

one 219482 RPS27P3 NG_005391 Homo sapiens ribosomal protein S27 XM _003125735 PREDICTED: Sus scrofa ribosomal
pseudogene 3 (RPS27P3) on protein S27 (RPS27), transcript variant
chromosome 12 2, mRNA

one 219503 PADI4 JF432820 Synthetic construct Homo sapiens clone Cytoplasm enzyme XM_003127648 PREDICTED: Sus scrofa peptidyl
IMAGE:100074138 peptidyl arginine arginine deiminase, type IV (PADI4),
deiminase, type IV (PADI4) gene, mRNA
encodes complete protein

one 219505 TNKS1BP1 XM_006718726 PREDICTED: Homo sapiens tankyrase Nucleus other XM_003353866 PREDICTED: Sus scrofa tankyrase 1
1 binding protein 1, 182kDa binding protein 1, 182kDa (TNKS1BP1),
(TNKS1BP1), transcript variant X4, transcript variant X1, mRNA
mRNA

one 219513 AC240846 Homo sapiens FOSMID clone ABC27- CU639450 Pig DNA sequence from clone CH242-
1989M21 from chromosome 6, 56111 on chromosome X, complete
complete sequence sequence

one 219515 EPHB4 AC254629 Homo sapiens BAC clone RP11- XM_003124371 PREDICTED: Sus scrofa EPH receptor
1433B22 from chromosome 7, complete B4 (EPHB4), mRNA
sequence

one 219526 NUDTS8 NM_001243750 Homo sapiens nudix (nucleoside Cytoplasm other XM_003122437 PREDICTED: Sus scrofa nudix
diphosphate linked moiety X)-type motif (nucleoside diphosphate linked moiety
8 (NUDTS8), transcript variant 1, mMRNA X)-type motif 8 (NUDT8), mRNA

one 219557 FIBIN AC016450 Homo sapiens chromosome 11, clone XM_005658203 PREDICTED: Sus scrofa fin bud
RP11-361K15, complete sequence initiation factor homolog (zebrafish)

(FIBIN), mRNA

one 219567 CLCN2 XM_006713490 PREDICTED: Homo sapiens chloride  Plasma ion channel XM_005670047 PREDICTED: Sus scrofa chloride
channel, voltage-sensitive 2 (CLCN2), Membrane channel protein 2 variant (CLC-2),
transcript variant X3, mRNA transcript variant X7, mRNA

one 219671 TMEM40 XM_006713249 PREDICTED: Homo sapiens Other other AK396201 Sus scrofa mRNA, clone:
transmembrane protein 40 (TMEM40), PBL010105G07, expressed in
transcript variant X1, mRNA peripheral blood lymphocytes

one 219707 ADAMTS19 NM_133638 Homo sapiens ADAM metallopeptidase Extracellular peptidase XM_005674122 PREDICTED: Sus scrofa A disintegrin
with thrombospondin type 1 motif, 19  Space and metalloproteinase with
(ADAMTS19), mRNA thrombospondin motifs 19-like

(LOC100518541), mRNA

one 219730 NUP214 BX537986 Homo sapiens mRNA; cDNA Nucleus transporter XM_001926595 PREDICTED: Sus scrofa nucleoporin
DKFZp686J0330 (from clone 214kDa (NUP214), transcript variant
DKFZp686J0330) X1, mRNA

one 219768 UFD1L XM_006724319 PREDICTED: Homo sapiens ubiquitin  Cytoplasm peptidase XM_001929622 PREDICTED: Sus scrofa ubiquitin

fusion degradation 1 like (yeast)
(UFD1L), transcript variant X3, mRNA

fusion degradation protein 1 homolog-
like (LOC100153062), partial mMRNA
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one 219873 AC007394 Homo sapiens BAC clone RP11- XR_299542 PREDICTED: Sus scrofa
489G12 from 2, complete sequence uncharacterized LOC102161920
(LOC102161920), misc_RNA
one 219889 GRIN2C XM_006721848 PREDICTED: Homo sapiens glutamate Plasma ion channel XM_005668634 PREDICTED: Sus scrofa glutamate
receptor, ionotropic, N-methyl D- Membrane receptor, ionotropic, N-methyl D-
aspartate 2C (GRIN2C), transcript aspartate 2C (GRIN2C), mRNA
variant X4, mRNA
one 219897 LYBG6E NR_003673 Homo sapiens lymphocyte antigen 6 Other other AK240326 Sus scrofa mRNA,
complex, locus G6E (pseudogene) clone:UTR010054D06, expressed in
(LYBGB6E), transcript variant 2, non- uterus
coding RNA
one 219959 RBM12 NM_152838 Homo sapiens RNA binding motif Nucleus other XM_003483946 PREDICTED: Sus scrofa RNA binding
protein 12 (RBM12), transcript variant 2, motif protein 12 (RBM12), transcript
mRNA variant X1, mRNA
one 220037 SLC25A2 AC244130 Homo sapiens BAC clone CH17- Cytoplasm transporter NM_001243910 Sus scrofa solute carrier family 25
441C22 from chromosome 5, complete (mitochondrial carrier; ornithine
sequence transporter) member 15 (SLC25A15),
mRNA
one 220103 ZNF579 NM_152600 Homo sapiens zinc finger protein 579  Nucleus other XM_005664865 PREDICTED: Sus scrofa zinc finger
(ZNF579), mRNA protein 579-like (LOC100621575),
mRNA
one 220127 PRDM1 XM_005267094 PREDICTED: Homo sapiens PR Nucleus transcription XM_001925375 PREDICTED: Sus scrofa PR domain
domain containing 1, with ZNF domain regulator containing 1, with ZNF domain
(PRDM1), transcript variant X1, mRNA (PRDM1), transcript variant X2, mRNA
one 220149 GGACT XM_005254083 PREDICTED: Homo sapiens gamma-  Other enzyme XM_003131069 PREDICTED: Sus scrofa gamma-
glutamylamine cyclotransferase glutamylamine cyclotransferase
(GGACT), transcript variant X1, mRNA (GGACT), transcript variant X1, mRNA
one 220199 TMEM213 AK055841 Homo sapiens cDNA FLJ31279 fis, Other other XM_003134621 PREDICTED: Sus scrofa
clone KIDNE2006652 transmembrane protein 213
(TMEM213), mRNA
one 220223 LSR XM_005258982 PREDICTED: Homo sapiens lipolysis  Nucleus transcription AK394856 Sus scrofa mRNA, clone:
stimulated lipoprotein receptor (LSR), regulator OVR010038B10, expressed in ovary
transcript variant X3, mRNA
one 220248 C3H20rf70 ACO015977 Homo sapiens BAC clone RP11-527118 XM _003481272 PREDICTED: Sus scrofa chromosome
from 2, complete sequence 3 open reading frame, human C2orf70
(C3H20rf70), mRNA
one 220349 RMDN1 NM_001286707 Homo sapiens regulator of microtubule Cytoplasm other XM_005662993 PREDICTED: Sus scrofa regulator of
dynamics 1 (RMDN1), transcript variant microtubule dynamics 1 (RMDN1),
2, mMRNA transcript variant X3, mRNA
one 220419 IFIT3 AK297137 Homo sapiens cDNA FLJ53454 Cytoplasm  other AK343662 Sus scrofa mRNA,

complete cds, highly similar to
Interferon-induced protein with
tetratricopeptide repeats 3

clone:AMP010010E0Q1, expressed in
alveolar macrophages
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one 220778 NFU1 XM_006711988 PREDICTED: Homo sapiens NFU1 iron- Cytoplasm  other AK352431 Sus scrofa mRNA,
sulfur cluster scaffold homolog (S. clone:UTR010087C07, expressed in
cerevisiae) (NFU1), transcript variant uterus
X1, mRNA
one 220898 COL7A1 NM_000094 Homo sapiens collagen, type VI, alpha Extracellular other XM_005669519 PREDICTED: Sus scrofa collagen, type
1 (COL7A1), mRNA Space VI, alpha 1 (COL7A1), mRNA
one 220918 CHD5 NM_015557 Homo sapiens chromodomain helicase Nucleus enzyme CU693469 Pig DNA sequence from clone CH242-
DNA binding protein 5 (CHD5), mRNA 77E21 on chromosome X, complete
sequence
one 220939 TRIM8 FM206294 Cloning vector pchilGHG1 XM_001928904 PREDICTED: Sus scrofa tripartite motif
containing 8 (TRIM8), mRNA
one 221049 RAB11FIP1 NM_025151 Homo sapiens RAB11 family interacting Cytoplasm other AK397047 Sus scrofa mRNA, clone:
protein 1 (class ) (RAB11FIP1), PTG010065G08, expressed in pituitary
transcript variant 1, mRNA gland
one 221075 TMEM141 NM_032928 Homo sapiens transmembrane protein  Other other XM_003122333 PREDICTED: Sus scrofa
141 (TMEM141), mRNA transmembrane protein 141
(TMEM141), transcript variant X1,
mRNA
one 221096 SOX5 NG_029612 Homo sapiens SRY (sex determining XM_003126389 PREDICTED: Sus scrofa pleckstrin
region Y)-box 5 (SOX5), RefSeqGene homology-like domain, family A,
on chromosome 12 member 1 (PHLDA1), mRNA
one 221098 SPRP FM206294 Cloning vector pchilGHG1 NM_214238 Sus scrofa small proline-rich protein
(SPRP), mRNA
one 221117  TM9SF3 FM206294 Cloning vector pchilGHG1 XM_005671366 PREDICTED: Sus scrofa
transmembrane 9 superfamily member
3 (TM9SF3), mRNA
one 221122  CAPRIN1 NM_203364 Homo sapiens cell cycle associated Plasma other CU928986 Pig DNA sequence from clone CH242-
protein 1 (CAPRIN1), transcript variant Membrane 250G21 on chromosome 2, complete
2, mMRNA sequence
one 221157  KIF12 XM_005251684 PREDICTED: Homo sapiens kinesin Cytoplasm  other XM_005660365 PREDICTED: Sus scrofa kinesin family
family member 12 (KIF12), transcript member 12 (KIF12), mRNA
variant X2, mRNA
one 221217 TTC7A BC111487 Homo sapiens tetratricopeptide repeat Plasma other CuU633964 Pig DNA sequence from clone CH242-
domain 7A, mRNA (cDNA clone Membrane 85M2 on chromosome X, complete
MGC:131720 IMAGE:6041916), sequence
complete cds
one 221278 FM206294 Cloning vector pchilGHG1 AK240593 Sus scrofa mRNA,
clone:UTR010104A11, expressed in
uterus
one 221351 ZNF687 XM_005245368 PREDICTED: Homo sapiens zinc finger Nucleus other XM_003125767 PREDICTED: Sus scrofa zinc finger

protein 687 (ZNF687), transcript variant
X3, mRNA

protein 687 (ZNF687), mRNA
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one 100746  TP53INP2 XM_006723841 PREDICTED: Homo sapiens tumor Nucleus other XM_005672871 PREDICTED: Sus scrofa tumor protein
protein p53 inducible nuclear protein 2 p53 inducible nuclear protein 2
(TP53INP2), transcript variant X2, (TP53INP2), transcript variant X4,
mRNA mRNA
one 101551 MEF2A XM_006720519 PREDICTED: Homo sapiens myocyte  Nucleus transcription AK392023 Sus scrofa mRNA, clone:
enhancer factor 2A (MEF2A), transcript regulator HTMT10044F05, expressed in
variant X16, mRNA hypothalamus
one 102677 ABAT XM_005255154 PREDICTED: Homo sapiens 4- Cytoplasm enzyme CuU207382 Pig DNA sequence from clone CH242-
aminobutyrate aminotransferase 409K13 on chromosome X, complete
(ABAT), transcript variant X1, mRNA sequence
one 103065 AL357522 Human DNA sequence from clone RP11- CuU633201 Pig DNA sequence from clone CH242-
685G11 on chromosome 6, complete 7105 on chromosome 7, complete
sequence sequence
one 103386 YAF2 BCO037777 Homo sapiens YY1 associated factor 2, Nucleus transcription XM_005669728 PREDICTED: Sus scrofa RING1 and
mRNA (cDNA clone MGC:41856 regulator YY1 binding protein (RYBP), mRNA
IMAGE:5276663), complete cds
one 104072  TIMM44 NM_006351 Homo sapiens translocase of inner Cytoplasm transporter XM_003123200 PREDICTED: Sus scrofa translocase of
mitochondrial membrane 44 homolog inner mitochondrial membrane 44
(yeast) (TIMM44), mRNA homolog (yeast) (TIMM44), mRNA
one 104397 ZYX XM_005250053 PREDICTED: Homo sapiens zyxin Plasma other XM_005657719 PREDICTED: Sus scrofa zyxin (ZYX),
(ZYX), transcript variant X2, mRNA Membrane transcript variant X2, mMRNA
one 201611 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
one 201666 CUL4A NM_001278514 Homo sapiens cullin 4A (CUL4A), Nucleus other XM_003131101 PREDICTED: Sus scrofa cullin 4A
transcript variant 4, mMRNA (CUL4A), mRNA
one 201813 DYNC2H1 NG_016423 Homo sapiens dynein, cytoplasmic 2,  Cytoplasm other Cu062440 Pig DNA sequence from clone CH242-
heavy chain 1 (DYNC2H1), 140A18 on chromosome 1, complete
RefSeqGene on chromosome 11 sequence
one 202260 FP236316 Human DNA sequence from clone CU856496 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 37021 on chromosome X, complete
complete sequence sequence
one 203604 FM206294 Cloning vector pchilGHG1 NM_213738 Sus scrofa peptidoglycan recognition
protein 2 (PGLYRP2), mRNA
>0i|28376394|gb|AF541956,1| Sus
scrofa peptidoglycan recognition protein
L isoform B mRNA, complete cds
one 203699 AC069307 Homo sapiens BAC clone RP11- FP085488 Pig DNA sequence from clone CH242-
738E22 from 4, complete sequence 162C6 on chromosome X, complete
sequence
one 203987  C9orf64 BC137461 Homo sapiens chromosome 9 open Other other XM_003357707 PREDICTED: Sus scrofa chromosome

reading frame 64, mRNA (cDNA clone
MGC:169084 IMAGE:9021461),
complete cds

10 open reading frame, human C9orf64
(C10H90rf64), transcript variant 1,
mRNA
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one 204022 KRASP1 NG_001154 Homo sapiens Kirsten rat sarcoma viral XR_300888 PREDICTED: Sus scrofa
oncogene homolog pseudogene 1 uncharacterized LOC100511112
(functional) (KRASP1) on chromosome (LOC100511112), misc_RNA
6
one 204106 CDIP1 NM_001199056 Homo sapiens cell death-inducing p53 Nucleus other NM_001244561 Sus scrofa histamine N-
target 1 (CDIP1), transcript variant 4, methyltransferase (HNMT), mRNA
mRNA
one 204157 PIGA NR_033836 Homo sapiens phosphatidylinositol Cytoplasm enzyme CU463953 Pig DNA sequence from clone CH242-
glycan anchor biosynthesis, class A 100L3 on chromosome X, complete
(PIGA), transcript variant 5, non-coding sequence
RNA
one 204682 ADCY7 XM_005255785 PREDICTED: Homo sapiens adenylate Plasma enzyme XM_005656084 PREDICTED: Sus scrofa feline Gardner-
cyclase 7 (ADCY7), transcript variant ~ Membrane Rasheed sarcoma viral oncogene
X7, mRNA homolog (FGR), mMRNA
one 204754 MAGIH XM_006713413 PREDICTED: Homo sapiens membrane Plasma kinase XM_005669713 PREDICTED: Sus scrofa membrane
associated guanylate kinase, WW and Membrane associated guanylate kinase, WW and
PDZ domain containing 1 (MAGI1), PDZ domain containing 1 (MAGI1),
transcript variant X19, mRNA transcript variant X8, mRNA
one 204887 RGMB BC044231 Homo sapiens RGM domain family, Plasma other XM_005661557 PREDICTED: Sus scrofa RGM domain
member B, mRNA (cDNA clone Membrane family, member B (RGMB), transcript
IMAGE:5557971) variant X2, mRNA
one 205138  KIAA0040 NM_001162895 Homo sapiens KIAA0040 (KIAA0040), Other other XR_299064 PREDICTED: Sus scrofa
transcript variant 4, mRNA uncharacterized LOC100519616
(LOC100519616), transcript variant X2,
misc_RNA
one 205154 IMMP2L NG_030016 Homo sapiens IMP2 inner mitochondrial XM_005653360 PREDICTED: Sus scrofa protein
membrane peptidase-like (S, polyglycylase TTLL10-like
cerevisiae) (IMMP2L), RefSeqGene on (LOC102159929), mRNA
chromosome 7
one 205500 ZNF280D NM_017661 Homo sapiens zinc finger protein 280D Other other XM_005659575 PREDICTED: Sus scrofa zinc finger
(ZNF280D), transcript variant 1, mRNA protein 280D (ZNF280D), transcript
variant X2, mRNA
one 205691 ZNF24 XM_005258341 PREDICTED: Homo sapiens zinc finger Nucleus transcription XM_005665345 PREDICTED: Sus scrofa zinc finger
protein 24 (ZNF24), transcript variant regulator protein 24 (ZNF24), transcript variant
X1, mRNA X2, mRNA
one 205726 FP236316 Human DNA sequence from clone FQ377577 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 326H11 on chromosome X, complete
complete sequence sequence
one 205787 ENSA NG_029499 Homo sapiens endosulfine alpha Cytoplasm transporter AK396895 Sus scrofa mRNA, clone:
(ENSA), RefSeqGene on chromosome PTG010021D04, expressed in pituitary
1 gland
one 206265 KCNMB2 NM_001278911 Homo sapiens potassium large Plasma ion channel FP102503 Pig DNA sequence from clone CH242-

conductance calcium-activated channel, Membrane
subfamily M, beta member 2
(KCNMB?2), transcript variant 3, mRNA

427N16 on chromosome 2, complete
sequence
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one 206291  SLC30A5 XM_006714672 PREDICTED: Homo sapiens solute Plasma transporter Cu407218 Pig DNA sequence from clone CH242-
carrier family 30 (zinc transporter), Membrane 373M1 on chromosome 14, complete
member 5 (SLC30A5), transcript variant sequence
X2, mRNA

one 206315 CCDC14 XM_006713733 PREDICTED: Homo sapiens coiled-coil Cytoplasm other AK392402 Sus scrofa mRNA, clone:
domain containing 14 (CCDC14), HTMT10071B12, expressed in
transcript variant X10, mRNA hypothalamus

one 206315 CCDC14 XM_006713733 PREDICTED: Homo sapiens coiled-coil Cytoplasm other AK392402 Sus scrofa mRNA, clone:
domain containing 14 (CCDC14), HTMT10071B12, expressed in
transcript variant X10, mRNA hypothalamus

one 206418 ATR BC172404 Synthetic construct Homo sapiens clone Nucleus kinase XM_003132459 PREDICTED: Sus scrofa ataxia
IMAGE:100069098, MGC:199109 telangiectasia and Rada3 related (ATR),
ataxia telangiectasia and Rada3 related mMRNA
(ATR) mRNA, encodes complete
protein

one 206985 KPNA6 XM_005270711 PREDICTED: Homo sapiens Nucleus transporter XM_005665175 PREDICTED: Sus scrofa karyopherin
karyopherin alpha 6 (importin alpha 7) alpha 6 (importin alpha 7) (KPNAG),
(KPNAB), transcript variant X1, mRNA transcript variant X2, mRNA

one 207178 AC008784 Homo sapiens chromosome 5 clone CuU466460 Pig DNA sequence from clone CH242-
CTD-2028D11, complete sequence 28G13 on chromosome X, complete

sequence

one 207563 ZDHHC23 XM_006713561 PREDICTED: Homo sapiens zinc finger, Other other Cu468877 Pig DNA sequence from clone CH242-
DHHC-type containing 23 (ZDHHC23), 43K2 on chromosome 7, complete
transcript variant X9, mRNA sequence

one 207851 FP236316 Human DNA sequence from clone FP236548 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 147N13 on chromosome X, complete
complete sequence sequence

one 208125 MNAT1 NM_001177963 Homo sapiens MNAT CDK-activating Nucleus other AK400313 Sus scrofa mRNA, clone:
kinase assembly factor 1 (MNAT1), BFLT10147G12, expressed in brain
transcript variant 2, mRNA (frontal lobe)

one 208416 TGFB2 XR_ 247037 PREDICTED: Homo sapiens Extracellular growth factor AK236676 Sus scrofa mRNA,
transforming growth factor, beta 2 Space clone:OVRM10214D04, expressed in
(TGFB2), transcript variant X2, ovary
misc_RNA

one 208728 AL137790 Human DNA sequence from clone RP5- XR_299907 PREDICTED: Sus scrofa

1003J2 on chromosome 1p12-13,3,
complete sequence

uncharacterized LOC102159869
(LOC102159869), misc_ RNA

Supplementary Table S2 Page 54 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
one 208752 AC011500 Homo sapiens chromosome 19 clone XR_298555 PREDICTED: Sus scrofa
CTB-60E11, complete sequence uncharacterized LOC102166053
(LOC102166053), transcript variant X1,
misc_RNA
>0i|545872414|ref|[XR_299468,1|
PREDICTED: Sus scrofa
uncharacterized LOC102159253
(LOC102159253), transcript variant X1,
misc_RNA
one 208800 TDRKH XM_005244856 PREDICTED: Homo sapiens tudor and Cytoplasm  other EU010805 Sus scrofa clone KVL9400
KH domain containing (TDRKH), microsatellite sequence
transcript variant X4, mRNA
one 208919 ATXN1L NM_001137675 Homo sapiens ataxin 1-like (ATXN1L), Other other AK349627 Sus scrofa mRNA,
mRNA clone:SKNB10010A03, expressed in
skin
one 208930 BIRC6 XM_006712057 PREDICTED: Homo sapiens baculoviral Cytoplasm enzyme XM_005662643 PREDICTED: Sus scrofa ubiquitin-
IAP repeat containing 6 (BIRC6), conjugating BIR-domain enzyme
transcript variant X12, mRNA (LOC100049694), mRNA
one 209081 FEM1C XM_005272035 PREDICTED: Homo sapiens fem-1 Nucleus transcription XM_005661589 PREDICTED: Sus scrofa fem-1
homolog ¢ (C, elegans) (FEM1C), regulator homolog ¢ (C, elegans) (FEM1C),
transcript variant X1, mRNA mRNA
one 209124 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
one 209206 MBD5 NG_017003 Homo sapiens methyl-CpG binding XM_005671602 PREDICTED: Sus scrofa methyl-CpG-
domain protein 5 (MBD5), RefSeqGene binding domain protein 5-like
on chromosome 2 (LOC100622495), mRNA
one 209451 AK021710 Homo sapiens cDNA FLJ11648 fis, CR956393 Pig DNA sequence from clone CH242-
clone HEMBA1004405 163M14 on chromosome 17, complete
sequence
one 209484  ASXL2 XM_006712040 PREDICTED: Homo sapiens additional Extracellular other XM_003125333 PREDICTED: Sus scrofa additional sex
sex combs like 2 (Drosophila) (ASXL2), Space combs like 2 (Drosophila) (ASXL2),
transcript variant X2, mRNA mRNA
one 209567 B3GALT1 AC016723 Homo sapiens BAC clone RP11- XM_005671903 PREDICTED: Sus scrofa UDP-
334N15 from 2, complete sequence Gal:betaGIcNAc beta 1,3-
galactosyltransferase, polypeptide 1
(B3GALT1), transcript variant X1,
mRNA
one 210262 AZGP1 NM_001185 Homo sapiens alpha-2-glycoprotein 1, Extracellular transporter XM_003124307 PREDICTED: Sus scrofa alpha-2-
zinc-binding (AZGP1), mRNA Space glycoprotein 1, zinc-binding (AZGP1),
mRNA
one 210335 AC015936 Homo sapiens chromosome 17, clone AK236345 Sus scrofa mRNA,
CTD-2534121, complete sequence clone:OVRM10183G02, expressed in
ovary
one 210826 ITIH5 KF570249 Homo sapiens chromosome 10 WGS  Other other XM_003130820 PREDICTED: Sus scrofa inter-alpha-

contig

WGS_LWK_AL355374,14_27451_2747

5 genomic sequence

trypsin inhibitor heavy chain H5-like
(LOC100515404), mRNA
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one 210838 NUP214 BX537986 Homo sapiens mRNA; cDNA Nucleus transporter XM_001926595 PREDICTED: Sus scrofa nucleoporin
DKFZp686J0330 (from clone 214kDa (NUP214), transcript variant
DKFZp686J0330) X1, mRNA
one 211858 ZC3H12A XM_006710925 PREDICTED: Homo sapiens zinc finger Cytoplasm other CU694563 Pig DNA sequence from clone CH242-
CCCH-type containing 12A (ZC3H12A), 206F23 on chromosome X, complete
transcript variant X3, mRNA sequence
one 211871  MGST1 NM_145791 Homo sapiens microsomal glutathione Cytoplasm enzyme AK346900 Sus scrofa mRNA,
S-transferase 1 (MGST1), transcript clone:MLNO10071H04, expressed in
variant 3, mMRNA mesenteric lymph nodes
one 211907 ZIC4 NM_032153 Homo sapiens Zic family member 4 Nucleus other XM_005654028 PREDICTED: Sus scrofa Zic family
(ZIC4), transcript variant 3, mRNA member 4 (ZIC4), mRNA
one 211947 FBLLA1 NR 024356 Homo sapiens fibrillarin-like 1 (FBLL1), Other other XM_003134071 PREDICTED: Sus scrofa rRNA/tRNA 2-
non-coding RNA O-methyltransferase fibrillarin-like
protein 1-like (LOC100512568), mRNA
one 211990 ARF6 NM_001663 Homo sapiens ADP-ribosylation factor 6 Plasma transporter XM_005659940 PREDICTED: Sus scrofa ADP-
(ARF6), mRNA Membrane ribosylation factor 6 (ARF6), transcript
variant X2, mRNA
one 212002 AP001816 Homo sapiens genomic DNA, XM_005666962 PREDICTED: Sus scrofa
chromosome 4q22-q24, clone:563D14, uncharacterized LOC100511337
complete sequence (LOC100511337), mRNA
one 212449 NRXN1 XM_006712143 PREDICTED: Homo sapiens neurexin 1 Plasma transporter AK393309 Sus scrofa mRNA, clone:
(NRXN1), transcript variant X13, mMRNA Membrane KDNO010034G05, expressed in kidney
one 212549 MAPT XM_006725275 PREDICTED: Homo sapiens Plasma other L36913 Pig microsatellite DNA (CA repeat)
microtubule-associated protein tau Membrane
(MAPT), transcript variant X14, mRNA
one 212626 EPHA4 BC016981 Homo sapiens EPH receptor A4, mRNA Plasma kinase CU914589 Pig DNA sequence from clone CH242-
(cDNA clone IMAGE:4183576) Membrane 39A20 on chromosome X, complete
sequence
one 212711 CXCL14 NM_004887 Homo sapiens chemokine (C-X-C motif) Extracellular cytokine NM_001244128 Sus scrofa chemokine (C-X-C motif)
ligand 14 (CXCL14), mRNA Space ligand 14 (CXCL14), mRNA
>gi|115548575|dbj|AK231559,1| Sus
scrofa mRNA, clone:ITT010094B03,
expressed in intestine
one 212743 BAX NM_138761 Homo sapiens BCL2-associated X Cytoplasm transporter XM_003127290 PREDICTED: Sus scrofa BCL2-
protein (BAX), transcript variant alpha, associated X protein (BAX), transcript
mRNA variant X1, mRNA
one 212766  C160rf46 XM_005255792 PREDICTED: Homo sapiens Other other AK397877 Sus scrofa mRNA, clone:
chromosome 16 open reading frame 46 TCHO010015F04, expressed in trachea
(C160rf46), transcript variant X3, mMRNA
one 212799  SUV420H2 XM_006723443 PREDICTED: Homo sapiens Nucleus enzyme AC092478 Sus scrofa clone RP44-360A14,

suppressor of variegation 4-20 homolog
2 (Drosophila) (SUV420H2), transcript
variant X3, mRNA

complete sequence
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one 213053 CLCN5 NG_007159 Homo sapiens chloride channel, voltage- CuU207271 Pig DNA sequence from clone CH242-
sensitive 5 (CLCN5), RefSeqGene on 214N22 on chromosome X, complete
chromosome X sequence
one 213204 BAIAP2L2 XM_005261751 PREDICTED: Homo sapiens BAI1- Cytoplasm  other XM_003126055 PREDICTED: Sus scrofa brain-specific
associated protein 2-like 2 (BAIAP2L2), angiogenesis inhibitor 1-associated
transcript variant X1, mRNA protein 2-like protein 2-like
(LOC100515261), mRNA
one 213216 DIS3L2 NR_046476 Homo sapiens DIS3 like 3-5 Cytoplasm enzyme NM_001195333 Sus scrofa DIS3 mitotic control homolog
exoribonuclease 2 (DIS3L2), transcript (S, cerevisiae)-like 2 (DIS3L2), mRNA
variant 4, long non-coding RNA >qi|285818457|gb|GU373702,1| Sus
scrofa DIS3 mitotic control-like protein
(DIS3L2) mRNA, complete cds
one 213237 FP236316 Human DNA sequence from clone AK344941 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:ITTO10019A12, expressed in
complete sequence small intestine
one 213286 CKS1B BC070320 Homo sapiens CDC28 protein kinase  Other kinase XM_005663313 PREDICTED: Sus scrofa CDC28
regulatory subunit 1B, mRNA (cDNA protein kinase regulatory subunit 1B
clone MGC:88323 IMAGE:6494754), (CKS1B), transcript variant X1, mRNA
complete cds
one 213312 HSBP1 NM_001537 Homo sapiens heat shock factor binding Nucleus transcription NM_001097485 Sus scrofa heat shock factor binding
protein 1 (HSBP1), mRNA regulator protein 1 (HSBP1), mRNA
>qi|117661225|gb|DQ629179,1| Sus
scrofa HSBP1 (HSBP1) mRNA,
complete cds
one 213334 KIF4B AK302388 Homo sapiens cDNA FLJ61467 Other other XM_005657819 PREDICTED: Sus scrofa kinesin family
complete cds, highly similar to member 4A (KIF4A), transcript variant
Chromosome-associated kinesin KIF4A X2, mRNA
one 213396 ANKRD22 NM_ 144590 Homo sapiens ankyrin repeat domain  Nucleus transcription XM_001928460 PREDICTED: Sus scrofa ankyrin repeat
22 (ANKRD22), mRNA regulator domain 22 (ANKRD22), mRNA
one 213421 LAS1L XR 430522 PREDICTED: Homo sapiens LAS1-like Nucleus other AK230998 Sus scrofa mRNA,
(S, cerevisiae) (LAS1L), transcript clone:AMP010078H12, expressed in
variant X9, misc_RNA alveolar macrophage
one 213671 FAMG63A AL590133 Human DNA sequence from clone RP11- XM_005663484 PREDICTED: Sus scrofa family with
316M1 on chromosome 1, complete sequence similarity 63, member A
sequence (FAMB3A), transcript variant X3, mRNA
one 214054 DVL2 XM_005256502 PREDICTED: Homo sapiens Cytoplasm  other XM_005655282 PREDICTED: Sus scrofa dishevelled
dishevelled segment polarity protein 2 segment polarity protein 2 (DVL2),
(DVL2), transcript variant X1, mRNA transcript variant X3, mRNA
one 214582 NEFH AK302660 Homo sapiens cDNA FLJ54495 Cytoplasm  other XM_005670783 PREDICTED: Sus scrofa neurofilament,
complete cds, highly similar to heavy polypeptide (NEFH), transcript
Neurofilament triplet H protein variant X7, mRNA
one 214773 FM206294 Cloning vector pchilGHG1 FP565513 Pig DNA sequence from clone CH242-

272E19 on chromosome 1, complete
sequence
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one 216477 MYBPC3 NG_007667 Homo sapiens myosin binding protein  Cytoplasm  other AK392995 Sus scrofa mRNA, clone:
C, cardiac (MYBPC3), RefSeqGene ITTO10061A03, expressed in intestine
(LRG_386) on chromosome 11
one 217428 ADAMTSLA BX640951 Homo sapiens mMRNA; cDNA Extracellular other CU372903 Pig DNA sequence from clone CH242-
DKFZp686L03130 (from clone Space 502111 on chromosome 7, complete
DKFZp686L03130) sequence
one 217486 AC016732 Homo sapiens BAC clone RP11- CU467593 Pig DNA sequence from clone CH242-
389E16 from 2, complete sequence 49003 on chromosome X, complete
sequence
one 217726 SLC39A4 XM_006716599 PREDICTED: Homo sapiens solute Plasma transporter XM_001925360 PREDICTED: Sus scrofa solute carrier
carrier family 39 (zinc transporter), Membrane family 39 (zinc transporter), member 4
member 4 (SLC39A4), transcript variant (SLC39A4), mRNA
X1, mRNA
one 217801 SMG6 NG_033980 Homo sapiens SMG6 nonsense XM_005656879 PREDICTED: Sus scrofa fructosamine
mediated mRNA decay factor (SMG6), 3 kinase related protein (FN3KRP),
RefSeqGene on chromosome 17 transcript variant X3, mRNA
one 218134 TPM2 NG_011620 Homo sapiens tropomyosin 2 (beta) Other other XR_301349 PREDICTED: Sus scrofa tropomyosin 2
(TPM2), RefSeqGene on chromosome (beta) (TPM2), transcript variant X3,
9 misc_RNA
one 218206 RIC8A XM_006718270 PREDICTED: Homo sapiens RIC8 Cytoplasm other XM_003124225 PREDICTED: Sus scrofa RIC8 guanine
guanine nucleotide exchange factor A nucleotide exchange factor A (RIC8A),
(RIC8A), transcript variant X2, mRNA transcript variant 1, mRNA
one 218349 TRAF3IP3 XM_005273279 PREDICTED: Homo sapiens TRAF3 Other other AK400031 Sus scrofa mRNA, clone:
interacting protein 3 (TRAF3IP3), HTMT10133F01, expressed in
transcript variant X6, mRNA hypothalamus
one 218446 MFSD2A NM_032793 Homo sapiens major facilitator Other other XM_005656087 PREDICTED: Sus scrofa major
superfamily domain containing 2A facilitator superfamily domain containing
(MFSD2A), transcript variant 2, mRNA 2A (MFSD2A), transcript variant X2,
mRNA
one 218494 ENY2 NR_036472 Homo sapiens enhancer of yellow 2 Nucleus transcription XM_003481358 PREDICTED: Sus scrofa enhancer of
homolog (Drosophila) (ENY2), transcript regulator yellow 2 transcription factor homolog
variant 4, non-coding RNA (LOC100739513), transcript variant X2,
mRNA
one 218555 NKAIN1 NM_024522 Homo sapiens Na+/K+ transporting Other other XM _003127748 PREDICTED: Sus scrofa Na+/K+
ATPase interacting 1 (NKAIN1), mRNA transporting ATPase interacting 1
(NKAIN1), mRNA
one 218662 GLCCI1 XM_006715641 PREDICTED: Homo sapiens Cytoplasm  other XM_005667636 PREDICTED: Sus scrofa glucocorticoid
glucocorticoid induced transcript 1 induced transcript 1 (GLCCI1),
(GLCCIM), transcript variant X4, mRNA transcript variant X2, mMRNA
one 218813 C14H4orf27 NR_003920 Homo sapiens chromosome 4 open Other other XM_005670496 PREDICTED: Sus scrofa chromosome
reading frame 27 pseudogene 14 open reading frame, human C4orf27
(LOC389705), non-coding RNA (C14H40rf27), mMRNA
one 219045 NG_027992 Homo sapiens ribonucleotide reductase AK351072 Sus scrofa mRNA,

M1 (RRM1), RefSeqGene on
chromosome 11

clone:TCHO10089A01, expressed in
trachea
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one 219047 SEC31B AK093637 Homo sapiens cDNA FLJ36318 fis, Other other XM_003125587 PREDICTED: Sus scrofa SEC31
clone THYMU2005356, highly similar to homolog B (S, cerevisiae) (SEC31B),
Secretory pathway component Sec31B- mRNA
1
one 219070 PHLPP1 NG 031923 Homo sapiens PH domain and leucine Cytoplasm enzyme XM_001925030 PREDICTED: Sus scrofa PH domain
rich repeat protein phosphatase 1 and leucine rich repeat protein
(PHLPP1), RefSeqGene on phosphatase 1 (PHLPP1), mMRNA
chromosome 18
one 219117 ZBTB44 NM_014155 Homo sapiens zinc finger and BTB Other other XM_003130079 PREDICTED: Sus scrofa zinc finger
domain containing 44 (ZBTB44), mRNA and BTB domain containing 44
(ZBTB44), transcript variant X1, mRNA
one 219395 SLC25A37 AF223466 Homo sapiens HT015 protein (HT015) Cytoplasm other XM_001929122 PREDICTED: Sus scrofa solute carrier
mRNA, complete cds family 25 (mitochondrial iron
transporter), member 37 (SLC25A37),
mRNA
one 219417 EPYC u59111 Human dermatan sulfate proteoglycan 3 Extracellular other XM_005664272 PREDICTED: Sus scrofa epiphycan
(DSPG3) mRNA, complete cds Space (EPYC), mRNA
one 219429 CREB5 XM_005249906 PREDICTED: Homo sapiens cAMP Nucleus transcription AC097586 Sus scrofa clone RP44-394E19,
responsive element binding protein 5 regulator complete sequence
(CREBSb), transcript variant X1, mRNA
one 219741 RGS13 NM_002927 Homo sapiens regulator of G-protein Nucleus other CuU896538 Pig DNA sequence from clone CH242-
signaling 13 (RGS13), transcript variant 498B6 on chromosome 2, complete
1, mRNA sequence
one 220129 FM206294 Cloning vector pchilGHG1 XM_005661152 PREDICTED: Sus scrofa 39S ribosomal
protein L55, mitochondrial-like
(LOC102167055), transcript variant X6,
mRNA
one 220487 MAGOHB FM206294 Cloning vector pchilGHG1 XM_003126476 PREDICTED: Sus scrofa mago-nashi
homolog B (Drosophila) (MAGOHB),
mRNA
two 100065 ATP5A1 NM_001257335 Homo sapiens ATP synthase, H+ Cytoplasm transporter AK398493 Sus scrofa mRNA, clone:
transporting, mitochondrial F1 complex, THY010106H11, expressed in thymus
alpha subunit 1, cardiac muscle
(ATP5A1), transcript variant 5, mMRNA
two 100234 CEBPZ AK312322 Homo sapiens cDNA, FLJ92633, highly Nucleus other XM_005662627 PREDICTED: Sus scrofa
similar to Homo sapiens CCAAT-box- CCAAT/enhancer binding protein
binding transcription factor (CBF2), (C/EBP), zeta (CEBPZ), transcript
mRNA variant X4, mRNA
two 100292 BZW2 XM_006715708 PREDICTED: Homo sapiens basic Cytoplasm translation AK399049 Sus scrofa mRNA, clone:
leucine zipper and W2 domains 2 regulator OVRM10078B11, expressed in ovary
(BZW2), transcript variant X3, mRNA
two 100313 YBX3 NM_003651 Homo sapiens Y box binding protein 3  Nucleus transcription XM_003126475 PREDICTED: Sus scrofa Y box binding

(YBX3), transcript variant 1, mRNA

regulator

protein 3 (YBX3), transcript variant X1,
mRNA
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two 100314 SLC16A10 NM_018593 Homo sapiens solute carrier family 16  Plasma transporter XM_003361659 PREDICTED: Sus scrofa
(aromatic amino acid transporter), Membrane monocarboxylate transporter 10-like
member 10 (SLC16A10), mRNA (LOC100627081), mRNA
two 100433 FAM220A BC140712 Homo sapiens hypothetical protein Other other CuU041286 Pig DNA sequence from clone CH242-
LOC84792, mRNA (cDNA clone 56D10 on chromosome 1, complete
MGC:176389 IMAGE:9021580), sequence
complete cds
two 100554 JUP NG_009090 Homo sapiens junction plakoglobin XM_003482982 PREDICTED: Sus scrofa eukaryotic
(JUP), RefSeqGene on chromosome 17 translation initiation factor 1-like
(LOC100736981), mRNA
two 100566 PFKM u24183 Human phosphofructokinase (PFKM)  Cytoplasm  kinase AK349281 Sus scrofa mRNA,
mRNA, complete cds clone:PTG010037F 10, expressed in
pituitary gland
two 100609 PRR13 BC066943 Homo sapiens proline rich 13, mMRNA  Nucleus other XM_005652519 PREDICTED: Sus scrofa proline-rich
(cDNA clone MGC:87320 protein 13 (LOC100517160), transcript
IMAGE:4817871), complete cds variant X3, mRNA
two 100617 WTAP HQ447554 Synthetic construct Homo sapiens clone Nucleus other XM_005659114 PREDICTED: Sus scrofa Wilms tumor 1
IMAGE:100070893; CCSB014864 01 associated protein (WTAP), transcript
Wilms tumor 1 associated protein variant X1, mRNA
(WTAP) gene, encodes complete
protein
two 100644 CISD1 NM_018464 Homo sapiens CDGSH iron sulfur Cytoplasm  other AK343385 Sus scrofa mRNA,
domain 1 (CISD1), mRNA clone:ADRO010054F06, expressed in
adrenal gland
two 100797 RBM15 AB209680 Homo sapiens mRNA for RNA binding  Nucleus other XM_001929377 PREDICTED: Sus scrofa RNA binding
motif protein 15 variant protein motif protein 15 (RBM15), transcript
variant X1, mRNA
two 100801 LOC102724163 XR_433299 PREDICTED: Homo sapiens Other other XR_299987 PREDICTED: Sus scrofa
uncharacterized LOC102724163 uncharacterized LOC102161033
(LOC102724163), ncRNA (LOC102161033), misc_RNA
two 100811  HERPUD1 AK223233 Homo sapiens mRNA for homocysteine- Cytoplasm  other AK390218 Sus scrofa mRNA, clone:
inducible, endoplasmic reticulum stress- BFLT10039E12, expressed in brain
inducible, ubiquitin-like domain member (frontal lobe)
1 variant, clone: STM01396
two 101010 NDUFV1 AB590249 Synthetic construct DNA, clone: XM_003122439 PREDICTED: Sus scrofa NADH
pFN21AB8241, Homo sapiens NDUFV1 dehydrogenase (ubiquinone)
gene for NADH dehydrogenase flavoprotein 1, 51kDa (NDUFV1),
(ubiquinone) flavoprotein 1, 51kDa, transcript variant 2, mRNA
without stop codon, in Flexi system
two 101113  ERGICA1 XM_006714892 PREDICTED: Homo sapiens Cytoplasm other XM_003134052 PREDICTED: Sus scrofa endoplasmic

endoplasmic reticulum-golgi
intermediate compartment (ERGIC) 1
(ERGIC1), transcript variant X1, mRNA

reticulum-golgi intermediate
compartment (ERGIC) 1 (ERGIC1),
mRNA
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two 101114 TXN2 XM_005261508 PREDICTED: Homo sapiens Cytoplasm enzyme AK393937 Sus scrofa mRNA, clone:
thioredoxin 2 (TXN2), transcript variant LNG010103D07, expressed in lung
X1, mRNA

two 101118  SUGP2 NM_014884 Homo sapiens SURP and G patch Nucleus other XM_003123545 PREDICTED: Sus scrofa SURP and G
domain containing 2 (SUGP2), patch domain containing 2 (SUGP2),
transcript variant 2, mRNA transcript variant X1, mRNA

two 101130 AC013437 Homo sapiens BAC clone RP11-190J23 KF569218 Sus scrofa breed DLY mitochondrion,
from 2, complete sequence complete genome

two 101131  UBE2D3 XM_006714298 PREDICTED: Homo sapiens ubiquitin- Cytoplasm enzyme XM_005656550 PREDICTED: Sus scrofa ubiquitin-
conjugating enzyme E2D 3 (UBE2D3), conjugating enzyme E2D 3 (UBE2D3),
transcript variant X8, mRNA transcript variant X2, mRNA

two 101141 SUMO1 NM_003352 Homo sapiens small ubiquitin-like Nucleus enzyme AK392044 Sus scrofa mRNA, clone:
modifier 1 (SUMO1), transcript variant HTMT10046C11, expressed in
1, mRNA hypothalamus

two 101142 CALM1 NM_001743 Homo sapiens calmodulin 2 Cytoplasm  other XM_003125163 PREDICTED: Sus scrofa calmodulin-
(phosphorylase kinase, delta) (CALM2), like (LOC100522926), mRNA
mRNA

two 101156 EIF4G3 NM_003760 Homo sapiens eukaryotic translation Cytoplasm translation XM_005665087 PREDICTED: Sus scrofa eukaryotic
initiation factor 4 gamma, 3 (EIF4G3), regulator translation initiation factor 4 gamma, 3
transcript variant 3, mRNA (EIF4G3), mRNA

two 101181  SRSF6 NG_029906 Homo sapiens serine/arginine-rich Nucleus other AK394817 Sus scrofa mRNA, clone:
splicing factor 6 (SRSF6), RefSeqGene OVRO010026A09, expressed in ovary
on chromosome 20

two 101236 YBX1 XM_005270904 PREDICTED: Homo sapiens Y box Nucleus transcription XM_003356500 PREDICTED: Sus scrofa Y box binding
binding protein 1 (YBX1), transcript regulator protein 1 (YBX1), mMRNA
variant X1, mRNA

two 101276  VAMP4 XR_426805 PREDICTED: Homo sapiens vesicle-  Cytoplasm other AK395657 Sus scrofa mRNA, clone:
associated membrane protein 4 OVRT10043G11, expressed in ovary
(VAMP4), transcript variant X1,
misc_RNA

two 101282 RAB11A NM_001206836 Homo sapiens RAB11A, member RAS Cytoplasm enzyme AK391570 Sus scrofa mRNA, clone:
oncogene family (RAB11A), transcript HTMT10001HO6, expressed in
variant 2, mMRNA hypothalamus

two 101332 HMGB1 EU012027 Homo sapiens high-mobility group box Nucleus other Cu062617 Pig DNA sequence from clone CH242-
1 (HMGB1) gene, complete cds 96H3 on chromosome 11, complete

sequence

two 101390 HNRNPD NG_029103 Homo sapiens heterogeneous nuclear Nucleus transcription XM_005653622 PREDICTED: Sus scrofa
ribonucleoprotein D (AU-rich element regulator heterogeneous nuclear
RNA binding protein 1, 37kDa) ribonucleoprotein D (AU-rich element
(HNRNPD), RefSegGene on RNA binding protein 1, 37kDa)
chromosome 4 (HNRNPD), mRNA

two 101474 RASAL2 NM_170692 Homo sapiens RAS protein activator Extracellular other XM_005667784 PREDICTED: Sus scrofa chromosome

like 2 (RASAL2), transcript variant 2,
mRNA

Space

alignment-maintaining phosphoprotein 1-
like (LOC100523082), mRNA
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two 101589 SEC24D XM_005263379 PREDICTED: Homo sapiens SEC24 Cytoplasm transporter XM_003482451 PREDICTED: Sus scrofa protein
family member D (SEC24D), transcript transport protein Sec24D-like
variant X2, mRNA (LOC100739491), mRNA
two 101662 CREM XM_006717385 PREDICTED: Homo sapiens cAMP Nucleus transcription XM_003482833 PREDICTED: Sus scrofa cAMP
responsive element modulator (CREM), regulator responsive element modulator (CREM),
transcript variant X8, mRNA transcript variant X9, mRNA
two 101751 C8A NM_000562 Homo sapiens complement component Extracellular other NM_001097450 Sus scrofa complement component 8,
8, alpha polypeptide (C8A), mMRNA Space alpha polypeptide (C8A), mRNA
>qi|86604376|gb|DQ333200,1| Sus
scrofa complement component C8A
mRNA, complete cds
two 101769 PSMD5 BC014478 Homo sapiens proteasome (prosome, Other other XM_003353629 PREDICTED: Sus scrofa proteasome
macropain) 26S subunit, non-ATPase, (prosome, macropain) 26S subunit, non-
5, mRNA (cDNA clone MGC:23145 ATPase, 5 (PSMD5), mRNA
IMAGE:4878087), complete cds
two 101850 KLF10 NG_033271 Homo sapiens Kruppel-like factor 10 Nucleus transcription XM_005658320 PREDICTED: Sus scrofa Krueppel-like
(KLF10), RefSeqGene on chromosome regulator factor 10-like (LOC100736716),
8 transcript variant X2, mRNA
two 101961 UBE2N BC108704 Homo sapiens ubiquitin-conjugating Cytoplasm enzyme AK231244 Sus scrofa mRNA,
enzyme E2N (UBC13 homolog, yeast), clone:ITT010022H04, expressed in
mRNA (cDNA clone MGC:131857 intestine
IMAGE:6503770), complete cds
two 101985 LACTB2 NM_016027 Homo sapiens lactamase, beta 2 Cytoplasm  other AK389783 Sus scrofa mRNA, clone:
(LACTB2), mRNA AMPO010070EOQ5, expressed in alveolar
macrophage
two 102050 DMXL2 XM_005254256 PREDICTED: Homo sapiens Dmx-like 2 Cytoplasm  other XM _005652691 PREDICTED: Sus scrofa Dmx-like 2
(DMXL2), transcript variant X2, mRNA (DMXL2), mRNA
two 102072 UFCH1 NM_016406 Homo sapiens ubiquitin-fold modifier Cytoplasm enzyme XM_001927714 PREDICTED: Sus scrofa ubiquitin-fold
conjugating enzyme 1 (UFC1), mRNA modifier conjugating enzyme 1 (UFC1),
transcript variant 1, mRNA
two 102075 TES XM_005250258 PREDICTED: Homo sapiens testis Plasma other AK396160 Sus scrofa mRNA, clone:
derived transcript (3 LIM domains) Membrane PBL010090A05, expressed in
(TES), transcript variant X1, mRNA peripheral blood lymphocytes
two 102094 CDKS8 XM_005266216 PREDICTED: Homo sapiens cyclin- Nucleus kinase AK396243 Sus scrofa mRNA, clone:
dependent kinase 8 (CDKS8), transcript PCT010020E02, expressed in placenta
variant X2, mRNA
two 102110 TMEM167A NM_174909 Homo sapiens transmembrane protein  Other other XM_003123759 PREDICTED: Sus scrofa
167A (TMEM167A), mRNA transmembrane protein 167A
(TMEM167A), mRNA
two 102120 ITGA1 AC025180 Homo sapiens chromosome 5 clone Plasma other CU550726 Pig DNA sequence from clone CH242-
CTD-2175A23, complete sequence Membrane 445N23 on chromosome X, complete
sequence
two 102336 AEN XM_006720644 PREDICTED: Homo sapiens apoptosis Nucleus enzyme XM_005660033 PREDICTED: Sus scrofa apoptosis

enhancing nuclease (AEN), transcript
variant X3, mRNA

enhancing nuclease (AEN), transcript
variant X4, mRNA
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two 102379 TSPAN2 NM_005725 Homo sapiens tetraspanin 2 (TSPAN2), Extracellular other AK230815 Sus scrofa mRNA,
mRNA Space clone:AMP010048B02, expressed in
alveolar macrophage
two 102442  ATEA AC025947 Homo sapiens chromosome 10 clone XM_005671512 PREDICTED: Sus scrofa
RP11-78A18, complete sequence arginyltransferase 1 (ATE1), transcript
variant X4, mRNA
two 102467 EYS NG_023443 Homo sapiens eyes shut homolog XM_005656665 PREDICTED: Sus scrofa zinc finger
(Drosophila) (EYS), RefSeqGene on CCCH-type containing 11A (ZC3H11A),
chromosome 6 transcript variant X16, mRNA
two 102511  PLXDC2 NM_032812 Homo sapiens plexin domain containing Extracellular other CU633583 Pig DNA sequence from clone CH242-
2 (PLXDC2), transcript variant 1, mMRNA Space 385N7 on chromosome 18, complete
sequence
two 102541 RABSA NM_004162 Homo sapiens RAB5A, member RAS  Cytoplasm enzyme XM_005669293 PREDICTED: Sus scrofa protein
oncogene family (RAB5A), mRNA phosphatase 2C-like domain containing
1 (PP2D1), mRNA
two 102574  C7orf73 NM_001130929 Homo sapiens chromosome 7 open Other other XM_005673131 PREDICTED: Sus scrofa
reading frame 73 (C70rf73), mMRNA uncharacterized LOC100522408
(LOC100522408), mRNA
two 102755 ID2 BC030639 Homo sapiens inhibitor of DNA binding Nucleus transcription AK392405 Sus scrofa mRNA, clone:
2, dominant negative helix-loop-helix regulator HTMT10071D09, expressed in
protein, mMRNA (cDNA clone hypothalamus
MGC:26389 IMAGE:4820416),
complete cds
two 102813 ANGPTL3 NM_014495 Homo sapiens angiopoietin-like 3 Extracellular growth factor XM_005665381 PREDICTED: Sus scrofa angiopoietin-
(ANGPTL3), mRNA Space like 3 (ANGPTL3), transcript variant X1,
mRNA
two 102820 AL160037 Human DNA sequence from clone RP11: CuU694544 Pig DNA sequence from clone CH242-
289G11 on chromosome 6, complete 123C16 on chromosome 13, complete
sequence sequence
two 102837 GATM AK098055 Homo sapiens cDNA FLJ40736 fis, Cytoplasm enzyme NM_001128442 Sus scrofa glycine amidinotransferase
clone TKIDN2003597, highly similar to (L-arginine:glycine amidinotransferase)
GLYCINE AMIDINOTRANSFERASE (GATM), mRNA
PRECURSOR (EC 2,1,4,1) >Qi|154622934|gb|EF612462,1| Sus
scrofa glycine amidinotransferase
(GATM) mRNA, complete cds
two 102877 SEC23A XM_005267262 PREDICTED: Homo sapiens Sec23 Cytoplasm transporter XM_005666191 PREDICTED: Sus scrofa Sec23
homolog A (S, cerevisiae) (SEC23A), homolog A (S, cerevisiae) (SEC23A),
transcript variant X1, mRNA transcript variant X2, mRNA
two 102896 NR1I2 AF084645 Homo sapiens orphan nuclear receptor Nucleus ligand- XM_005670184 PREDICTED: Sus scrofa nuclear
(PAR1) mRNA, complete cds dependent receptor subfamily 1, group I, member 2
nuclear receptor (NR112), transcript variant X2, mRNA
two 102910 CYP3A4 J04449 Homo sapiens (clone NF 10) Cytoplasm enzyme AK232311 Sus scrofa mRNA,

cytochrome P-450 nifedipine oxidase
mRNA, complete cds

clone:LVR010017F03, expressed in
liver
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two 102946 RNF14 XM_005268543 PREDICTED: Homo sapiens ring finger Other transcription XM_005661775 PREDICTED: Sus scrofa ring finger
protein 14 (RNF14), transcript variant regulator protein 14 (RNF14), transcript variant
X8, mRNA X5, mRNA
two 102980 APOC3 AC113346 Homo sapiens chromosome 5 clone XM_005667374 PREDICTED: Sus scrofa apolipoprotein
CTD-2532K18, complete sequence C-lll (APOC3), transcript variant X3,
mRNA
two 102984 RREB1 XM_006715161 PREDICTED: Homo sapiens ras Nucleus transcription XM_005665554 PREDICTED: Sus scrofa ras
responsive element binding protein 1 regulator responsive element binding protein 1
(RREB1), transcript variant X11, mRNA (RREB1), transcript variant X8, mRNA
two 103012 AK302323 Homo sapiens cDNA FLJ60954 XM_003362218 PREDICTED: Sus scrofa meiosis-
complete cds specific with OB domain-containing
protein-like (LOC100624598), partial
mRNA
two 103034 AK126410 Homo sapiens cDNA FLJ44446 fis, AY609741 Sus scrofa clone
clone UTERU2021380 Clu_28644,scr,msk,p1,Contig1, mRNA
sequence
two 103058 ACOX1 NM_001185039 Homo sapiens acyl-CoA oxidase 1, Cytoplasm enzyme AK389180 Sus scrofa mRNA, clone:
palmitoyl (ACOX1), transcript variant 3, ADRO010004B03, expressed in adrenal
mRNA gland
two 103102 MAN1C1 NM_020379 Homo sapiens mannosidase, alpha, Cytoplasm enzyme AK352008 Sus scrofa mRNA,
class 1C, member 1 (MAN1C1), clone:THY010123G10, expressed in
transcript variant 1, mMRNA thymus
two 103149 KDELR2 NM_001100603 Homo sapiens KDEL (Lys-Asp-Glu-Leu) Cytoplasm other AK232801 Sus scrofa mRNA,
endoplasmic reticulum protein retention clone:LVRM10029B04, expressed in
receptor 2 (KDELR?2), transcript variant liver
2, mRNA
two 103154  LPIN2 NG_007507 Homo sapiens lipin 2 (LPIN2), AK346689 Sus scrofa mRNA,
RefSeqGene (LRG_174) on clone:MLNO10038B06, expressed in
chromosome 18 mesenteric lymph nodes
two 103170 PSMB1 NM_002793 Homo sapiens proteasome (prosome, Cytoplasm peptidase AK398730 Sus scrofa mRNA, clone:
macropain) subunit, beta type, 1 ADRO010001HO05, expressed in adrenal
(PSMB1), mRNA gland
two 103190 IRX5 NG_032773 Homo sapiens iroquois homeobox 5 Nucleus transcription XR_300012 PREDICTED: Sus scrofa iroquois-class
(IRX5), RefSeqGene on chromosome regulator homeodomain protein IRX-5-like
16 (LOC100620172), misc_RNA
two 103225 BC018848 Homo sapiens cDNA clone AY609791 Sus scrofa clone
IMAGE:3141182, **** WARNING: Clu_3117,scr,msk,p1,Contig2, mRNA
chimeric clone **** sequence
two 103245 CFI XM_006714209 PREDICTED: Homo sapiens Extracellular peptidase XM_005656546 PREDICTED: Sus scrofa complement
complement factor | (CFl), transcript Space factor | (CFI), mRNA
variant X3, mRNA
two 103255 FP236316 Human DNA sequence from clone XR_302385 PREDICTED: Sus scrofa

CH507-510L4 on chromosome 21,
complete sequence

uncharacterized LOC102163220
(LOC102163220), misc_RNA
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two 103268 CALD1 BX648808 Homo sapiens mRNA; cDNA Cytoplasm  other XM_005673150 PREDICTED: Sus scrofa caldesmon 1
DKFZp686A06190 (from clone (CALD1), transcript variant X9, mRNA
DKFZp686A06190)
two 103322 EXOSCS8 AF025438 Homo sapiens Opa-interacting protein ~ Nucleus enzyme XM_005668348 PREDICTED: Sus scrofa exosome
OIP2 mRNA, partial cds component 8 (EXOSC8), mRNA
two 103329 MGEA5 XR_246060 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003359345 PREDICTED: Sus scrofa meningioma
meningioma expressed antigen 5 expressed antigen 5 (hyaluronidase)
(hyaluronidase) (MGEAS5), transcript (MGEADb), transcript variant X2, mRNA
variant X4, misc_RNA
two 103338 LTF AF332168 Homo sapiens lactoferrin precursor, Extracellular peptidase XM_005669839 PREDICTED: Sus scrofa transferrin
mRNA, complete cds Space (TF), transcript variant X2, mRNA
two 103379 PLA2G4A NG_012203 Homo sapiens phospholipase A2, group Cytoplasm enzyme XM_003130393 PREDICTED: Sus scrofa phospholipase
IVA (cytosolic, calcium-dependent) A2, group IVA (cytosolic, calcium-
(PLA2G4A), RefSeqGene on dependent) (PLA2G4A), transcript
chromosome 1 variant X1, mRNA
two 103436 FP236316 Human DNA sequence from clone AK233066 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:LVRM10077B12, expressed in
complete sequence liver
two 103443 SLC25A36 XM_006713685 PREDICTED: Homo sapiens solute Cytoplasm transporter XM_005669901 PREDICTED: Sus scrofa solute carrier
carrier family 25 (pyrimidine nucleotide family 25 (pyrimidine nucleotide carrier
carrier ), member 36 (SLC25A36), ), member 36 (SLC25A36), transcript
transcript variant X3, mRNA variant X1, mRNA
two 103549 INSIG1 XM_005249543 PREDICTED: Homo sapiens insulin Cytoplasm other NM_001244521 Sus scrofa insulin induced gene 1
induced gene 1 (INSIG1), transcript (INSIG1), mRNA
variant X2, mRNA
two 103597 HOXCS8 AB464581 Synthetic construct DNA, clone: XM_003133496 PREDICTED: Sus scrofa homeobox D8
pF1KB8908, Homo sapiens HOXC8 (HOXDS8), mRNA
gene for homeobox C8, without stop
codon, in Flexi system
two 103604 GAST NM_000805 Homo sapiens gastrin (GAST), mMRNA  Extracellular other XM_005668824 PREDICTED: Sus scrofa gastrin
Space (GAST), transcript variant X2, mMRNA
two 103606 C5 BC113738 Homo sapiens complement component Extracellular cytokine XR 131323 PREDICTED: Sus scrofa
5, mRNA (cDNA clone MGC:142298 Space uncharacterized LOC100624386
IMAGE:8322790), complete cds (LOC100624386), misc_RNA
two 103698 PAXG6 XM_005252958 PREDICTED: Homo sapiens paired box Nucleus transcription XM_005661043 PREDICTED: Sus scrofa paired box 6
6 (PAX®6), transcript variant X5, mRNA regulator (PAX®6), transcript variant X6, mRNA
two 103705 AIFM1 NM_001130847 Homo sapiens apoptosis-inducing Cytoplasm enzyme XM_003360440 PREDICTED: Sus scrofa apoptosis-
factor, mitochondrion-associated, 1 inducing factor, mitochondrion-
(AIFM1), transcript variant 5, mRNA associated, 1 (AIFM1), transcript variant
X3, mRNA
two 103718 HG506172 TPA: Homo sapiens RP11-649E7,5 Y09537 Sus scrofa gene encoding beta-1,2-N-

gene for long non-coding RNA
OTTHUMTO00000410795,1, antisense

acetylglucosaminyltransferase |l
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two 103795 RLN1 NM_006911 Homo sapiens relaxin 1 (RLN1), mRNA Extracellular other AK395920 Sus scrofa mRNA, clone:
OVRT10086G03, expressed in ovary
two 103838 UGTS XM_006714303 PREDICTED: Homo sapiens UDP enzyme XM_005653598 PREDICTED: Sus scrofa 2-
glycosyltransferase 8 (UGT8), transcript hydroxyacylsphingosine 1-beta-
variant X2, mRNA galactosyltransferase-like
(LOC100511825), partial MRNA
two 103874 MAP2K2 AK126446 Homo sapiens cDNA FLJ44482 fis, kinase NM_001244550 Sus scrofa mitogen-activated protein
clone UTERU2033172, moderately kinase kinase 2 (MAP2K2), mRNA
similar to DUAL SPECIFICITY
MITOGEN-ACTIVATED PROTEIN
KINASE KINASE 2
two 103892 HLA-A NM_002116 Homo sapiens major histocompatibility other EU432091 Sus scrofa MHC class | antigen (SLA-3)
complex, class I, A (HLA-A), transcript mRNA, SLA-3*0601 allele, complete
variant 1 (A*03:01:0:01 allele), mMRNA cds
two 103895 SOX9 NG_012490 Homo sapiens SRY (sex determining transcription AM950279 Sus scrofa microsatellite DNA, locus
region Y)-box 9 (SOX9), RefSeqGene regulator S0892
on chromosome 17
two 103899 GLYR1 XM_005255640 PREDICTED: Homo sapiens glyoxylate other XM_003354620 PREDICTED: Sus scrofa glyoxylate
reductase 1 homolog (Arabidopsis) reductase 1 homolog (Arabidopsis)
(GLYR1), transcript variant X4, mRNA (GLYR1), transcript variant 2, mRNA
two 103904 FM206294 Cloning vector pchilGHG1 AK348431 Sus scrofa mRNA,
clone:OVRM10161G06, expressed in
ovary
two 103975 FBP1 L10320 Human fructose-1,6-bisphosphatase phosphatase AK391160 Sus scrofa mRNA, clone:
homotetramer gene, complete cds CLNT10088A08, expressed in colon
two 103980 MS4A1 AB590365 Synthetic construct DNA, clone: NM_001243394 Sus scrofa membrane-spanning 4-
pFN21AE1366, Homo sapiens MS4A1 domains, subfamily A, member 1
gene for membrane-spanning 4- (MS4A1), mRNA
domains, subfamily A, member 1,
without stop codon, in Flexi system
two 104034 IGFBP6 NM_002178 Homo sapiens insulin-like growth factor Extracellular other XM_005652513 PREDICTED: Sus scrofa insulin-like
binding protein 6 (IGFBP6), mRNA growth factor binding protein 6
(IGFBPS), transcript variant X1, mRNA
two 104062 MPO HQ258645 Synthetic construct Homo sapiens clone Cytoplasm enzyme XM_003131655 PREDICTED: Sus scrofa
IMAGE:100072675 myeloperoxidase myeloperoxidase (MPO), mMRNA
(MPO), nuclear gene encoding
mitochondrial protein (MPO) gene,
encodes complete protein; nuclear gene
for mitochondrial product
two 104066 IP6K2 XM_006713202 PREDICTED: Homo sapiens inositol kinase XM_003132192 PREDICTED: Sus scrofa inositol

hexakisphosphate kinase 2 (IP6K2),
transcript variant X4, mRNA

hexakisphosphate kinase 2 (IP6K2),
transcript variant X1, mRNA
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two 104074 IGFBP2 NM_000597 Homo sapiens insulin-like growth factor Extracellular other NM_214003 Sus scrofa insulin-like growth factor
binding protein 2, 36kDa (IGFBP2), Space binding protein 2, 36kDa (IGFBP2),
mRNA mRNA >gi|4927688|gb|AF120326,1|
Sus scrofa insulin-like growth factor
binding protein 2 mRNA, complete cds
two 104089 AK2 XR_246248 PREDICTED: Homo sapiens adenylate Cytoplasm kinase XM_003361576 PREDICTED: Sus scrofa adenylate
kinase 2 (AK2), transcript variant X7, kinase 2, mitochondrial-like
misc_RNA (LOC100620859), transcript variant X2,
mRNA
two 104116  GADD45G NM_006705 Homo sapiens growth arrest and DNA- Nucleus other NM_001185129 Sus scrofa growth arrest and DNA-
damage-inducible, gamma (GADD45G), damage-inducible, gamma (GADD45G),
mRNA mRNA >gi|289186820|gb|GU386350,1|
Sus scrofa growth arrest and DNA-
damage-inducible gamma protein
(GADD45G) mRNA, complete cds
two 104143 SDHB NM_003000 Homo sapiens succinate Cytoplasm enzyme AK394980 Sus scrofa mRNA, clone:
dehydrogenase complex, subunit B, OVRO010085E01, expressed in ovary
iron sulfur (Ip) (SDHB), mRNA
two 104169 BAG4 NM_001204878 Homo sapiens BCL2-associated Cytoplasm other XM_005671777 PREDICTED: Sus scrofa BCL2-
athanogene 4 (BAG4), transcript variant associated athanogene 4 (BAG4),
2, mRNA transcript variant X3, mRNA
two 104209 ACSL4 XM_006724635 PREDICTED: Homo sapiens acyl-CoA Cytoplasm enzyme XM_005673823 PREDICTED: Sus scrofa acyl-CoA
synthetase long-chain family member 4 synthetase long-chain family member 4
(ACSL4), transcript variant X4, mRNA (ACSL4), transcript variant X5, mRNA
two 104218 MGST3 NM_004528 Homo sapiens microsomal glutathione Cytoplasm enzyme XM _005663147 PREDICTED: Sus scrofa microsomal
S-transferase 3 (MGST3), mRNA glutathione S-transferase 3 (MGST3),
transcript variant X1, mRNA
two 104231 GMFB XM_006720118 PREDICTED: Homo sapiens glia Cytoplasm  growth factor XM_005674092 PREDICTED: Sus scrofa glia
maturation factor, beta (GMFB), maturation factor, beta (GMFB),
transcript variant X2, mRNA transcript variant X1, mRNA
two 104246  GLRX2 NM_197962 Homo sapiens glutaredoxin 2 (GLRX2), Cytoplasm enzyme NM_001243717 Sus scrofa glutaredoxin 2 (GLRX2),
transcript variant 2, mRNA mRNA
two 104265 DNTTIP1 AK314003 Homo sapiens cDNA, FLJ94657, Homo Nucleus ligand- AY609796 Sus scrofa clone
sapiens deoxynucleotidyltransferase, dependent Clu_31539,scr,msk,p1,Contig1, mRNA
terminal, interactingprotein 1 nuclear receptor sequence
(DNTTIP1), mRNA
two 104268 NUCB1 NM_006184 Homo sapiens nucleobindin 1 (NUCB1), Cytoplasm other XM_005664698 PREDICTED: Sus scrofa nucleobindin 1
mRNA (NUCBH1), transcript variant X2, mRNA
two 104273 SERF2 AL049976 Homo sapiens mRNA; cDNA Other other AK392396 Sus scrofa mRNA, clone:
DKFZp564B042 (from clone HTMT10070F10, expressed in
DKFZp564B042) hypothalamus
two 104298 F2RL2 NM_004101 Homo sapiens coagulation factor I Plasma G-protein XM_003123711 PREDICTED: Sus scrofa coagulation
(thrombin) receptor-like 2 (F2RL2), Membrane coupled receptor factor Il (thrombin) receptor-like 2

transcript variant 1, mRNA

(F2RL2), mRNA
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two 104373 PLP2 NM_002668 Homo sapiens proteolipid protein 2 Cytoplasm transporter NM_001244435 Sus scrofa proteolipid protein 2 (colonic
(colonic epithelium-enriched) (PLP2), epithelium-enriched) (PLP2), mRNA
mRNA

two 104381 PPIB NM_000942 Homo sapiens peptidylprolyl isomerase Cytoplasm enzyme AK392762 Sus scrofa mRNA, clone:
B (cyclophilin B) (PPIB), mRNA HTMT10098E12, expressed in
>gi|211947966|gb|EU794651,1| Homo hypothalamus
sapiens epididymis secretory protein Li
39 (HEL-S-39) mRNA, complete cds

two 104386 LSM2 AF182288 Homo sapiens U6 snRNA-associated  Nucleus other AK346872 Sus scrofa mRNA,
Sme-like protein LSm2 mRNA, complete clone:MLNO10067H09, expressed in
cds mesenteric lymph nodes

two 104388 ACYP1 NM_001107 Homo sapiens acylphosphatase 1, Other enzyme NM_001190199 Sus scrofa acylphosphatase 1,
erythrocyte (common) type (ACYP1), erythrocyte (common) type (ACYP1),
transcript variant 1, mRNA transcript variant 2, mRNA

two 104419 SFTPC NM_001172410 Homo sapiens surfactant protein C Extracellular other AJ920267 Sus scrofa mRNA for surfactant protein
(SFTPC), transcript variant 2, mRNA Space C (SP-C gene), allele 78

two 104431 ERBB2 NR_110535 Homo sapiens v-erb-b2 avian Plasma kinase XM_005653925 PREDICTED: Sus scrofa v-erb-b2 avian
erythroblastic leukemia viral oncogene Membrane erythroblastic leukemia viral oncogene
homolog 2 (ERBB2), transcript variant homolog 2 (ERBB2), mRNA
6, long non-coding RNA

two 104447 CUTA NM_015921 Homo sapiens cutA divalent cation Cytoplasm  other AK231998 Sus scrofa mRNA,
tolerance homolog (E, coli) (CUTA), clone:LNG010062F01, expressed in
transcript variant 2, mRNA lung

two 104452  SIX1 NG_008231 Homo sapiens SIX homeobox 1 (SIX1), Nucleus transcription GU225953 Sus scrofa breed Meishan six
RefSeqGene on chromosome 14 regulator homeobox 1 (Six1) gene, complete cds

two 104454 PTGER1 BC039034 Homo sapiens prostaglandin E receptor Plasma G-protein XM_003123373 PREDICTED: Sus scrofa prostaglandin
1 (subtype EP1), 42kDa, mRNA (cDNA Membrane coupled receptor E receptor 1 (subtype EP1), 42kDa
clone MGC:47749 IMAGE:5748278), (PTGERH1), partial mMRNA
complete cds

two 104458 CHRM!1 NM_000738 Homo sapiens cholinergic receptor, Plasma G-protein NM_214034 Sus scrofa cholinergic receptor,
muscarinic 1 (CHRM1), mRNA Membrane coupled receptor muscarinic 1 (CHRM1), mRNA
>gi|18605808|gb|BC022984,1| Homo >gi|1863|emb|X04413,1] Porcine mRNA
sapiens cholinergic receptor, muscarinic for muscarinic acetylcholine receptor
1, mRNA (cDNA clone MGC:30125 (mAChR)
IMAGE:4931283), complete cds

two 104474 CSNK2B NM_001320 Homo sapiens casein kinase 2, beta Cytoplasm kinase XM_005665790 PREDICTED: Sus scrofa casein kinase
polypeptide (CSNK2B), transcript 2, beta polypeptide (CSNK2B),
variant 1, mRNA transcript variant X2, mRNA

two 104483 ENPP2 XM_006716587 PREDICTED: Homo sapiens Plasma enzyme XM_003125509 PREDICTED: Sus scrofa ectonucleotide
ectonucleotide Membrane pyrophosphatase/phosphodiesterase 2

pyrophosphatase/phosphodiesterase 2
(ENPP2), transcript variant X4, mRNA

(ENPP2), transcript variant X2, mRNA
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two 104488 ERGIC3 Cu679480 Synthetic construct Homo sapiens XM_003483944 PREDICTED: Sus scrofa endoplasmic
gateway clone IMAGE:100023404 3 reticulum-Golgi intermediate
read ERGIC3 mRNA compartment protein 3-like
(LOC100522714), transcript variant X1,
mRNA
two 104506 BARX2 NM_003658 Homo sapiens BARX homeobox 2 Nucleus transcription XM_003130069 PREDICTED: Sus scrofa BARX
(BARX2), mMRNA regulator homeobox 2 (BARX2), mRNA
two 104507 SNRPE NM_003094 Homo sapiens small nuclear Nucleus other AK344769 Sus scrofa mRNA,
ribonucleoprotein polypeptide E clone:HTMT10039G05, expressed in
(SNRPE), mMRNA hypothalamus
>gi|60688402|gb|BC090951,1] Homo
sapiens small nuclear ribonucleoprotein
polypeptide E, mRNA (cDNA clone
MGC:105067 IMAGE:5204266),
complete cds
two 104548 TLX1 M62626 Human T lymphocyte homeobox protein Nucleus transcription AK397749 Sus scrofa mRNA, clone:
mMRNA, partial cds regulator SPL010067B02, expressed in spleen
two 104550 GSTP1 BC010915 Homo sapiens glutathione S- Cytoplasm enzyme XM_005660622 PREDICTED: Sus scrofa glutathione S-
transferase pi 1, mMRNA (cDNA clone transferase pi 1 (GSTP1), mRNA
MGC:13474 IMAGE:3960700),
complete cds
two 104554 ADCY4 NM_001198568 Homo sapiens adenylate cyclase 4 Plasma enzyme XM_001927556 PREDICTED: Sus scrofa adenylate
(ADCY4), transcript variant 3, mRNA Membrane cyclase 4 (ADCY4), mRNA
two 104623 FP236316 Human DNA sequence from clone CU151846 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 183K23 on chromosome 4, complete
complete sequence sequence
two 104662 AC097448 Homo sapiens BAC clone CTD-2021K4 AY609706 Sus scrofa clone
from 2, complete sequence Clu_268408,scr,msk,p1,Contig2, mRNA
sequence
two 104665 MRPL53 NM_053050 Homo sapiens mitochondrial ribosomal Cytoplasm other XM_003124989 PREDICTED: Sus scrofa 39S ribosomal
protein L53 (MRPL53), mRNA protein L53, mitochondrial-like
(LOC100513008), mRNA
two 104706 RERE XM_006710654 PREDICTED: Homo sapiens arginine- Nucleus other XM_005664969 PREDICTED: Sus scrofa arginine-
glutamic acid dipeptide (RE) repeats glutamic acid dipeptide repeats protein-
(RERE), transcript variant X5, mRNA like (LOC100738649), mRNA
two 104712 RTN1 NG_029558 Homo sapiens reticulon 1 (RTN1), Cytoplasm other AK399868 Sus scrofa mRNA, clone:
RefSeqGene on chromosome 14 HTMT10028C03, expressed in
hypothalamus
two 104716 FOXG1 NM_005249 Homo sapiens forkhead box G1 Nucleus transcription CuU928845 Pig DNA sequence from clone CH242-
(FOXG1), mRNA regulator 521K21 on chromosome X, complete
sequence
two 104722 YWHAB NM_ 139323 Homo sapiens tyrosine 3- Cytoplasm transcription AK392687 Sus scrofa mRNA, clone:
monooxygenase/tryptophan 5- regulator HTMT10094E12, expressed in

monooxygenase activation protein, beta
(YWHAB), transcript variant 2, mRNA

hypothalamus
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two 104726 GPR158 AL355587 Human DNA sequence from clone RP11-Plasma G-protein XM_005668147 PREDICTED: Sus scrofa G protein-
561H23 on chromosome 10, complete Membrane coupled receptor coupled receptor 158 (GPR158), mMRNA
sequence
two 104756  WASF1 XM_006715595 PREDICTED: Homo sapiens WAS Nucleus other AK400170 Sus scrofa mRNA, clone:
protein family, member 1 (WASF1), BFLT10062A12, expressed in brain
transcript variant X7, mRNA (frontal lobe)
two 104759 RPL22 NM_000983 Homo sapiens ribosomal protein L22 Nucleus other AK392451 Sus scrofa mRNA, clone:
(RPL22), mRNA HTMT10075D05, expressed in
hypothalamus
two 104760 MARCKS FO393415 Human DNA sequence from clone RP11- XM_003121373 PREDICTED: Sus scrofa myristoylated
54418 on chromosome 6, complete alanine-rich protein kinase C substrate
sequence (MARCKS), mRNA
two 104763 CRYAB NM_001289808 Homo sapiens crystallin, alpha B Nucleus other AK391992 Sus scrofa mRNA, clone:
(CRYAB), transcript variant 3, mMRNA HTMT10040F 12, expressed in
hypothalamus
two 104773  SLC25A20 NM_000387 Homo sapiens solute carrier family 25  Cytoplasm  transporter XM_003483178 PREDICTED: Sus scrofa solute carrier
(carnitine/acylcarnitine translocase), family 25 (carnitine/acylcarnitine
member 20 (SLC25A20), mRNA translocase), member 20 (SLC25A20),
mRNA
two 104775 KF055298 Homo sapiens isolate KF569218 Sus scrofa breed DLY mitochondrion,
CON_117_117_BC16 mitochondrion, complete genome
complete genome
two 104778 RSF1 XM_005274051 PREDICTED: Homo sapiens Nucleus transcription XM_005667163 PREDICTED: Sus scrofa remodeling
remodeling and spacing factor 1 regulator and spacing factor 1 (RSF1), transcript
(RSF1), transcript variant X1, mRNA variant X1, mRNA
two 104790 TAC1 NM_013996 Homo sapiens tachykinin, precursor 1 Extracellular other XM_003357447 PREDICTED: Sus scrofa tachykinin,
(TAC1), transcript variant alpha, mMRNA Space precursor 1 (TAC1), transcript variant
X3, mMRNA
two 104811  ACYP2 NM_138448 Homo sapiens acylphosphatase 2, Cytoplasm enzyme AK391873 Sus scrofa mRNA, clone:
muscle type (ACYP2), mRNA HTMT10029G10, expressed in
hypothalamus
two 104815 BC011666 Homo sapiens cDNA clone AY609897 Sus scrofa clone
IMAGE:4122527, **** WARNING: Clu_39,scr,msk,p1,Contig3, mRNA
chimeric clone **** sequence
two 104823 NG_009407 Homo sapiens succinate AK400044 Sus scrofa mRNA, clone:
dehydrogenase complex, subunit D, HTMT10138B11, expressed in
integral membrane protein pseudogene hypothalamus
2 (SDHDP2) on chromosome 7
two 104851 SLC35D1 XM_006710480 PREDICTED: Homo sapiens solute Cytoplasm transporter DQ529289 Sus scrofa solute carrier family 35
carrier family 35 (UDP-GIcA/UDP- member D1 (SLC35D1) mRNA, partial
GalNAc transporter), member D1 cds
(SLC35D1), transcript variant X3,
mRNA
two 104853 HOXDS8 NM_019558 Homo sapiens homeobox D8 (HOXD8), Nucleus transcription XM_003133496 PREDICTED: Sus scrofa homeobox D8

transcript variant 1, mRNA regulator

(HOXD8), mRNA

Supplementary Table S2 Page 70 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
two 104870 GLRB NG_015823 Homo sapiens glycine receptor, beta Plasma ion channel FP236342 Pig DNA sequence from clone CH242-
(GLRB), RefSeqGene on chromosome Membrane 42106 on chromosome X, complete
4 sequence
two 104878 NLGN1 XM_006713540 PREDICTED: Homo sapiens neuroligin Plasma enzyme XM_003132537 PREDICTED: Sus scrofa neuroligin 1
1 (NLGN1), transcript variant X8, mRNA Membrane (NLGN1), mRNA
two 104921 COPB1 NM_001144062 Homo sapiens coatomer protein Cytoplasm transporter AK389818 Sus scrofa mRNA, clone:
complex, subunit beta 1 (COPB1), AMP010083C06, expressed in alveolar
transcript variant 3, mMRNA macrophage
two 104948 NRXN1 XM_006712144 PREDICTED: Homo sapiens neurexin 1 Plasma transporter XM_003354828 PREDICTED: Sus scrofa neurexin-1-
(NRXN1), transcript variant X14, mMRNA Membrane like (LOC100622083), transcript variant
1, partial MRNA
two 104967 TBC1D30 XM_006719301 PREDICTED: Homo sapiens TBC1 Cytoplasm other XM_005663955 PREDICTED: Sus scrofa TBC1 domain
domain family, member 30 (TBC1D30), family, member 30 (TBC1D30), mRNA
transcript variant X2, mRNA
two 105235 RYBP NM_012234 Homo sapiens RING1 and YY1 binding Nucleus transcription XM_005669728 PREDICTED: Sus scrofa RING1 and
protein (RYBP), mRNA regulator YY1 binding protein (RYBP), mRNA
two 105255 GRAMD4 XM_006724170 PREDICTED: Homo sapiens GRAM Other other XM_005663307 PREDICTED: Sus scrofa mex-3 RNA
domain containing 4 (GRAMD4), binding family member A (MEX3A),
transcript variant X8, mRNA mRNA
two 105299 C170rf85 NM_001114118 Homo sapiens chromosome 17 open Nucleus other AK348700 Sus scrofa mRNA,
reading frame 85 (C170rf85), mRNA clone:PBL010001A02, expressed in
peripheral blood mononuclear cells
two 200023 SPECCIL NM_001254732 Homo sapiens sperm antigen with Extracellular other XM_005670893 PREDICTED: Sus scrofa sperm antigen
calponin homology and coiled-coil Space with calponin homology and coiled-coil
domains 1-like (SPECC1L), transcript domains 1-like (SPECC1L), transcript
variant 3, mRNA variant X2, mRNA
two 200037 CPEB2 AC098829 Homo sapiens BAC clone RP11-665G4 Cytoplasm translation XM_003481942 PREDICTED: Sus scrofa
from 4, complete sequence regulator uncharacterized LOC100738544
(LOC100738544), mRNA
two 200146 PTGFRN BC152454 Homo sapiens prostaglandin F2 Plasma other FO203420 Pig DNA sequence from clone CH242-
receptor negative regulator, mRNA Membrane 153G11 on chromosome X, complete
(cDNA clone MGC:176708 sequence
IMAGE:8862587), complete cds
two 200274 ABCB10 XM_006711755 PREDICTED: Homo sapiens ATP- Cytoplasm transporter XM_005671002 PREDICTED: Sus scrofa ATP-binding
binding cassette, sub-family B cassette, sub-family B (MDR/TAP),
(MDR/TAP), member 10 (ABCB10), member 10 (ABCB10), mRNA
transcript variant X2, mRNA
two 200430 FP236316 Human DNA sequence from clone FP085429 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 362P2 on chromosome X, complete
complete sequence sequence
two 200458 VCAN NG 012682 Homo sapiens versican (VCAN), Extracellular other XM_005661537 PREDICTED: Sus scrofa versican

RefSeqGene on chromosome 5

Space

(VCAN), transcript variant X3, mRNA
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two 200478 AC005906 Homo sapiens 12p13,3 BAC RPCI11- XR_298478 PREDICTED: Sus scrofa
429A20 (Roswell Park Cancer Institute uncharacterized LOC100524923
Human BAC Library) complete (LOC100524923), misc_RNA
sequence
two 200499 AL844892 Human DNA sequence from clone RP11- XM_003483511 PREDICTED: Sus scrofa wings apart-
396M20 on chromosome 10, complete like protein homolog (LOC100736629),
sequence mRNA
two 200503 AC091843 Homo sapiens chromosome 5 clone NM_001243859 Sus scrofa coiled-coil domain
CTD-2185023, complete sequence containing 59 (CCDC59), mRNA
>gi|115546949|dbj|AK240595,1| Sus
scrofa mRNA, clone:UTR010104B11,
expressed in uterus
two 200595 ECT2 BC006838 Homo sapiens epithelial cell Cytoplasm  other FP074891 Pig DNA sequence from clone CH242-
transforming sequence 2 oncogene, 212017 on chromosome X, complete
MRNA (cDNA clone IMAGE:3450287), sequence
complete cds
two 200679 RBBP9 AC012170 Homo sapiens chromosome 15 clone XM_003483900 PREDICTED: Sus scrofa
RP11-562A8 map 15921,1, complete retinoblastoma binding protein 9
sequence (RBBP9), mRNA
two 200717 FP236316 Human DNA sequence from clone FP015883 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 13019 on chromosome X, complete
complete sequence sequence
two 200797 WDR45 NM_001029896 Homo sapiens WD repeat domain 45  Other other NM_001190293 Sus scrofa WD repeat domain 45
(WDR45), transcript variant 2, mRNA (WDR45), mRNA
>gi|296874503|gb|HM046518,1| Sus
scrofa WD repeat domain 45 (WDR45)
mRNA, complete cds
two 200807 ERLIN2 NG_032059 Homo sapiens ER lipid raft associated 2 AY609925 Sus scrofa clone
(ERLIN2), RefSeqGene on Clu_44625,scr,msk,p1,Contig1, mRNA
chromosome 8 sequence
two 200811 FP236316 Human DNA sequence from clone XM_005671751 PREDICTED: Sus scrofa pleckstrin
CH507-510L4 on chromosome 21, homology domain-containing family A
complete sequence member 2-like (LOC102165667),
mRNA
two 200813 RABGAP1 XM_006717032 PREDICTED: Homo sapiens RAB Cytoplasm  other XM_005660415 PREDICTED: Sus scrofa RAB GTPase
GTPase activating protein 1 activating protein 1 (RABGAP1), mRNA
(RABGAP1), transcript variant X5,
mRNA
two 200814 DDOST AK297009 Homo sapiens cDNA FLJ55714 Cytoplasm enzyme AK397862 Sus scrofa mRNA, clone:
complete cds, highly similar to Dolichyl- TCHO010009H11, expressed in trachea
diphosphooligosaccharide--protein
glycosyltransferase 48 kDa subunit
precursor (EC 2,4,1,119)
two 200825 VWC2 NM_198570 Homo sapiens von Willebrand factor C Extracellular other XM_003130433 PREDICTED: Sus scrofa von

domain containing 2 (VWC2), mRNA Space

Willebrand factor C domain containing 2
(VWC2), mRNA
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two 200830 GATAD1 XR_ 428182 PREDICTED: Homo sapiens GATA zinc Nucleus other XM_003357440 PREDICTED: Sus scrofa GATA zinc
finger domain containing 1 (GATAD1), finger domain containing 1 (GATAD1),
transcript variant X2, misc_RNA mRNA
two 200831 TMF1 NM_007114 Homo sapiens TATA element Cytoplasm transcription AB476300 Sus scrofa germline T-cell receptor beta
modulatory factor 1 (TMF1), mRNA regulator VDJC region genes and EPHBS6,
TRPVG6 genes, partial and complete
cds, clone: L353E06
two 200835 METTL3 NG_001332 Homo sapiens T cell receptor alpha XM_003128580 PREDICTED: Sus scrofa
delta locus (TCRA/TCRD) on methyltransferase like 3 (METTL3),
chromosome 14 mRNA
two 200847 TSHZz2 NM_173485 Homo sapiens teashirt zinc finger Other other XR_308876 PREDICTED: Sus scrofa
homeobox 2 (TSHZ2), transcript variant uncharacterized LOC102159477
1, mRNA (LOC102159477), misc_RNA
two 200856 RASSF1 NM_001206957 Homo sapiens Ras association Nucleus other XM_005669597 PREDICTED: Sus scrofa Ras
(RalGDS/AF-6) domain family member association (RalGDS/AF-6) domain
1 (RASSF1), transcript variant H, family member 1 (RASSF1), transcript
mRNA variant X7, mRNA
two 200862 RAD51B NM_133510 Homo sapiens RAD51 paralog B Nucleus enzyme XM_005656349 PREDICTED: Sus scrofa RAD51
(RAD51B), transcript variant 2, mRNA paralog B (RAD51B), transcript variant
X2, mRNA
two 200866 MTRF1L AC022849 Homo sapiens, clone RP11-274M4, NM_001244934 Sus scrofa mitochondrial translational
complete sequence release factor 1-like (MTRF1L), mRNA
>gi|52351519|gb|AY609949,1| Sus
scrofa clone
Clu_4706,scr,msk,p1,Contigd, mRNA
sequence
two 200873 CWF19L1 JF432814 Synthetic construct Homo sapiens clone Other other XM_001929531 PREDICTED: Sus scrofa CWF19-like 1,
IMAGE:100074132 CWF19-like 1, cell cell cycle control (S, pombe)
cycle control (S, pombe) (CWF19L1) (CWF19L1), transcript variant 1, mRNA
gene, encodes complete protein
two 200875 SMARCA2 NG_032162 Homo sapiens SWI/SNF related, matrix Nucleus transcription XR 297632 PREDICTED: Sus scrofa
associated, actin dependent regulator of regulator uncharacterized LOC100516105
chromatin, subfamily a, member 2 (LOC100516105), transcript variant X1,
(SMARCAZ2), RefSeqGene on misc_RNA
chromosome 9
two 200889 ARAP3 FM206294 Cloning vector pchilGHG1 XM_003124002 PREDICTED: Sus scrofa ArfGAP with
RhoGAP domain, ankyrin repeat and
PH domain 3 (ARAP3), mRNA
two 200890 FP236316 Human DNA sequence from clone XM_003481937 PREDICTED: Sus scrofa ring finger
CH507-510L4 on chromosome 21, protein 207 (RNF207), mRNA
complete sequence
two 200891 FP236316 Human DNA sequence from clone FP103051 Pig DNA sequence from clone CH242-

CH507-510L4 on chromosome 21,
complete sequence

71D22 on chromosome X, complete
sequence
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two 200906 DYM XM_006722489 PREDICTED: Homo sapiens dymeclin  Cytoplasm  other XM_003480324 PREDICTED: Sus scrofa dymeclin
(DYM), transcript variant X5, mRNA (DYM), mRNA

two 200907 KLHDC9 NR_033385 Homo sapiens kelch domain containing Other other XM_001927877 PREDICTED: Sus scrofa kelch domain
9 (KLHDC?9), transcript variant 3, non- containing 9 (KLHDC9), mRNA
coding RNA

two 200909 FP236316 Human DNA sequence from clone FP085370 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 209D19 on chromosome X, complete
complete sequence sequence

two 200920 AL137025 Human DNA sequence from clone RP11: XR_307825 PREDICTED: Sus scrofa
106M7 on chromosome 10, complete uncharacterized LOC102159524
sequence (LOC102159524), misc_RNA

two 200921 AC104380 Homo sapiens chromosome 8, clone AK390785 Sus scrofa mRNA, clone:
CTD-2342C1, complete sequence BKFL10094A06, expressed in backfat

two 200934 LOC100507217 NR_037602 Homo sapiens uncharacterized Other other NR _033705 Sus scrofa uncharacterized
LOC100507217 (LOC100507217), LOC100152407 (LOC100152407), long
transcript variant 3, long non-coding non-coding RNA
RNA

two 200938 RNF19B XM_006710357 PREDICTED: Homo sapiens ring finger Cytoplasm other XM_003356300 PREDICTED: Sus scrofa ring finger
protein 19B (RNF19B), transcript variant protein 19B (RNF19B), transcript variant
X3, mRNA X2, mRNA

two 200955 FP236316 Human DNA sequence from clone CU406985 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 434N2 on chromosome X, complete
complete sequence sequence

two 200969 TMEM255A XR 430546 PREDICTED: Homo sapiens Extracellular other XM_003360427 PREDICTED: Sus scrofa
transmembrane protein 255A Space transmembrane protein 255A
(TMEM255A), transcript variant X1, (TMEM255A), transcript variant 3,
misc_RNA mRNA

two 200979 FP236316 Human DNA sequence from clone XR_297412 PREDICTED: Sus scrofa
CH507-510L4 on chromosome 21, uncharacterized LOC102164934
complete sequence (LOC102164934), misc_RNA

two 200980 RBBP7 NM_001198719 Homo sapiens retinoblastoma binding  Nucleus transcription XM_005673459 PREDICTED: Sus scrofa
protein 7 (RBBP7), transcript variant 1, regulator retinoblastoma binding protein 7
mRNA (RBBP7), transcript variant X4, mRNA

two 200984 CRTAM AB209830 Homo sapiens mRNA for class-| MHC- Plasma other XM_003129946 PREDICTED: Sus scrofa cytotoxic and
restricted T cell associated molecule Membrane regulatory T cell molecule (CRTAM),
variant protein mRNA

two 200999 AL590807 Human DNA sequence from clone RP11- XM_005669465 PREDICTED: Sus scrofa serine
325L2 on chromosome 13, complete protease 44-like (LOC100516643),
sequence mRNA

two 201007 FP236316 Human DNA sequence from clone AK346986 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:MLNO10087F03, expressed in
complete sequence mesenteric lymph nodes

two 201011 AC007614 Homo sapiens chromosome 16 clone XR 309404 PREDICTED: Sus scrofa vacuolar

RP11-491F9, complete sequence

protein sorting-associated protein 13C-
like (LOC100153796), misc_RNA
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two 201018 FP236316 Human DNA sequence from clone FP015844 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 510013 on chromosome X, complete
complete sequence sequence

two 201034 FRMD4A BC151244 Homo sapiens FERM domain Plasma other XM_005668127 PREDICTED: Sus scrofa
containing 4A, mRNA (cDNA clone Membrane uncharacterized LOC102161596
MGC:167839 IMAGE:8860518), (LOC102161596), mRNA
complete cds

two 201035 MFF NG_033153 Homo sapiens mitochondrial fission XM_005660920 PREDICTED: Sus scrofa nuclear
factor (MFF), RefSeqGene on receptor subfamily 1, group H, member
chromosome 2 3 (NR1H3), transcript variant X2, mRNA

two 201036 NACA XM_006719420 PREDICTED: Homo sapiens nascent  Cytoplasm transcription XM_001929432 PREDICTED: Sus scrofa nascent
polypeptide-associated complex alpha regulator polypeptide-associated complex subunit
subunit (NACA), transcript variant X9, alpha-like (LOC100154750), transcript
mRNA variant X1, mRNA

two 201046 AC013437 Homo sapiens BAC clone RP11-190J23 AF486872 Sus scrofa breed Chinese Jiangquhai
from 2, complete sequence mitochondrion, complete genome

two 201048 EIF3I u39067 Homo sapiens translation initiation Cytoplasm translation AK397989 Sus scrofa mRNA, clone:
factor elF3 p36 subunit mRNA, regulator TCHO010056B03, expressed in trachea
complete cds

two 201053 FHL2 XM_005263901 PREDICTED: Homo sapiens four and a Nucleus transcription XM_003124859 PREDICTED: Sus scrofa four and a half
half LIM domains 2 (FHL2), transcript regulator LIM domains 2 (FHL2), transcript
variant X1, mRNA variant X2, mRNA

two 201054 MB XM_005261605 PREDICTED: Homo sapiens myoglobin Cytoplasm transporter AK396342 Sus scrofa mRNA, clone:
(MB), transcript variant X1, mRNA PST010013E01, expressed in prostate

two 201065 FP236316 Human DNA sequence from clone FP326726 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 132G7 on chromosome X, complete
complete sequence sequence

two 201071 SCAMP1 AF005037 Homo sapiens secretory carrier Cytoplasm transporter NM_214245 Sus scrofa secretory carrier membrane
membrane protein (SCAMP1) mRNA, protein 1 (SCAMP1), mRNA
complete cds >@i|3947736|emb|Y15710,1| Sus scrofa

mRNA for SCAMP1 protein

two 201074 FP236316 Human DNA sequence from clone CU914693 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 146E2 on chromosome X, complete
complete sequence sequence

two 201082 MGP NG_023331 Homo sapiens matrix Gla protein Extracellular other Cu481471 Pig DNA sequence from clone CH242-
(MGP), RefSeqGene on chromosome  Space 254C9 on chromosome X, complete
12 sequence

two 201083 NOP14 XM_006713929 PREDICTED: Homo sapiens NOP14 Nucleus other AK237695 Sus scrofa mRNA,
nucleolar protein (NOP14), transcript clone:SPL010081HO01, expressed in
variant X3, mRNA spleen

two 201090 ACO007722 Homo sapiens chromosome 17, clone XR_306488 PREDICTED: Sus scrofa
CTC-803M21, complete sequence uncharacterized LOC102167421

(LOC102167421), misc_RNA
two 201092 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
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two 201095 PPARGC1B NG_016747 Homo sapiens peroxisome proliferator- Nucleus transcription XR_115797 PREDICTED: Sus scrofa
activated receptor gamma, coactivator 1 regulator uncharacterized LOC100516787
beta (PPARGC1B), RefSeqGene on (LOC100516787), transcript variant 2,
chromosome 5 misc_RNA
two 201109 WDR20 AF327354 Homo sapiens DMR protein mRNA, Other other AY803092 Sus scrofa chromosome 17 clone
complete cds pkmCon19, mRNA sequence
two 201133 FTSJ3 AK296715 Homo sapiens cDNA FLJ53449 Nucleus enzyme XM_003131287 PREDICTED: Sus scrofa FtsJ homolog
complete cds, highly similar to rRNA 3 (E, coli) (FTSJ3), mRNA
methyltransferase 3 (EC 2,1,1,-)
two 201140 BVES NM_001199563 Homo sapiens blood vessel epicardial Plasma other CU595467 Pig DNA sequence from clone CH242-
substance (BVES), transcript variant C, Membrane 242E16 on chromosome 18, complete
mRNA sequence
two 201146 CCDC185 AL590669 Human DNA sequence from clone RP11 Other other NM_001244215 Sus scrofa complement component 5a
76K24 on chromosome 1, complete receptor 1 (C5AR1), mRNA
sequence
two 201152 MKNK2 AF125532 Homo sapiens map kinase-interacting  Cytoplasm kinase XM_005661373 PREDICTED: Sus scrofa MAP kinase-
kinase mMRNA, complete cds interacting serine/threonine-protein
kinase 2-like (LOC100517077), mRNA
two 201161  SLCO2A1 FM206294 Cloning vector pchilGHG1 DQ104838 Sus scrofa solute carrier organic anion
transporter family member 2A1
(SLCO2A1) gene, exon 6
two 201171 SEPT10 NR_047585 Homo sapiens septin 10 (SEPT10), Cytoplasm transcription XR 302278 PREDICTED: Sus scrofa septin-10-like
transcript variant 3, long non-coding regulator (LOC100522986), transcript variant X3,
RNA misc_RNA
two 201191  PRR13 BC066943 Homo sapiens proline rich 13, mMRNA  Nucleus other XM_005652519 PREDICTED: Sus scrofa proline-rich
(cDNA clone MGC:87320 protein 13 (LOC100517160), transcript
IMAGE:4817871), complete cds variant X3, mRNA
two 201224 AC090530 Homo sapiens chromosome 1 clone AK345938 Sus scrofa mRNA,
RP11-416G1, complete sequence clone:LVR010062H04, expressed in
liver
two 201226 TMEDS8 AK025695 Homo sapiens cDNA: FLJ22042 fis, Other other CuU311198 Pig DNA sequence from clone CH242-
clone HEP09065 510N18 on chromosome X, complete
sequence
two 201228 COL4A6 NG_012059 Homo sapiens collagen, type 1V, alpha 6 Extracellular other XM_005658428 PREDICTED: Sus scrofa rho GTPase-
(COL4AB), RefSeqGene on Space activating protein 39-like
chromosome X (LOC100621381), partial MRNA
two 201234 CCNK XM_005268154 PREDICTED: Homo sapiens cyclin K Nucleus kinase XM_001925518 PREDICTED: Sus scrofa cyclin K
(CCNK), transcript variant X1, mRNA (CCNK), mRNA
two 201245 SURF1 XM_006717256 PREDICTED: Homo sapiens surfeit 1  Cytoplasm enzyme AK391958 Sus scrofa mRNA, clone:
(SURF1), transcript variant X2, mRNA HTMT10037A03, expressed in
hypothalamus
two 201281 NG_026170 Homo sapiens leucine rich repeat CuU914430 Pig DNA sequence from clone CH242-

containing 37B pseudogene
(LOC100420850) on chromosome 17

421J21 on chromosome 1, complete
sequence
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two 201291 AC245931 Homo sapiens BAC clone CH17-468121 FP091247 Pig DNA sequence from clone CH242-
from chromosome 5, complete 6J13 on chromosome X, complete
sequence sequence
two 201300 AP001033 Homo sapiens genomic DNA, AK235155 Sus scrofa mRNA,
chromosome 18p clone:RP11-888D10, clone:OVRM10054A09, expressed in
complete sequences ovary
two 201306 UBD AC234946 Homo sapiens FOSMID clone ABC8- XM_005665705 PREDICTED: Sus scrofa ubiquitin D
773922P18 from chromosome (UBD), transcript variant X4, mRNA
unknown, complete sequence
two 201326 AL137066 Human DNA sequence from clone RP11: CU462991 Pig DNA sequence from clone CH242-
1019 on chromosome 9, complete 166A19 on chromosome X, complete
sequence sequence
two 201339 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
two 201359 RETNLB FM206294 Cloning vector pchilGHG1 XM_005670236 PREDICTED: Sus scrofa resistin like
beta (RETNLB), transcript variant X1,
mRNA
two 201385 COX8A NM_004074 Homo sapiens cytochrome c oxidase  Cytoplasm enzyme XM_003122583 PREDICTED: Sus scrofa cytochrome ¢
subunit VIIIA (ubiquitous) (COX8A), oxidase subunit 8A, mitochondrial-like
mRNA >gi|38614452|gb|BC063025,1| (LOC100522725), transcript variant 1,
Homo sapiens cytochrome ¢ oxidase mRNA
subunit 8A (ubiquitous), mRNA (cDNA
clone MGC:70795 IMAGE:6018884),
complete cds
two 201399 COLEC12 NM_130386 Homo sapiens collectin sub-family Plasma transmembrane CU407163 Pig DNA sequence from clone CH242-
member 12 (COLEC12), mRNA Membrane receptor 22216 on chromosome X, complete
sequence
two 201416 REG3G BC103854 Homo sapiens regenerating islet- Extracellular other AK231540 Sus scrofa mRNA,
derived 3 gamma, mRNA (cDNA clone Space clone:ITT010089C01, expressed in
MGC:119001 IMAGE:40002931), intestine
complete cds
two 201423 FM206294 Cloning vector pchilGHG1 XM_005670946 PREDICTED: Sus scrofa armadillo
repeat gene deleted in velocardiofacial
syndrome (ARVCF), transcript variant
X4, mRNA
two 201463 TOR1A NG_008049 Homo sapiens torsin family 1, member Cytoplasm other AK233486 Sus scrofa mRNA,
A (torsin A) (TOR1A), RefSeqGene on clone:LVRM10157E01, expressed in
chromosome 9 liver
two 201539 COMMD4 XM_005254510 PREDICTED: Homo sapiens COMM Cytoplasm  other XM_001924389 PREDICTED: Sus scrofa COMM
domain containing 4 (COMMDA4), domain containing 4 (COMMDA4),
transcript variant X2, mRNA mRNA
two 201547 ACSS3 XM_006719601 PREDICTED: Homo sapiens acyl-CoA Cytoplasm enzyme XM_003481763 PREDICTED: Sus scrofa acyl-CoA

synthetase short-chain family member 3
(ACSS3), transcript variant X3, mRNA

synthetase short-chain family member 3
(ACSS3), mRNA
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two 201595 AC022146 Homo sapiens chromosome 19 clone AK237162 Sus scrofa mRNA,
CTD-3020H12, complete sequence clone:SPL010006A10, expressed in
spleen
two 201638 AC008806 Homo sapiens chromosome 19 clone XR_303826 PREDICTED: Sus scrofa
CTD-2086020, complete sequence uncharacterized LOC100737242
(LOC100737242), misc_RNA
two 201640 FP236316 Human DNA sequence from clone CT827801 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 209H21 on chromosome 14, complete
complete sequence sequence
two 201654 SOCS3 NM_003955 Homo sapiens suppressor of cytokine  Cytoplasm  phosphatase AY785557 Sus scrofa suppressor of cytokine
signaling 3 (SOCS3), mRNA signaling 3 (SOCS3) gene, partial cds
two 201697 FP236316 Human DNA sequence from clone AB053451 Sus scrofa DNA, constant regions and
CH507-510L4 on chromosome 21, joining segments of T cell receptor
complete sequence alpha/delta chain
two 201704 LRRFIP2 CR749705 Homo sapiens mRNA; cDNA Extracellular other CU928866 Pig DNA sequence from clone CH242-
DKFZp434H2035 (from clone Space 189014 on chromosome X, complete
DKFZp434H2035) sequence
two 201744 HTRA2 AF141306 Homo sapiens serine protease HirA2- Cytoplasm  peptidase AK397073 Sus scrofa mRNA, clone:
p7 mRNA, alternatively spliced, partial PTG010075E06, expressed in pituitary
cds gland
two 201752 LUC7L2 NG_030012 Homo sapiens LUC7-like 2 (S, FP015844 Pig DNA sequence from clone CH242-
cerevisiae) (LUC7L2), RefSeqGene on 510013 on chromosome X, complete
chromosome 7 sequence
two 201782 EFNAS XM_006714565 PREDICTED: Homo sapiens ephrin-A5 Plasma kinase AK349052 Sus scrofa mRNA,
(EFNADb), transcript variant X1, mMRNA  Membrane clone:PCT010007AQ09, expressed in
placenta
two 201783 DST XM_006715169 PREDICTED: Homo sapiens dystonin  Plasma other XM_003128338 PREDICTED: Sus scrofa dystonin
(DST), transcript variant X18, mRNA Membrane (DST), transcript variant X2, mRNA
two 201784 LRMP XM_006719077 PREDICTED: Homo sapiens lymphoid- Cytoplasm other XM_005655654 PREDICTED: Sus scrofa lymphoid-
restricted membrane protein (LRMP), restricted membrane protein (LRMP),
transcript variant X10, mRNA mRNA
two 201809 FBXW2 XM_006717051 PREDICTED: Homo sapiens F-box and Cytoplasm enzyme FP102665 Pig DNA sequence from clone CH242-
WD repeat domain containing 2 289C15 on chromosome 6, complete
(FBXWS2), transcript variant X9, mRNA sequence
two 201836 SSB X14684 Human mRNA for La protein C-terminal Nucleus enzyme AK236611 Sus scrofa mRNA,
region clone:OVRM10208B07, expressed in
ovary
two 201858 DSG1 NG_011803 Homo sapiens desmoglein 1 (DSG1), Plasma other FP015844 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 18 Membrane 510013 on chromosome X, complete
sequence
two 201866 SERPINA12  XM_005267351 PREDICTED: Homo sapiens serpin Cytoplasm  other CuU606897 Pig DNA sequence from clone CH242-
peptidase inhibitor, clade A (alpha-1 238J16 on chromosome X, complete
antiproteinase, antitrypsin), member 12 sequence
(SERPINA12), transcript variant X1,
mRNA
two 201878 FM206294 Cloning vector pchilGHG1 AF067053 Sus scrofa microsatellite Li2 sequence
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two 201881  PAXIP1 XM_005249539 PREDICTED: Homo sapiens PAX Nucleus other XM_005673095 PREDICTED: Sus scrofa PAX
interacting (with transcription-activation interacting (with transcription-activation
domain) protein 1 (PAXIP1), transcript domain) protein 1 (PAXIP1), mRNA
variant X4, mRNA

two 202069 AL157712 Human DNA sequence from clone RP11- CuU928685 Pig DNA sequence from clone CH242-
339B9 on chromosome 10, complete 17N21 on chromosome 2, complete
sequence sequence

two 202146 AC254615 Homo sapiens BAC clone CH17-256B8 FN675227 Sus scrofa contig sequence, clone
from chromosome 22, complete KNP_86D3_Contig12
sequence

two 202167 PKP4 NM_003628 Homo sapiens plakophilin 4 (PKP4), Plasma other XM_005671864 PREDICTED: Sus scrofa plakophilin 4
transcript variant 1, mRNA Membrane (PKP4), transcript variant X6, mRNA

two 202222 AC005075 Homo sapiens BAC clone CTA-219E16 FN673781 Sus scrofa BAC clone KNP_1159H5
from 7, complete sequence

two 202251 ARHGAP24 NM_001287805 Homo sapiens Rho GTPase activating Cytoplasm other NM_001244804 Sus scrofa synovial sarcoma
protein 24 (ARHGAP24), transcript translocation, chromosome 18 (SS18),
variant 4, mRNA mRNA

two 202298 FP236316 Human DNA sequence from clone AK343433 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:ADR010065G11, expressed in
complete sequence adrenal gland

two 202338 SYN3 NG_029545 Homo sapiens synapsin Il (SYN3), AK239993 Sus scrofa mRNA,
RefSeqGene on chromosome 22 clone:UTR010019C10, expressed in

uterus

two 202433 ZFAND2B AP003399 Homo sapiens genomic DNA, Other other XM_005672224 PREDICTED: Sus scrofa zinc finger,
chromosome 11q clone:RP11-448N3, AN1-type domain 2B (ZFAND2B),
complete sequence transcript variant X2, mRNA

two 202670 EML5 XM_006720070 PREDICTED: Homo sapiens Cytoplasm  other XM_003356771 PREDICTED: Sus scrofa echinoderm
echinoderm microtubule associated microtubule associated protein like 5
protein like 5 (EML5), transcript variant (EML5), mRNA
X3, mRNA

two 202673 HECA NM_016217 Homo sapiens headcase homolog Other other XM_003121176 PREDICTED: Sus scrofa headcase
(Drosophila) (HECA), mRNA homolog (Drosophila) (HECA), mRNA

two 202743 MEP1B FP236316 Human DNA sequence from clone XM_003127883 PREDICTED: Sus scrofa meprin A, beta
CH507-510L4 on chromosome 21, (MEP1B), mRNA
complete sequence

two 202826 BACE2 NM_138992 Homo sapiens beta-site APP-cleaving Cytoplasm peptidase Cu856407 Pig DNA sequence from clone CH242-
enzyme 2 (BACEZ2), transcript variant b, 95P6 on chromosome X, complete
mMmRNA sequence

two 202922 POSTN NM_001286667 Homo sapiens periostin, osteoblast Extracellular other XM_005668353 PREDICTED: Sus scrofa periostin,
specific factor (POSTN), transcript Space osteoblast specific factor (POSTN),
variant 7, mRNA transcript variant X4, mRNA

two 203271 CHN1 NR_038133 Homo sapiens chimerin 1 (CHN1), Cytoplasm  other XR_300070 PREDICTED: Sus scrofa N-chimaerin-

transcript variant 4, long non-coding
RNA

like (LOC100627143), misc_RNA
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two 203308 ROBO2 NM_001290065 Homo sapiens roundabout, axon Plasma transmembrane XM_005670292 PREDICTED: Sus scrofa roundabout,
guidance receptor, homolog 2 Membrane receptor axon guidance receptor, homolog 2
(Drosophila) (ROBO2), transcript variant (Drosophila) (ROBO2), mRNA
5, mRNA
two 203386 PDZRN4 AL133067 Homo sapiens mMRNA; cDNA Other other XM_003481712 PREDICTED: Sus scrofa PDZ domain
DKFZp434B0417 (from clone containing ring finger 4 (PDZRN4),
DKFZp434B0417) transcript variant 2, mRNA
two 203404 PTPN12 AC006451 Homo sapiens PAC clone RP4-562A11 Cytoplasm phosphatase FP245417 Pig DNA sequence from clone CH242-
from 7, complete sequence 234G22 on chromosome X, complete
sequence
two 203498 ZNF786 AK297472 Homo sapiens cDNA FLJ61318 Nucleus other XM_005667769 PREDICTED: Sus scrofa zinc finger
complete cds, weakly similar to Zinc protein 786 (ZNF786), mMRNA
finger protein Kr18
two 203510 MIR4425 AL050344 Human DNA sequence from clone RP4- Cytoplasm  microRNA AC091538 Sus scrofa clone RP44-26G1, complete
799D16 on chromosome 1p34,3-36,1, sequence
complete sequence
two 203576 A2M AB209614 Homo sapiens mRNA for alpha 2 Extracellular transporter AK398806 Sus scrofa mRNA, clone:
macroglobulin variant, partial cds Space ADRO010095B09, expressed in adrenal
gland
two 203588 AL022394 Human DNA sequence from clone RP3- CU207390 Pig DNA sequence from clone CH242-
511B24 on chromosome 20g11,2-12, 65K12 on chromosome X, complete
complete sequence sequence
two 203657 CAMLG NM_001745 Homo sapiens calcium modulating Cytoplasm other AK395565 Sus scrofa mRNA, clone:
ligand (CAMLG), mRNA OVRT10028G04, expressed in ovary
two 203674 DPM1 NG_008923 Homo sapiens dolichyl-phosphate CT009560 Pig DNA sequence from clone CH242-
mannosyltransferase polypeptide 1, 4C12 on chromosome 17, complete
catalytic subunit (DPM1), RefSeqGene sequence
on chromosome 20
two 203692 SOST NG_008078 Homo sapiens sclerostin (SOST), Cu856642 Pig DNA sequence from clone CH242-
RefSegGene on chromosome 17 190C16 on chromosome X, complete
sequence
two 203714 ARMCX4 NG_017196 Homo sapiens armadillo repeat Other other FQ790386 Pig DNA sequence from clone CH242-
containing, X-linked 4 (ARMCX4), 33J6 on chromosome X, complete
RefSeqGene on chromosome X sequence
two 203727 UGCG XM_005252186 PREDICTED: Homo sapiens UDP- Cytoplasm enzyme XM_001925267 PREDICTED: Sus scrofa UDP-glucose
glucose ceramide glucosyltransferase ceramide glucosyltransferase (UGCG),
(UGCG), transcript variant X1, mRNA mRNA
two 203742 LOC732360 XR_133016 PREDICTED: Homo sapiens G/T Other other AF067053 Sus scrofa microsatellite Li2 sequence
mismatch-specific thymine DNA
glycosylase-like (LOC732360),
misc_RNA
two 203749 APOBEC3 AC022903 Homo sapiens chromosome 17, clone FJ042938 Sus scrofa CBX6 gene, complete

RP11-642M2, complete sequence

sequence; and APOBEC3F (APOBEC3)
gene, complete cds, alternatively
spliced
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two 203751 IPP XM_006710622 PREDICTED: Homo sapiens Cytoplasm  other AK397905 Sus scrofa mRNA, clone:
intracisternal A particle-promoted TCHO010027A07, expressed in trachea
polypeptide (IPP), transcript variant X3,
mRNA

two 203786 AL392111 Human DNA sequence from clone RP11- CcuU210871 Pig DNA sequence from clone CH242-
48715 on chromosome 10, complete 347013 on chromosome 11, complete
sequence sequence

two 203788 AKNA AK090503 Homo sapiens cDNA FLJ33184 fis, Nucleus other XM_005666209 PREDICTED: Sus scrofa iron-sulfur
clone ADRGL2004031 protein NUBPL-like (LOC100736652),

mRNA

two 203815 FP236316 Human DNA sequence from clone Cu463244 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 339N13 on chromosome X, complete
complete sequence sequence

two 203874 ABHD10 NR_073571 Homo sapiens abhydrolase domain Cytoplasm enzyme AK231572 Sus scrofa mRNA,
containing 10 (ABHD10), transcript clone:ITT010099B08, expressed in
variant 4, long non-coding RNA intestine

two 203879 TOR1AIP2 NM_022347 Homo sapiens torsin A interacting Cytoplasm  other AK344551 Sus scrofa mRNA,
protein 2 (TOR1AIP2), transcript variant clone:DCI0O10073A09, expressed in
1, mRNA dendritic cells (immature)

two 203888 NPM1 NM_001037738 Homo sapiens nucleophosmin Nucleus transcription XM_003359819 PREDICTED: Sus scrofa
(nucleolar phosphoprotein B23, regulator nucleophosmin (nucleolar
numatrin) (NPM1), transcript variant 3, phosphoprotein B23, numatrin) (NPM1),
mRNA transcript variant X3, mRNA

two 203895 KBTBD12 XM_005247168 PREDICTED: Homo sapiens kelch Other other XM_005669819 PREDICTED: Sus scrofa kelch repeat
repeat and BTB (POZ) domain and BTB (POZ) domain containing 12
containing 12 (KBTBD12), transcript (KBTBD12), mRNA
variant X2, mRNA

two 203901 SLC9A1 BC090942 Homo sapiens cDNA clone Plasma ion channel CuU915478 Pig DNA sequence from clone CH242-
IMAGE:3079901 Membrane 29L4 on chromosome X, complete

sequence

two 203903 CDK6 NG_015888 Homo sapiens cyclin-dependent kinase Nucleus kinase DQ104838 Sus scrofa solute carrier organic anion
6 (CDK®6), RefSeqGene on transporter family member 2A1
chromosome 7 (SLCO2A1) gene, exon 6

two 203913 GYS2 XM_005253352 PREDICTED: Homo sapiens glycogen Cytoplasm enzyme XM_005655664 PREDICTED: Sus scrofa chromosome
synthase 2 (liver) (GYS2), transcript 5 open reading frame, human C120rf39
variant X1, mRNA (C5H120rf39), mRNA

two 203932 COX11 XM_006721705 PREDICTED: Homo sapiens Cytoplasm enzyme XR 306510 PREDICTED: Sus scrofa
cytochrome c oxidase assembly uncharacterized LOC102165157
homolog 11 (yeast) (COX11), transcript (LOC102165157), misc_RNA
variant X2, mRNA

two 203941 ROS1 NG_033929 Homo sapiens c-ros oncogene 1, Plasma kinase XM_005654395 PREDICTED: Sus scrofa c-ros
receptor tyrosine kinase (ROS1), Membrane oncogene 1, receptor tyrosine kinase
RefSeqGene on chromosome 6 (ROS1), mRNA

two 203951 CDK14 AC006036 Homo sapiens BAC clone RP11- Nucleus kinase DQ480148 Sus scrofa titin immunoglobulin domain

215P16 from 7, complete sequence

protein (TTID) gene, exons 1 through
10 and partial cds
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two 203963 CXCL8 NG_029889 Homo sapiens interleukin 8 (IL8), Extracellular cytokine AK391559 Sus scrofa mRNA, clone:
RefSeqGene on chromosome 4 Space DCI010116C07, expressed in dendritic
cells (immature)
two 203977 SUMO1 NG_011679 Homo sapiens small ubiquitin-like AK392044 Sus scrofa mRNA, clone:
modifier 1 (SUMO1), RefSeqGene on HTMT10046C11, expressed in
chromosome 2 hypothalamus
two 203982 RGS5 NM_001254749 Homo sapiens regulator of G-protein Plasma other AK235024 Sus scrofa mRNA,
signaling 5 (RGS5), transcript variant 4, Membrane clone:OVRM10042C05, expressed in
mRNA ovary
two 204056 KIAA1919 AK292735 Homo sapiens cDNA FLJ78034 Other peptidase XM_003121369 PREDICTED: Sus scrofa KIAA1919
complete cds ortholog (KIAA1919), mRNA
two 204071  ATP2B1 NG_029485 Homo sapiens ATPase, Ca++ Plasma transporter CR956382 Pig DNA sequence from clone CH242-
transporting, plasma membrane 1 Membrane 231E9 on chromosome 6, complete
(ATP2B1), RefSeqGene on sequence
chromosome 12
two 204151 AL359380 Human DNA sequence from clone RP11- CU914685 Pig DNA sequence from clone CH242-
642N5 on chromosome 6, complete 86E19 on chromosome X, complete
sequence sequence
two 204275 PTENP1 NR_023917 Homo sapiens phosphatase and tensin Cytoplasm  other NM_001143696 Sus scrofa phosphatase and tensin
homolog pseudogene 1 (functional) homolog (PTEN), mRNA
(PTENP1), non-coding RNA >qi|217314874|gb|FJ436380,1| Sus
scrofa phosphatase and tensin-like
protein (PTEN) mRNA, complete cds
two 204318 QKI NG_029604 Homo sapiens QKI, KH domain FN673793 Sus scrofa BAC clone KNP_1255H1
containing, RNA binding (QKI),
RefSeqGene on chromosome 6
two 204382 CTSO NM_001334 Homo sapiens cathepsin O (CTSO), Cytoplasm peptidase XM_005655381 PREDICTED: Sus scrofa discoidin
mRNA domain receptor tyrosine kinase 2
(DDR2), mRNA
two 204402 C14o0rf28 NM_001017923 Homo sapiens chromosome 14 open  Other other XM_005659917 PREDICTED: Sus scrofa chromosome
reading frame 28 (C140rf28), mMRNA 1 open reading frame, human C140rf28
(C1H140rf28), transcript variant X2,
mRNA
two 204412 PVRL3 XM_005247321 PREDICTED: Homo sapiens poliovirus Plasma other XM _003359718 PREDICTED: Sus scrofa RAP1
receptor-related 3 (PVRL3), transcript Membrane interacting factor homolog (yeast)
variant X1, mRNA (RIF1), transcript variant 2, mRNA
two 204476 COG5 NM_181733 Homo sapiens component of oligomeric Cytoplasm transporter AK400542 Sus scrofa mRNA, clone:
golgi complex 5 (COGS), transcript KDNO10080HO06, expressed in kidney
variant 2, mRNA
two 204497 TNPO1 XM_005248501 PREDICTED: Homo sapiens transportin Nucleus transporter XM_005672540 PREDICTED: Sus scrofa transportin 1
1 (TNPO1), transcript variant X2, mRNA (TNPO1), transcript variant X3, mRNA
two 204509 TBCEL XM_005271442 PREDICTED: Homo sapiens tubulin Other other FP089549 Pig DNA sequence from clone CH242-

folding cofactor E-like (TBCEL),
transcript variant X4, mRNA

42806 on chromosome 2, complete
sequence
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two 204533 PIGW XM_006721831 PREDICTED: Homo sapiens Cytoplasm enzyme Cu607014 Pig DNA sequence from clone CH242-
phosphatidylinositol glycan anchor 405P18 on chromosome 2, complete
biosynthesis, class W (PIGW), transcript sequence
variant X3, mRNA
>qi|578840333|ref|[XM_006725317,1|
PREDICTED: Homo sapiens
phosphatidylinositol glycan anchor
biosynthesis, class W (PIGW),
transcript variant X1, mRNA

two 204549  ATP5F1P5 NG_021837 Homo sapiens ATP synthase, H+ XM_003355244 PREDICTED: Sus scrofa ATP synthase,
transporting, mitochondrial Fo complex, H+ transporting, mitochondrial Fo
subunit B1 pseudogene 5 (ATP5F1P5) complex, subunit B1 (ATP5F 1), mRNA
on chromosome 11

two 204633 TPD52L1 XM_005267123 PREDICTED: Homo sapiens tumor Cytoplasm  other XM_005659215 PREDICTED: Sus scrofa tumor protein
protein D52-like 1 (TPD52L1), transcript D52-like 1 (TPD52L1), transcript variant
variant X4, mRNA X2, mRNA

two 204643 ERGIC2 NM_016570 Homo sapiens ERGIC and golgi 2 Cytoplasm  other XM_005655651 PREDICTED: Sus scrofa ERGIC and
(ERGICZ2), mMRNA golgi 2 (ERGIC2), transcript variant X1,

mRNA

two 204647 SUPT3H XM_006715230 PREDICTED: Homo sapiens Nucleus transcription AK394928 Sus scrofa mRNA, clone:
suppressor of Ty 3 homolog (S, regulator OVRO010063F02, expressed in ovary
cerevisiae) (SUPT3H), transcript variant
X3, mRNA

two 204651 AC024270 Homo sapiens chromosome 15, clone AY803092 Sus scrofa chromosome 17 clone
RP11-382A20, complete sequence pkmCon19, mRNA sequence

two 204712 ALDH6A1 NG_012257 Homo sapiens aldehyde Cytoplasm enzyme XM_005656401 PREDICTED: Sus scrofa aldehyde
dehydrogenase 6 family, member A1 dehydrogenase 6 family, member A1
(ALDH6A1), RefSeqGene on (ALDHG6A1), transcript variant X4,
chromosome 14 mRNA

two 204756 AC243828 Homo sapiens BAC clone CH17-52J16 FQ377577 Pig DNA sequence from clone CH242-
from chromosome unknown, complete 326H11 on chromosome X, complete
sequence sequence

two 204767 ZNF706 AK290477 Homo sapiens cDNA FLJ76537 Other other XM_003481371 PREDICTED: Sus scrofa zinc finger
complete cds, highly similar to Homo protein 706 (ZNF706), transcript variant
sapiens zinc finger protein 706 X1, mRNA
(ZNF706), mRNA

two 204770 AC084793 Homo sapiens BAC clone CTD- AC091505 Sus scrofa clone RP44-331G21,
2651D18 from 7, complete sequence complete sequence

two 204800 ZBTB41 NM_194314 Homo sapiens zinc finger and BTB Other other XM_003357660 PREDICTED: Sus scrofa zinc finger
domain containing 41 (ZBTB41), mRNA and BTB domain-containing protein 41-

like (LOC100627731), mRNA
two 204808 SLC10A5 BC136625 Homo sapiens solute carrier family 10  Other other XM_003361193 PREDICTED: Sus scrofa solute carrier

(sodium/bile acid cotransporter family),
member 5, mRNA (cDNA clone
MGC:168238 IMAGE:9020615),
complete cds

family 10, member 5 (SLC10A5), mRNA
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two 204810 PSMD6 XM_006713431 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003483201 PREDICTED: Sus scrofa 26S
proteasome (prosome, macropain) 26S proteasome non-ATPase regulatory
subunit, non-ATPase, 6 (PSMD6), subunit 6-like (LOC100739334), mRNA
transcript variant X3, mRNA
two 204816 KNG1 NG_016009 Homo sapiens kininogen 1 (KNG1), Extracellular other CT868688 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 3 Space 510G16 on chromosome 7, complete
sequence
two 204818 SCGB2A2 NM_002411 Homo sapiens secretoglobin, family 2A, Extracellular other AK399215 Sus scrofa mRNA, clone:
member 2 (SCGB2A2), mRNA Space SMG010030G02, expressed in
submaxillary gland
two 204822 AC099057 Homo sapiens chromosome 3 clone AK399215 Sus scrofa mRNA, clone:
RP11-655N11, complete sequence SMG010030G02, expressed in
submaxillary gland
two 204833 SLC35A1 BC017807 Homo sapiens solute carrier family 35 Cytoplasm  transporter AK230731 Sus scrofa mRNA,
(CMP-sialic acid transporter), member clone:AMP010033D02, expressed in
A1, mRNA (cDNA clone MGC:22375 alveolar macrophage
IMAGE:4690513), complete cds
two 204838 PABPCH1 XM_005250861 PREDICTED: Homo sapiens poly(A) Cytoplasm translation XR_302887 PREDICTED: Sus scrofa poly(A)
binding protein, cytoplasmic 1 regulator binding protein, cytoplasmic 1
(PABPC1), transcript variant X1, mRNA (PABPC1), transcript variant X3,
misc_RNA
two 204839 THAP1 NG_011837 Homo sapiens THAP domain Nucleus other XM_005657650 PREDICTED: Sus scrofa THAP domain
containing, apoptosis associated protein containing, apoptosis associated protein
1 (THAP1), RefSeqGene on 1 (THAP1), transcript variant X2, mRNA
chromosome 8
two 204841 VTHA AK303646 Homo sapiens cDNA FLJ61523 Plasma transporter AK352163 Sus scrofa mRNA,
complete cds, highly similar to Vesicle Membrane clone:UTR010015A12, expressed in
transport through interaction witht- uterus
SNAREs homolog 1A
two 204842 UBE3D AL357121 Human DNA sequence from clone RP11 Other other XM_005666999 PREDICTED: Sus scrofa protein
381J15 on chromosome 6, complete FAM13A-like (LOC100517722), mRNA
sequence
two 204864 KIAA1804 NM_032435 Homo sapiens mixed lineage kinase 4  Other kinase CR956634 Pig DNA sequence from clone CH242-
(KIAA1804), mRNA 27718 on chromosome 17, complete
sequence
two 204866  ATXN1 NG_011571 Homo sapiens ataxin 1 (ATXN1), Nucleus transcription XR_304304 PREDICTED: Sus scrofa
RefSeqGene on chromosome 6 regulator uncharacterized LOC100623695
(LOC100623695), misc_RNA
two 204941 GPAM XM_005269998 PREDICTED: Homo sapiens glycerol-3- Cytoplasm enzyme XM_005671463 PREDICTED: Sus scrofa glycerol-3-
phosphate acyltransferase, phosphate acyltransferase (GPAT),
mitochondrial (GPAM), transcript variant transcript variant X3, mRNA
X1, mRNA
two 204943 GPNMB XM_005249578 PREDICTED: Homo sapiens Plasma enzyme AK399427 Sus scrofa mRNA, clone:
glycoprotein (transmembrane) nmb Membrane AMP010027A10, expressed in alveolar

(GPNMB), transcript variant X2, mRNA

macrophage
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two 204951 SUCO XM_006711376 PREDICTED: Homo sapiens SUN Other other XM_003357538 PREDICTED: Sus scrofa SUN domain
domain containing ossification factor containing ossification factor (SUCO),
(SUCO), transcript variant X5, mRNA transcript variant 1, mRNA
two 204964 JAGN1 NM_032492 Homo sapiens jagunal homolog 1 Other other AK234514 Sus scrofa mRNA,
(Drosophila) (JAGN1), mRNA clone:OVR010075A08, expressed in
ovary
two 204967 PRDX3 AL441986 Human DNA sequence from clone RP11. XM_005671499 PREDICTED: Sus scrofa peroxiredoxin
349010 on chromosome 13, complete 3 (PRDX3), transcript variant X1, mRNA
sequence
two 204985 SAA4 NM_006512 Homo sapiens serum amyloid A4, Extracellular transporter AK344437 Sus scrofa mRNA,
constitutive (SAA4), mRNA Space clone:DCIO10050E08, expressed in
dendritic cells (immature)
two 205050 ST13 NM_001278589 Homo sapiens suppression of Cytoplasm other XM_003481532 PREDICTED: Sus scrofa suppression
tumorigenicity 13 (colon carcinoma) of tumorigenicity 13 (colon carcinoma)
(Hsp70 interacting protein) (ST13), (Hsp70 interacting protein) (ST13),
transcript variant 2, mRNA transcript variant 2, mRNA
two 205133 BX072579 Human DNA sequence from clone RP11: Cu856547 Pig DNA sequence from clone CH242-
199F6 on chromosome 13, complete 101D8 on chromosome X, complete
sequence sequence
two 205144 TEX30 NM_001286776 Homo sapiens testis expressed 30 Other other XM_003361274 PREDICTED: Sus scrofa testis-
(TEX30), transcript variant 3, mRNA expressed sequence 30 protein-like
(LOC100622843), mRNA
two 205176 CLN5 NG_009064 Homo sapiens ceroid-lipofuscinosis, Cytoplasm other XM_005668472 PREDICTED: Sus scrofa ceroid-
neuronal 5 (CLN5), RefSeqGene on lipofuscinosis, neuronal 5 (CLN5),
chromosome 13 mRNA
two 205180 GSPT1 XM_005255275 PREDICTED: Homo sapiens G1to S Cytoplasm translation XR_300108 PREDICTED: Sus scrofa
phase transition 1 (GSPT1), transcript regulator uncharacterized LOC102166518
variant X2, mRNA (LOC102166518), misc_RNA
two 205218 MEPE NG_034073 Homo sapiens matrix extracellular Extracellular other CuU856168 Pig DNA sequence from clone CH242-
phosphoglycoprotein (MEPE), Space 97B16 on chromosome 8, complete
RefSeqGene on chromosome 4 sequence
two 205232 PPP1R12A AF458589 Homo sapiens myosin phosphatase Cytoplasm phosphatase AB280947 Sus scrofa DCT, GPC6 genes for
target subunit 1 variant (PPP1R12A) dopachrome tautomerase, glypican 6,
mRNA, complete cds complete cds
two 205240 C4H1orf114 AL021068 Human DNA sequence from clone RP1- XM_005663098 PREDICTED: Sus scrofa chromosome
206D15 on chromosome 1924, 1 open reading frame 114 ortholog
complete sequence (C4H10rf114), transcript variant X3,
mRNA
two 205241  LOC100507217 NR_037602 Homo sapiens uncharacterized Other other NR_033705 Sus scrofa uncharacterized
LOC100507217 (LOC100507217), LOC100152407 (LOC100152407), long
transcript variant 3, long non-coding non-coding RNA
RNA
two 205340 EPC2 XM_006712411 PREDICTED: Homo sapiens enhancer Other other XM_003133248 PREDICTED: Sus scrofa enhancer of
of polycomb homolog 2 (Drosophila) polycomb homolog 2 (Drosophila)
(EPC2), transcript variant X1, mRNA (EPC2), transcript variant X1, mRNA
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two 205453 PPIH AC098484 Homo sapiens chromosome 1 clone XM_005665514 PREDICTED: Sus scrofa peptidylprolyl
RP5-994D16, complete sequence isomerase H (cyclophilin H) (PPIH),
transcript variant X6, mRNA
two 205463 ANGPT1 NG_029405 Homo sapiens angiopoietin 1 Extracellular growth factor NM_213959 Sus scrofa angiopoietin 1 (ANGPT1),
(ANGPT1), RefSeqGene on Space mRNA
chromosome 8 >gi|13182932|gb]AF233227,1|AF23322
7 Sus scrofa angiopoietin 1 mRNA,
complete cds
two 205501 SUSD4 XM_006711408 PREDICTED: Homo sapiens sushi Other other XM_003130572 PREDICTED: Sus scrofa sushi domain
domain containing 4 (SUSD4), containing 4 (SUSD4), mRNA
transcript variant X6, mRNA
two 205509 FSHB NM_001018080 Homo sapiens follicle stimulating Extracellular other AK349340 Sus scrofa mRNA,
hormone, beta polypeptide (FSHB), Space clone:PTG010050C06, expressed in
transcript variant 2, mRNA pituitary gland
two 205517 AC117414 Homo sapiens 3 BAC RP11-48F14 CU207358 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 486N13 on chromosome X, complete
BAC Library) complete sequence sequence
two 205529 NXNL2 XM_005251726 PREDICTED: Homo sapiens Other transporter XM_005670384 PREDICTED: Sus scrofa nucleoredoxin-
nucleoredoxin-like 2 (NXNL2), transcript like 2 (NXNL2), transcript variant X3,
variant X1, mRNA mRNA
two 205541 AL133453 Human chromosome 14 DNA sequence CU694563 Pig DNA sequence from clone CH242-
BAC R-841020 of library RPCI-11 from 206F23 on chromosome X, complete
chromosome 14 of Homo sapiens sequence
(Human), complete sequence
two 205551 STOX1 NG_012975 Homo sapiens storkhead box 1 Cytoplasm other XM_005657386 PREDICTED: Sus scrofa storkhead box
(STOX1), RefSeqGene on chromosome 1 (STOX1), transcript variant X3, mRNA
10
two 205568 PRL BC088370 Homo sapiens prolactin, mMRNA (cDNA Extracellular cytokine XM_005665624 PREDICTED: Sus scrofa prolactin
clone MGC:111116 IMAGE:30393428), Space (PRL), transcript variant X1, mRNA
complete cds
two 205598 LIPM XM_005269764 PREDICTED: Homo sapiens lipase, Extracellular enzyme AK396405 Sus scrofa mRNA, clone:
family member M (LIPM), transcript Space PST010023G03, expressed in prostate
variant X1, mRNA
>gi|219520846|gb|BC171908,1| Homo
sapiens lipase, family member M,
mRNA (cDNA clone MGC:198623
IMAGE:9054562), complete cds
two 205633 WRAPS53 AK001247 Homo sapiens cDNA FLJ10385 fis, Nucleus other XM_003131944 PREDICTED: Sus scrofa WD repeat
clone NT2RM2002128, weakly similar containing, antisense to TP53
to PUTATIVE SERINE/THREONINE- (WRAP53), mRNA
PROTEIN KINASE PKWA (EC 2,7,1,-)
two 205670 LPHN1 XM_006722689 PREDICTED: Homo sapiens latrophilin Plasma G-protein AK389348 Sus scrofa mRNA, clone:
1 (LPHN1), transcript variant X4, mMRNA Membrane coupled receptor ADRO10051E01, expressed in adrenal

gland
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two 205687 SNTB2 XM_005256120 PREDICTED: Homo sapiens Plasma other FQ073830 Pig DNA sequence from clone CH242-
syntrophin, beta 2 (dystrophin- Membrane 144112 on chromosome X, complete
associated protein A1, 59kDa, basic sequence
component 2) (SNTB2), transcript
variant X1, mRNA
two 205728 TBL1XR1 XM_006713746 PREDICTED: Homo sapiens transducin Nucleus transcription XM_003132542 PREDICTED: Sus scrofa transducin
(beta)-like 1 X-linked receptor 1 regulator (beta)-like 1 X-linked receptor 1
(TBL1XR1), transcript variant X8, (TBL1XR1), transcript variant 1, mMRNA
mRNA
two 205825 PITPNM3 NG_016020 Homo sapiens PITPNM family member Cytoplasm transporter XM_003131890 PREDICTED: Sus scrofa PITPNM
3 (PITPNM3), RefSeqGene on family member 3 (PITPNM3), mRNA
chromosome 17
two 205826 CGRRF1 AL359792 Human chromosome 14 DNA sequence XM_003360651 PREDICTED: Sus scrofa cell growth
BAC R-794A8 of library RPCI-11 from regulator with ring finger domain 1
chromosome 14 of Homo sapiens (CGRRF1), mRNA
(Human), complete sequence
two 205832 TMEMB39A XM_006713687 PREDICTED: Homo sapiens Other other XM_003132656 PREDICTED: Sus scrofa
transmembrane protein 39A transmembrane protein 39A
(TMEMB39A), transcript variant X3, (TMEM39A), mRNA
mRNA
two 205837 PSMA6 NM_001282234 Homo sapiens proteasome (prosome, Cytoplasm peptidase XM_005656294 PREDICTED: Sus scrofa proteasome
macropain) subunit, alpha type, 6 (prosome, macropain) subunit, alpha
(PSMAG®), transcript variant 4, mRNA type, 6 (PSMAGB), transcript variant X3,
mRNA
two 205849 DAP3 XM_005245482 PREDICTED: Homo sapiens death Cytoplasm other XM_005658354 PREDICTED: Sus scrofa 28S ribosomal
associated protein 3 (DAP3), transcript protein S29, mitochondrial-like
variant X4, mRNA (LOC100625274), transcript variant X4,
mRNA
two 205901 C3orf70 NM_001025266 Homo sapiens chromosome 3 open Other other XM_003358734 PREDICTED: Sus scrofa enoyl-CoA,
reading frame 70 (C3o0rf70), mRNA hydratase/3-hydroxyacyl CoA
dehydrogenase (EHHADH), mRNA
two 205962 ALDH1A2 NG_012259 Homo sapiens aldehyde Cytoplasm enzyme AK343340 Sus scrofa mRNA,
dehydrogenase 1 family, member A2 clone:ADR010041B01, expressed in
(ALDH1A2), RefSeqGene on adrenal gland
chromosome 15
two 205987 AC234940 Homo sapiens FOSMID clone ABC8- NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
757522H24 from chromosome mRNA >gi|61098746|gb|AY820760,1|
unknown, complete sequence Sus scrofa FKBP1A-like mRNA,
complete cds
two 206032 DPH3 BC094863 Homo sapiens cDNA clone Cytoplasm other NM_001243616 Sus scrofa DPH3, KTI11 homolog (S,
IMAGE:4843485 cerevisiae) (DPH3), mRNA
two 206042 TXNRD3 ACO078867 Homo sapiens 3 BAC RP11-605F14 XM_005669829 PREDICTED: Sus scrofa thioredoxin

(Roswell Park Cancer Institute Human
BAC Library) complete sequence

reductase 3 (TXNRD3), partial mMRNA
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two 206066 PALB2 AK025469 Homo sapiens cDNA: FLJ21816 fis, Nucleus other XM_005656763 PREDICTED: Sus scrofa partner and
clone HEP01116 localizer of BRCA2 (PALB2), transcript
variant X2, mRNA
two 206071 TMEMG66 NM_001284239 Homo sapiens transmembrane protein Cytoplasm ion channel AK232505 Sus scrofa mRNA,
66 (TMEMG66), transcript variant 2, clone:LVR010058A04, expressed in
mRNA liver
two 206105 SPIRE1 XM_006722334 PREDICTED: Homo sapiens spire-type Cytoplasm other XM_003356347 PREDICTED: Sus scrofa spire homolog
actin nucleation factor 1 (SPIRE1), 1 (Drosophila) (SPIRE1), partial mMRNA
transcript variant X4, mRNA
two 206139 CENPW NM_001012507 Homo sapiens centromere protein W Nucleus other XM_003121218 PREDICTED: Sus scrofa centromere
(CENPW), transcript variant 2, mRNA protein W (CENPW), transcript variant
X1, mRNA
two 206152 CNTRL XM_006716943 PREDICTED: Homo sapiens centriolin  Nucleus transcription XM_005660404 PREDICTED: Sus scrofa centriolin
(CNTRL), transcript variant X5, mRNA regulator (CNTRL), mRNA
two 206154 PDE6H NM_006205 Homo sapiens phosphodiesterase 6H, Cytoplasm enzyme NM_001244244 Sus scrofa phosphodiesterase 6H,
cGMP-specific, cone, gamma (PDEGH), cGMP-specific, cone, gamma (PDEGH),
mRNA mRNA
two 206193 797832 Human DNA sequence from clone RP3- XR_304406 PREDICTED: Sus scrofa signal peptide,
329A5 on chromosome 6p21,1-21,33, CUB and EGF-like domain-containing
complete sequence protein 3-like (LOC100738130),
misc_RNA
two 206212 C21orf59 HQ447226 Synthetic construct Homo sapiens clone Cytoplasm  other XM_003132752 PREDICTED: Sus scrofa chromosome
IMAGE:100070528; CCSB003442_01 13 open reading frame, human
chromosome 21 open reading frame 59 C210rf59 (C13H210rf59), mRNA
(C210rf59) gene, encodes complete
protein
two 206228 BNIP2 AK125533 Homo sapiens cDNA FLJ43545 fis, Cytoplasm  other AY609705 Sus scrofa clone
clone PROST2011631 Clu_26808,scr,msk,p1,Contig1, mRNA
sequence
two 206243 ATP1B3 AK293697 Homo sapiens cDNA FLJ50753 Plasma transporter XM_005669914 PREDICTED: Sus scrofa ATPase,
complete cds, highly similar to Membrane Na+/K+ transporting, beta 3 polypeptide
Sodium/potassium-transporting ATPase (ATP1B3), partial MRNA
subunit beta-3
two 206294 NG_ 007345 Homo sapiens transcription factor A, AK391541 Sus scrofa mRNA, clone:
mitochondrial pseudogene 2 (TFAMP2) DCI010108H11, expressed in dendritic
on chromosome 11 cells (immature)
two 206363 MFF XM_006712639 PREDICTED: Homo sapiens Cytoplasm  other AK391131 Sus scrofa mRNA, clone:
mitochondrial fission factor (MFF), CLNT10072G05, expressed in colon
transcript variant X11, mRNA
two 206380 AS3MT AY817668 Homo sapiens arsenic (+3 oxidation Cytoplasm enzyme FP104531 Pig DNA sequence from clone CH242-
state) methyltransferase (AS3MT) gene, 222113 on chromosome X, complete
complete cds sequence
two 206414 NDUFA9 NG_032124 Homo sapiens NADH dehydrogenase = Cytoplasm enzyme FP340301 Pig DNA sequence from clone CH242-

(ubiquinone) 1 alpha subcomplex, 9,
39kDa (NDUFA9), RefSeqGene on
chromosome 12

201L14 on chromosome X, complete
sequence
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two 206487 CCDC18 NM_206886 Homo sapiens coiled-coil domain Other other XM_005663671 PREDICTED: Sus scrofa coiled-caoil
containing 18 (CCDC18), mRNA domain-containing protein 18-like
(LOC100518781), partial mMRNA
two 206559 NPAT NM_002519 Homo sapiens nuclear protein, ataxia- Nucleus transcription XM_003357277 PREDICTED: Sus scrofa nuclear
telangiectasia locus (NPAT), mRNA regulator protein, ataxia-telangiectasia locus
(NPAT), partial MRNA
two 206629 CLN5 NG_009064 Homo sapiens ceroid-lipofuscinosis, Cytoplasm other XM_005668472 PREDICTED: Sus scrofa ceroid-
neuronal 5 (CLN5), RefSeqGene on lipofuscinosis, neuronal 5 (CLN5),
chromosome 13 mRNA
two 206636 MMP3 BC107490 Homo sapiens matrix metallopeptidase Extracellular peptidase AK391220 Sus scrofa mRNA, clone:
3 (stromelysin 1, progelatinase), mMRNA Space DCI010011D03, expressed in dendritic
(cDNA clone MGC:126102 cells (immature)
IMAGE:40033168), complete cds
two 206682 NG_029147 Homo sapiens nuclear factor of AK351491 Sus scrofa mRNA,
activated T-cells, cytoplasmic, clone:THY010018E12, expressed in
calcineurin-dependent 3 (NFATC3), thymus
RefSeqGene on chromosome 16
two 206702 SLC20A1 BC016752 Homo sapiens cDNA clone XM _003484319 PREDICTED: Sus scrofa solute carrier
IMAGE:2959721, **** WARNING: family 20 (phosphate transporter),
chimeric clone **** member 1 (SLC20A1), mRNA
two 206704 FA2H NG_017070 Homo sapiens fatty acid 2-hydroxylase Cytoplasm enzyme AK392409 Sus scrofa mRNA, clone:
(FA2H), RefSeqGene on chromosome HTMT10072B04, expressed in
16 hypothalamus
two 206730 NTS NM_006183 Homo sapiens neurotensin (NTS), Extracellular other XM_003481758 PREDICTED: Sus scrofa neurotensin
mRNA Space (NTS), mRNA
two 206762 SRRM1 XM_005245722 PREDICTED: Homo sapiens Nucleus other XM_005665109 PREDICTED: Sus scrofa
serine/arginine repetitive matrix 1 serine/arginine repetitive matrix 1
(SRRM1), transcript variant X6, mRNA (SRRM1), transcript variant X14, mRNA
two 206764 ZNF532 AK122835 Homo sapiens cDNA FLJ16444 fis, Other other XM_005659844 PREDICTED: Sus scrofa zinc finger
clone BRAMY3008335 protein 532 (ZNF532), transcript variant
X2, mRNA
two 206775 ANXA7 XM_005269739 PREDICTED: Homo sapiens annexin  Plasma ion channel XM_005671105 PREDICTED: Sus scrofa annexin A7
A7 (ANXA7), transcript variant X2, Membrane (ANXAY7), transcript variant X7, mRNA
mRNA
two 206799 UQCRQ NG_012221 Homo sapiens ubiquinol-cytochrome ¢ Cytoplasm enzyme CU407038 Pig DNA sequence from clone CH242-
reductase, complex Il subunit VII, 18J12 on chromosome 2, complete
9,5kDa (UQCRQ), RefSeqGene on sequence
chromosome 5
two 206803 C190rf40 AK309396 Homo sapiens cDNA, FLJ99437 Nucleus other XM_003355844 PREDICTED: Sus scrofa chromosome

6 open reading frame, human C190rf40
(C6H190rf40), transcript variant 2,
mRNA
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two 206806 WAC AK223600 Homo sapiens mRNA for WW domain- Nucleus other XM_003130704 PREDICTED: Sus scrofa WW domain
containing adapter with a coiled-coil containing adaptor with coiled-coil
region isoform 1 variant, clone: (WAC), transcript variant 1, mMRNA
FCC131G06

two 206821 IQGAP2 XM_006714522 PREDICTED: Homo sapiens IQ motif = Cytoplasm  other XM_005661499 PREDICTED: Sus scrofa ras GTPase-
containing GTPase activating protein 2 activating-like protein IQGAP2-like
(IQGAP2), transcript variant X7, mRNA (LOC102165085), mRNA

two 206846 WDR12 NM_018256 Homo sapiens WD repeat domain 12 Cytoplasm  other XM_005672104 PREDICTED: Sus scrofa WD repeat
(WDR12), mRNA domain 12 (WDR12), transcript variant

X3, mMRNA

two 206851 TAF1A XM_006711613 PREDICTED: Homo sapiens TATAbox Nucleus transcription XM_003130511 PREDICTED: Sus scrofa TATA box
binding protein (TBP)-associated factor, regulator binding protein (TBP)-associated factor,
RNA polymerase |, A, 48kDa (TAF1A), RNA polymerase |, A, 48kDa (TAF1A),
transcript variant X5, mRNA transcript variant X1, mRNA

two 206874 AP001873 Homo sapiens genomic DNA, AK392146 Sus scrofa mRNA, clone:
chromosome 11q clone:CTD-2011H1, HTMT10053A09, expressed in
complete sequence hypothalamus

two 206920 OLFML2B XM_005245076 PREDICTED: Homo sapiens Extracellular other XM_001924407 PREDICTED: Sus scrofa olfactomedin-
olfactomedin-like 2B (OLFML2B), Space like 2B (OLFML2B), transcript variant
transcript variant X2, mMRNA X1, mRNA

two 206921 CISD1 XM_006717916 PREDICTED: Homo sapiens CDGSH  Cytoplasm  other AK343385 Sus scrofa mRNA,
iron sulfur domain 1 (CISD1), transcript clone:ADR010054F06, expressed in
variant X1, mRNA adrenal gland

two 206961 KRT27 NM_181537 Homo sapiens keratin 27 (KRT27), Other other AK397400 Sus scrofa mRNA, clone:
mRNA SKNB10091H11, expressed in skin

two 206968 AC244150 Homo sapiens FOSMID clone ABC8- AK397258 Sus scrofa mRNA, clone:
4087210007 from chromosome SKNB10040B01, expressed in skin
unknown, complete sequence

two 206971 SMARCA5 NM_003601 Homo sapiens SWI/SNF related, matrix Nucleus transcription XM_003129174 PREDICTED: Sus scrofa SWI/SNF
associated, actin dependent regulator of regulator related, matrix associated, actin
chromatin, subfamily a, member 5 dependent regulator of chromatin,
(SMARCA5), mRNA subfamily a, member 5 (SMARCAD5),

mRNA

two 206981 CCDC93 XM_006712598 PREDICTED: Homo sapiens coiled-coil Extracellular other XM_001927273 PREDICTED: Sus scrofa coiled-coil
domain containing 93 (CCDC93), Space domain containing 93 (CCDC93),
transcript variant X2, mRNA mRNA

two 207004 RAP1GDS1 XM_006714285 PREDICTED: Homo sapiens RAP1, Cytoplasm  other AK231972 Sus scrofa mRNA,
GTP-GDP dissociation stimulator 1 clone:LNG010059B06, expressed in
(RAP1GDS1), transcript variant X2, lung
mRNA

two 207059 AB463433 Synthetic construct DNA, clone: XM_005661481 PREDICTED: Sus scrofa basic

pF1KB8199, Homo sapiens BTF3 gene
for basic transcription factor 3, without
stop codon, in Flexi system

transcription factor 3 (BTF3), transcript
variant X3, mRNA
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two 207108 NM_020386 Homo sapiens HRAS-like suppressor ~ Cytoplasm enzyme XM_003132594 PREDICTED: Sus scrofa HRAS-like
(HRASLS), mRNA suppressor (HRASLS), transcript
variant X1, mRNA
two 207110 NM_017902 Homo sapiens hypoxia inducible factor Nucleus enzyme XM_003125588 PREDICTED: Sus scrofa hypoxia-
1, alpha subunit inhibitor (HIF1AN), inducible factor 1-alpha inhibitor-like
mRNA (LOC100513467), mRNA
>qi|545871599|ref|[XM_003359328,2|
PREDICTED: Sus scrofa hypoxia
inducible factor 1, alpha subunit
inhibitor (HIF1AN), mRNA
two 207214 Homo sapiens 3 BAC RP11-58D2 CuU468992 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 238D19 on chromosome X, complete
BAC Library) complete sequence sequence
two 207243 XM_005245077 PREDICTED: Homo sapiens Other other NM_001204390 Sus scrofa chromosome 1 open reading
chromosome 1 open reading frame 43 frame 43 homologg (C4H10rf43),
(C10rf43), transcript variant X1, mRNA mRNA
two 207265 XM_005251063 PREDICTED: Homo sapiens tyrosine 3- Cytoplasm enzyme XM_005662949 PREDICTED: Sus scrofa tyrosine 3-
monooxygenase/tryptophan 5- monooxygenase/tryptophan 5-
monooxygenase activation protein, zeta monooxygenase activation protein, zeta
(YWHAZ), transcript variant X4, mRNA polypeptide (YWHAZ), transcript variant
X2, mRNA
two 207304 NM_153757 Homo sapiens nucleosome assembly  Other other EF619474 Sus scrofa nucleosome assembly
protein 1-like 5 (NAP1L5), mRNA protein 1-like 5 (NAP1L5) mRNA, 3
UTR
two 207349 Human DNA sequence from clone RP11: XM_005670968 PREDICTED: Sus scrofa solute carrier
316M21 on chromosome 10, complete family 35, member F3 (SLC35F3),
sequence transcript variant X2, mRNA
two 207357 Homo sapiens genomic DNA, XM_005667324 PREDICTED: Sus scrofa succinate
chromosome 18 clone:RP11-815J4, dehydrogenase complex, subunit D,
complete sequence integral membrane protein (SDHD),
transcript variant X2, mRNA
two 207433 XM_006723671 PREDICTED: Homo sapiens solute Plasma transporter AY820767 Sus scrofa SLC23A1-like mRNA, 3 UTR
carrier family 23 (ascorbic acid Membrane
transporter), member 2 (SLC23A2),
transcript variant X5, mRNA
two 207452 NG_021183 Homo sapiens spermatogenesis Other other NM_001177908 Sus scrofa spermatogenesis associated
associated 7 (SPATA7), RefSeqGene 7 (SPATA7), mRNA
on chromosome 14 >0i|292485841|gb|GU475000,1| Sus
scrofa spermatogenesis associated 7
(SPATA7) mRNA, complete cds
two 207509 Cloning vector pchilGHG1 CU928896 Pig DNA sequence from clone CH242-
521B23 on chromosome 12, complete
sequence
two 207798 Homo sapiens clone DNA92274 Cytoplasm  other AK349916 Sus scrofa mRNA,

clone:SKNB10087H02, expressed in
skin
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two 207831 FP236316 Human DNA sequence from clone FQO073831 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 131H11 on chromosome X, complete
complete sequence sequence

two 207839 KLRK1 AJ001689 Homo sapiens NKG2D gene, exon 10 XM_005655674 PREDICTED: Sus scrofa killer cell lectin:

like receptor subfamily K, member 1
(KLRK1), transcript variant X1, mRNA

two 207862 GNL2 NM_013285 Homo sapiens guanine nucleotide Nucleus enzyme XM_003361925 PREDICTED: Sus scrofa guanine
binding protein-like 2 (nucleolar) nucleotide binding protein-like 2
(GNL2), mRNA (nucleolar) (GNL2), mRNA

two 207984 CLUAP1 XM_006720867 PREDICTED: Homo sapiens clusterin  Other other NM_001245000 Sus scrofa clusterin associated protein
associated protein 1 (CLUAP1), 1 (CLUAP1), mRNA
transcript variant X1, mRNA >@i|288784874|dbj|AK346084,1| Sus

scrofa mRNA, clone:LVRM10039E02,
expressed in liver

two 208010 SLCO2A1 FM206294 Cloning vector pchilGHG1 DQ104838 Sus scrofa solute carrier organic anion
transporter family member 2A1
(SLCO2A1) gene, exon 6

two 208098 MEIS2 BC007202 Homo sapiens Meis homeobox 2, Nucleus transcription AK234783 Sus scrofa mRNA,
mRNA (cDNA clone MGC:12955 regulator clone:OVRM10015H03, expressed in
IMAGE:2964406), complete cds ovary

two 208130 TNFSF13B FP236316 Human DNA sequence from clone XM_005668532 PREDICTED: Sus scrofa tumor
CH507-510L4 on chromosome 21, necrosis factor (ligand) superfamily,
complete sequence member 13b (TNFSF13B), transcript

variant X3, mRNA

two 208133 WBP2 AC016954 Homo sapiens 12 BAC RP11-956A19 XM_005653881 PREDICTED: Sus scrofa WW domain
(Roswell Park Cancer Institute Human binding protein 2 (WBP2), transcript
BAC Library) complete sequence variant X3, mMRNA

two 208134 NUP50 XM_006724104 PREDICTED: Homo sapiens Nucleus transporter XM_005663740 PREDICTED: Sus scrofa nucleoporin
nucleoporin 50kDa (NUP50), transcript 50kDa (NUP50), transcript variant X2,
variant X6, mRNA mRNA

two 208166 AL450303 Human DNA sequence from clone RP11- AK348520 Sus scrofa mRNA,
245D2 on chromosome 1, complete clone:OVRM10190D06, expressed in
sequence ovary

two 208178 GBE1 NG_011810 Homo sapiens glucan (1,4-alpha-), Cytoplasm enzyme XM_003358731 PREDICTED: Sus scrofa chordin
branching enzyme 1 (GBE1), (CHRD), mRNA
RefSeqGene on chromosome 3

two 208206 GMCLA1 AC019206 Homo sapiens BAC clone RP11- XM_003125059 PREDICTED: Sus scrofa germ cell-less,
401N16 from 2, complete sequence spermatogenesis associated 1

(GMCLA1), transcript variant X1, mRNA

two 208249 SRP54 XM_005268024 PREDICTED: Homo sapiens signal Cytoplasm other XM_005656303 PREDICTED: Sus scrofa signal
recognition particle 54kDa (SRP54), recognition particle 54kDa (SRP54),
transcript variant X1, mRNA transcript variant X4, mRNA
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two 208328 DMTF1 XM_006716206 PREDICTED: Homo sapiens cyclin D Nucleus transcription XM_005656705 PREDICTED: Sus scrofa cyclin D
binding myb-like transcription factor 1 regulator binding myb-like transcription factor 1
(DMTF1), transcript variant X12, mRNA (DMTF1), transcript variant X6, mRNA
two 208336 TMEM159 XM_005255439 PREDICTED: Homo sapiens Other other XM_005662103 PREDICTED: Sus scrofa dynein heavy
transmembrane protein 159 chain 3, axonemal-like
(TMEM159), transcript variant X2, (LOC100738073), mRNA
mRNA
two 208395 DDX6 XM_005271418 PREDICTED: Homo sapiens DEAD Nucleus enzyme XM_005667410 PREDICTED: Sus scrofa DEAD (Asp-
(Asp-Glu-Ala-Asp) box helicase 6 Glu-Ala-Asp) box helicase 6 (DDX6),
(DDX®6), transcript variant X2, mRNA transcript variant X4, mRNA
two 208410 CAPN7 XM_006713080 PREDICTED: Homo sapiens calpain 7 Cytoplasm peptidase EU328309 Sus scrofa ussuricus calpain 7 (CAPN7)
(CAPNY), transcript variant X5, mRNA mRNA, complete cds
two 208422 AIDA AC098679 Homo sapiens BAC clone RP11- XM_003130513 PREDICTED: Sus scrofa axin
597D13 from 4, complete sequence interactor, dorsalization associated
(AIDA), mRNA
two 208452 TMCO2 NM_001008740 Homo sapiens transmembrane and Nucleus other XM_003356328 PREDICTED: Sus scrofa
coiled-coil domains 2 (TMCO2), mRNA transmembrane and coiled-coil domains
2 (TMCO2), mRNA
two 208454 RIPK4 AP001743 Homo sapiens genomic DNA, Nucleus kinase XR_307297 PREDICTED: Sus scrofa
chromosome 21q, section 87/105 uncharacterized LOC102160655
(LOC102160655), transcript variant X2,
misc_RNA
two 208466 MAP7D3 XM_005262472 PREDICTED: Homo sapiens MAP7 Cytoplasm  other XM_005657925 PREDICTED: Sus scrofa MAP7 domain
domain containing 3 (MAP7D3), containing 3 (MAP7D3), mRNA
transcript variant X1, mRNA
two 208473 TEX14 XM_006721978 PREDICTED: Homo sapiens testis Plasma kinase XR_306517 PREDICTED: Sus scrofa inactive
expressed 14 (TEX14), transcript Membrane serine/threonine-protein kinase TEX14-
variant X5, mRNA like (LOC102160606), transcript variant
X2, misc_RNA
two 208476 C11orf74 NR_077243 Homo sapiens chromosome 11 open Other other XM_005658348 PREDICTED: Sus scrofa
reading frame 74 (C110rf74), transcript uncharacterized LOC100624261
variant 8, long non-coding RNA (LOC100624261), partial mMRNA
two 208479 ZBTB8OS AK289480 Homo sapiens cDNA FLJ75987 Other other XM_005665186 PREDICTED: Sus scrofa zinc finger
complete cds, highly similar to Homo and BTB domain containing 8 opposite
sapiens zinc finger and BTB domain strand (ZBTB80OS), mRNA
containing 8 opposite strand
(ZBTB8OS), mRNA
two 208481 CABS1 NM_033122 Homo sapiens calcium-binding protein, Extracellular other AY803115 Sus scrofa chromosome 17 clone
spermatid-specific 1 (CABS1), mMRNA  Space pkmCon77, mRNA sequence
two 208486 C7orf62 NM_152706 Homo sapiens chromosome 7 open Other other XM_005667574 PREDICTED: Sus scrofa chromosome

reading frame 62 (C70rf62), mRNA

9 open reading frame, human C70rf62
(C9H7o0rf62), transcript variant X4,
mRNA
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two 208491 NG_002270 Homo sapiens olfactory receptor, family XM_003480952 PREDICTED: Sus scrofa olfactory
4, subfamily V, member 1 pseudogene receptor 4P4-like (LOC100737598),
(OR4V1P) on chromosome 11 mRNA
>0i|545889504|ref|XM_003360982,2|
PREDICTED: Sus scrofa olfactory
receptor 4P4-like (LOC100627486),
mRNA
two 208493 LOC340107 AC106821 Homo sapiens chromosome 5 clone Other other XR_ 116350 PREDICTED: Sus scrofa
RP11-730N24, complete sequence uncharacterized LOC100523930
(LOC100523930), transcript variant X1,
misc_RNA
two 208500 HMGB4 DQ207367 Homo sapiens HMBG4 mRNA, Nucleus other XM_003361341 PREDICTED: Sus scrofa high mobility
complete cds group box 4 (HMGB4), mRNA
two 208504 KCNN3 NG_016807 Homo sapiens potassium Plasma ion channel NM_213985 Sus scrofa potassium
intermediate/small conductance calcium- Membrane intermediate/small conductance calcium-
activated channel, subfamily N, member activated channel, subfamily N, member
3 (KCNN3), RefSeqGene on 3 (KCNN3), mRNA
chromosome 1 >qi|14699946|gb|AY038049,1| Sus
scrofa calcium activated potassium
channel SK3 (KCNN3) mRNA, complete
cds
two 208506 SPTY2D1-AS1 NR_038360 Homo sapiens SPTY2D1 antisense Other other XR_301729 PREDICTED: Sus scrofa
RNA 1 (SPTY2D1-AS1), long non- uncharacterized LOC100523888
coding RNA (LOC100523888), misc_ RNA
two 208522 CABYR XM_005258246 PREDICTED: Homo sapiens calcium  Cytoplasm other NM_001256771 Sus scrofa calcium binding tyrosine-(Y)-
binding tyrosine-(Y)-phosphorylation phosphorylation regulated (CABYR),
regulated (CABYR), transcript variant mRNA
X2, mRNA
two 208536 AL121712 Human DNA sequence from clone RP4- XR_303677 PREDICTED: Sus scrofa
710H13 on chromosome 20, complete uncharacterized LOC102157946
sequence (LOC102157946), misc_RNA
two 208538 ZPBP2 NM_199321 Homo sapiens zona pellucida binding  Extracellular other XM_005653913 PREDICTED: Sus scrofa zona pellucida
protein 2 (ZPBP2), transcript variant 2, Space binding protein 2 (ZPBP2), transcript
mRNA variant X2, mRNA
two 208539 LYZL1 NM_032517 Homo sapiens lysozyme-like 1 (LYZL1), Other enzyme XM_003130701 PREDICTED: Sus scrofa lysozyme-like
mRNA 1 (LYZL1), mRNA
two 208540 CCDCb54 DQ893985 Synthetic construct Homo sapiens clone Other other XM_005662523 PREDICTED: Sus scrofa ubiquitin
IMAGE:100008445; FLH166286,01L; carboxyl-terminal hydrolase 34-like
RZPDo0839E1285D coiled-coil domain (LOC100524738), mRNA
containing 54 (CCDC54) gene, encodes
complete protein
two 208562 RPL18 NM_000979 Homo sapiens ribosomal protein L18 Cytoplasm  other XM_005664681 PREDICTED: Sus scrofa ribosomal

(RPL18), transcript variant 1, mRNA

protein L18 (RPL18), transcript variant
X1, mRNA
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two 208574 AC093252 Homo sapiens chromosome 5 clone CuU928293 Pig DNA sequence from clone CH242-
RP11-15B5, complete sequence 123123 on chromosome X, complete
sequence
two 208575 AC022107 Homo sapiens chromosome 5 clone XR_308458 PREDICTED: Sus scrofa
CTC-351M12, complete sequence uncharacterized LOC102160395
(LOC102160395), transcript variant X1,
misc_RNA
two 208583 PKD2L2 XM_005271960 PREDICTED: Homo sapiens polycystic Plasma ion channel XM_005661681 PREDICTED: Sus scrofa polycystic
kidney disease 2-like 2 (PKD2L2), kidney disease 2-like 2 (PKD2L2),
transcript variant X1, mRNA mRNA
two 208588 AC105008 Homo sapiens chromosome 8, clone CU151851 Pig DNA sequence from clone CH242-
CTD-2589E21, complete sequence 208N23 on chromosome 4, complete
sequence
two 208592 SLC25A3P1 AK097753 Homo sapiens cDNA FLJ40434 fis, other EF171933 Sus scrofa clone KVL15841
clone TESTI2039353, moderately microsatellite sequence
similar to MITOCHONDRIAL
PHOSPHATE CARRIER PROTEIN
PRECURSOR
two 208596 AC016134 Homo sapiens chromosome 15 clone Cu856454 Pig DNA sequence from clone CH242-
RP11-380D11 map 15914, complete 59H15 on chromosome X, complete
sequence sequence
two 208614 PTPN2 NG_029116 Homo sapiens protein tyrosine phosphatase XM_005665272 PREDICTED: Sus scrofa protein
phosphatase, non-receptor type 2 tyrosine phosphatase, non-receptor
(PTPN2), RefSeqGene on chromosome type 2 (PTPN2), mRNA
18
two 208621 TEX36 NM_001128202 Homo sapiens testis expressed 36 other XM_003133221 PREDICTED: Sus scrofa testis
(TEX36), mRNA expressed 36 (TEX36), mMRNA
two 208624 KIAA1715 AC016915 Homo sapiens BAC clone RP11- other XR_308116 PREDICTED: Sus scrofa
514D19 from 2, complete sequence uncharacterized LOC102158914
(LOC102158914), misc_RNA
two 208625 FP236316 Human DNA sequence from clone AK350401 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:SPL010056A04, expressed in
complete sequence spleen
two 208626 AP006194 Homo sapiens genomic DNA, AK346922 Sus scrofa mRNA,
chromosome 3, clone:RP11-81G2, clone:MLNO10076A07, expressed in
complete sequence mesenteric lymph nodes
two 208630 ANKRD7 NM_019644 Homo sapiens ankyrin repeat domain 7 Nucleus transcription XM_003134752 PREDICTED: Sus scrofa ankyrin repeat
(ANKRD7), mRNA regulator domain 7 (ANKRD?7), transcript variant
X1, mRNA
two 208640 LINCO00301 HG503806 TPA: Homo sapiens AP004243,1 gene Other other XM_005660845 PREDICTED: Sus scrofa membrane-

for long non-coding RNA
OTTHUMTO00000280452,1, lincRNA

spanning 4-domains subfamily A
member 12-like (LOC100738504),
transcript variant X2, mRNA
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two 208648 SMAD2 NG_029946 Homo sapiens SMAD family member 2 Nucleus transcription XR_300878 PREDICTED: Sus scrofa
(SMAD2), RefSeqGene on regulator uncharacterized LOC100624515
chromosome 18 (LOC100624515), transcript variant X1,
misc_RNA
two 208660 C2orf61 NM_001163561 Homo sapiens chromosome 2 open Nucleus other XM_003481221 PREDICTED: Sus scrofa
reading frame 61 (C2orf61), transcript uncharacterized LOC100522546
variant 1, mRNA (LOC100522546), mRNA
two 208664 PDE1A XM_006712578 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005671991 PREDICTED: Sus scrofa
phosphodiesterase 1A, calmodulin- phosphodiesterase 1A, calmodulin-
dependent (PDE1A), transcript variant dependent (PDE1A), transcript variant
X8, mRNA X3, mRNA
two 208666 CRISP2 AK223337 Homo sapiens mRNA for testis specific Extracellular other XM_005666094 PREDICTED: Sus scrofa cysteine-rich
protein 1 variant, clone: TST00655 Space secretory protein 2 (CRISP2), transcript
variant X1, mRNA
two 208670 AC063979 Homo sapiens chromosome 5 clone XM_003134036 PREDICTED: Sus scrofa histone H2B
RP11-474H20, complete sequence subacrosomal variant-like
(LOC100519930), mRNA
two 208680 MEIG1 XM_005252559 PREDICTED: Homo sapiens Nucleus other XM_003357746 PREDICTED: Sus scrofa
meiosis/spermiogenesis associated 1 uncharacterized LOC100626847
(MEIG1), transcript variant X1, mRNA (LOC100626847), mRNA
two 208681 PLCZ1 XM_006719162 PREDICTED: Homo sapiens Cytoplasm enzyme NM_ 214350 Sus scrofa phospholipase c-zeta
phospholipase C, zeta 1 (PLCZ1), (PLCZ), mRNA
transcript variant X9, mRNA >gi|32400660|dbj|AB113581,1| Sus
scrofa plcz mRNA for phospholipase c-
zeta, complete cds
two 208682 C1orf158 HQ447108 Synthetic construct Homo sapiens clone Other other XM_003481965 PREDICTED: Sus scrofa chromosome
IMAGE:100070393; CCSB009255_01 6 open reading frame, human C1orf158
chromosome 1 open reading frame 158 (C6H10rf158), mRNA
(C10rf158) gene, encodes complete
protein
two 208696 IMP4 XM_005263844 PREDICTED: Homo sapiens IMP4, U3 Nucleus other XM_005658336 PREDICTED: Sus scrofa IMP4, U3
small nucleolar ribonucleoprotein, small nucleolar ribonucleoprotein,
homolog (yeast) (IMP4), transcript homolog (yeast) (IMP4), mRNA
variant X1, mRNA
two 208701 CAPZA3 NM_033328 Homo sapiens capping protein (actin Cytoplasm other XM_003126448 PREDICTED: Sus scrofa capping
filament) muscle Z-line, alpha 3 protein (actin filament) muscle Z-line,
(CAPZA3), mRNA alpha 3 (CAPZA3), transcript variant 1,
mRNA
two 208704 TSACC AY048672 Homo sapiens SSTK-interacting protein Cytoplasm other XM_003355128 PREDICTED: Sus scrofa TSSK6
mRNA, complete cds, alternatively activating co-chaperone (TSACC),
spliced mRNA
two 208705 ADAM29 XM_005262705 PREDICTED: Homo sapiens ADAM Plasma peptidase XM_001927601 PREDICTED: Sus scrofa ADAM

metallopeptidase domain 29 (ADAM29), Membrane
transcript variant X2, mRNA

metallopeptidase domain 29 (ADAM29),
transcript variant X1, mRNA
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two 208706  ANKEF1 XM_005260792 PREDICTED: Homo sapiens ankyrin Nucleus transcription XM_005672698 PREDICTED: Sus scrofa ankyrin repeat
repeat and EF-hand domain containing regulator and EF-hand domain containing 1
1 (ANKEF1), transcript variant X1, (ANKEF1), transcript variant X2, mRNA
mRNA

two 208708 BPIFA3 NM_001042439 Homo sapiens BPI fold containing Other other XM_005672830 PREDICTED: Sus scrofa BPI fold
family A, member 3 (BPIFA3), transcript containing family A, member 3
variant 2, mMRNA (BPIFA3), transcript variant X1, mRNA

two 208711  AKAP13 XM_005254854 PREDICTED: Homo sapiens Akinase Cytoplasm other XM_001926474 PREDICTED: Sus scrofa A kinase
(PRKA) anchor protein 13 (AKAP13), (PRKA) anchor protein 13 (AKAP13),
transcript variant X16, mRNA mRNA

two 208720 C1orf185 NM_001136508 Homo sapiens chromosome 1 open Other other XM_005665446 PREDICTED: Sus scrofa chromosome
reading frame 185 (C10rf185), mRNA 6 open reading frame, human C1orf185

(C6H10rf185), mRNA

two 208722 TMEM194B XM_005246213 PREDICTED: Homo sapiens Other other XM_005672034 PREDICTED: Sus scrofa
transmembrane protein 194B transmembrane protein 194B
(TMEM194B), transcript variant X2, (TMEM194B), transcript variant X1,
mRNA mRNA

two 208724 DKKL1 BC030581 Homo sapiens dickkopf-like 1 (soggy), Extracellular other CR956379 Pig DNA sequence from clone CH242-
mRNA (cDNA clone MGC:26127 Space 196P11 on chromosome 7, complete
IMAGE:4836991), complete cds sequence

two 208727 LOC101928944 XR 247697 PREDICTED: Homo sapiens Other other FP236485 Pig DNA sequence from clone CH242-
uncharacterized LOC101928944 (RP11- 240016 on chromosome X, complete
686G23,2), ncRNA sequence
>0i|578821942|ref|[XR_247270,2|
PREDICTED: Homo sapiens
uncharacterized LOC101928944 (RP11-
686G23,2), ncRNA
>qi|578845164|ref|[XR_252940,2|
PREDICTED: Homo sapiens
uncharacterized LOC101928944 (RP11-
686G23,2), ncRNA
>gi|551871165|tpe|HG504044,1| TPA:
Homo sapiens RP11-686G23,2 gene for
long non-coding RNA
OTTHUMT00000391477,1, lincRNA

two 208729 LMTK2 NG_013375 Homo sapiens lemur tyrosine kinase 2 Cytoplasm  kinase XM_005661852 PREDICTED: Sus scrofa lemur tyrosine
(LMTK2), RefSeqGene on chromosome kinase 2 (LMTK2), mRNA
7

two 208730 OTUB2 HQ447541 Synthetic construct Homo sapiens clone Nucleus enzyme XM_001925368 PREDICTED: Sus scrofa OTU domain,
IMAGE:100070880; CCSB014857_01 ubiquitin aldehyde binding 2 (OTUB2),
OTU domain, ubiquitin aldehyde binding transcript variant X1, mRNA
2 (OTUB2) gene, encodes complete
protein

two 208731 PSPH NG_009001 Homo sapiens phosphoserine XM_005662002 PREDICTED: Sus scrofa

phosphatase pseudogene 1 (PSPHP1)
on chromosome 7

phosphoserine phosphatase (PSPH),
transcript variant X3, mRNA
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two 208733 TULP2 NM_003323 Homo sapiens tubby like protein 2 Other enzyme XM_005664713 PREDICTED: Sus scrofa tubby-related
(TULP2), mRNA protein 2-like (LOC100511262), mRNA
two 208736 HINT3 NM_138571 Homo sapiens histidine triad nucleotide Other other XM_001928728 PREDICTED: Sus scrofa histidine triad
binding protein 3 (HINT3), mRNA nucleotide binding protein 3 (HINT3),
transcript variant X1, mRNA
two 208739 DMRT1 AJ276801 Homo sapiens mRNA for doublesex and Nucleus other AK394765 Sus scrofa mRNA, clone:
mab-3 related transcription factor 1 OVRO010001F 11, expressed in ovary
(DMRT1)
two 208743 PRSS58 NM_001001317 Homo sapiens protease, serine, 58 Other peptidase XM_003134596 PREDICTED: Sus scrofa probable
(PRSS58), mRNA inactive serine protease 58-like
(LOC100526087), transcript variant X1,
mRNA
two 208750 APTR AC090421 Homo sapiens BAC clone RP11- Other other AK396309 Sus scrofa mRNA, clone:
441N19 from 7, complete sequence PST010007B06, expressed in prostate
two 208755 PDCL2 NM_152401 Homo sapiens phosducin-like 2 Other other XM_005666709 PREDICTED: Sus scrofa phosducin-like
(PDCL2), mRNA 2 (PDCL2), transcript variant X3, mRNA
two 208763 HRASLSS NM_054108 Homo sapiens HRAS-like suppressor  Other other XM_005654666 PREDICTED: Sus scrofa Ca(2+)-
family, member 5 (HRASLSS5), transcript independent N-acyltransferase-like
variant 1, mMRNA (LOC100627034), partial mMRNA
two 208765 SNX3 XM_005267192 PREDICTED: Homo sapiens sorting Cytoplasm transporter XM_005659361 PREDICTED: Sus scrofa sorting nexin
nexin 3 (SNX3), transcript variant X2, 3 (SNX3), mRNA
mRNA
two 208773 BC043279 Homo sapiens cDNA clone AK396824 Sus scrofa mRNA, clone:
IMAGE:5297259 PST010098A07, expressed in prostate
two 208774 MS4A5 NM_023945 Homo sapiens membrane-spanning 4- Other other XM _003353839 PREDICTED: Sus scrofa membrane-
domains, subfamily A, member 5 spanning 4-domains, subfamily A,
(MS4A5), mRNA member 5 (MS4A5), transcript variant
>gi|20988638|gb|BC029884,1| Homo X1, mRNA
sapiens membrane-spanning 4-
domains, subfamily A, member 5,
mRNA (cDNA clone MGC:34184
IMAGE:5171526), complete cds
two 208785 FAM209A NM_001012971 Homo sapiens family with sequence Other other NM_001113700 Sus scrofa chromosome 20 open
similarity 209, member A (FAM209A), reading frame 106 ortholog
mRNA (C17H200rf106), mRNA
two 208789 LOC100128651 AK127243 Homo sapiens cDNA FLJ45310 fis, Other other XR 304728 PREDICTED: Sus scrofa

clone BRHIP3004774

uncharacterized LOC102164421
(LOC102164421), transcript variant X1,
misc_RNA
>@i|545889598|ref|[XR_299953,1|
PREDICTED: Sus scrofa
uncharacterized LOC102167696
(LOC102167696), transcript variant X1,
misc_RNA
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two 208792 SLC7A11 NM_014331 Homo sapiens solute carrier family 7 Plasma transporter CU695181 Pig DNA sequence from clone CH242-
(anionic amino acid transporter light Membrane 182C12 on chromosome 13, complete
chain, xc- system), member 11 sequence
(SLC7A11), mRNA
two 208799 FAM177A1 NM_001289022 Homo sapiens family with sequence Other other XM_005656298 PREDICTED: Sus scrofa family with
similarity 177, member A1 (FAM177A1), sequence similarity 177, member A1
transcript variant 3, mRNA (FAM177A1), transcript variant X1,
mRNA
two 208803 DNAH6 XM_006711956 PREDICTED: Homo sapiens dynein, Extracellular other XM_003124971 PREDICTED: Sus scrofa dynein heavy
axonemal, heavy chain 6 (DNAHG), Space chain 6, axonemal-like
transcript variant X1, mRNA (LOC100524250), mRNA
two 208807 FAM229B BC044912 Homo sapiens chromosome 6 open Other other XM_003353291 PREDICTED: Sus scrofa protein
reading frame 225, mRNA (cDNA clone FAM229B-like (LOC100623109),
MGC:44120 IMAGE:5286266), transcript variant X3, mRNA
complete cds
two 208815 BEST1 XM_006718678 PREDICTED: Homo sapiens bestrophin Plasma ion channel XR_301608 PREDICTED: Sus scrofa bestrophin 1
1 (BEST1), transcript variant X16, Membrane (BEST1), transcript variant X4,
mRNA misc_RNA
two 208823 HIFNT AB121028 Homo sapiens HANP1 mRNA for Nucleus other XM_003126650 PREDICTED: Sus scrofa testis-specific
haploid germ cell-specific nuclear H1 histone-like (LOC100516553),
protein 1, complete cds mRNA
two 208824 AKAP4 AK292463 Homo sapiens cDNA FLJ75856 Cytoplasm other XM_005657807 PREDICTED: Sus scrofa A kinase
complete cds, highly similar to Homo (PRKA) anchor protein 4 (AKAP4),
sapiens A kinase (PRKA) anchor protein transcript variant X2, mRNA
4 (AKAP4), transcript variant 1, mRNA
two 208826 IPMK NM_152230 Homo sapiens inositol polyphosphate  Nucleus kinase XM_003359283 PREDICTED: Sus scrofa inositol
multikinase (IPMK), mRNA polyphosphate multikinase-like
(LOC100623323), mRNA
two 208834 LOC102724073 XM_006721620 PREDICTED: Homo sapiens spermatid Other other CuU862030 Pig DNA sequence from clone CH242-
maturation protein 1-like 145N14 on chromosome X, complete
(LOC102724073), transcript variant X5, sequence
mRNA
>qi|578846285|ref| XM_006726710,1|
PREDICTED: Homo sapiens spermatid
maturation protein 1-like
(LOC102724073), transcript variant X5,
mRNA
two 208835 LOC100505841 NM_001195535 Homo sapiens zinc finger protein 474-  Other other XM_003123868 PREDICTED: Sus scrofa zinc finger
like (LOC100505841), mRNA protein 474-like (LOC100525452),
transcript variant X1, mRNA
two 208836 FCGR1A X14356 Human mRNA for high affinity Fc Plasma transmembrane XM_005663512 PREDICTED: Sus scrofa Fc fragment of
receptor (FcRI) Membrane receptor IgG, high affinity la, receptor (CD64)

(FCGR1A), transcript variant X4, mRNA
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two 208838 KNSTRN XM_005254756 PREDICTED: Homo sapiens Cytoplasm  other XM_003121596 PREDICTED: Sus scrofa kinetochore-
kinetochore-localized astrin/SPAG5 localized astrin/SPAGS5 binding protein
binding protein (KNSTRN), transcript (KNSTRN), transcript variant X1, mRNA
variant X1, mRNA
two 208842 CACNA2D1 XM_006716121 PREDICTED: Homo sapiens calcium Plasma ion channel XM_005667685 PREDICTED: Sus scrofa calcium
channel, voltage-dependent, alpha Membrane channel, voltage-dependent, alpha
2/delta subunit 1 (CACNA2D1), 2/delta subunit 1 (CACNA2D1),
transcript variant X10, mRNA transcript variant X4, mRNA
two 208850 AC010255 Homo sapiens chromosome 5 clone CU914604 Pig DNA sequence from clone CH242-
CTC-441N14, complete sequence 170P19 on chromosome X, complete
sequence
two 208889 CA9 BC014950 Homo sapiens carbonic anhydrase IX, Nucleus enzyme XM_005660228 PREDICTED: Sus scrofa carbonic
mRNA (cDNA clone MGC:22967 anhydrase IX (CA9), transcript variant
IMAGE:4865275), complete cds X3, mRNA
two 208895 AC106763 Homo sapiens chromosome 5 clone XM_003135459 PREDICTED: Sus scrofa spermatid
RP11-21C10, complete sequence nuclear transition protein 4-like
(LOC100154249), mRNA
two 208897 USP50 NM_203494 Homo sapiens ubiquitin specific Other other XM_005659608 PREDICTED: Sus scrofa putative
peptidase 50 (USP50), mRNA ubiquitin carboxyl-terminal hydrolase 50-
like (LOC100156336), transcript variant
X2, mRNA
two 208903  SIL1 XM_006714671 PREDICTED: Homo sapiens SIL1 Cytoplasm transporter AK398189 Sus scrofa mRNA, clone:
nucleotide exchange factor (SIL1), TES010031G05, expressed in testis
transcript variant X1, mRNA
two 208923 AP001494 Homo sapiens genomic DNA, CU856065 Pig DNA sequence from clone CH242-
chromosome 11q clone:RP11-791J7, 85110 on chromosome 2, complete
complete sequence sequence
two 208931 UBL4B HQ448068 Synthetic construct Homo sapiens clone Other other XM_005658190 PREDICTED: Sus scrofa ubiquitin-like
IMAGE:100071448; CCSB012026_01 protein 4B-like (LOC100157648),
ubiquitin-like 4B (UBL4B) gene, mRNA
encodes complete protein
two 208935 C120rf66 NM_152440 Homo sapiens chromosome 12 open Other other XM_003126348 PREDICTED: Sus scrofa chromosome
reading frame 66 (C120rf66), mMRNA 5 open reading frame, human C120rf66
(C5H120rf66), mMRNA
two 208945 TPPP2 XM_005267324 PREDICTED: Homo sapiens tubulin Nucleus other XM_003361997 PREDICTED: Sus scrofa tubulin
polymerization-promoting protein family polymerization-promoting protein family
member 2 (TPPP2), transcript variant member 2 (TPPP2), mRNA
X1, mRNA
two 208960 BLOC1S4 NM_018366 Homo sapiens biogenesis of lysosomal Cytoplasm other XM_005672938 PREDICTED: Sus scrofa phospholipase

organelles complex-1, subunit 4,
cappuccino (BLOC1S4), mRNA

C, gamma 1 (PLCG1), partial mMRNA
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two 208962 DYNC1LI2 NM_001286157 Homo sapiens dynein, cytoplasmic 1,  Cytoplasm other NM_001243620 Sus scrofa dynein, cytoplasmic 1, light
light intermediate chain 2 (DYNC1LI2), intermediate chain 2 (DYNC1LI2),
transcript variant 2, mMRNA mRNA >gi|288781671|dbj|AK350541,1|
Sus scrofa mRNA,
clone:SPL010088H04, expressed in
spleen
two 208971 NG_030345 Homo sapiens tetratricopeptide repeat XM_005671895 PREDICTED: Sus scrofa
domain 21B (TTC21B), RefSeqGene on tetratricopeptide repeat protein 21B-like
chromosome 2 (LOC100515974), transcript variant X2,
mRNA
two 208981 ODF1 NM_024410 Homo sapiens outer dense fiber of Cytoplasm other XM_005658232 PREDICTED: Sus scrofa outer dense
sperm tails 1 (ODF1), mRNA fiber protein 1-like (LOC100625517),
mRNA
two 208983 C2orf49 XM_005264020 PREDICTED: Homo sapiens Other other XR_302309 PREDICTED: Sus scrofa
chromosome 2 open reading frame 49 uncharacterized LOC100736993
(C20rf49), transcript variant X2, mMRNA (LOC100736993), misc_RNA
two 208987 NG_002156 Homo sapiens olfactory receptor, family XR_305427 PREDICTED: Sus scrofa
8, subfamily B, member 1 pseudogene uncharacterized LOC100516097
(OR8B1P) on chromosome 11 (LOC100516097), transcript variant X1,
misc_RNA
two 208996 APOBEC3 AC010423 Homo sapiens chromosome 5 clone Other other FJ042938 Sus scrofa CBX6 gene, complete
CTD-2193G5, complete sequence sequence; and APOBEC3F (APOBEC3)
gene, complete cds, alternatively
spliced
two 208997 SCP2D1 AL035563 Human DNA sequence from clone RP5- XM_005672730 PREDICTED: Sus scrofa SCP2 sterol-
1068E13 on chromosome 20p11,21- binding domain containing 1 (SCP2D1),
12,3, complete sequence mRNA
two 209000 TTK NM_001166691 Homo sapiens TTK protein kinase Nucleus kinase XM_005659414 PREDICTED: Sus scrofa TTK protein
(TTK), transcript variant 2, mRNA kinase (TTK), mRNA
two 209005 CAMK4 NM_001744 Homo sapiens calcium/calmodulin- Nucleus kinase XM_003123825 PREDICTED: Sus scrofa
dependent protein kinase IV (CAMK4), calcium/calmodulin-dependent protein
mRNA kinase IV (CAMK4), mRNA
two 209008 HORMAD1 XM_006711571 PREDICTED: Homo sapiens HORMA  Nucleus other NM_001194981 Sus scrofa HORMA domain containing
domain containing 1 (HORMAD1), 1 (HORMAD1), mRNA
transcript variant X3, mRNA >gi|300827486|gb|HM627267,1| Sus
scrofa HORMA domain containing 1
(HORMAD1) mRNA, complete cds
two 209010 FAM76B BC026013 Homo sapiens family with sequence Nucleus other XM_005667260 PREDICTED: Sus scrofa family with

similarity 76, member B, mRNA (cDNA
clone MGC:33371 IMAGE:5270248),
complete cds

sequence similarity 76, member B
(FAM76B), transcript variant X5, mRNA
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two 209016 NUDT21 NM_007006 Homo sapiens nudix (nucleoside Nucleus other NM_001244247 Sus scrofa nudix (nucleoside
diphosphate linked moiety X)-type motif diphosphate linked moiety X)-type motif
21 (NUDT21), mRNA 21 (NUDT21), mRNA
>gi|288783936|dbj|AK345551,1| Sus
scrofa mRNA, clone:LNG010059F07,
expressed in lung
two 209017 DLGAP2 XM_005266038 PREDICTED: Homo sapiens discs, Plasma other XM_005652429 PREDICTED: Sus scrofa discs, large
large (Drosophila) homolog-associated Membrane (Drosophila) homolog-associated
protein 2 (DLGAP?2), transcript variant protein 2 (DLGAP2), transcript variant
X1, mRNA X1, mRNA
two 209032 NUCKSH1 XM_005245453 PREDICTED: Homo sapiens nuclear Nucleus kinase XM_005667533 PREDICTED: Sus scrofa nuclear casein
casein kinase and cyclin-dependent kinase and cyclin-dependent kinase
kinase substrate 1 (NUCKS1), transcript substrate 1 (NUCKS1), transcript
variant X1, mRNA variant X1, mRNA
two 209044 ZFP36L2 NM_006887 Homo sapiens ZFP36 ring finger protein- Nucleus transcription XM_003125190 PREDICTED: Sus scrofa ZFP36 ring
like 2 (ZFP36L2), mRNA regulator finger protein-like 2 (ZFP36L2), mRNA
two 209045 TDRD1 XM_005269978 PREDICTED: Homo sapiens tudor Cytoplasm  other XM_005671468 PREDICTED: Sus scrofa tudor domain
domain containing 1 (TDRD1), containing 1 (TDRD1), mRNA
transcript variant X1, mRNA
two 209059 AC027288 Homo sapiens 12 BAC RP11-359M6 XM_003361598 PREDICTED: Sus scrofa nucleolar
(Roswell Park Cancer Institute Human protein 56-like (LOC100624528), mRNA
BAC Library) complete sequence
two 209077 FM206294 Cloning vector pchilGHG1 XR_297089 PREDICTED: Sus scrofa
uncharacterized LOC100516649
(LOC100516649), transcript variant X1,
misc_RNA
two 209089 MROH2B CR749346 Homo sapiens mRNA; cDNA Other other XM_003133911 PREDICTED: Sus scrofa HEAT repeat
DKFZp781F0822 (from clone family member 7B2 (HEATR7B2),
DKFZp781F0822) partial mMRNA
two 209093 ROPN1 XM_005247551 PREDICTED: Homo sapiens rhophilin  Cytoplasm  other NM_001172369 Sus scrofa rhophilin associated tail
associated tail protein 1 (ROPN1), protein 1 (ROPN1), mRNA
transcript variant X3, mMRNA >gi|285818395|gb|GU373671,1| Sus
scrofa rhophilin associated protein 1
(ROPN1) mRNA, complete cds
two 209106 AC106705 Homo sapiens 3 BAC RP11-262L17 XM_005657113 PREDICTED: Sus scrofa xyloside
(Roswell Park Cancer Institute Human xylosyltransferase 1-like
BAC Library) complete sequence (LOC102161028), mRNA
two 209114  HMGN5 XM_006724690 PREDICTED: Homo sapiens high Nucleus transcription FO203367 Pig DNA sequence from clone CH242-
mobility group nucleosome binding regulator 198B5 on chromosome X, complete
domain 5 (HMGNS), transcript variant sequence
X3, mRNA
two 209129 HORMAD2 NM_152510 Homo sapiens HORMA domain Nucleus other XM_005670798 PREDICTED: Sus scrofa HORMA

containing 2 (HORMAD2), mRNA

domain containing 2 (HORMAD?2),
transcript variant X7, mRNA
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two 209137 GALNTL5 XM_006715863 PREDICTED: Homo sapiens UDP-N- enzyme XM_003134544 PREDICTED: Sus scrofa UDP-N-acetyl-
acetyl-alpha-D- alpha-D-galactosamine:polypeptide N-
galactosamine:polypeptide N- acetylgalactosaminyltransferase-like 5
acetylgalactosaminyltransferase-like 5 (GALNTL5), mRNA
(GALNTLS), transcript variant X2,
mRNA
two 209149 ZNF582 XM_006723044 PREDICTED: Homo sapiens zinc finger other XM_003356090 PREDICTED: Sus scrofa zinc finger
protein 582 (ZNF582), transcript variant protein 582 (ZNF582), transcript variant
X1, mRNA X1, mRNA
two 209153 HS3ST3B1 XR_243575 PREDICTED: Homo sapiens heparan enzyme XM_005669256 PREDICTED: Sus scrofa heparan
sulfate (glucosamine) 3-O- sulfate glucosamine 3-O-
sulfotransferase 3B1 (HS3ST3B1), sulfotransferase 3A1-like
transcript variant X1, misc_RNA (LOC100522213), transcript variant X2,
mRNA
two 209178 FANCB BC136560 Homo sapiens Fanconi anemia, other XM_005673446 PREDICTED: Sus scrofa Fanconi
complementation group B, mRNA anemia, complementation group B
(cDNA clone MGC:168173 (FANCB), mRNA
IMAGE:9020550), complete cds
two 209185 GCNT4 NM_016591 Homo sapiens glucosaminyl (N-acetyl) enzyme XM_005661490 PREDICTED: Sus scrofa glucosaminyl
transferase 4, core 2 (GCNT4), mRNA (N-acetyl) transferase 4, core 2
(GCNT4), transcript variant X7, mRNA
two 209187 C1orf100 NM_001012970 Homo sapiens chromosome 1 open other XM_005667963 PREDICTED: Sus scrofa
reading frame 100 (C10rf100), uncharacterized LOC100514177
transcript variant 1, mRNA (LOC100514177), mRNA
two 209219 MON1B AC009139 Homo sapiens chromosome 16 clone XM_003126851 PREDICTED: Sus scrofa MON1
RP11-538112, complete sequence secretory trafficking family member B
(MON1B), transcript variant X1, mRNA
two 209223 CTR9 NM_014633 Homo sapiens CTR9, Paf1/RNA other XM_003353950 PREDICTED: Sus scrofa CTR9,
polymerase Il complex component Paf1/RNA polymerase |l complex
(CTR9), mRNA component (CTR9), mRNA
two 209226 NG_017048 Homo sapiens zinc finger E-box binding FP085596 Pig DNA sequence from clone CH242-
homeobox 1 (ZEB1), RefSeqGene on 208M4 on chromosome X, complete
chromosome 10 sequence
two 209258 PYGO1 XM_005254300 PREDICTED: Homo sapiens pygopus other XM_005654441 PREDICTED: Sus scrofa pygopus
family PHD finger 1 (PYGO1), transcript homolog 1 (Drosophila) (PYGO1),
variant X1, mRNA mRNA
two 209266 KCNAS3 AL365361 Human DNA sequence from clone RP11- XM_001924029 PREDICTED: Sus scrofa potassium
284N8 on chromosome 1, complete voltage-gated channel, shaker-related
sequence subfamily, member 3 (KCNA3), mRNA
two 209282 ARMC4 NM_018076 Homo sapiens armadillo repeat Extracellular other XM_003130763 PREDICTED: Sus scrofa armadillo
containing 4 (ARMC4), transcript variant Space repeat containing 4 (ARMC4), transcript
3, mMRNA variant X1, mRNA
two 209293 HOOK1 XM_005270922 PREDICTED: Homo sapiens hook other XM_005653436 PREDICTED: Sus scrofa hook

microtubule-tethering protein 1
(HOOKT1), transcript variant X1, mRNA

microtubule-tethering protein 1
(HOOKH1), transcript variant X2, mRNA
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two 209321 DSE HG510110 TPA: Homo sapiens CTD-2541J13,2 XM_003353295 PREDICTED: Sus scrofa dermatan
gene for long non-coding RNA sulfate epimerase (DSE), transcript
OTTHUMTO00000442414,1, antisense variant X1, mRNA
two 209325 STK39 XM_005246466 PREDICTED: Homo sapiens serine Nucleus kinase XM_003133454 PREDICTED: Sus scrofa serine
threonine kinase 39 (STK39), transcript threonine kinase 39 (STK39), mRNA
variant X2, mRNA
two 209326 ADAMG6 HG506718 TPA: Homo sapiens ADAM6 gene for AB699686 Sus scrofa genes for immunoglobulin
long non-coding RNA heavy chain variable and constant
OTTHUMT00000325881,1, lincRNA regions, clone: L264P10
two 209440 AC243732 Homo sapiens BAC clone CH17- AC090553 Sus scrofa clone RP44-50806,
257H10 from chromosome unknown, complete sequence
complete sequence
two 209443 EXPH5 NM_015065 Homo sapiens exophilin 5 (EXPH5), Cytoplasm other XM_003356422 PREDICTED: Sus scrofa family with
mRNA sequence similarity 73, member A
(FAM73A), mRNA
two 209474 CFL2 NG_012740 Homo sapiens cofilin 2 (muscle) Extracellular other FN673739 Sus scrofa BAC clone KNP_400G8
(CFL2), RefSeqGene (LRG_213) on Space
chromosome 14
two 209506 CORIN NG_032679 Homo sapiens corin, serine peptidase XM_003482375 PREDICTED: Sus scrofa probable
(CORIN), RefSeqGene on chromosome phospholipid-transporting ATPase VD-
4 like (LOC100738006), partial mMRNA
two 209559 AC207613 Homo sapiens FOSMID clone ABC12- AK343925 Sus scrofa mRNA,
47015100N16 from chromosome 13, clone:AMP010083H11, expressed in
complete sequence alveolar macrophages
two 209584 PDE4D NG_027957 Homo sapiens phosphodiesterase 4D, XM_005672472 PREDICTED: Sus scrofa cAMP-specific
cAMP-specific (PDE4D), RefSeqGene 3,5-cyclic phosphodiesterase 4D-like
on chromosome 5 (LOC100738235), mRNA
two 209585 LRRC34 XM_006713508 PREDICTED: Homo sapiens leucine Other other XM _003358673 PREDICTED: Sus scrofa leucine rich
rich repeat containing 34 (LRRC34), repeat containing 34 (LRRC34), mRNA
transcript variant X2, mMRNA
two 209600 GLCE XM_005254298 PREDICTED: Homo sapiens glucuronic Cytoplasm enzyme AK395314 Sus scrofa mRNA, clone:
acid epimerase (GLCE), transcript OVRM10185F06, expressed in ovary
variant X1, mRNA
two 209630 YWHAE NG_009233 Homo sapiens tyrosine 3- Cytoplasm  other AK391178 Sus scrofa mRNA, clone:
monooxygenase/tryptophan 5- CLNT10095E01, expressed in colon
monooxygenase activation protein,
epsilon (YWHAE), RefSeqGene on
chromosome 17
two 209682 ADRBK2 AK310398 Homo sapiens cDNA, FLJ17440 Cytoplasm kinase AK344627 Sus scrofa mRNA,
clone:DCI010088D01, expressed in
dendritic cells (immature)
two 209688 AB064112 Homo sapiens IGK mRNA for AK231422 Sus scrofa mRNA,

immunoglobulin kappa light chain VLJ
region, partial cds, clone:K71

clone:ITTO10059H02, expressed in
intestine
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two 209695 UNK XM_006722148 PREDICTED: Homo sapiens unkempt Nucleus transporter AK348443 Sus scrofa mRNA,
family zinc finger (UNK), transcript clone:OVRM10165F02, expressed in
variant X5, mRNA ovary
two 209727 FM206294 Cloning vector pchilGHG1 AB699688 Sus scrofa genes for immunoglobulin
heavy chain constant region, clone:
L380J14
two 209752 MBNL3 CR627122 Homo sapiens mRNA; cDNA Nucleus other XR_309286 PREDICTED: Sus scrofa muscleblind-
DKFZp779M2422 (from clone like splicing regulator 3 (MBNL3),
DKFZp779M2422) transcript variant X7, misc_RNA
two 209774 TTID FM206294 Cloning vector pchilGHG1 DQ480148 Sus scrofa titin immunoglobulin domain
protein (TTID) gene, exons 1 through
10 and partial cds
two 209823 RNH1 BC000677 Homo sapiens ribonuclease/angiogenin Cytoplasm other AK392214 Sus scrofa mRNA, clone:
inhibitor 1, mMRNA (cDNA clone HTMT10056H07, expressed in
MGC:844 IMAGE:3349381), complete hypothalamus
cds
two 209824 NUMA1 XM_006718570 PREDICTED: Homo sapiens nuclear Nucleus other XM_005653671 PREDICTED: Sus scrofa nuclear mitotic
mitotic apparatus protein 1 (NUMA1), apparatus protein 1 (NUMA1), transcript
transcript variant X9, mRNA variant X8, mRNA
two 209835 C20orf27 BC069204 Homo sapiens chromosome 20 open Other other AK393099 Sus scrofa mRNA, clone:
reading frame 27, mRNA (cDNA clone ITTO10102H11, expressed in intestine
IMAGE:6578024), with apparent
retained intron
two 209876  XAF1 AK292710 Homo sapiens cDNA FLJ75969 Nucleus other XM_005669138 PREDICTED: Sus scrofa XIAP
complete cds, highly similar to Homo associated factor 1 (XAF1), mRNA
sapiens XIAP associated factor-1
(BIRC4BP), transcript variant 1, mRNA
two 209932 AC078819 Homo sapiens 12q BAC RP11-490H24 CU466523 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 93K15 on chromosome X, complete
BAC Library) complete sequence sequence
two 210015 C8G M17263 Human complement protein C8 gamma Extracellular transporter NM_001097452 Sus scrofa complement component
subunit mRNA, complete cds Space C8G (LOC100037955), mRNA
>gi|86604380|gb|DQ333202,1| Sus
scrofa complement component C8G
mRNA, complete cds
two 210027 ZFAND2B NM_001270999 Homo sapiens zinc finger, AN1-type Other other XM_005672224 PREDICTED: Sus scrofa zinc finger,
domain 2B (ZFAND2B), transcript AN1-type domain 2B (ZFAND2B),
variant 3, mRNA transcript variant X2, mRNA
two 210044 CCL15-CCL14 NR_027922 Homo sapiens CCL15-CCL14 Other other AK230835 Sus scrofa mRNA,
readthrough (NMD candidate) (CCL15- clone:AMP010050G01, expressed in
CCL14), transcript variant 2, long non- alveolar macrophage
coding RNA
two 210109 CES3 NM_024922 Homo sapiens carboxylesterase 3 Cytoplasm enzyme AK393090 Sus scrofa mRNA, clone:

(CES3), transcript variant 1, mRNA

ITTO10098G01, expressed in intestine
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two 210121 VTN AK312968 Homo sapiens cDNA, FLJ93428, highly Extracellular other XM_005657675 PREDICTED: Sus scrofa vitronectin
similar to Homo sapiens vitronectin Space (VTN), transcript variant X1, mRNA
(serum spreading factor, somatomedin
B, complement S-protein) (VTN), mRNA
two 210140 TCIRGH1 XM_006718417 PREDICTED: Homo sapiens T-cell, Plasma enzyme XM_003122433 PREDICTED: Sus scrofa T-cell, immune
immune regulator 1, ATPase, H+ Membrane regulator 1, ATPase, H+ transporting,
transporting, lysosomal VO subunit A3 lysosomal VO subunit A3 (TCIRG1),
(TCIRG1), transcript variant X3, mRNA transcript variant X1, mRNA
two 210149 TPSAB1 NM_024164 Homo sapiens tryptase beta 2 Extracellular peptidase NM_214191 Sus scrofa tryptase (MCT7), mRNA
(gene/pseudogene) (TPSB2), mMRNA  Space >gi|7415930|dbj|AB038652,1| Sus
scrofa pMCT7 mRNA for miniature
swine mast cell tryptase, complete cds
two 210235 FHOD1 XM_006721180 PREDICTED: Homo sapiens formin Cytoplasm  other XM_005664445 PREDICTED: Sus scrofa formin
homology 2 domain containing 1 homology 2 domain containing 1
(FHOD?1), transcript variant X3, mRNA (FHOD1), mRNA
two 210237 MOV10 AL832805 Homo sapiens mRNA; cDNA Nucleus enzyme XM_005655442 PREDICTED: Sus scrofa Mov10,
DKFZp66701423 (from clone Moloney leukemia virus 10, homolog
DKFZp66701423) (mouse) (MOV10), transcript variant X2,
mRNA
two 210278 SEMASF XM_006713289 PREDICTED: Homo sapiens sema Extracellular other CR956423 Pig DNA sequence from clone CH242-
domain, immunoglobulin domain (Ig),  Space 20D9 on chromosome 6, complete
short basic domain, secreted, sequence
(semaphorin) 3F (SEMAS3F), transcript
variant X4, mRNA
two 210312 PRODH2 BC039710 Homo sapiens, Similar to proline Cytoplasm enzyme XM_005664534 PREDICTED: Sus scrofa probable
dehydrogenase (oxidase) 2, clone proline dehydrogenase 2-like
IMAGE:5187421, mRNA (LOC100524089), mRNA
two 210315 SLC27A5 NM_012254 Homo sapiens solute carrier family 27  Cytoplasm  transporter AK233227 Sus scrofa mRNA,
(fatty acid transporter), member 5 clone:LVRM10107E03, expressed in
(SLC27A5), mRNA liver
two 210320 SURF2 235094 H,sapiens mRNA for SURF-2 Nucleus other XM_005663925 PREDICTED: Sus scrofa low density
lipoprotein receptor-related protein 1
(LRP1), partial mMRNA
two 210330 AC234459 Homo sapiens FOSMID clone ABC14- EF591083 Sus scrofa a proliferation-inducing
1108322L16 from chromosome 17, ligand (April) gene, complete cds
complete sequence
two 210355 VTN AK312968 Homo sapiens cDNA, FLJ93428, highly Extracellular other AK394178 Sus scrofa mRNA, clone:
similar to Homo sapiens vitronectin Space LVRM10074B05, expressed in liver
(serum spreading factor, somatomedin
B, complement S-protein) (VTN), mRNA
two 210433 BATF3 NM_018664 Homo sapiens basic leucine zipper Nucleus transcription XM_003482748 PREDICTED: Sus scrofa basic leucine

transcription factor, ATF-like 3 (BATF3),
mRNA

regulator

zipper transcription factor, ATF-like 3
(BATF3), mRNA
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two 210437 PPP1R1B NM_001242464 Homo sapiens protein phosphatase 1, Cytoplasm phosphatase AK391025 Sus scrofa mRNA, clone:
regulatory (inhibitor) subunit 1B CLNT10045F08, expressed in colon
(PPP1R1B), transcript variant 3, mRNA
two 210482 ANAPC1M1 AK308091 Homo sapiens cDNA, FLJ98039 Cytoplasm enzyme XM_003360558 PREDICTED: Sus scrofa anaphase-
promoting complex subunit 11-like
(LOC100620851), mRNA
two 210504 ILVBL XM_005259717 PREDICTED: Homo sapiens ilvB Cytoplasm enzyme XM_005652907 PREDICTED: Sus scrofa ilvB (bacterial
(bacterial acetolactate synthase)-like acetolactate synthase)-like (ILVBL),
(ILVBL), transcript variant X1, mRNA transcript variant X3, mRNA
two 210568 NME3 AK308663 Homo sapiens cDNA, FLJ98704 Cytoplasm kinase AK394553 Sus scrofa mRNA, clone:
MLNO10090A06, expressed in
mesenteric lymph node
two 210569 NCK2 XM_006712798 PREDICTED: Homo sapiens NCK Cytoplasm kinase XM_005662352 PREDICTED: Sus scrofa
adaptor protein 2 (NCK2), transcript uncharacterized LOC100736893
variant X2, mRNA (LOC100736893), mRNA
two 210578 NDST1 XM_006714783 PREDICTED: Homo sapiens N- Cytoplasm enzyme AY610332 Sus scrofa clone rebs05¢_e19,y1,abd,
deacetylase/N-sulfotransferase mRNA sequence
(heparan glucosaminyl) 1 (NDST1),
transcript variant X14, mRNA
two 210580 PRR14L XM_006724221 PREDICTED: Homo sapiens proline Other enzyme Cu062407 Pig DNA sequence from clone CH242-
rich 14-like (PRR14L), transcript variant 82N3 on chromosome 14, complete
X4, mRNA sequence
two 210581 M83094 Homo sapiens cytosolic selenium- AK398342 Sus scrofa mRNA, clone:
dependent glutathione peroxidase THY010016C03, expressed in thymus
gene, complete cds, and rhoh12 gene,
3 end
two 210582 FM206294 Cloning vector pchilGHG1 XM_005660973 PREDICTED: Sus scrofa tumor protein
p53-inducible protein 11-like
(LOC100520600), transcript variant X3,
mRNA
two 210590 RPS13 FM206294 Cloning vector pchilGHG1 NM_001244829 Sus scrofa ribosomal protein S13
(RPS13), mRNA
>gi|52352043|gb|AY610459,1| Sus
scrofa clone rnbm14b_e9,y1,abd,
mRNA sequence
two 210614 TUBB6 AC116035 Homo sapiens chromosome 3 clone Other other XM_005656109 PREDICTED: Sus scrofa tubulin, beta 6
RP11-261F17, complete sequence class V (TUBB6), mRNA
two 210615 GINS2 FM206294 Cloning vector pchilGHG1 XM_003126817 PREDICTED: Sus scrofa GINS complex
subunit 2 (Psf2 homolog) (GINS2),
mRNA
two 210639 COPS3 XM_005256842 PREDICTED: Homo sapiens COP9 Cytoplasm  other XM_005654010 PREDICTED: Sus scrofa COP9

signalosome subunit 3 (COPS3),
transcript variant X6, mRNA

constitutive photomorphogenic homolog
subunit 3 (Arabidopsis) (COPS3),
transcript variant X1, mRNA
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two 210649 TPI1P4 NG_011550 Homo sapiens triosephosphate AK389190 Sus scrofa mRNA, clone:
isomerase 1 pseudogene 4 (TPI1P4) on ADRO10009E12, expressed in adrenal
chromosome 4 gland
two 210686 DGAT1 XM_005272362 PREDICTED: Homo sapiens Other other AY 116586 Sus scrofa diacylglycerol
uncharacterized LOC101929012 acyltransferase (DGAT1) gene,
(LOC101929012), mRNA complete cds
two 210708 AC242426 Homo sapiens BAC clone CH17-229K8 AK398695 Sus scrofa mRNA, clone:
from chromosome 1, complete UTRO010091D05, expressed in uterus
sequence
two 210751  PRM1 AY651260 Homo sapiens testis specific protamine Nucleus other NM_214253 Sus scrofa protamine 1 (PRM1), mRNA
1 (P1) mRNA, complete cds >gi|2089|emb|X13381,1| Pig mRNA for
protamine 1
two 210761 AC099689 Homo sapiens chromosome 18, clone AK233144 Sus scrofa mRNA,
RP11-849119, complete sequence clone:LVRM10089G02, expressed in
liver
two 210771 TMEMb54 XM_005270408 PREDICTED: Homo sapiens Other other XM_005665196 PREDICTED: Sus scrofa
transmembrane protein 54 (TMEM54), transmembrane protein 54 (TMEM54),
transcript variant X1, mRNA transcript variant X4, mRNA
two 210772 GSTO2 XM_006717623 PREDICTED: Homo sapiens Cytoplasm enzyme AK399955 Sus scrofa mRNA, clone:
glutathione S-transferase omega 2 HTMT10105D07, expressed in
(GSTO2), transcript variant X1, mRNA hypothalamus
two 210796 PPP2R5D NM_001270476 Homo sapiens protein phosphatase 2, Nucleus phosphatase AK351527 Sus scrofa mRNA,
regulatory subunit B, delta (PPP2R5D), clone:THY010029F07, expressed in
transcript variant 4, mRNA thymus
two 210811  PIAS4 AB464092 Synthetic construct DNA, clone: XM_003354007 PREDICTED: Sus scrofa protein
pF1KB7782, Homo sapiens PIAS4 gene inhibitor of activated STAT, 4 (PIAS4),
for protein inhibitor of activated STAT, 4, mRNA
without stop codon, in Flexi system
two 210844 SDF4 NG_030007 Homo sapiens stromal cell derived XM_003356108 PREDICTED: Sus scrofa stromal cell
factor 4 (SDF4), RefSeqGene on derived factor 4 (SDF4), mRNA
chromosome 1
two 210903 PPIL3 XM_005246652 PREDICTED: Homo sapiens Cytoplasm enzyme AY609616 Sus scrofa clone
peptidylprolyl isomerase (cyclophilin)- Clu_21284,scr,msk,p1,Contig3, mRNA
like 3 (PPIL3), transcript variant X2, sequence
mRNA
two 210912 ARHGEF15 AC130329 Homo sapiens chromosome 17, clone XM_005657046 PREDICTED: Sus scrofa Rho guanine
RP13-348C17, complete sequence nucleotide exchange factor (GEF) 15
(ARHGEF15), transcript variant X3,
mRNA
two 210922 SH3BP2 not available not available XM_005666492 PREDICTED: Sus scrofa SH3-domain
binding protein 2 (SH3BP2), transcript
variant X6, mRNA
two 210926 FM206294 Cloning vector pchilGHG1 AC091506 Sus scrofa clone RP44-348C20,

complete sequence
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two 210939 ZNF646 XM_005255711 PREDICTED: Homo sapiens zinc finger Nucleus other XM_003124475 PREDICTED: Sus scrofa zinc finger
protein 646 (ZNF646), transcript variant protein 646 (ZNF646), transcript variant
X2, mRNA X1, mRNA
two 210948 SYNE1 NG_012855 Homo sapiens spectrin repeat XM_005661853 PREDICTED: Sus scrofa basic proline-
containing, nuclear envelope 1 rich protein-like (LOC100626975),
(SYNE1), RefSeqGene on chromosome mRNA
6
two 210961 CCL3 XM_006725571 PREDICTED: Homo sapiens Extracellular cytokine AK344346 Sus scrofa mRNA,
chemokine (C-C motif) ligand 3 (CCL3), Space clone:DCI010019H03, expressed in
transcript variant X1, mRNA dendritic cells (immature)
two 210973 ZBTB8OS FP236316 Human DNA sequence from clone XM_005665186 PREDICTED: Sus scrofa zinc finger
CH507-510L4 on chromosome 21, and BTB domain containing 8 opposite
complete sequence strand (ZBTB8OS), mRNA
two 210975 MADD XM_006718363 PREDICTED: Homo sapiens MAP- Cytoplasm  other XM_005660932 PREDICTED: Sus scrofa MAP kinase-
kinase activating death domain activating death domain protein-like
(MADD), transcript variant X25, mRNA (LOC102158913), mRNA
two 210997 MPND XM_006722926 PREDICTED: Homo sapiens MPN Other other AK236479 Sus scrofa mRNA,
domain containing (MPND), transcript clone:OVRM10196G02, expressed in
variant X2, mRNA ovary
two 211021 AC027290 Homo sapiens 12 BAC RP11-463012 XM_005666006 PREDICTED: Sus scrofa
(Roswell Park Cancer Institute Human uncharacterized LOC100739138
BAC Library) complete sequence (LOC100739138), mRNA
two 211034 KCNK3 NG_033884 Homo sapiens potassium channel, Plasma ion channel XR_135175 PREDICTED: Sus scrofa potassium
subfamily K, member 3 (KCNK3), Membrane channel subfamily K member 3-like
RefSeqGene on chromosome 2 (LOC100737895), misc_RNA
two 211045 DDX51 AC078871 Homo sapiens 12q BAC RP11-919C7 XM_005670535 PREDICTED: Sus scrofa DEAD (Asp-
(Roswell Park Cancer Institute Human Glu-Ala-Asp) box polypeptide 51
BAC Library) complete sequence (DDX51), mRNA
two 211057 FAM101B AC233274 Homo sapiens FOSMID clone ABC8- XM_003131818 PREDICTED: Sus scrofa family with
41097800F4 from chromosome 17, sequence similarity 101, member B
complete sequence (FAM101B), mRNA
two 211058 ABL2 NG_028242 Homo sapiens v-abl Abelson murine XM_003122996 PREDICTED: Sus scrofa cytochrome b-
leukemia viral oncogene homolog 2 c1 complex subunit 10-like
(ABL2), RefSeqGene on chromosome 1 (LOC100524239), transcript variant 1,
mRNA
two 211073  KIAA1324 NM_001284353 Homo sapiens KIAA1324 (KIAA1324), Plasma other XM_005663593 PREDICTED: Sus scrofa
transcript variant 5, mMRNA Membrane uncharacterized LOC100154257
(LOC100154257), transcript variant X2,
mRNA
two 211083 METTL1 BC000550 Homo sapiens methyltransferase like 1, Nucleus enzyme XM_003360738 PREDICTED: Sus scrofa
mRNA (cDNA clone MGC:1853 methyltransferase like 1 (METTL1),
IMAGE:3163932), complete cds partial mMRNA
two 211089 AC104459 Homo sapiens chromosome 1 clone XM_005654894 PREDICTED: Sus scrofa mucin-12-like

RP5-838N20, complete sequence

(LOC100736865), transcript variant X4,
mRNA
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two 211102 POMGNT2 XM_006713361 PREDICTED: Homo sapiens protein O- Cytoplasm enzyme XM_003132141 PREDICTED: Sus scrofa protein O-
linked mannose N- linked mannose N-
acetylglucosaminyltransferase 2 (beta acetylglucosaminyltransferase 2 (beta
1,4-) (POMGNT2), transcript variant X2, 1,4-) (POMGNT2), mRNA
mRNA
two 211135 VAT1L NM_020927 Homo sapiens vesicle amine transport 1- Other enzyme AK396192 Sus scrofa mRNA, clone:
like (VAT1L), mRNA PBL010103A05, expressed in
>gi|23273211|gb|BC033537,1| Homo peripheral blood lymphocytes
sapiens vesicle amine transport protein
1 homolog (T, californica)-like, mMRNA
(cDNA clone MGC:42386
IMAGE:4821265), complete cds
two 211190 BLOC1S5-TXNINR_037616 Homo sapiens BLOC1S5-TXNDC5 Other other XM_005656211 PREDICTED: Sus scrofa thioredoxin
readthrough (NMD candidate) domain containing 5 (endoplasmic
(BLOC1S5-TXNDC5), long non-coding reticulum) (TXNDCS5), partial mMRNA
RNA
two 211229 GNG2 NM_053064 Homo sapiens guanine nucleotide Plasma enzyme AK399799 Sus scrofa mRNA, clone:
binding protein (G protein), gamma 2  Membrane BMWN10091H12, expressed in bone
(GNG2), transcript variant 1, mRNA marrow
two 211246  RNF139 NG_012158 Homo sapiens ring finger protein 139  Cytoplasm enzyme XM_005667632 PREDICTED: Sus scrofa ACN9
(RNF139), RefSeqGene on homolog (S, cerevisiae) (ACN9), mRNA
chromosome 8
two 211288 X57814 Human rearranged immunoglobulin AK233830 Sus scrofa mRNA,
lambda light chain mRNA clone:MLNO10043B11, expressed in
mesenteric lymph node
two 211310 AC009990 Homo sapiens chromosome 05 clone AK390860 Sus scrofa mRNA, clone:
RP11-94N1, complete sequence CLNT10010A03, expressed in colon
two 211320 ST5 XM_006718285 PREDICTED: Homo sapiens Other enzyme XM_005667055 PREDICTED: Sus scrofa suppression
suppression of tumorigenicity 5 (ST5), of tumorigenicity 5 protein-like
transcript variant X10, mRNA (LOC100739180), mRNA
two 211325 AK129817 Homo sapiens cDNA FLJ26306 fis, AK391095 Sus scrofa mRNA, clone:
clone DMC08285 CLNT10063E02, expressed in colon
two 211332 LRRC10B NM_001145077 Homo sapiens leucine rich repeat Other other XM_003122642 PREDICTED: Sus scrofa leucine rich
containing 10B (LRRC10B), mRNA repeat containing 10B (LRRC10B),
mRNA
two 211371 POFUT2 FM206294 Cloning vector pchilGHG1 XM_005652388 PREDICTED: Sus scrofa protein O-
fucosyltransferase 2 (POFUT2), mRNA
two 211373 RAB2B NM_001163380 Homo sapiens RAB2B, member RAS  Plasma enzyme XM_003128564 PREDICTED: Sus scrofa RAB2B,
oncogene family (RAB2B), transcript Membrane member RAS oncogene family
variant 2, mRNA (RAB2B), transcript variant 1, mRNA
two 211395 DPM3 NG_012871 Homo sapiens dolichyl-phosphate Cytoplasm enzyme XM_005663327 PREDICTED: Sus scrofa dolichyl-

mannosyltransferase polypeptide 3
(DPM3), RefSeqGene on chromosome
1

phosphate mannosyltransferase
polypeptide 3 (DPM3), transcript variant
X2, mRNA
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two 211412 SYTL1 XM_006710991 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005656080 PREDICTED: Sus scrofa
synaptotagmin-like 1 (SYTL1), synaptotagmin-like 1 (SYTL1),
transcript variant X7, mRNA transcript variant X4, mRNA
two 211422 TOR1A NG_008049 Homo sapiens torsin family 1, member Cytoplasm other XM_005654570 PREDICTED: Sus scrofa torsin family 1,
A (torsin A) (TOR1A), RefSeqGene on member B (torsin B) (TOR1B),
chromosome 9 transcript variant X2, mMRNA
two 211428 TMEM179B NM_199337 Homo sapiens transmembrane protein  Other other AK346639 Sus scrofa mRNA,
179B (TMEM179B), mRNA clone:MLN010028C02, expressed in
mesenteric lymph nodes
two 211450 CECR1 XM_006724080 PREDICTED: Homo sapiens cat eye Extracellular enzyme AK350440 Sus scrofa mRNA,
syndrome chromosome region, Space clone:SPL010062D01, expressed in
candidate 1 (CECR1), transcript variant spleen
X1, mRNA
two 211453 NDUFA10 NM_004544 Homo sapiens NADH dehydrogenase  Cytoplasm  transporter XM_003133785 PREDICTED: Sus scrofa NADH
(ubiquinone) 1 alpha subcomplex, 10, dehydrogenase (ubiquinone) 1 alpha
42kDa (NDUFA10), mRNA subcomplex, 10, 42kDa (NDUFA10),
mRNA
two 211485 MID1 AC008008 Homo sapiens Xp22 PAC RPCI6-102  Nucleus other XM_005659059 PREDICTED: Sus scrofa dipeptidyl
(Roswell Park Cancer Institute Human peptidase 2-like (LOC100626630),
PAC Library) complete sequence partial mMRNA
two 211515 WBSCR27 NM_ 152559 Homo sapiens Williams Beuren Other enzyme AK345247 Sus scrofa mRNA,
syndrome chromosome region 27 clone:ITT010090B09, expressed in
(WBSCR27), mRNA small intestine
two 211518 PTPRCAP BC114467 Homo sapiens protein tyrosine Plasma other XM_003122461 PREDICTED: Sus scrofa protein
phosphatase, receptor type, C- Membrane tyrosine phosphatase, receptor type, C-
associated protein, mRNA (cDNA clone associated protein (PTPRCAP), mRNA
MGC:138602 IMAGE:40030437),
complete cds
two 211520 DHRS1 XR_245662 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003128543 PREDICTED: Sus scrofa
dehydrogenase/reductase (SDR family) dehydrogenase/reductase (SDR family)
member 1 (DHRS1), transcript variant member 1 (DHRS1), transcript variant
X1, misc_RNA X1, mRNA
two 211549 AC240526 Homo sapiens FOSMID clone ABC24- XM_003481193 PREDICTED: Sus scrofa gastrokine-3-
2556D15 from chromosome 2, complete like (LOC100737346), mRNA
sequence
two 211563 SPRN AC104851 Homo sapiens chromosome 3 clone XM_005671584 PREDICTED: Sus scrofa shadow of
RP11-475N4, complete sequence prion protein homolog (zebrafish)
(SPRN), mRNA
two 211574  PKP3 XM_005252760 PREDICTED: Homo sapiens plakophilin Plasma other XM_003354414 PREDICTED: Sus scrofa plakophilin-3-
3 (PKP3), transcript variant X1, mMRNA Membrane like (LOC100626903), mRNA
two 211579 VAMP8 NG_ 022887 Homo sapiens vesicle-associated Plasma transporter XM_003354743 PREDICTED: Sus scrofa vesicle-
membrane protein 8 (VAMPS8), Membrane associated membrane protein 8
RefSeqGene on chromosome 2 (VAMPS), transcript variant 1, mRNA
two 211618 KRT8 NM_001256293 Homo sapiens keratin 8 (KRT8), Cytoplasm  other NM_001159615 Sus scrofa keratin 8 (KRT8), mRNA

transcript variant 3, mMRNA
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two 211619 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)
two 211623 TMEM256 NM_152766 Homo sapiens transmembrane protein Cytoplasm  other XM_003358247 PREDICTED: Sus scrofa
256 (TMEM256), mRNA transmembrane protein 256
(TMEM256), transcript variant X1,
mRNA
two 211624  SNUPN NM_001042588 Homo sapiens snurportin 1 (SNUPN),  Nucleus other XM_003128480 PREDICTED: Sus scrofa snurportin 1
transcript variant 3, mRNA (SNUPN), transcript variant X2, mRNA
two 211635 CT7orf43 NM_018275 Homo sapiens chromosome 7 open Other other XM_003124338 PREDICTED: Sus scrofa chromosome
reading frame 43 (C70rf43), mMRNA 3 open reading frame, human C70rf43
>gi|34193583|gb|BC015722,2] Homo (C3H70rf43), mMRNA
sapiens chromosome 7 open reading
frame 43, mMRNA (cDNA clone
MGC:17978 IMAGE:3920412),
complete cds
two 211681  ABCF3 AC131235 Homo sapiens 3 BAC RP11-778D9 XM_003358707 PREDICTED: Sus scrofa ATP-binding
(Roswell Park Cancer Institute Human cassette, sub-family F (GCN20),
BAC Library) complete sequence member 3 (ABCF3), transcript variant 1,
mRNA
two 211685 CCDC134 XM_005261748 PREDICTED: Homo sapiens coiled-coil Other other AK397805 Sus scrofa mRNA, clone:
domain containing 134 (CCDC134), SPL010091A04, expressed in spleen
transcript variant X1, mRNA
two 211687 DOLPP1 NR_072983 Homo sapiens dolichyldiphosphatase 1 Cytoplasm enzyme XM_003122213 PREDICTED: Sus scrofa
(DOLPP1), transcript variant 3, non- dolichyldiphosphatase 1 (DOLPP1),
coding RNA transcript variant 1, mRNA
two 211707 LPPR2 XM_005260017 PREDICTED: Homo sapiens lipid Other phosphatase XM_005654775 PREDICTED: Sus scrofa lipid
phosphate phosphatase-related protein phosphate phosphatase-related protein
type 2 (LPPR2), transcript variant X1, type 2-like (LOC100515428), transcript
mRNA variant X4, mRNA
two 211720 SELO BC110866 Homo sapiens selenoprotein O, mRNA Extracellular enzyme NM_001201431 Sus scrofa selenoprotein O (SELO),
(cDNA clone MGC:131879 Space mRNA
IMAGE:6041782), complete cds
two 211746 TUBB2B NG 016715 Homo sapiens tubulin, beta 2B Cytoplasm  other XM _005665535 PREDICTED: Sus scrofa tubulin, beta
(TUBB2B), RefSeqGene on 2B class b (TUBB2B), transcript
chromosome 6 variant X3, mRNA
two 211820 TEN1-CDK3 NR_037709 Homo sapiens TEN1-CDK3 Other other NM_001244550 Sus scrofa mitogen-activated protein
readthrough (NMD candidate) (TEN1- kinase kinase 2 (MAP2K2), mRNA
CDKa3), long non-coding RNA
two 211827 CDHR2 XM_006714887 PREDICTED: Homo sapiens cadherin- Plasma other XM_003123669 PREDICTED: Sus scrofa cadherin-
related family member 2 (CDHR2), Membrane related family member 2 (CDHR2),
transcript variant X1, mRNA mRNA
two 211837 AC015813 Homo sapiens, clone RP11-159D12, CuU855538 Pig DNA sequence from clone CH242-

complete sequence

516J15 on chromosome X, complete
sequence
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two 211867 ABCD4 XM_005267953 PREDICTED: Homo sapiens ATP- Cytoplasm transporter AK239830 Sus scrofa mRNA,
binding cassette, sub-family D (ALD), clone:UTR010001C11, expressed in
member 4 (ABCD4), transcript variant uterus
X19, mRNA
two 211908 NCSTN NM_001290184 Homo sapiens nicastrin (NCSTN), Plasma peptidase XM_001928786 PREDICTED: Sus scrofa nicastrin
transcript variant 2, mMRNA Membrane (NCSTN), mRNA
two 211945 POU4F2 BC136344 Homo sapiens POU class 4 homeobox Nucleus transcription XM_003482432 PREDICTED: Sus scrofa POU class 4
2, mRNA (cDNA clone MGC:167954 regulator homeobox 2 (POU4F2), mRNA
IMAGE:9020331), complete cds
two 211952 TCTN3 XM_005269690 PREDICTED: Homo sapiens tectonic ~ Other other XM_003359309 PREDICTED: Sus scrofa tectonic family
family member 3 (TCTN3), transcript member 3 (TCTNS3), transcript variant
variant X1, mRNA X3, mRNA
two 211962 SLC35E3 AC124890 Homo sapiens 12 BAC RP11-450G15 XM _003126366 PREDICTED: Sus scrofa solute carrier
(Roswell Park Cancer Institute Human family 35, member E3 (SLC35E3),
BAC Library) complete sequence mRNA
two 211996 HNRNPL AK094966 Homo sapiens cDNA FLJ37647 fis, Nucleus other AK392150 Sus scrofa mRNA, clone:
clone BRHIP2000445, highly similar to HTMT10053D06, expressed in
HETEROGENEOUS NUCLEAR hypothalamus
RIBONUCLEOPROTEIN L
two 212008 CORO1B NM_001018070 Homo sapiens coronin, actin binding Cytoplasm other AK399062 Sus scrofa mRNA, clone:
protein, 1B (CORO1B), transcript OVRM10121H08, expressed in ovary
variant 2, mRNA
two 212038 SCRAP NG_032135 Homo sapiens Snf2-related CREBBP XM_005653009 PREDICTED: Sus scrofa Snf2-related
activator protein (SRCAP), CREBBP activator protein (SRCAP),
RefSeqGene on chromosome 16 transcript variant X4, mRNA
two 212042 MED1 XM_006721957 PREDICTED: Homo sapiens mediator Nucleus transcription XM_005653934 PREDICTED: Sus scrofa mediator
complex subunit 1 (MED1), transcript regulator complex subunit 1 (MED1), transcript
variant X2, mRNA variant X3, mRNA
two 212050 SNTG2 NG_029707 Homo sapiens syntrophin, gamma 2 Plasma other XM_005654816 PREDICTED: Sus scrofa sphingosine-1-
(SNTG2), RefSeqGene on chromosome Membrane phosphate receptor 5 (S1PRS5),
2 transcript variant X1, mRNA
two 212052 PKIA NM_181839 Homo sapiens protein kinase (CAMP-  Cytoplasm  other NM_214204 Sus scrofa protein kinase (CAMP-
dependent, catalytic) inhibitor alpha dependent, catalytic) inhibitor alpha
(PKIA), transcript variant 2, mRNA (PKIA), mRNA
>gi|6983932|gb|AF132737,1|AF132737
Sus scrofa protein kinase inhibitor alpha
mRNA, complete cds
two 212054 MOSPD3 XM_005250529 PREDICTED: Homo sapiens motile Other other AK240357 Sus scrofa mRNA,
sperm domain containing 3 (MOSPD3), clone:UTR010058G08, expressed in
transcript variant X1, mRNA uterus
two 212060 ELF2P2 NG_002340 Homo sapiens E74-like factor 2 XM_003129188 PREDICTED: Sus scrofa E74-like factor
pseudogene 2 (ELF2P2) on 2 (ets domain transcription factor)
chromosome 6 (ELF2), partial mRNA
two 212065 PLXNA4 XM_005250686 PREDICTED: Homo sapiens plexin A4 Plasma transmembrane XM_005674285 PREDICTED: Sus scrofa plexin-A4-like
(PLXNAG4), transcript variant X1, mMRNA Membrane receptor (LOC100620243), mRNA
two 212091 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)
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two 212101 TNK2 AC245434 Homo sapiens BAC clone CH17- XM_005670132 PREDICTED: Sus scrofa tyrosine
340H12 from chromosome 3, complete kinase, non-receptor, 2 (TNK2),
sequence transcript variant X7, mRNA
two 212103 AC018730 Homo sapiens BAC clone RP11-13J10 FP339590 Pig DNA sequence from clone CH242-
from 2, complete sequence 255L16 on chromosome X, complete
sequence
two 212136 FM206294 Cloning vector pchilGHG1 CT797479 Pig DNA sequence from clone CH242-
196N13 on chromosome 7, complete
sequence
two 212141 FARS2 XM_005248812 PREDICTED: Homo sapiens Cytoplasm enzyme AK390172 Sus scrofa mRNA, clone:
phenylalanyl-tRNA synthetase 2, BFLT10034C09, expressed in brain
mitochondrial (FARS2), transcript (frontal lobe)
variant X2, mRNA
two 212164 LCMT2 NM_014793 Homo sapiens leucine carboxyl Other enzyme XM_003353380 PREDICTED: Sus scrofa leucine
methyltransferase 2 (LCMT2), mRNA carboxyl methyltransferase 2 (LCMT2),
mRNA
two 212167 AC022148 Homo sapiens chromosome 19 clone CuU606897 Pig DNA sequence from clone CH242-
CTD-3064H18, complete sequence 238J16 on chromosome X, complete
sequence
two 212221 FM206294 Cloning vector pchilGHG1 Ccu914779 Pig DNA sequence from clone CH242-
229M12 on chromosome 1, complete
sequence
two 212239 DAK XM_006718497 PREDICTED: Homo sapiens Cytoplasm kinase AK237051 Sus scrofa mRNA,
dihydroxyacetone kinase 2 homolog (S, clone:PBL010086C04, expressed in
cerevisiae) (DAK), transcript variant X4, periphral blood mononuclear cell
mRNA
two 212262 NKIRAS1 XM_005265077 PREDICTED: Homo sapiens NFKB Other enzyme XM_005669299 PREDICTED: Sus scrofa NFKB inhibitor
inhibitor interacting Ras-like 1 interacting Ras-like 1 (NKIRAS1),
(NKIRAS1), transcript variant X2, transcript variant X2, mRNA
mRNA
two 212291 LOC81691 XM_005255606 PREDICTED: Homo sapiens Nucleus enzyme XM_005662105 PREDICTED: Sus scrofa putative RNA
exonuclease NEF-sp (LOC81691), exonuclease NEF-sp-like
transcript variant X3, mRNA (LOC100512042), mRNA
two 212293 RPS5 U14970 Human ribosomal protein S5 mRNA, Cytoplasm  other XM _003128133 PREDICTED: Sus scrofa ribosomal
complete cds protein S5 (RPS5), transcript variant 1,
mRNA
two 212295 FM206294 Cloning vector pchilGHG1 CU469041 Pig DNA sequence from clone CH242-
483E7 on chromosome 4, complete
sequence
two 212415 RTN4RL2 NM_178570 Homo sapiens reticulon 4 receptor-like Plasma other CU914346 Pig DNA sequence from clone CH242-
2 (RTN4RL2), mRNA Membrane 347M1 on chromosome 12, complete
sequence
two 212417 AMN1 XM_006719055 PREDICTED: Homo sapiens antagonist Plasma other AK232930 Sus scrofa mRNA,
of mitotic exit network 1 homolog (S, Membrane clone:LVRM10052B08, expressed in

cerevisiae) (AMN1), transcript variant
X2, mRNA

liver
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two 212488 SUGP2 NM_014884 Homo sapiens SURP and G patch Nucleus other XM_003123545 PREDICTED: Sus scrofa SURP and G
domain containing 2 (SUGP2), patch domain containing 2 (SUGP2),
transcript variant 2, mRNA transcript variant X1, mRNA

two 212511  DTX1 NM_004416 Homo sapiens deltex 1, E3 ubiquitin Nucleus transcription XM_005670698 PREDICTED: Sus scrofa deltex
ligase (DTX1), mRNA regulator homolog 1 (Drosophila) (DTX1), mRNA

two 212525 GPR162 AB209836 Homo sapiens mRNA for gene rich Plasma G-protein XM_003481693 PREDICTED: Sus scrofa G protein-
cluster, A isoform 2 variant protein Membrane coupled receptor coupled receptor 162 (GPR162), mRNA

two 212574 SMYD5 NM_006062 Homo sapiens SMYD family member 5 Other other XM_003125012 PREDICTED: Sus scrofa SMYD family
(SMYD5), mRNA member 5 (SMYD5), mRNA

two 212612 KC951387 Homo sapiens clone FOS_0022, XM_005660973 PREDICTED: Sus scrofa tumor protein
complete sequence p53-inducible protein 11-like

(LOC100520600), transcript variant X3,
mRNA

two 212619 NME1 AL360166 Homo sapiens mRNA full length insert Cytoplasm kinase NM_001204759 Sus scrofa NME/NM23 nucleoside
cDNA clone EUROIMAGE 300041 diphosphate kinase 1 (NME1), mRNA

two 212636 EIF2AK4 NG_034053 Homo sapiens eukaryotic translation XM_003353407 PREDICTED: Sus scrofa signal
initiation factor 2 alpha kinase 4 recognition particle 14 kDa protein-like
(EIF2AK4), RefSeqGene on (LOC100620327), mRNA
chromosome 15

two 212641 EBP NG_007452 Homo sapiens emopamil binding Cytoplasm enzyme AK389357 Sus scrofa mRNA, clone:
protein (sterol isomerase) (EBP), ADRO010052G11, expressed in adrenal
RefSeqGene on chromosome X gland

two 212645 COX5B NM_001862 Homo sapiens cytochrome c oxidase Cytoplasm enzyme AK400056 Sus scrofa mRNA, clone:
subunit Vb (COX5B), mRNA HTMT10143B11, expressed in
>gi|38197026|gb|BC006229,2| Homo hypothalamus
sapiens cytochrome c oxidase subunit
Vb, mMRNA (cDNA clone MGC:10622
IMAGE:3952882), complete cds

two 212675 TMEM132E XM_006721692 PREDICTED: Homo sapiens Other other XM_005669050 PREDICTED: Sus scrofa
transmembrane protein 132E transmembrane protein 132E
(TMEM132E), transcript variant X1, (TMEM132E), mRNA
mRNA

two 212691 FSCN2 XM_005257196 PREDICTED: Homo sapiens fascin Cytoplasm other XM_003357929 PREDICTED: Sus scrofa fascin
homolog 2, actin-bundling protein, homolog 2, actin-bundling protein,
retinal (Strongylocentrotus purpuratus) retinal (Strongylocentrotus purpuratus)
(FSCN2), transcript variant X2, mRNA (FSCN2), transcript variant 1, mRNA

two 212721 SCUBE3 XM_005248948 PREDICTED: Homo sapiens signal Plasma other CuU606909 Pig DNA sequence from clone CH242-
peptide, CUB domain, EGF-like 3 Membrane 67B15 on chromosome X, complete
(SCUBES3), transcript variant X6, mRNA sequence

two 212727 FM206294 Cloning vector pchilGHG1 AK394469 Sus scrofa mRNA, clone:

MLNO010048G01, expressed in
mesenteric lymph node
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two 212728 ARHGAP33 NM_001172630 Homo sapiens Rho GTPase activating Plasma transporter XM_003127068 PREDICTED: Sus scrofa rho GTPase-
protein 33 (ARHGAP33), transcript Membrane activating protein 33-like
variant 2, mRNA (LOC100520910), mRNA
two 212776  ZNF165 XM_006715179 PREDICTED: Homo sapiens zinc finger Nucleus transcription XM_005665673 PREDICTED: Sus scrofa zinc finger
protein 165 (ZNF165), transcript variant regulator protein 165 (ZNF165), transcript variant
X4, mRNA X2, mRNA
two 212789 OCELA1 XM_005260079 PREDICTED: Homo sapiens Other other XM_005658026 PREDICTED: Sus scrofa occludin/ELL
occludin/ELL domain containing 1 domain-containing protein 1-like
(OCEL1), transcript variant X1, mRNA (LOC100621093), mRNA
two 212838 FM206294 Cloning vector pchilGHG1 AK398066 Sus scrofa mRNA, clone:
TCHO010086F07, expressed in trachea
two 212870 DACT3 BC016161 Homo sapiens dapper, antagonist of Other other XM_003355955 PREDICTED: Sus scrofa dishevelled-
beta-catenin, homolog 3 (Xenopus binding antagonist of beta-catenin 3
laevis), mMRNA (cDNA clone (DACT3), mRNA
MGC:15476 IMAGE:2967514),
complete cds
two 212898 MED29 AK316010 Homo sapiens cDNA, FLJ78909 Nucleus other XM_005655830 PREDICTED: Sus scrofa mediator of
complete cds, highly similar to Homo RNA polymerase Il transcription subunit
sapiens intersex-lik (IXL), mRNA 29-like (LOC100514373), mRNA
>0i|545872441|ref|[XM_005657496,1|
PREDICTED: Sus scrofa mediator of
RNA polymerase |l transcription subunit
29-like (LOC100737949), transcript
variant X2, mRNA
two 212965 SYT3 HG510947 TPA: Homo sapiens CTD-2126E3,4 XM_003127368 PREDICTED: Sus scrofa
gene for long non-coding RNA synaptotagmin Il (SYT3), mRNA
OTTHUMTO00000465243,1, lincRNA
two 212989 TCFL5 XM_005260185 PREDICTED: Homo sapiens Nucleus transcription XM_005659029 PREDICTED: Sus scrofa
transcription factor-like 5 (basic helix- regulator uncharacterized LOC100620700
loop-helix) (TCFL5), transcript variant (LOC100620700), mRNA
X2, mRNA
two 213059 NDST1 XM_006714783 PREDICTED: Homo sapiens N- Cytoplasm enzyme XM_005666900 PREDICTED: Sus scrofa N-
deacetylase/N-sulfotransferase deacetylase/N-sulfotransferase
(heparan glucosaminyl) 1 (NDST1), (heparan glucosaminyl) 3 (NDST3),
transcript variant X14, mRNA mRNA
two 213061 SLC37A4 NG_013331 Homo sapiens solute carrier family 37  Cytoplasm  transporter XM_003129918 PREDICTED: Sus scrofa trafficking
(glucose-6-phosphate transporter), protein particle complex 4 (TRAPPC4),
member 4 (SLC37A4), RefSeqGene mRNA
(LRG_187) on chromosome 11
two 213086 CTRB2 BC073145 Homo sapiens chymotrypsinogen B2,  Cytoplasm peptidase XM_003355749 PREDICTED: Sus scrofa
mRNA (cDNA clone MGC:88037 chymotrypsinogen B2 (CTRB2),
IMAGE:5747536), complete cds transcript variant X2, mMRNA
two 213087 AC005225 Homo sapiens PAC clone RP3-414A15 AK395043 Sus scrofa mRNA, clone:

from 14924,3, complete sequence

OVRM10018B07, expressed in ovary
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two 213089 PCBP4 XM_006713271 PREDICTED: Homo sapiens poly(rC)  Nucleus other XM_003358457 PREDICTED: Sus scrofa poly(rC)
binding protein 4 (PCBP4), transcript binding protein 4 (PCBP4), transcript
variant X9, mRNA variant X1, mRNA

two 213099 RAB17 XM_006712689 PREDICTED: Homo sapiens RAB17,  Cytoplasm enzyme NM_001243950 Sus scrofa RAB17, member RAS
member RAS oncogene family oncogene family (RAB17), mRNA
(RAB17), transcript variant X3, mRNA

two 213111 PTPNM AC067942 Homo sapiens BAC clone RP11- XM_005657333 PREDICTED: Sus scrofa protein
791G16 from 4, complete sequence tyrosine phosphatase, non-receptor

type 11 (PTPN11), mRNA

two 213114 AL445423 Human DNA sequence from clone RP11: CU656009 Pig DNA sequence from clone CH242-
295M18 on chromosome 1, complete 34814 on chromosome X, complete
sequence sequence

two 213146 PPP1R32 BC043246 Homo sapiens chromosome 11 open Other other XM_003122647 PREDICTED: Sus scrofa protein
reading frame 66, mMRNA (cDNA clone phosphatase 1, regulatory subunit 32
MGC:44361 IMAGE:5296268), (PPP1R32), transcript variant X1,
complete cds mRNA

two 213166 DSN1 XM_006723876 PREDICTED: Homo sapiens DSN1, Nucleus other XM_005672914 PREDICTED: Sus scrofa DSN1, MIND
MIS12 kinetochore complex component kinetochore complex component,
(DSNA1), transcript variant X3, mRNA homolog (S, cerevisiae) (DSN1),

transcript variant X3, mRNA

two 213183 GEMIN4 XM_005256670 PREDICTED: Homo sapiens gem Nucleus other XM_003131811 PREDICTED: Sus scrofa gem (nuclear
(nuclear organelle) associated protein 4 organelle) associated protein 4
(GEMIN4), transcript variant X4, mRNA (GEMIN4), mRNA

two 213184 MVB12A NM_138401 Homo sapiens multivesicular body Cytoplasm other AK236118 Sus scrofa mRNA,
subunit 12A (MVB12A), mRNA clone:OVRM10153G08, expressed in
>gi|40225487|gb|BC011840,2| Homo ovary
sapiens family with sequence similarity
125, member A, mMRNA (cDNA clone
MGC:20500 IMAGE:4053084),
complete cds

two 213187 GTF2H5 NG_011758 Homo sapiens general transcription Nucleus other XM_003480221 PREDICTED: Sus scrofa general
factor 1IH, polypeptide 5 (GTF2H5), transcription factor 1IH, polypeptide 5
RefSeqGene (LRG_469) on (GTF2H5), transcript variant 1, mMRNA
chromosome 6

two 213193 REEP6 NM_138393 Homo sapiens receptor accessory Plasma other AK351270 Sus scrofa mRNA,
protein 6 (REEP6), mRNA Membrane clone:TES010060E11, expressed in
>gi|14198279|gb|BC008201,1| Homo testis
sapiens receptor accessory protein 6,
mRNA (cDNA clone MGC:9381
IMAGE:3865853), complete cds

two 213194 BRD9 XM_006714493 PREDICTED: Homo sapiens Other other XM_005652951 PREDICTED: Sus scrofa voltage-
bromodomain containing 9 (BRD9), dependent anion channel 1 (VDAC1),
transcript variant X2, mRNA transcript variant X4, mRNA

two 213206 SLC2A4RG NM_020062 Homo sapiens SLC2A4 regulator Cytoplasm transcription AY820766 Sus scrofa SCL2A4RG-like mRNA,

(SLC2A4RG), mRNA

regulator

partial cds

Supplementary Table S2 Page 117 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description

two 213223 TUBB2B HQ447903 Synthetic construct Homo sapiens clone Cytoplasm  other AK390592 Sus scrofa mRNA, clone:
IMAGE:100071259; CCSB005347_02 BFLT10097D04, expressed in brain
tubulin, beta 2B (TUBB2B) gene, (frontal lobe)
encodes complete protein

two 213226 RTN3P1 NG_005175 Homo sapiens reticulon 3 pseudogene XM_005660770 PREDICTED: Sus scrofa reticulon 3
1 (RTN3P1) on chromosome 4 (RTN3), transcript variant X3, mRNA

two 213230 GNG3 XM_006718501 PREDICTED: Homo sapiens guanine  Plasma enzyme AK392501 Sus scrofa mRNA, clone:
nucleotide binding protein (G protein), Membrane HTMT10080E07, expressed in
gamma 3 (GNG3), transcript variant X2, hypothalamus
mRNA

two 213253 ARID5A XM_005263861 PREDICTED: Homo sapiens AT rich Nucleus transcription XM_005662325 PREDICTED: Sus scrofa AT rich
interactive domain 5A (MRF1-like) regulator interactive domain 5A (MRF1-like)
(ARID5A), transcript variant X6, mRNA (ARID5A), transcript variant X2, mRNA

two 213254 MFSD7 XM_006713919 PREDICTED: Homo sapiens major Other other AK395184 Sus scrofa mRNA, clone:
facilitator superfamily domain containing OVRM10102C10, expressed in ovary
7 (MFSD?7), transcript variant X8,
mRNA

two 213255 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)

two 213266 SCO1 NG_008228 Homo sapiens SCO1 cytochrome ¢ Cytoplasm  other XM_003131996 PREDICTED: Sus scrofa protein SCO1
oxidase assembly protein (SCO1), homolog, mitochondrial-like
RefSeqGene on chromosome 17 (LOC100517855), mRNA

two 213277 MAMDC4 BC144259 Homo sapiens cDNA clone Cytoplasm  other XM_003122335 PREDICTED: Sus scrofa 14 kDa
IMAGE:9052779, with apparent phosphohistidine phosphatase-like
retained intron (LOC100513261), transcript variant X1,

mRNA

two 213279 COX7A2 AF134406 Homo sapiens cytochrome-c oxidase  Cytoplasm enzyme Cu468312 Pig DNA sequence from clone CH242-
subunit VllaL precursor (COX7AL) 149K13 on chromosome X, complete
gene, complete cds sequence

two 213289 CCS XR 247219 PREDICTED: Homo sapiens copper Cytoplasm enzyme AY610179 Sus scrofa clone
chaperone for superoxide dismutase Clu_86663,scr,msk,p1,Contig1, mRNA
(CCS), transcript variant X1, misc_RNA sequence

two 213293 BAD NM_032989 Homo sapiens BCL2-associated agonist Cytoplasm  other XM_005660747 PREDICTED: Sus scrofa BCL2-
of cell death (BAD), transcript variant 2, associated agonist of cell death (BAD),
mRNA transcript variant X4, mRNA

two 213294 POU2F1 NR_037163 Homo sapiens POU class 2 homeobox Nucleus transcription CuU151848 Pig DNA sequence from clone CH242-
1 (POU2F1), transcript variant 4, long regulator 192N14 on chromosome 4, complete
non-coding RNA sequence

two 213342 PPP6R1 XM_006723090 PREDICTED: Homo sapiens protein Cytoplasm other XM_005655978 PREDICTED: Sus scrofa protein
phosphatase 6, regulatory subunit 1 phosphatase 6, regulatory subunit 1
(PPP6R1), transcript variant X3, mRNA (PPP6R1), transcript variant X5, mRNA

two 213346 GATA6 u66075 Human transcription factor hGATA-6 Nucleus transcription XM_005656114 PREDICTED: Sus scrofa transcription
mRNA, complete cds regulator factor GATA-6 (GATA-6), transcript

variant X3, mRNA
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two 213347 SHMT1 XM_005256767 PREDICTED: Homo sapiens serine Cytoplasm enzyme XM_003481107 PREDICTED: Sus scrofa BRICHOS
hydroxymethyltransferase 1 (soluble) domain containing 5 (BRICD5), mRNA
(SHMT1), transcript variant X1, mRNA
two 213355 NCOA1 XM_006712126 PREDICTED: Homo sapiens nuclear Nucleus transcription EU346671 Sus scrofa steroid receptor coactivator
receptor coactivator 1 (NCOA1), regulator 1 isoform 2 (SRC1) mRNA, complete
transcript variant X5, mRNA cds, alternatively spliced
two 213362 TRPV2 AC099063 Homo sapiens chromosome 1 clone XM_005654003 PREDICTED: Sus scrofa transient
RP4-620F22, complete sequence receptor potential cation channel,
subfamily V, member 2 (TRPV2),
transcript variant X4, mRNA
two 213372  ZNF791 NM_153358 Homo sapiens zinc finger protein 791  Other other XM_003354092 PREDICTED: Sus scrofa zinc finger
(ZNF791), mRNA protein 791-like (LOC100521069),
transcript variant X1, mRNA
two 213373 EFR3B HG493765 TPA: Homo sapiens RP11-509E16,1 Other other XM_005674509 PREDICTED: Sus scrofa EFR3
gene for long non-coding RNA homolog B (S, cerevisiae) (EFR3B),
OTTHUMT00000431074,1, lincRNA mRNA
two 213374 TIMMDC1 CR457158 Homo sapiens full open reading frame Cytoplasm  other AK394326 Sus scrofa mRNA, clone:
cDNA clone RZPDo834B0712D for LVRM10176D09, expressed in liver
gene C3orf1, chromosome 3 open
reading frame 1; complete cds, incl,
stopcodon
two 213375 FM206294 Cloning vector pchilGHG1 XM_005661481 PREDICTED: Sus scrofa basic
transcription factor 3 (BTF3), transcript
variant X3, mRNA
two 213387 NDUFA1M1 NM_175614 Homo sapiens NADH dehydrogenase = Cytoplasm enzyme NM_001244924 Sus scrofa NADH dehydrogenase
(ubiquinone) 1 alpha subcomplex, 11, (ubiquinone) 1 alpha subcomplex, 11,
14,7kDa (NDUFA11), transcript variant 14,7kDa (NDUFA11), mRNA
1, mRNA
two 213400 ARHGDIA NM_004309 Homo sapiens Rho GDP dissociation ~ Cytoplasm  other NM_001201384 Sus scrofa Rho GDP dissociation
inhibitor (GDI) alpha (ARHGDIA), inhibitor (GDI) alpha (ARHGDIA),
transcript variant 2, mRNA mRNA >gi|315321425|gb|HQ697265,1|
Sus scrofa Rho GDP dissociation
inhibitor alpha (ARHGDIA) mRNA,
complete cds
two 213411  RADY9A XR_428922 PREDICTED: Homo sapiens RAD9 Nucleus enzyme AK237472 Sus scrofa mRNA,
homolog A (S, pombe) (RAD9A), clone:SPL010050A10, expressed in
transcript variant X2, misc_RNA spleen
two 213413 AK026716 Homo sapiens cDNA: FLJ23063 fis, CU861994 Pig DNA sequence from clone CH242-
clone LNG04745 42G7 on chromosome X, complete
sequence
two 213414 TNRC6B NM_001162501 Homo sapiens trinucleotide repeat Other other FP101893 Pig DNA sequence from clone CH242-
containing 6B (TNRC6B), transcript 249J24 on chromosome X, complete
variant 1, mRNA sequence
two 213426 TSNARE1 AC145290 Homo sapiens chromosome 8, clone Other other Cu550727 Pig DNA sequence from clone CH242-

WI2-85514F 10, complete sequence

88F19 on chromosome 1, complete
sequence
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two 213428 SENP3 NM_015670 Homo sapiens SUMO1/sentrin/SMT3  Nucleus peptidase XR_306604 PREDICTED: Sus scrofa
specific peptidase 3 (SENP3), mRNA uncharacterized LOC100512311
(LOC100512311), misc_RNA
two 213438 AAMP NG_033036 Homo sapiens angio-associated, Plasma other AK349079 Sus scrofa mRNA,
migratory cell protein (AAMP), Membrane clone:PCT010021F09, expressed in
RefSeqGene on chromosome 2 placenta
two 213443 AC240142 Homo sapiens FOSMID clone COR2A- XR_297258 PREDICTED: Sus scrofa zinc finger
DDO0002UJKNU_A3 from chromosome protein 709-like (LOC102167305),
1, complete sequence misc_RNA
two 213449 DICER1 NM_001271282 Homo sapiens dicer 1, ribonuclease Cytoplasm enzyme NM_001197194 Sus scrofa dicer 1, ribonuclease type Il
type Il (DICERH1), transcript variant 4, (DICER1), mRNA
mRNA >@i|307715908|gb|HQ184403,1| Sus
scrofa dicer mMRNA, complete cds
two 213466  SH3GL1 NG_028084 Homo sapiens SH3-domain GRB2-like Cytoplasm other XM_005661331 PREDICTED: Sus scrofa SH3-domain
1 (SH3GL1), RefSeqGene on GRB2-like 1 (SH3GL1), transcript
chromosome 19 variant X4, mRNA
two 213495 TMEM184B XM_006724227 PREDICTED: Homo sapiens Other other BX296548 Pig DNA sequence from clone PigE-
transmembrane protein 184B 19319, complete sequence
(TMEM184B), transcript variant X7,
mRNA
two 213518 CAV3 NG_008797 Homo sapiens caveolin 3 (CAV3), AY731093 Sus scrofa CAV3 (CAV3) mRNA,
RefSeqGene (LRG_329) on complete cds
chromosome 3
two 213522 AC068138 Homo sapiens BAC clone RP11- Cu618307 Pig DNA sequence from clone CH242-
813K12 from 2, complete sequence 12P4 on chromosome X, complete
sequence
two 213545 CADPS2 NG_016215 Homo sapiens Ca++-dependent AB699688 Sus scrofa genes for immunoglobulin
secretion activator 2 (CADPS2), heavy chain constant region, clone:
RefSeqGene on chromosome 7 L380J14
two 213569 LINCO00641 NR_038970 Homo sapiens long intergenic non- Other other CT824638 Pig DNA sequence from clone CH242-
protein coding RNA 641 (LINC00641), 207119 on chromosome 7, complete
transcript variant 1, long non-coding sequence
RNA
two 213572 DPH3 NM_206831 Homo sapiens diphthamide Cytoplasm  other NM_001243616 Sus scrofa DPH3, KTI11 homolog (S,
biosynthesis 3 (DPH3), transcript cerevisiae) (DPH3), mRNA
variant 1, mRNA
two 213641 TARBP2 XR_245955 PREDICTED: Homo sapiens TAR (HIV- Nucleus other XM_005652571 PREDICTED: Sus scrofa TAR (HIV-1)
1) RNA binding protein 2 (TARBP2), RNA binding protein 2 (TARBP2),
transcript variant X11, misc_RNA transcript variant X3, mRNA
two 213681  LIX1L NM_153713 Homo sapiens Lix1 homolog (mouse)- Other other XM_001927823 PREDICTED: Sus scrofa Lix1 homolog
like (LIX1L), mRNA (mouse)-like (LIX1L), mRNA
two 213701 SERPINA1 NM_001127707 Homo sapiens serpin peptidase Extracellular other XM_005666416 PREDICTED: Sus scrofa serpin

inhibitor, clade A (alpha-1
antiproteinase, antitrypsin), member 1
(SERPINA1), transcript variant 11,
mRNA

Space

peptidase inhibitor, clade A (alpha-1
antiproteinase, antitrypsin), member 1
(SERPINAA1), transcript variant X2,
mRNA
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two 213722 FAM21C AC254314 Homo sapiens BAC clone CH17- XM_005671224 PREDICTED: Sus scrofa family with
214P16 from chromosome 10, complete sequence similarity 21, member C
sequence (FAM21C), transcript variant X3, mRNA
two 213745 SLCO1B7 AC087309 Homo sapiens 12 BAC RP11-545J16  Extracellular other XM _005655661 PREDICTED: Sus scrofa solute carrier
(Roswell Park Cancer Institute Human Space organic anion transporter family,
BAC Library) complete sequence member 1B3 (SLCO1B3), transcript
variant X4, mRNA
two 213770 ORMDL3 XM_005257827 PREDICTED: Homo sapiens ORM1-like Cytoplasm other XM_003131499 PREDICTED: Sus scrofa ORM1-like
3 (S, cerevisiae) (ORMDL3), transcript protein 3-like (LOC100512626),
variant X3, mRNA transcript variant X2, mRNA
two 213800 AC098484 Homo sapiens chromosome 1 clone FP236754 Pig DNA sequence from clone CH242-
RP5-994D16, complete sequence 296P20 on chromosome 1, complete
sequence
two 213805 MKRN1 NM_013446 Homo sapiens makorin ring finger Other enzyme XM_005654275 PREDICTED: Sus scrofa makorin ring
protein 1 (MKRN1), transcript variant 1, finger protein 1 (MKRN1), transcript
mMRNA variant X4, mRNA
two 213843 TTC39A AL162430 Human DNA sequence from clone RP11- XM_005665443 PREDICTED: Sus scrofa
296A18 on chromosome 1, complete tetratricopeptide repeat domain 39A
sequence (TTC39A), transcript variant X3, mRNA
two 213854 C120rf43 NR_104409 Homo sapiens chromosome 12 open Other other XM_005670716 PREDICTED: Sus scrofa chromosome
reading frame 43 (C120rf43), transcript 14 open reading frame, human
variant 8, long non-coding RNA C120rf43 (C14H120rf43), transcript
variant X2, mRNA
two 213895 CSDC2 NM_014460 Homo sapiens cold shock domain Cytoplasm other AK348001 Sus scrofa mRNA,
containing C2, RNA binding (CSDC2), clone:OVRM10039C02, expressed in
mRNA ovary
two 213900 MAD2L2 XM_005263423 PREDICTED: Homo sapiens MAD2 Nucleus enzyme AK343356 Sus scrofa mRNA,
mitotic arrest deficient-like 2 (yeast) clone:ADR010047F06, expressed in
(MAD2L2), transcript variant X1, mRNA adrenal gland
two 213919 PTTG1 FM206294 Cloning vector pchilGHG1 XM_005672566 PREDICTED: Sus scrofa pituitary tumor-
transforming 1 (PTTG1), transcript
variant X6, mRNA
two 213955 TRAF3IP3 NM_025228 Homo sapiens TRAF3 interacting Other other AK400031 Sus scrofa mRNA, clone:
protein 3 (TRAF3IP3), transcript variant HTMT10133F01, expressed in
1, mRNA hypothalamus
two 213998 EIF5A AC229595 Homo sapiens FOSMID clone ABC14- XM_005655287 PREDICTED: Sus scrofa eukaryotic
1179922A23 from chromosome translation initiation factor 5A (EIF5A),
unknown, complete sequence transcript variant X7, mRNA
two 214010 BC069282 Homo sapiens cDNA clone AY610090 Sus scrofa clone
IMAGE:6462259, **** WARNING: Clu_67806,scr,msk,p1,Contig1, mRNA
chimeric clone **** sequence
two 214016 AC092650 Homo sapiens BAC clone RP11-429P7 AK396151 Sus scrofa mRNA, clone:

from 2, complete sequence

PBL010086EQ7, expressed in
peripheral blood lymphocytes
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two 214019 CHRNG BC111802 Homo sapiens cholinergic receptor, Plasma transmembrane XM_003133731 PREDICTED: Sus scrofa cholinergic
nicotinic, gamma, mRNA (cDNA clone Membrane receptor receptor, nicotinic, gamma (muscle)
MGC:133376 IMAGE:40069605), (CHRNG), mRNA
complete cds
two 214031 MARVELD1 NM_031484 Homo sapiens MARVEL domain Other other XR_299456 PREDICTED: Sus scrofa MARVEL
containing 1 (MARVELD1), mRNA domain containing 1 (MARVELD1),
transcript variant X1, misc_RNA
two 214046 RPS17P8 NG_011147 Homo sapiens ribosomal protein S17 AK352159 Sus scrofa mRNA,
pseudogene 8 (RPS17P8) on clone:UTR010014E11, expressed in
chromosome 2 uterus
two 214061 FBXO046 NM_001080469 Homo sapiens F-box protein 46 Other other XM_005658972 PREDICTED: Sus scrofa F-box protein
(FBX0O46), mRNA 46 (FBX046), mRNA
two 214081 BRD2 XR 247406 PREDICTED: Homo sapiens Nucleus kinase AK400097 Sus scrofa mRNA, clone:
bromodomain containing 2 (BRD2), BFLT10007E08, expressed in brain
transcript variant X2, misc_RNA (frontal lobe)
two 214106 FBLN2 AL080171 Homo sapiens mMRNA; cDNA Extracellular other XM_003483229 PREDICTED: Sus scrofa fibulin-2-like
DKFZp434F081 (from clone Space (LOC100738401), partial MRNA
DKFZp434F081)
two 214109 FM206294 Cloning vector pchilGHG1 FP015812 Pig DNA sequence from clone CH242-
6113 on chromosome X, complete
sequence
two 214114 HG508224 TPA: Homo sapiens CTD-2033A16,3 XM_003126901 PREDICTED: Sus scrofa RNA-binding
gene for long non-coding RNA protein NOB1-like (LOC100516270),
OTTHUMTO00000438062,1, antisense mRNA
two 214128 CHKB-CPT1B NR_027928 Homo sapiens CHKB-CPT1B Other other AK397012 Sus scrofa mRNA, clone:
readthrough (NMD candidate) (CHKB- PTG010053B12, expressed in pituitary
CPT1B), long non-coding RNA gland
two 214132 LSM7 NM_016199 Homo sapiens LSM7 homolog, U6 Nucleus other XM_003123024 PREDICTED: Sus scrofa LSM7
small nuclear RNA associated (S, homolog, U6 small nuclear RNA
cerevisiae) (LSM7), mRNA associated (S, cerevisiae) (LSM7),
transcript variant X1, mRNA
two 214146  PAK1 XM_006718576 PREDICTED: Homo sapiens p21 Cytoplasm kinase XM_005667164 PREDICTED: Sus scrofa p21 protein
protein (Cdc42/Rac)-activated kinase 1 (Cdc42/Rac)-activated kinase 1 (PAK1),
(PAK1), transcript variant X7, mRNA mRNA
two 214160 TCEB2 NM_007108 Homo sapiens transcription elongation Nucleus transcription XM_003124746 PREDICTED: Sus scrofa transcription
factor B (SllI), polypeptide 2 (18kDa, regulator elongation factor B (SlIl), polypeptide 2
elongin B) (TCEB2), transcript variant 1, (18kDa, elongin B) (TCEB2), transcript
mMRNA variant 1, mRNA
two 214166 CAMSAP1 XM_005263397 PREDICTED: Homo sapiens calmodulin Cytoplasm  other XM_003122282 PREDICTED: Sus scrofa calmodulin
regulated spectrin-associated protein 1 regulated spectrin-associated protein 1
(CAMSAP1), transcript variant X2, (CAMSAP1), mRNA
mRNA
two 214206 CACNG2 NG_031861 Homo sapiens calcium channel, voltage- Plasma ion channel CU468063 Pig DNA sequence from clone CH242-
dependent, gamma subunit 2 Membrane 273011 on chromosome X, complete

(CACNG2), RefSeqGene on
chromosome 22

sequence
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two 214238 FAM13B XM_006714649 PREDICTED: Homo sapiens family with Cytoplasm other L36913 Pig microsatellite DNA (CA repeat)
sequence similarity 13, member B
(FAM13B), transcript variant X6, mRNA
two 214255 RPS17P3 NG_009636 Homo sapiens ribosomal protein S17 AK352159 Sus scrofa mRNA,
pseudogene 3 (RPS17P3) on clone:UTR010014E11, expressed in
chromosome 17 uterus
two 214264 PSMC3IP NG_031960 Homo sapiens PSMC3 interacting Nucleus transcription XM_005668801 PREDICTED: Sus scrofa PSMC3
protein (PSMC3IP), RefSeqGene on regulator interacting protein (PSMC3IP),
chromosome 17 transcript variant X2, mRNA
two 214268 BLOC1$1 NR_037657 Homo sapiens biogenesis of lysosomal Cytoplasm other AK392442 Sus scrofa mRNA, clone:
organelles complex-1, subunit 1 HTMT10074C01, expressed in
(BLOC1S1), transcript variant 4, long hypothalamus
non-coding RNA
two 214286 PKP2P1 NG_000936 Homo sapiens plakophilin 2 XM_003126396 PREDICTED: Sus scrofa plakophilin 2
pseudogene 1 (PKP2P1) on (PKP2), partial mMRNA
chromosome 12
two 214287 GPR124 XM_006716325 PREDICTED: Homo sapiens G protein- Plasma G-protein XM_003133366 PREDICTED: Sus scrofa G protein-
coupled receptor 124 (GPR124), Membrane coupled receptor coupled receptor 124 (GPR124), mRNA
transcript variant X3, mRNA
two 214314  ZNF22 NM_006963 Homo sapiens zinc finger protein 22 Nucleus other XR_135410 PREDICTED: Sus scrofa zinc finger
(ZNF22), mRNA protein 22-like (LOC100739398),
misc_RNA
two 214330 KIAA1875 AK124611 Homo sapiens cDNA FLJ42620 fis, Other other XM_003125462 PREDICTED: Sus scrofa KIAA1875
clone BRACE3015121 ortholog (KIAA1875), mRNA
two 214332 UBL7 NM_001286740 Homo sapiens ubiquitin-like 7 (UBL7), Other other XM_005666133 PREDICTED: Sus scrofa ubiquitin-like 7
transcript variant 4, mRNA (bone marrow stromal cell-derived)
(UBLY7), transcript variant X4, mRNA
two 214353 AC229595 Homo sapiens FOSMID clone ABC14- AK389352 Sus scrofa mRNA, clone:
1179922A23 from chromosome ADRO010052A04, expressed in adrenal
unknown, complete sequence gland
two 214358 UCP2 U94592 Human uncoupling protein homolog Cytoplasm transporter L36913 Pig microsatellite DNA (CA repeat)
(UCPH) mRNA, complete cds
two 214368 FM206294 Cloning vector pchilGHG1 XM_005654290 PREDICTED: Sus scrofa nuclear pore
glycoprotein p62-like (LOC100517135),
transcript variant X7, mRNA
two 214374  GNAI3 NG_032795 Homo sapiens guanine nucleotide XM_005663587 PREDICTED: Sus scrofa guanine
binding protein (G protein), alpha nucleotide binding protein (G protein),
inhibiting activity polypeptide 3 (GNAI3), alpha inhibiting activity polypeptide 3
RefSeqGene on chromosome 1 (GNAI3), transcript variant X2, mRNA
two 214382 RPS2P9 NG_010131 Homo sapiens ribosomal protein S2 AK392242 Sus scrofa mRNA, clone:
pseudogene 9 (RPS2P9) on HTMT10059G10, expressed in
chromosome 1 hypothalamus
two 214387 OXSM XM_006713217 PREDICTED: Homo sapiens 3-oxoacyl- Cytoplasm kinase XM_005669308 PREDICTED: Sus scrofa 3-oxoacyl-

ACP synthase, mitochondrial (OXSM),
transcript variant X2, mRNA

ACP synthase, mitochondrial (OXSM),
partial mMRNA

Supplementary Table S2 Page 123 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description

two 214394 AC216001 Homo sapiens FOSMID clone ABC11- Cu861973 Pig DNA sequence from clone CH242-
47170100H15 from chromosome 18, 28P8 on chromosome X, complete
complete sequence sequence

two 214408 H2AFZ XM_005262971 PREDICTED: Homo sapiens H2A Nucleus other AK391948 Sus scrofa mRNA, clone:
histone family, member Z (H2AFZ2), HTMT10036B07, expressed in
transcript variant X1, mRNA hypothalamus

two 214417 LMNB2 NM_032737 Homo sapiens lamin B2 (LMNB2), Nucleus other XM_003353991 PREDICTED: Sus scrofa lamin B2
mRNA (LMNB2), mRNA

two 214435 GSTP1P1 NG_004638 Homo sapiens glutathione S- AK392586 Sus scrofa mRNA, clone:
transferase pi 1 pseudogene 1 HTMT10088B08, expressed in
(GSTP1P1) on chromosome 12 hypothalamus

two 214441  MYH3 XM_006721528 PREDICTED: Homo sapiens myosin,  Cytoplasm enzyme XM_003131994 PREDICTED: Sus scrofa myosin heavy
heavy chain 3, skeletal muscle, chain (MYHC), mRNA
embryonic (MYH3), transcript variant
X1, mRNA

two 214454  NPFF AC023509 Homo sapiens 12 BAC RP11-793H13 XM_003126195 PREDICTED: Sus scrofa neuropeptide
(Roswell Park Cancer Institute Human FF-amide peptide precursor (NPFF),
BAC Library) complete sequence mRNA

two 214456 AC025300 Homo sapiens chromosome 11, clone AK394421 Sus scrofa mRNA, clone:
RP11-573E11, complete sequence MLNO010028D03, expressed in

mesenteric lymph node

two 214464 AC237340 Homo sapiens FOSMID clone ABC16- AC091623 Sus scrofa clone RP44-183E24,
287016 from chromosome 7, complete complete sequence
sequence

two 214465 PLEKHB1 AF081583 Homo sapiens KPL1 (KPL1) mRNA, Cytoplasm  other AK392524 Sus scrofa mRNA, clone:
complete cds HTMT10083C03, expressed in

hypothalamus

two 214468 DNAJB14 XM_006714311 PREDICTED: Homo sapiens DnaJ Other enzyme XM_005666965 PREDICTED: Sus scrofa Dnad (Hsp40)
(Hsp40) homolog, subfamily B, member homolog, subfamily B, member 14
14 (DNAJB14), transcript variant X2, (DNAJB14), mRNA
mRNA

two 214493 CRYBA1 XM_006721706 PREDICTED: Homo sapiens crystallin, Other other XM_003131602 PREDICTED: Sus scrofa beta-crystallin
beta A1 (CRYBA1), transcript variant A3-like (LOC100519211), partial mMRNA
X1, mRNA

two 214503 CBX5 NM_001127322 Homo sapiens chromobox homolog 5  Nucleus transcription XM_005663856 PREDICTED: Sus scrofa chromobox
(CBX5), transcript variant 1, mRNA regulator homolog 5 (CBX5), mRNA

two 214505 FAM92A1 XM_006716506 PREDICTED: Homo sapiens family with Other other XM_005662973 PREDICTED: Sus scrofa protein
sequence similarity 92, member A1 FAM92A1-like (LOC100515202), mRNA
(FAM92A1), transcript variant X6,
mRNA

two 214529 SWI5 XM_005251982 PREDICTED: Homo sapiens SWI5 Nucleus other XM_005660484 PREDICTED: Sus scrofa DNA repair

recombination repair homolog (yeast)
(SWI5), transcript variant X1, mRNA

protein SWI5 homolog
(LOC100152291), partial mMRNA
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two 214530 UBR4 XM_006710510 PREDICTED: Homo sapiens ubiquitin  Nucleus enzyme XM_005656025 PREDICTED: Sus scrofa ubiquitin
protein ligase E3 component n-recognin protein ligase E3 component n-recognin
4 (UBR4), transcript variant X13, mRNA 4 (UBR4), mRNA

two 214556 AKT2 NG 012038 Homo sapiens v-akt murine thymoma  Cytoplasm kinase XM_005655820 PREDICTED: Sus scrofa v-akt murine
viral oncogene homolog 2 (AKT2), thymoma viral oncogene homolog 2
RefSeqGene on chromosome 19 (AKT2), transcript variant X3, mRNA

two 214560 CRYBA2 NM_057094 Homo sapiens crystallin, beta A2 Other other AY609619 Sus scrofa clone
(CRYBAZ2), transcript variant 3, mRNA Clu_214473,scr,msk,p1,Contig1, mRNA

sequence

two 214648 RNF183 XM_006716952 PREDICTED: Homo sapiens ring finger Other other XM_003353615 PREDICTED: Sus scrofa ring finger
protein 183 (RNF183), transcript variant protein 183 (RNF183), transcript variant
X1, mRNA 2, mRNA

two 214692 KCNC1 NM_001112741 Homo sapiens potassium voltage-gated Plasma ion channel XM_003360528 PREDICTED: Sus scrofa ATP-
channel, Shaw-related subfamily, Membrane dependent RNA helicase DDX3X-like
member 1 (KCNCH1), transcript variant (LOC100624590), transcript variant 1,
A, mRNA mRNA

two 214693 ALMS1 NM_015120 Homo sapiens Alstrom syndrome 1 Cytoplasm other XM_005662465 PREDICTED: Sus scrofa Alstrom
(ALMS1), mRNA syndrome 1 (ALMS1), transcript variant

X2, mRNA

two 214696 NG_022050 Homo sapiens inositol-3-phosphate AK347388 Sus scrofa mRNA,
synthase 1 pseudogene (LOC645433) clone:OVR010021E12, expressed in
on chromosome 4 ovary

two 214707 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)

two 214724 TMEMSA AK091823 Homo sapiens cDNA FLJ34504 fis, Plasma other XM_003124666 PREDICTED: Sus scrofa
clone HLUNG2005774, highly similar to Membrane transmembrane protein 8A (TMEMB8A),
Homo sapiens mRNA for M83 protein mRNA

two 214731 CNTN5 AP000760 Homo sapiens genomic DNA, Plasma other AK392499 Sus scrofa mRNA, clone:
chromosome 11 clone:RP11-779L16, Membrane HTMT10080D10, expressed in
complete sequence hypothalamus

two 214733 SPG7 NM_003119 Homo sapiens spastic paraplegia 7 Cytoplasm peptidase AK393108 Sus scrofa mRNA, clone:
(pure and complicated autosomal KDNO010003C03, expressed in kidney
recessive) (SPG7), transcript variant 1,
mRNA

two 214740 KLHL18 BX537953 Homo sapiens mMRNA; cDNA Other other XM_005674502 PREDICTED: Sus scrofa kelch-like
DKFZp686M0586 (from clone family member 18 (KLHL18), mRNA
DKFZp686M0586); complete cds

two 214744 GNG12 NM_018841 Homo sapiens guanine nucleotide Plasma enzyme FN673720 Sus scrofa BAC clone KNP_175E3
binding protein (G protein), gamma 12 Membrane
(GNG12), mRNA

two 214749 MOBP NR_103505 Homo sapiens myelin-associated Cytoplasm other XR_306740 PREDICTED: Sus scrofa myelin-

oligodendrocyte basic protein (MOBP),
transcript variant 6, long non-coding
RNA

associated oligodendrocyte basic
protein (MOBP), transcript variant X5,
misc_RNA

Supplementary Table S2 Page 125 of 361



cluster arrayid gene symbols HSA accession HSA description location property SSC accession SSC description
two 214755 ATP2B2 NG_012046 Homo sapiens ATPase, Ca++ Plasma transporter XM_005669777 PREDICTED: Sus scrofa plasma
transporting, plasma membrane 2 Membrane membrane calcium-transporting ATPase
(ATP2B2), RefSeqGene on 2-like (LOC100736596), partial mMRNA
chromosome 3
two 214769 DYNLRB1 NR_ 104032 Homo sapiens dynein, light chain, Cytoplasm  other AK237500 Sus scrofa mRNA,
roadblock-type 1 (DYNLRB1), transcript clone:SPL010053H10, expressed in
variant 6, non-coding RNA spleen
two 214772 GABRB3 NG_012836 Homo sapiens gamma-aminobutyric Plasma ion channel AK399723 Sus scrofa mRNA, clone:
acid (GABA) A receptor, beta 3 Membrane BMWN10044C06, expressed in bone
(GABRB3), RefSeqGene on marrow
chromosome 15
two 214825 BCL2L2 NM_004050 Homo sapiens BCL2-like 2 (BCL2L2), Cytoplasm other XM_005666256 PREDICTED: Sus scrofa BCL2-like 2
transcript variant 1, mRNA (BCL2L2), transcript variant X3, mRNA
two 214840 HG507430 TPA: Homo sapiens RP11-24J19,1 AK389458 Sus scrofa mRNA, clone:
gene for long non-coding RNA ADRO010075D03, expressed in adrenal
OTTHUMTO00000414827,1, antisense gland
two 214842 HEPACAM XM_005271449 PREDICTED: Homo sapiens hepatic Plasma other FP102488 Pig DNA sequence from clone CH242-
and glial cell adhesion molecule Membrane 224P4 on chromosome X, complete
(HEPACAM), transcript variant X1, sequence
mRNA
two 214849 SMAD2 NM_001135937 Homo sapiens SMAD family member 2 Nucleus transcription AK398510 Sus scrofa mRNA, clone:
(SMAD2), transcript variant 3, mMRNA regulator THY010124G08, expressed in thymus
two 214887 KIAA1468 XM_006722515 PREDICTED: Homo sapiens KIAA1468 Other other XM_005654482 PREDICTED: Sus scrofa KIAA1468
(KIAA1468), transcript variant X8, ortholog (KIAA1468), transcript variant
mRNA X3, mRNA
two 214896 RPS6KL1 AC104981 Homo sapiens chromosome 17, clone  Other other XM_001924573 PREDICTED: Sus scrofa ribosomal
RP11-316M20, complete sequence protein S6 kinase-like 1 (RPS6KL1),
mRNA
two 214897 AL450023 Human DNA sequence from clone RP11- CU074335 Pig DNA sequence from clone CH242-
552J9 on chromosome X, complete 169D21 on chromosome 1, complete
sequence sequence
two 214912 ADAMTSLA AL442638 Homo sapiens chromosome 9 BAC Extracellular other CT737281 Pig DNA sequence from clone CH242-
RP11-570H19, complete sequence Space 102G9 on chromosome 7, complete
sequence
two 214914 PDCD6 AF035606 Homo sapiens calcium binding protein  Cytoplasm other XM_005656501 PREDICTED: Sus scrofa putative
(ALG-2) mRNA, complete cds protein ZNF720-like (LOC102161965),
transcript variant X2, mRNA
two 214925 SNX30 XM_005251986 PREDICTED: Homo sapiens sorting Other other XM_003122081 PREDICTED: Sus scrofa sorting nexin
nexin family member 30 (SNX30), family member 30 (SNX30), mRNA
transcript variant X1, mRNA
two 214926  ATP6V1C1 NM_001695 Homo sapiens ATPase, H+ transporting, Cytoplasm  transporter NM_001190205 Sus scrofa ATPase, H+ transporting,
lysosomal 42kDa, V1 subunit C1 lysosomal 42kDa, V1 subunit C1
(ATP6V1C1), mMRNA (ATPBV1C1), mMRNA
two 214934 NHLRC2 AL627429 Human DNA sequence from clone RP11. Other enzyme AK396396 Sus scrofa mRNA, clone:

361G9 on chromosome 10, complete
sequence

PST010021F10, expressed in prostate
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two 214987  TTLLM XM_005251729 PREDICTED: Homo sapiens tubulin Other other XM_005655051 PREDICTED: Sus scrofa cAMP-
tyrosine ligase-like family, member 11 dependent protein kinase type I-beta
(TTLL11), transcript variant X2, mMRNA regulatory subunit-like
(LOC100522128), mRNA
two 214993 RUNDCS3A NM_001144826 Homo sapiens RUN domain containing Cytoplasm other XM_005668759 PREDICTED: Sus scrofa RUN domain
3A (RUNDC3A), transcript variant 3, containing 3A (RUNDC3A), transcript
mRNA variant X5, mRNA
two 215028 UBQLN1 NG_011519 Homo sapiens ubiquilin 1 (UBQLN1),  Cytoplasm other XM_005668033 PREDICTED: Sus scrofa ubiquilin 1
RefSegGene on chromosome 9 (UBQLN1), transcript variant X2, mRNA
two 215040 FBX028 FM206294 Cloning vector pchilGHG1 XM_003130584 PREDICTED: Sus scrofa F-box protein
28 (FBX028), transcript variant X1,
mRNA
two 215062 CHDH NG_028042 Homo sapiens choline dehydrogenase Cytoplasm enzyme AK393413 Sus scrofa mRNA, clone:
(CHDH), RefSeqGene on chromosome KDNO010051G05, expressed in kidney
3
two 215082 LOC101929028 AC068992 Homo sapiens 8 BAC RP11-40619 Other other CuU928841 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 129J12 on chromosome X, complete
BAC Library) complete sequence sequence
two 215088 FM206294 Cloning vector pchilGHG1 AY609786 Sus scrofa clone
Clu_3100,scr,msk,p1,Contig1, mRNA
sequence
two 215090 COL8A2 NG_016245 Homo sapiens collagen, type VI, alpha Extracellular other XM_003127788 PREDICTED: Sus scrofa ADP-
2 (COL8A2), RefSeqGene on Space ribosylhydrolase like 2 (ADPRHL2),
chromosome 1 mRNA
two 215105 ZDHHC18 AC004873 Homo sapiens PAC clone RP4-742P4 XM_003127734 PREDICTED: Sus scrofa zinc finger,
from 1, complete sequence DHHC-type containing 18 (ZDHHC18),
mRNA
two 215107 TMEMB30A NM_018247 Homo sapiens transmembrane protein Cytoplasm other XM_003483416 PREDICTED: Sus scrofa dynein,
30A (TMEMB3O0A), transcript variant 1, axonemal, heavy chain 10 (DNAH10),
mRNA mRNA
two 215131  AP2A2 XR_242779 PREDICTED: Homo sapiens adaptor- Cytoplasm transporter AK393723 Sus scrofa mRNA, clone:
related protein complex 2, alpha 2 KDNO010095G12, expressed in kidney
subunit (AP2A2), transcript variant X1,
misc_RNA
two 215151 AL359502 Human DNA sequence from clone RP11: CT954269 Pig DNA sequence from clone CH242-
120E13 on chromosome 13, complete 404E7 on chromosome 7, complete
sequence sequence
two 215180 FM206294 Cloning vector pchilGHG1 AK397131 Sus scrofa mRNA, clone:
PTG010099C02, expressed in pituitary
gland
two 215188 FBXL15 XM_005270150 PREDICTED: Homo sapiens F-box and Cytoplasm other CT737356 Pig DNA sequence from clone CH242-

leucine-rich repeat protein 15 (FBXL15),
transcript variant X2, mRNA

131H21 on chromosome 14, complete
sequence
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two 215222 NDUFAF5 XM_006723624 PREDICTED: Homo sapiens NADH Cytoplasm  other XM_005672707 PREDICTED: Sus scrofa NADH
dehydrogenase (ubiquinone) complex I, dehydrogenase (ubiquinone) complex |,
assembly factor 5 (NDUFAFS5), assembly factor 5 (NDUFAF5),
transcript variant X5, mRNA transcript variant X2, mRNA
two 215223 SNRNP200 NG 016973 Homo sapiens small nuclear Nucleus enzyme XM_003481129 PREDICTED: Sus scrofa cytosolic iron-
ribonucleoprotein 200kDa (U5) sulfur protein assembly 1 (CIAO1),
(SNRNP200), RefSeqGene on mRNA
chromosome 2
two 215227 NUDT16L1 NM_001193452 Homo sapiens nudix (nucleoside Cytoplasm  other XM_005662164 PREDICTED: Sus scrofa nudix
diphosphate linked moiety X)-type motif (nucleoside diphosphate linked moiety
16-like 1 (NUDT16L1), transcript variant X)-type motif 16-like 1 (NUDT16L1),
2, mRNA transcript variant X2, mRNA
two 215247 THAP9-AS1 AK128593 Homo sapiens cDNA FLJ46752 fis, Other other XR_135296 PREDICTED: Sus scrofa
clone TRACH3023063 uncharacterized LOC100737511
(LOC100737511), transcript variant X1,
misc_RNA
two 215250 IRGQ JN160804 Cloning vector pRS316-1B9, complete XM_005655929 PREDICTED: Sus scrofa immunity-
sequence related GTPase family, Q (IRGQ),
transcript variant X5, mRNA
two 215251 CELSR2 D87469 Homo sapiens mRNA for KIAA0279 Plasma G-protein KJ210857 Sus scrofa domesticus SLIT and NTRK-
protein, partial cds Membrane coupled receptor like protein 6 precursor (SLITRK6)
gene, complete cds
two 215304 FM206294 Cloning vector pchilGHG1 XM_003359404 PREDICTED: Sus scrofa
BCL2/adenovirus E1B 19 kDa protein-
interacting protein 3-like
(LOC100624868), mRNA
two 215306 MRPS36 NM_033281 Homo sapiens mitochondrial ribosomal Cytoplasm  other AK391719 Sus scrofa mRNA, clone:
protein S36 (MRPS36), mRNA HTMT10018CO03, expressed in
hypothalamus
two 215329 ADARB1 AL096762 Human DNA sequence from clone RP5- XM_005652389 PREDICTED: Sus scrofa adenosine
843G2 on chromosome Xp11,3-11,4, deaminase, RNA-specific, B1
complete sequence (ADARB1), mRNA
two 215340 C2H19orf25 FM206294 Cloning vector pchilGHG1 XM_003353978 PREDICTED: Sus scrofa chromosome
2 open reading frame, human C19orf25
(C2H190rf25), mRNA
two 215369 CENPF U30872 Human mitosin mRNA, complete cds Nucleus other AK236537 Sus scrofa mRNA,
clone:OVRM10201A11, expressed in
ovary
two 215389 HS6ST2 XM_006724790 PREDICTED: Homo sapiens heparan Plasma enzyme XM_005673924 PREDICTED: Sus scrofa heparan-
sulfate 6-O-sulfotransferase 2 Membrane sulfate 6-O-sulfotransferase 2-like
(HS6ST2), transcript variant X3, mRNA (LOC100153213), mRNA
two 215401  C10o0rf2 NG_012624 Homo sapiens chromosome 10 open Cytoplasm enzyme AK236031 Sus scrofa mRNA,

reading frame 2 (C100rf2), RefSeqGene
on chromosome 10

clone:OVRM10140F 12, expressed in
ovary
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two 215438 SLCY9A9 NG_017077 Homo sapiens solute carrier family 9, XM_003359817 PREDICTED: Sus scrofa ubiquitin
subfamily A (NHE9, cation proton domain containing 2 (UBTD2), mRNA
antiporter 9), member 9 (SLC9A9),
RefSeqGene on chromosome 3
two 215456 APLP1 u48437 Homo sapiens amyloid precursor-like  Extracellular other AK399912 Sus scrofa mRNA, clone:
protein 1 (APLP1) mRNA, complete cds Space HTMT10069E08, expressed in
hypothalamus
two 215571 FM206294 Cloning vector pchilGHG1 CU928991 Pig DNA sequence from clone CH242-
32C19 on chromosome 12, complete
sequence
two 215574 AC007384 Homo sapiens BAC clone RP11-325F22 CU406985 Pig DNA sequence from clone CH242-
from 7, complete sequence 434N2 on chromosome X, complete
sequence
two 215590 DENND2A XM_005249978 PREDICTED: Homo sapiens Other other XM_005654270 PREDICTED: Sus scrofa DENN/MADD
DENN/MADD domain containing 2A domain containing 2A (DENND2A),
(DENND2A), transcript variant X3, transcript variant X2, mMRNA
mRNA
two 215592 VARS2 NM_001167734 Homo sapiens valyl-tRNA synthetase 2, Cytoplasm enzyme XM_005665730 PREDICTED: Sus scrofa valyl-tRNA
mitochondrial (VARS2), transcript synthetase (VARS), transcript variant
variant 1, mRNA X1, mRNA
two 215597 RNF214 XM_006718812 PREDICTED: Homo sapiens ring finger Other other XM_005667388 PREDICTED: Sus scrofa ring finger
protein 214 (RNF214), transcript variant protein 214 (RNF214), transcript variant
X2, mRNA X10, mRNA
two 215620 SERPING1 GU727623 Homo sapiens epididymis tissue protein Extracellular other XM_005660873 PREDICTED: Sus scrofa serpin
Li 173 mRNA, complete cds Space peptidase inhibitor, clade G (C1
inhibitor), member 1 (SERPING1),
transcript variant X1, mRNA
two 215633 CDK12 NM_016507 Homo sapiens cyclin-dependent kinase Nucleus kinase XM_003358062 PREDICTED: Sus scrofa cyclin-
12 (CDK12), transcript variant 1, mRNA dependent kinase 12 (CDK12),
transcript variant X3, mRNA
two 215637 AL122057 Human chromosome 14 DNA sequence EF131078 Sus scrofa clone KVL1270
BAC R-246E14 of library RPCI-11 from microsatellite sequence
chromosome 14 of Homo sapiens
(Human), complete sequence
two 215678 FM206294 Cloning vector pchilGHG1 AK392805 Sus scrofa mRNA, clone:
HTMT10100H07, expressed in
hypothalamus
two 215683 YWHAQ AF070556 Homo sapiens clone 24409 14,3,3 Cytoplasm  other XM_003481291 PREDICTED: Sus scrofa tyrosine 3-

protein mRNA, partial cds

monooxygenase/tryptophan 5-
monooxygenase activation protein,
theta polypeptide (YWHAQ), transcript
variant 2, mMRNA
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two 215688 C10H90rf24  AL356494 Human DNA sequence from clone RP11: XM_005668061 PREDICTED: Sus scrofa chromosome
573M23 on chromosome 9, complete 10 open reading frame, human C9orf24
sequence (C10H90rf24), transcript variant X5,
mRNA
two 215703 AB464076 Synthetic construct DNA, clone: AK392469 Sus scrofa mRNA, clone:
pF1KB8266, Homo sapiens PTGDS HTMT10077B03, expressed in
gene for prostaglandin D2 synthase hypothalamus
21kDa, without stop codon, in Flexi
system
two 215713 GSTM3 BC008790 Homo sapiens glutathione S- Cytoplasm enzyme NM_001244939 Sus scrofa glutathione S-transferase
transferase mu 3 (brain), mRNA (cDNA Mu 3-like (LOC100514231), mRNA
clone MGC:3704 IMAGE:3630923), >0i|52351354|gb|AY609784,1| Sus
complete cds scrofa clone
Clu_30933,scr,msk,p1,Contig9, mRNA
sequence
two 215718 FM206294 Cloning vector pchilGHG1 GQ231317 Sus scrofa sTF35495 noncoding RNA,
complete sequence
two 215753  ZNF723 NG_029131 Homo sapiens zinc finger protein 723 FP565349 Pig DNA sequence from clone CH242-
(ZNF723) pseudogene on chromosome 233E20 on chromosome 6, complete
19 sequence
two 215797 PCED1A XM_006723609 PREDICTED: Homo sapiens PC- Other other XM_005672779 PREDICTED: Sus scrofa PC-esterase
esterase domain containing 1A domain containing 1A (FAM113A),
(PCED1A), transcript variant X5, mRNA transcript variant X2, mRNA
two 215798 AC016586 Homo sapiens chromosome 19 clone AK392933 Sus scrofa mRNA, clone:
CTD-2622113, complete sequence ITTO10044F07, expressed in intestine
two 215815 SRCIN1 XM_006722122 PREDICTED: Homo sapiens SRC Cytoplasm  other Cu862030 Pig DNA sequence from clone CH242-
kinase signaling inhibitor 1 (SRCIN1), 145N14 on chromosome X, complete
transcript variant X6, mRNA sequence
>gi|578840435|ref| XM_006725361,1|
PREDICTED: Homo sapiens SRC
kinase signaling inhibitor 1 (SRCIN1),
transcript variant X6, mRNA
two 215817  ZFAT NR_110323 Homo sapiens zinc finger and AT hook Nucleus other XM_003481332 PREDICTED: Sus scrofa zinc finger
domain containing (ZFAT), transcript protein ZFAT-like (LOC100738573),
variant 7, long non-coding RNA partial mMRNA
two 215820 MPP5 AK125287 Homo sapiens cDNA FLJ43297 fis, Plasma kinase CU856395 Pig DNA sequence from clone CH242-
clone NBO9N42001300 Membrane 127121 on chromosome X, complete
sequence
two 215824 HNF4A NG_ 009818 Homo sapiens hepatocyte nuclear Nucleus transcription AK232550 Sus scrofa mRNA,
factor 4, alpha (HNF4A), RefSeqGene regulator clone:LVR010068B11, expressed in
(LRG_483) on chromosome 20 liver
two 215833 AC079169 Homo sapiens X BAC RP11-479I1 FP102154 Pig DNA sequence from clone CH242-

(Roswell Park Cancer Institute Human
BAC Library) complete sequence

31017 on chromosome X, complete
sequence
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two 215845 AFF4 NG_030340 Homo sapiens AF4/FMR2 family, Cu407038 Pig DNA sequence from clone CH242-
member 4 (AFF4), RefSeqGene on 18J12 on chromosome 2, complete
chromosome 5 sequence
two 215858 PPP6R3 XM_006718626 PREDICTED: Homo sapiens protein Cytoplasm  other AK240240 Sus scrofa mRNA,
phosphatase 6, regulatory subunit 3 clone:UTR010044A12, expressed in
(PPP6R3), transcript variant X20, uterus
MmRNA
two 215860 AL136231 Human DNA sequence from clone RP11- EU010909 Sus scrofa clone KVL9504
6J24 on chromosome 9p24,1-24,3, microsatellite sequence
complete sequence
two 215869 RRAGB XM_005261973 PREDICTED: Homo sapiens Ras- Cytoplasm enzyme XM_005673674 PREDICTED: Sus scrofa ras-related
related GTP binding B (RRAGB), GTP-binding protein B-like
transcript variant X1, mRNA (LOC100620759), mRNA
two 215874 FM206294 Cloning vector pchilGHG1 AK399993 Sus scrofa mRNA, clone:
HTMT10116D10, expressed in
hypothalamus
two 215881 NAPRT1 NM_145201 Homo sapiens nicotinate Cytoplasm enzyme AY214329 Sus scrofa nicotinate
phosphoribosyltransferase domain phosphoribosyltransferase-like protein
containing 1 (NAPRT1), transcript mRNA, partial cds
variant 1, mRNA
two 215900 HSD11B1 NM_001206741 Homo sapiens hydroxysteroid (11-beta) Cytoplasm enzyme AK394749 Sus scrofa mRNA, clone:
dehydrogenase 1 (HSD11B1), transcript MLTL10087B10, expressed in
variant 3, mMRNA longissimus muscle
two 215907 EIF3A AL355598 Human DNA sequence from clone RP11- XM_001928342 PREDICTED: Sus scrofa eukaryotic
435011 on chromosome 10, complete translation initiation factor 3, subunit A
sequence (EIF3A), mRNA
two 215924 FM206294 Cloning vector pchilGHG1 FP236485 Pig DNA sequence from clone CH242-
240016 on chromosome X, complete
sequence
two 215979  SLC26A11 XM_006721836 PREDICTED: Homo sapiens solute Cytoplasm transporter AK393373 Sus scrofa mRNA, clone:
carrier family 26 (anion exchanger), KDNO010044A03, expressed in kidney
member 11 (SLC26A11), transcript
variant X4, mRNA
two 215980 POLR2L NM_021128 Homo sapiens polymerase (RNA) Il Nucleus enzyme AK399736 Sus scrofa mRNA, clone:
(DNA directed) polypeptide L, 7,6kDa BMWN10052G09, expressed in bone
(POLR2L), mRNA marrow
two 215993 DEPTOR HG501610 TPA: Homo sapiens RP11-760H22,2 XM_001926085 PREDICTED: Sus scrofa DEP domain
gene for long non-coding RNA containing MTOR-interacting protein
OTTHUMTO00000438120,1, lincRNA (DEPTOR), mRNA
two 216002 ZNF202 XM_005271663 PREDICTED: Homo sapiens zinc finger Nucleus transcription XM_003357336 PREDICTED: Sus scrofa zinc finger
protein 202 (ZNF202), transcript variant regulator protein 202 (ZNF202), mRNA
X5, mRNA
two 216026 AC147876 Homo sapiens BAC clone RP11- CuU207320 Pig DNA sequence from clone CH242-

718M20 from 4, complete sequence

172116 on chromosome X, complete
sequence
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two 216038 FM206294 Cloning vector pchilGHG1 AY610039 Sus scrofa clone
Clu_5946,scr,msk,p1,Contig3, mRNA
sequence

two 216042 ATP8A2 XM_006719834 PREDICTED: Homo sapiens ATPase, Plasma transporter XR_305780 PREDICTED: Sus scrofa
aminophospholipid transporter, class I, Membrane uncharacterized LOC102166515
type 8A, member 2 (ATP8A2), transcript (LOC102166515), misc_RNA
variant X4, mRNA

two 216050 PCBD2 NM_032151 Homo sapiens pterin-4 alpha- Other enzyme XM_005658769 PREDICTED: Sus scrofa
carbinolamine dehydratase/dimerization uncharacterized LOC100624388
cofactor of hepatocyte nuclear factor 1 (LOC100624388), mRNA
alpha (TCF1) 2 (PCBD2), mRNA

two 216061 AL034374 Human DNA sequence from clone RP3- FN677058 Sus scrofa BAC clone
483K16 on chromosome 6p12,1-21,1, CHORI242_253K6_Contig62
complete sequence

two 216089 INSC AC090744 Homo sapiens chromosome 11, clone XM_003122961 PREDICTED: Sus scrofa inscuteable
RP11-660K15, complete sequence homolog (Drosophila) (INSC), mRNA

two 216090 STARDS8 XM_005262314 PREDICTED: Homo sapiens StAR- Cytoplasm other XM_005673701 PREDICTED: Sus scrofa StAR-related
related lipid transfer (START) domain lipid transfer (START) domain
containing 8 (STARDS), transcript containing 8 (STARDS8), mRNA
variant X1, mRNA

two 216113  DUSP9 XM_005274655 PREDICTED: Homo sapiens dual Nucleus phosphatase XM_003135471 PREDICTED: Sus scrofa dual
specificity phosphatase 9 (DUSP9), specificity phosphatase 9 (DUSP9),
transcript variant X1, mRNA mRNA

two 216116  ANKRDZ27 BC045605 Homo sapiens, hypothetical protein Cytoplasm other XM_003127009 PREDICTED: Sus scrofa ankyrin repeat
DKFZp434L0718, clone domain 27 (VPS9 domain) (ANKRD27),
IMAGE:5273645, mMRNA mRNA

two 216126 MED10 FJ515848 Homo sapiens isolate MED10-VI-T Nucleus other XM_003134157 PREDICTED: Sus scrofa mediator
mediator of RNA polymerase |l complex subunit 10 (MED10), mRNA
transcription subunit 10-like protein
(MED10) gene, complete cds

two 216134 SLC2A4 NG_012127 Homo sapiens solute carrier family 2 Plasma transporter XR_135364 PREDICTED: Sus scrofa
(facilitated glucose transporter), Membrane uncharacterized LOC100739452
member 4 (SLC2A4), RefSeqGene on (LOC100739452), misc_RNA
chromosome 17

two 216135 ATP6V0OA2 NG_012743 Homo sapiens ATPase, H+ transporting, AK396522 Sus scrofa mRNA, clone:
lysosomal VO subunit a2 (ATP6V0A2), PST010045E09, expressed in prostate
RefSeqGene on chromosome 12

two 216155 AP000793 Homo sapiens genomic DNA, XM_003132509 PREDICTED: Sus scrofa ankyrin-3-like
chromosome 11q clone:RP11-812L3, (LOC100514323), mRNA
complete sequences

two 216164 HRC BC112355 Homo sapiens histidine rich calcium Cytoplasm  other XM_003127287 PREDICTED: Sus scrofa histidine rich

binding protein, mMRNA (cDNA clone
MGC:133236 IMAGE:40034092),
complete cds

calcium binding protein (HRC), mRNA
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two 216170 KC911571 Homo sapiens haplogroup K2b* KF569218 Sus scrofa breed DLY mitochondrion,
mitochondrion, complete genome complete genome
two 216187 GINS3 NM_001126130 Homo sapiens GINS complex subunit 3 Nucleus other XM_005664379 PREDICTED: Sus scrofa GINS complex
(Psf3 homolog) (GINS3), transcript subunit 3 (Psf3 homolog) (GINS3),
variant 3, mRNA transcript variant X1, mRNA
two 216197 HCST BC065224 Homo sapiens hematopoietic cell signal Plasma transmembrane XM_005664504 PREDICTED: Sus scrofa hematopoietic
transducer, mMRNA (cDNA clone Membrane receptor cell signal transducer (HCST), transcript
MGC:70592 IMAGE:5762412), variant X3, mRNA
complete cds
two 216208 GSN XM_005251945 PREDICTED: Homo sapiens gelsolin Extracellular other AK393823 Sus scrofa mRNA, clone:
(GSN), transcript variant X6, mRNA Space LNGO010033E05, expressed in lung
two 216220 EIF3J NM_001284336 Homo sapiens eukaryotic translation Cytoplasm translation XM_003121533 PREDICTED: Sus scrofa eukaryotic
initiation factor 3, subunit J (EIF3J), regulator translation initiation factor 3, subunit J
transcript variant 3, mRNA (EIF3J), transcript variant 1, mRNA
two 216242 ANAPC7 XM_006719450 PREDICTED: Homo sapiens anaphase Nucleus other XM_001929407 PREDICTED: Sus scrofa anaphase
promoting complex subunit 7 promoting complex subunit 7
(ANAPC?7), transcript variant X4, mRNA (ANAPC7), mRNA
two 216256 MYOM1 NG_032120 Homo sapiens myomesin 1 (MYOMA1), AK239436 Sus scrofa mRNA,
RefSeqGene (LRG_426) on clone:THY010103G12, expressed in
chromosome 18 thymus
two 216266 TENM2 AC008601 Homo sapiens chromosome 5 clone Plasma other AK398294 Sus scrofa mRNA, clone:
CTB-105L4, complete sequence Membrane TES010100F07, expressed in testis
two 216269 C220rf39 NM_173793 Homo sapiens chromosome 22 open  Other other XM_001929616 PREDICTED: Sus scrofa chromosome
reading frame 39 (C220rf39), transcript 14 open reading frame, human
variant 1, mRNA C220rf39 (C14H220rf39), mMRNA
two 216270 WFDCA1 FM206294 Cloning vector pchilGHG1 NM_001244987 Sus scrofa WAP four-disulfide core
domain 1 (WFDC1), mRNA
>0i[115546643|dbj|AK234481,1| Sus
scrofa mRNA, clone:OVR010069F02,
expressed in ovary
two 216292 AL031680 Human DNA sequence from clone RP5- CT009560 Pig DNA sequence from clone CH242-
850H21 on chromosome 20qg13,11- 4C12 on chromosome 17, complete
13,2, complete sequence sequence
two 216305 PCD1E FM206294 Cloning vector pchilGHG1 XR_303087 PREDICTED: Sus scrofa CD1E antigen
(PCD1E), transcript variant X2,
misc_RNA
two 216316  MSI2 XM_005257015 PREDICTED: Homo sapiens musashi  Cytoplasm other XR_306515 PREDICTED: Sus scrofa
RNA-binding protein 2 (MSI2), transcript uncharacterized LOC102167662
variant X2, mRNA (LOC102167662), misc_RNA
two 216321 GSK3B NG_012922 Homo sapiens glycogen synthase AK352150 Sus scrofa mRNA,

kinase 3 beta (GSK3B), RefSeqGene
on chromosome 3

clone:UTR010013D09, expressed in
uterus
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two 216323  WIPF2 XM_005257084 PREDICTED: Homo sapiens Cytoplasm  other XM_005653907 PREDICTED: Sus scrofa WAS/WASL
WAS/WASL interacting protein family, interacting protein family, member 2
member 2 (WIPF2), transcript variant (WIPF2), transcript variant X2, mRNA
X2, mRNA

two 216339 HSD11B2 NG_016549 Homo sapiens hydroxysteroid (11-beta) Cytoplasm enzyme XM_003126946 PREDICTED: Sus scrofa ATPase, H+
dehydrogenase 2 (HSD11B2), transporting, lysosomal 38kDa, VO
RefSeqGene on chromosome 16 subunit d1 (ATP6VOD1), mRNA

two 216366 ARHGAP23 XR_430785 PREDICTED: Homo sapiens Rho Cytoplasm  other XM_005654020 PREDICTED: Sus scrofa Rho GTPase
GTPase activating protein 23 activating protein 23 (ARHGAP23),
(ARHGAP23), transcript variant X5, transcript variant X2, mRNA
misc_RNA

two 216373 MEPCE NM_001194992 Homo sapiens methylphosphate Other enzyme XM_003124352 PREDICTED: Sus scrofa
capping enzyme (MEPCE), transcript methylphosphate capping enzyme
variant 4, mRNA (MEPCE), mRNA

two 216403 MYBPC2 NG_028026 Homo sapiens myosin binding protein  Cytoplasm  other FP102476 Pig DNA sequence from clone CH242-
C, fast type (MYBPC2), RefSeqGene 133P5 on chromosome 6, complete
on chromosome 19 sequence

two 216409 UBE2SP1 NG_001583 Homo sapiens ubiquitin-conjugating AY609849 Sus scrofa clone
enzyme E2S pseudogene 1 (UBE2SP1) Clu_35267,scr,msk,p1,Contig1, mRNA
on chromosome 17 sequence

two 216410 FITM1 NM_203402 Homo sapiens fat storage-inducing Extracellular other FJ393218 Sus scrofa fat-inducing transcript 1
transmembrane protein 1 (FITM1), Space mRNA, complete cds
mRNA >gi|146218454|gb|BC139911,1|
Homo sapiens fat-inducing transcript 1,
mMRNA (cDNA clone MGC:164817
IMAGE:40147642), complete cds

two 216425 TBATA AK057382 Homo sapiens cDNA FLJ32820 fis, Cytoplasm  other AK239088 Sus scrofa mRNA,
clone TESTI2002965 clone:THY010062D03, expressed in

thymus

two 216446 ADPRHL1 NM_199162 Homo sapiens ADP-ribosylhydrolase Other enzyme XM_003357909 PREDICTED: Sus scrofa Protein ADP-
like 1 (ADPRHL1), transcript variant 2, ribosylarginine hydrolase-like
mRNA (LOC100620837), mRNA

two 216451 STON1-GTF2A NG_033050 Homo sapiens STON1-GTF2A1L XM_005655226 PREDICTED: Sus scrofa stonin 1
readthrough (STON1-GTF2A1L), (STON1), mMRNA
RefSegGene on chromosome 2

two 216454 MYL7 XM_005249816 PREDICTED: Homo sapiens myosin,  Cytoplasm enzyme XM_003134885 PREDICTED: Sus scrofa myosin, light
light chain 7, regulatory (MYLY7), chain 7, regulatory (MYL7), mRNA
transcript variant X1, mRNA

two 216470 TRIM38 XM_005248800 PREDICTED: Homo sapiens tripartite ~ Other other AK237324 Sus scrofa mRNA,
motif containing 38 (TRIM38), transcript clone:SPL010024B05, expressed in
variant X2, mRNA spleen

two 216481 SASH3 XM_006724763 PREDICTED: Homo sapiens SAM and Cytoplasm other XM_003135376 PREDICTED: Sus scrofa SAM and SH3

SH3 domain containing 3 (SASH3),
transcript variant X1, mRNA

domain containing 3 (SASH3), mRNA
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two 216496 NHP2 BC021066 Homo sapiens cDNA clone XM_003123671 PREDICTED: Sus scrofa NHP2
IMAGE:3509356, **** WARNING: ribonucleoprotein (NHP2), transcript
chimeric clone **** variant 1, mMRNA
two 216503 AL133352 Human DNA sequence from clone RP11: FP340357 Pig DNA sequence from clone CH242-
411B6 on chromosome 10, complete 49J20 on chromosome X, complete
sequence sequence
two 216505 MAST2 XM_006710477 PREDICTED: Homo sapiens Cytoplasm kinase XM_005665470 PREDICTED: Sus scrofa microtubule
microtubule associated serine/threonine associated serine/threonine kinase 2
kinase 2 (MAST2), transcript variant (MASTZ2), mRNA
X11, mRNA
two 216570 FM206294 Cloning vector pchilGHG1 XM_005655993 PREDICTED: Sus scrofa voltage-gated
potassium channel subunit beta-2-like
(LOC100738129), transcript variant X2,
mRNA
two 216571 FBXO7 NM_001257990 Homo sapiens F-box protein 7 Cytoplasm enzyme AK343272 Sus scrofa mRNA,
(FBXQOY7), transcript variant 3, mMRNA clone:ADR010021D07, expressed in
adrenal gland
two 216579 DNAJC30 AK094305 Homo sapiens cDNA FLJ36986 fis, Cytoplasm other XM_003124409 PREDICTED: Sus scrofa Dnad (Hsp40)
clone BRACE2006598, highly similar to homolog, subfamily C, member 30
Williams-Beuren syndrome (DNAJC30), mRNA
chromosome region 18 protein
two 216595 DMPK NM_001288764 Homo sapiens dystrophia myotonica-  Cytoplasm kinase AK389497 Sus scrofa mRNA, clone:
protein kinase (DMPK), transcript ADRO010083F 11, expressed in adrenal
variant 5, mRNA gland
two 216601 AC068548 Homo sapiens BAC clone RP11-527F 14 CR956621 Pig DNA sequence from clone CH242-
from 4, complete sequence 201E3 on chromosome 17, complete
sequence
two 216603 PNMA2 FM206294 Cloning vector pchilGHG1 XM_005670447 PREDICTED: Sus scrofa
paraneoplastic Ma antigen 2 (PNMA2),
transcript variant X4, mRNA
two 216654 CMTM5 NM_001288744 Homo sapiens CKLF-like MARVEL Other cytokine AY609760 Sus scrofa clone
transmembrane domain containing 5 Clu_299226,scr,msk,p1,Contig1, mRNA
(CMTMS5), transcript variant 4, mMRNA sequence
two 216670 SPCS1 NM_014041 Homo sapiens signal peptidase Cytoplasm peptidase AK348614 Sus scrofa mRNA,
complex subunit 1 homolog (S, clone:OVRM10213G01, expressed in
cerevisiae) (SPCS1), mMRNA ovary
two 216679 HG503866 TPA: Homo sapiens NEAT1 gene for EF397601 Sus scrofa trophoblast-derived
long non-coding RNA noncoding RNA, complete sequence
OTTHUMT00000389141,1, lincRNA
two 216689 COMMD1 XM_005264157 PREDICTED: Homo sapiens copper Nucleus transporter XM_003125099 PREDICTED: Sus scrofa copper
metabolism (Murr1) domain containing metabolism (Murr1) domain containing
1 (COMMD1), transcript variant X1, 1 (COMMD1), transcript variant X1,
mRNA mRNA
two 216704 PTGES2 FM206294 Cloning vector pchilGHG1 XM_005660463 PREDICTED: Sus scrofa prostaglandin

E synthase 2 (PTGES2), transcript
variant X2, mRNA
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two 216718 DESH NM_015704 Homo sapiens desumoylating Other other FN673769 Sus scrofa BAC clone KNP_995H5
isopeptidase 1 (DESI1), mRNA

two 216729 ZC3HAV1 BX571742 Homo sapiens mRNA; cDNA Plasma other FO082324 Pig DNA sequence from clone PigE-
DKFZp686H1869 (from clone Membrane 237K12 on chromosome X, complete
DKFZp686H1869) sequence

two 216737 HEXIM1 HG509098 TPA: Homo sapiens AC002117,1 gene XM_003131323 PREDICTED: Sus scrofa
for long non-coding RNA hexamethylene bis-acetamide inducible
OTTHUMTO00000450180,1, antisense 1 (HEXIM1), mRNA

two 216738 CARHSP1 BC003366 Homo sapiens calcium regulated heat Cytoplasm  other AK394945 Sus scrofa mRNA, clone:
stable protein 1, 24kDa, mRNA (cDNA OVR010071B04, expressed in ovary
clone MGC:5235 IMAGE:2900952),
complete cds

two 216750 FGD2 XM_006715016 PREDICTED: Homo sapiens FYVE, Cytoplasm  other XM_005665926 PREDICTED: Sus scrofa FYVE,
RhoGEF and PH domain containing 2 RhoGEF and PH domain containing 2
(FGD2), transcript variant X5, mRNA (FGD2), transcript variant X2, mRNA

two 216758 ARHGAP32 XM_006718947 PREDICTED: Homo sapiens Rho Cytoplasm  other XM_003482646 PREDICTED: Sus scrofa rho GTPase-
GTPase activating protein 32 activating protein 32-like
(ARHGAP32), transcript variant X2, (LOC100737512), partial mMRNA
mRNA

two 216760 GDAP1 NG_008787 Homo sapiens ganglioside induced Cytoplasm other FN677325 Sus scrofa BAC clone
differentiation associated protein 1 CHORI242_195G13_Contig2
(GDAP1), RefSeqGene on
chromosome 8

two 216764 LPCAT1 AK022505 Homo sapiens cDNA FLJ12443 fis, Cytoplasm enzyme XM_003134168 PREDICTED: Sus scrofa
clone NT2RM1000186, weakly similar lysophosphatidylcholine acyltransferase
to CALCINEURIN B SUBUNIT 1 (LPCAT1), transcript variant X1,

mRNA

two 216783 ASPHD1 AC244166 Homo sapiens BAC clone CH17-478119 XM_005655098 PREDICTED: Sus scrofa aspartate beta-
from chromosome unknown, complete hydroxylase domain containing 1
sequence (ASPHD1), mRNA

two 216788 GLTPD1 XM_005244802 PREDICTED: Homo sapiens glycolipid Other transporter XM_005653341 PREDICTED: Sus scrofa glycolipid
transfer protein domain containing 1 transfer protein domain containing 1
(GLTPD1), transcript variant X2, mRNA (GLTPD1), transcript variant X3, mRNA

two 216811 AC243616 Homo sapiens BAC clone CH17- AK346114 Sus scrofa mRNA,
191D22 from chromosome unknown, clone:LVRM10061D07, expressed in
complete sequence liver

two 216843 GPR37L1 AK295576 Homo sapiens cDNA FLJ53885 Plasma G-protein XM_005668005 PREDICTED: Sus scrofa G protein-
complete cds, highly similar to Membrane coupled receptor coupled receptor 37 like 1 (GPR37L1),
Endothelin B receptor-like protein 2 partial mMRNA
precursor

two 216918 DNASE1L3 NM_001256560 Homo sapiens deoxyribonuclease I-like Nucleus enzyme XM_003483194 PREDICTED: Sus scrofa
3 (DNASE1L3), transcript variant 2, deoxyribonuclease I-like 3
mRNA (DNASE1L3), partial mRNA

two 216926 CCAR2 BC065495 Homo sapiens KIAA1967, mRNA (cDNA Cytoplasm  peptidase XM_005670409 PREDICTED: Sus scrofa KIAA1967

clone MGC:74489 IMAGE:5496068),
complete cds

(KIAA1967), transcript variant X2,
mRNA
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two 216961 SMC6 AC005076 Homo sapiens BAC clone CTA-2271L24 XM_003125342 PREDICTED: Sus scrofa structural
from 7921,1-g21,2, complete sequence maintenance of chromosomes 6
(SMC6), mRNA
two 216992 AC244432 Homo sapiens FOSMID clone COR2A- XM_003355215 PREDICTED: Sus scrofa histone H2A
DDO0002SDONU_0O11 from chromosome type 2-C-like (LOC100624086),
1, complete sequence transcript variant X1, mRNA
two 216995 IGFBP3 NG_011508 Homo sapiens insulin-like growth factor Extracellular other AY464121 Sus scrofa insulin-like growth factor-
binding protein 3 (IGFBP3), Space binding protein 3 gene, complete cds
RefSeqGene on chromosome 7
two 217011 AC093815 Homo sapiens BAC clone RP11- XM_005658368 PREDICTED: Sus scrofa UPF0705
362M19 from 4, complete sequence protein C110rf49 homolog
(LOC100626396), partial mMRNA
two 217013 FM206294 Cloning vector pchilGHG1 XM_003361098 PREDICTED: Sus scrofa
serine/threonine-protein kinase 17A-like
(LOC100621897), mRNA
two 217026 AC096950 Homo sapiens chromosome 1 clone AK350395 Sus scrofa mRNA,
RP4-612J11, complete sequence clone:SPL010054A01, expressed in
spleen
two 217035 AC245164 Homo sapiens BAC clone CH17-98J9 AB259856 Sus scrofa FAM3B, Mx2, Mx1,
from chromosome 8, complete TMPRSS2 genes, partial and complete
sequence cds
two 217047 MEX3D FM206294 Cloning vector pchilGHG1 XM_005661417 PREDICTED: Sus scrofa mex-3 RNA
binding family member D (MEX3D),
partial mMRNA
two 217080 TRIM47 XM_005257788 PREDICTED: Homo sapiens tripartite = Cytoplasm  other XM_003131190 PREDICTED: Sus scrofa tripartite motif
motif containing 47 (TRIM47), transcript containing 47 (TRIM47), mRNA
variant X2, mRNA
two 217091 CALB2 NM_007088 Homo sapiens calbindin 2 (CALB2), Cytoplasm  other XM_005664358 PREDICTED: Sus scrofa calbindin 2
transcript variant CALB2c, mRNA (CALB2), transcript variant X1, mRNA
two 217104 WDR25 BC003641 Homo sapiens WD repeat domain 25, Other other XM_005672963 PREDICTED: Sus scrofa
mMRNA (cDNA clone MGC:4645 serine/threonine-protein kinase 4-like
IMAGE:3529568), complete cds (LOC102161212), mRNA
two 217153 LRRN2 XM_006711116 PREDICTED: Homo sapiens leucine Plasma other XM_003130101 PREDICTED: Sus scrofa leucine rich
rich repeat neuronal 2 (LRRN2), Membrane repeat neuronal 2 (LRRN2), mRNA
transcript variant X3, mRNA
two 217166 BCL2L2-PABPNNM_001199864 Homo sapiens BCL2L2-PABPN1 Other other XM_005657384 PREDICTED: Sus scrofa
readthrough (BCL2L2-PABPN1), mRNA uncharacterized LOC100737162
(LOC100737162), mRNA
two 217257 STAP2 XM_005259592 PREDICTED: Homo sapiens signal Cytoplasm  other XM_005661334 PREDICTED: Sus scrofa signal
transducing adaptor family member 2 transducing adaptor family member 2
(STAP2), transcript variant X1, mRNA (STAP2), transcript variant X4, mRNA
two 217274 GLTSCR2 NM_015710 Homo sapiens glioma tumor suppressor Cytoplasm  other XM_005664640 PREDICTED: Sus scrofa glioma tumor

candidate region gene 2 (GLTSCR2),
mRNA

suppressor candidate region gene 2
(GLTSCR?2), transcript variant X2,
mRNA
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two 217285 HNRNPD NG_029103 Homo sapiens heterogeneous nuclear Nucleus transcription AK400625 Sus scrofa mRNA, clone:
ribonucleoprotein D (AU-rich element regulator OVRT10071A10, expressed in ovary
RNA binding protein 1, 37kDa)
(HNRNPD), RefSegGene on
chromosome 4
two 217307 FAM198A NM_001129908 Homo sapiens family with sequence Other other XM_005669430 PREDICTED: Sus scrofa protein
similarity 198, member A (FAM198A), FAM198A-like (LOC100525890), mRNA
mRNA
two 217320 UCP2 U94592 Human uncoupling protein homolog Cytoplasm transporter XM_005652628 PREDICTED: Sus scrofa vegetative cell
(UCPH) mRNA, complete cds wall protein gp1-like (LOC102166898),
mRNA
two 217326 EIF6 NR_052024 Homo sapiens eukaryotic translation Cytoplasm translation AK392377 Sus scrofa mRNA, clone:
initiation factor 6 (EIF6), transcript regulator HTMT10069CO07, expressed in
variant 9, long non-coding RNA hypothalamus
two 217337 FASTK XM_005249933 PREDICTED: Homo sapiens Fas- Cytoplasm kinase XM_005657687 PREDICTED: Sus scrofa Fas-activated
activated serine/threonine kinase serine/threonine kinase (FASTK),
(FASTK), transcript variant X2, mRNA transcript variant X4, mRNA
two 217346 AK126761 Homo sapiens cDNA FLJ44808 fis, AY609694 Sus scrofa clone
clone BRACE3044090 Clu_26105,scr,msk,p1,Contig1, mRNA
sequence
two 217348 AC024218 Homo sapiens 3 BAC RP11-668N23 CU326339 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 262P16 on chromosome 1, complete
BAC Library) complete sequence sequence
two 217349 TPCN2 XM_006718457 PREDICTED: Homo sapiens two pore  Cytoplasm ion channel XM_005660604 PREDICTED: Sus scrofa two pore
segment channel 2 (TPCNZ2), transcript segment channel 2 (TPCN2), mRNA
variant X18, mRNA
two 217356 GFPT1 FM206294 Cloning vector pchilGHG1 XM_005662490 PREDICTED: Sus scrofa glutamine--
fructose-6-phosphate transaminase 1
(GFPT1), transcript variant X1, mRNA
two 217374 PF4 XM_005265696 PREDICTED: Homo sapiens platelet Extracellular cytokine XM_003129081 PREDICTED: Sus scrofa
factor 4 (PF4), transcript variant X1, Space uncharacterized LOC100520680
mRNA (LOC100520680), mRNA
two 217382 KIRREL NM_018240 Homo sapiens kin of IRRE like Plasma other AB221036 Sus scrofa kirrel, cd1d genes for
(Drosophila) (KIRREL), transcript Membrane putative kin of IRRE-like protein, CD1D
variant 1, mRNA antigen, complete cds
two 217394 RALGDS NM_001271776 Homo sapiens ral guanine nucleotide = Cytoplasm  other XM_005660542 PREDICTED: Sus scrofa ral guanine
dissociation stimulator (RALGDS), nucleotide dissociation stimulator
transcript variant 5, mRNA (RALGDS), partial mMRNA
two 217395 FAM92A1 XM_006716506 PREDICTED: Homo sapiens family with Other other XM_005662972 PREDICTED: Sus scrofa RNA binding
sequence similarity 92, member A1 motif protein 12B (RBM12B), transcript
(FAM92A1), transcript variant X6, variant X2, mRNA
mRNA
two 217406 AC013722 Homo sapiens BAC clone RP11- AK234837 Sus scrofa mRNA,

299H21 from 2, complete sequence

clone:OVRM10021D09, expressed in
ovary
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two 217432 FM206294 Cloning vector pchilGHG1 AK396400 Sus scrofa mRNA, clone:
PST010022G12, expressed in prostate
two 217452 STT3B XM_006713017 PREDICTED: Homo sapiens STT3B,  Cytoplasm enzyme XM_003132088 PREDICTED: Sus scrofa STT3B,
subunit of the oligosaccharyltransferase subunit of the oligosaccharyltransferase
complex (catalytic) (STT3B), transcript complex (catalytic) (STT3B), mRNA
variant X1, mRNA
two 217454 AC243633 Homo sapiens FOSMID clone ABC12- CU915581 Pig DNA sequence from clone CH242-
49078400E6 from chromosome 10, 139K22 on chromosome X, complete
complete sequence sequence
two 217458 TRPM4 NG_027551 Homo sapiens transient receptor Plasma ion channel AK238445 Sus scrofa mRNA,
potential cation channel, subfamily M, Membrane clone:TES010023G04, expressed in
member 4 (TRPM4), RefSeqGene on testis
chromosome 19
two 217466 FP236316 Human DNA sequence from clone CuU468190 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 115L19 on chromosome X, complete
complete sequence sequence
two 217467 GSTM4 BC108729 Homo sapiens glutathione S- Cytoplasm enzyme AK392942 Sus scrofa mRNA, clone:
transferase mu 4, mRNA (cDNA clone ITTO10048E04, expressed in intestine
MGC:131945 IMAGE:6171894),
complete cds
two 217469  ASXL2 XM_006712040 PREDICTED: Homo sapiens additional Extracellular other AK397768 Sus scrofa mRNA, clone:
sex combs like 2 (Drosophila) (ASXL2), Space SPL010075D08, expressed in spleen
transcript variant X2, mRNA
two 217526 AL354797 Human DNA sequence from clone RP11: AK390754 Sus scrofa mRNA, clone:
115J22 on chromosome 9q31,3-33,2, BKFL10081G04, expressed in backfat
complete sequence
two 217528 CCDC38 XR_429080 PREDICTED: Homo sapiens coiled-coil Other other XM_005664243 PREDICTED: Sus scrofa coiled-coil
domain containing 38 (CCDC38), domain containing 38 (CCDC38),
transcript variant X3, misc_ RNA transcript variant X9, mRNA
two 217542 BBS1 AC090260 Homo sapiens chromosome 15, clone XM_005660649 PREDICTED: Sus scrofa Bardet-Bied|
RP11-285A1, complete sequence syndrome 1 (BBS1), transcript variant
X4, mRNA
two 217548 C100rf32-ASMTNR 037644 Homo sapiens C100rf32-ASMT Other other AK346251 Sus scrofa mRNA,
readthrough (NMD candidate) clone:LVRM10116C07, expressed in
(C100rf32-ASMT), long non-coding liver
RNA
two 217550 CCDC113 NM_001142302 Homo sapiens coiled-coil domain Other other NM_001244688 Sus scrofa coiled-coil domain
containing 113 (CCDC113), transcript containing 113 (CCDC113), mRNA
variant 2, mRNA >gi|115548082|dbj|AK238066,1| Sus
scrofa mRNA, clone:TCH010037B07,
expressed in trachea
two 217551 AURKB XM_005256854 PREDICTED: Homo sapiens aurora Nucleus kinase AK398886 Sus scrofa mRNA, clone:

kinase B (AURKB), transcript variant
X3, mRNA

ITTO10101E03, expressed in intestine
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two 217575 DESI2 XM_005273154 PREDICTED: Homo sapiens Other other AK239595 Sus scrofa mRNA,
desumoylating isopeptidase 2 (DESI2), clone:THY010115A01, expressed in
transcript variant X1, mRNA thymus
two 217582 FM206294 Cloning vector pchilGHG1 AK399407 Sus scrofa mRNA, clone:
UTRO010081FQ7, expressed in uterus
two 217598 TRMT12 NM_017956 Homo sapiens tRNA methyltransferase Other other AK398861 Sus scrofa mRNA, clone:
12 homolog (S, cerevisiae) (TRMT12), ITTO10073E04, expressed in intestine
mRNA
two 217603 C150rf48 NM_197955 Homo sapiens chromosome 15 open Nucleus other XM_001925677 PREDICTED: Sus scrofa chromosome
reading frame 48 (C150rf48), transcript 1 open reading frame, human C150rf48
variant 1, mRNA (C1H150rf48), transcript variant 1,
mRNA
two 217622 CNTNAPS AB002448 Homo sapiens mRNA, clone: 357EX, XM_005657515 PREDICTED: Sus scrofa contactin
from chromosome 5g21-q22 associated protein-like 5 (CNTNAPS),
partial mMRNA
two 217637 SMARCD3 BC110350 Homo sapiens SWI/SNF related, matrix Nucleus transcription XM_003134577 PREDICTED: Sus scrofa SWI/SNF
associated, actin dependent regulator of regulator related, matrix associated, actin
chromatin, subfamily d, member 3, dependent regulator of chromatin,
mRNA (cDNA clone MGC:111010 subfamily d, member 3 (SMARCD3),
IMAGE:5212363), complete cds mRNA
two 217640 GTF2H5 NG 011758 Homo sapiens general transcription Nucleus other AK345520 Sus scrofa mRNA,
factor IIH, polypeptide 5 (GTF2H5), clone:LNG010046E09, expressed in
RefSeqGene (LRG_469) on lung
chromosome 6
two 217653 SLA AC245518 Homo sapiens FOSMID clone ABC8- AP009556 Sus scrofa genomic DNA, chromosome
40871200L3 from chromosome 7, BAC clone: L184106, swine leukocyte
unknown, complete sequence antigen(SLA) classical class | region
two 217669 MYO7B XM_006712539 PREDICTED: Homo sapiens myosin Other peptidase XM_003483646 PREDICTED: Sus scrofa myosin VIIB
VIIB (MYQO7B), transcript variant X1, (MYO7B), mRNA
mRNA
two 217717  MFSD5 XM_005269198 PREDICTED: Homo sapiens major Other transporter XM_005652563 PREDICTED: Sus scrofa major
facilitator superfamily domain containing facilitator superfamily domain containing
5 (MFSD5), transcript variant X2, 5 (MFSD5), transcript variant X2,
mRNA mRNA
two 217730 AC022417 Homo sapiens chromosome 5 clone FP339590 Pig DNA sequence from clone CH242-
CTD-2008E3, complete sequence 255L16 on chromosome X, complete
sequence
two 217731  SLA-DQB1 AC231643 Homo sapiens BAC clone RP11-315L18 KC511016 Sus scrofa MHC class Il antigen (SLA-
from chromosome x, complete DQB1) mRNA, SLA-DQB1*0502 allele,
sequence complete cds
two 217764 GDA XM_005252317 PREDICTED: Homo sapiens guanine  Cytoplasm enzyme CU914592 Pig DNA sequence from clone CH242-

deaminase (GDA), transcript variant X1,
mRNA

507K9 on chromosome 2, complete
sequence
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two 217766  ST7 AK297861 Homo sapiens cDNA FLJ56119 Other other AC153102 Sus scrofa clone RP44-33N10,
complete cds, highly similar to Mus complete sequence
musculus Suppression of tumorigenicity
7 (St7), mMRNA
two 217780 IFI35 XM_005257302 PREDICTED: Homo sapiens interferon- Nucleus other AK397765 Sus scrofa mRNA, clone:
induced protein 35 (IF135), transcript SPL010074F03, expressed in spleen
variant X1, mRNA
two 217786 KLHL28 XM_005267769 PREDICTED: Homo sapiens kelch-like Other other XM_001929432 PREDICTED: Sus scrofa nascent
family member 28 (KLHL28), transcript polypeptide-associated complex subunit
variant X1, mRNA alpha-like (LOC100154750), transcript
variant X1, mRNA
two 217789 RNF128 NG_012576 Homo sapiens ring finger protein 128, Cytoplasm enzyme XM_003135291 PREDICTED: Sus scrofa ring finger
E3 ubiquitin protein ligase (RNF128), protein 128, E3 ubiquitin protein ligase
RefSeqGene on chromosome X (RNF128), mRNA
two 217814  MISP BX648815 Homo sapiens mRNA; cDNA Other other AK231534 Sus scrofa mRNA,
DKFZp686J17231 (from clone clone:ITT010088B02, expressed in
DKFZp686J17231) intestine
two 217819 SPPL3 XM_005253841 PREDICTED: Homo sapiens signal Cytoplasm peptidase XM_001928829 PREDICTED: Sus scrofa signal peptide
peptide peptidase like 3 (SPPL3), peptidase like 3 (SPPL3), partial mMRNA
transcript variant X1, mRNA
two 217830 GTF3C4 NM_012204 Homo sapiens general transcription Nucleus transcription XM_001929441 PREDICTED: Sus scrofa general
factor IlIC, polypeptide 4, 90kDa regulator transcription factor llIC, polypeptide 4,
(GTF3C4), mRNA 90kDa (GTF3C4), mRNA
two 217861 PRR15 BC018144 Homo sapiens proline rich 15, mMRNA  Other other XM_003134813 PREDICTED: Sus scrofa proline rich 15
(cDNA clone IMAGE:3845782) (PRR15), mRNA
two 217867 BDH2P1 NG_005299 Homo sapiens 3-hydroxybutyrate XM_003357058 PREDICTED: Sus scrofa 3-
dehydrogenase, type 2 pseudogene 1 hydroxybutyrate dehydrogenase type 2-
(BDH2P1) on chromosome 6 like (LOC100522692), transcript variant
2, mRNA
two 217879  SLC35G1 AL138923 Human DNA sequence from clone RP11. XM_003359298 PREDICTED: Sus scrofa solute carrier
397J18 on chromosome 10, complete family 35, member G1 (SLC35G1),
sequence transcript variant 2, mRNA
two 217899 DNASE1L1 BC001561 Homo sapiens deoxyribonuclease I-like Cytoplasm enzyme AK347309 Sus scrofa mRNA,
1, mRNA (cDNA clone MGC:5152 clone:OVR010006G02, expressed in
IMAGE:3456429), complete cds ovary
two 217903 C150rf38 NM_001199058 Homo sapiens C150rf38-AP3S2 Plasma other CT757460 Pig DNA sequence from clone CH242-
readthrough (C150rf38-AP3S2), mMRNA Membrane 134D13 on chromosome 7, complete
sequence
two 217906 FNDC3B AC069259 Homo sapiens 3 BAC RP11-163H6 Cytoplasm  other AK390749 Sus scrofa mRNA, clone:
(Roswell Park Cancer Institute Human BKFL10080D05, expressed in backfat
BAC Library) complete sequence
two 217913 PLEKHG6 XM_006718985 PREDICTED: Homo sapiens pleckstrin  Other other XM_003126549 PREDICTED: Sus scrofa pleckstrin

homology domain containing, family G
(with RhoGef domain) member 6
(PLEKHGS), transcript variant X4,
mRNA

homology domain containing, family G
(with RhoGef domain) member 6
(PLEKHGS), transcript variant X1,
mRNA
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two 217917 KCND1 NG_012515 Homo sapiens potassium voltage-gated Plasma ion channel XM_003135480 PREDICTED: Sus scrofa B-cell receptor-
channel, Shal-related subfamily, Membrane associated protein 31 (BCAP31),
member 1 (KCND1), RefSeqGene on transcript variant X1, mRNA
chromosome X
two 217927 CLIC5 NR 045673 Homo sapiens chloride intracellular Cytoplasm ion channel CR974564 Pig DNA sequence from clone CH242-
channel 5 (CLICS), transcript variant 5, 208015 on chromosome 7, complete
long non-coding RNA sequence
two 217953 TMEM176B XM_006715933 PREDICTED: Homo sapiens Other other XM_005657701 PREDICTED: Sus scrofa
transmembrane protein 176B transmembrane protein 176B
(TMEM176B), transcript variant X2, (TMEM176B), transcript variant X6,
mRNA mRNA
two 217960 MAOB XM_005272607 PREDICTED: Homo sapiens Cytoplasm enzyme FP565314 Pig DNA sequence from clone CH242-
monoamine oxidase B (MAOB), 122H19 on chromosome X, complete
transcript variant X2, mRNA sequence
two 217973 CD72 XM_005251632 PREDICTED: Homo sapiens CD72 Plasma transmembrane XM_005660185 PREDICTED: Sus scrofa CD72
molecule (CD72), transcript variant X1, Membrane receptor molecule (CD72), transcript variant X1,
mRNA mRNA
two 217982 RC3H2 AK125196 Homo sapiens cDNA FLJ43206 fis, Plasma enzyme AY610332 Sus scrofa clone rebs05c¢_e19,y1,abd,
clone FEBRA2009419 Membrane mRNA sequence
two 217994 FM206294 Cloning vector pchilGHG1 FP565304 Pig DNA sequence from clone CH242-
522J2 on chromosome X, complete
sequence
two 218003 CPA6 NG_027682 Homo sapiens carboxypeptidase A6 XM_001924119 PREDICTED: Sus scrofa proteasome
(CPAB), RefSeqGene on chromosome 8 (prosome, macropain) subunit, beta
type, 8 (large multifunctional peptidase
7) (PSMB8), mRNA
two 218012 FABP2 NG_011444 Homo sapiens fatty acid binding protein Cytoplasm transporter L36913 Pig microsatellite DNA (CA repeat)
2, intestinal (FABP2), RefSeqGene on
chromosome 4
two 218039 FM206294 Cloning vector pchilGHG1 AK397978 Sus scrofa mRNA, clone:
TCH010048G07, expressed in trachea
two 218054 FM206294 Cloning vector pchilGHG1 DQ011795 Sus scrofa isolate T18 endogenous
virus Porcine endogenous retrovirus B
env gene, partial sequence
two 218117  SHANK2 AP003967 Homo sapiens genomic DNA, Plasma other AK391557 Sus scrofa mRNA, clone:
chromosome 11 clone:RP11-183G19, Membrane DCI010115H08, expressed in dendritic
complete sequence cells (immature)
two 218131 FM206294 Cloning vector pchilGHG1 XM_005653332 PREDICTED: Sus scrofa
uncharacterized LOC102165012
(LOC102165012), mRNA
two 218145 IFNG NG_015840 Homo sapiens interferon, gamma Extracellular cytokine X53085 S.scrofa DNA for interferon-gamma
(IFNG), RefSeqGene on chromosome  Space
12
two 218154  APBA1 AL353693 Human DNA sequence from clone RP11 Cytoplasm transporter XR_303372 PREDICTED: Sus scrofa

470P21 on chromosome 9, complete
sequence

uncharacterized LOC102158923
(LOC102158923), misc_ RNA
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two 218198 FM206294 Cloning vector pchilGHG1 FP091247 Pig DNA sequence from clone CH242-
6J13 on chromosome X, complete
sequence
two 218203 SPSB3 BC047441 Homo sapiens splA/ryanodine receptor Other other XM_003124753 PREDICTED: Sus scrofa SPRY domain-
domain and SOCS box containing 3, containing SOCS box protein 3-like
mRNA (cDNA clone MGC:51287 (LOC100521366), mRNA
IMAGE:5303706), complete cds
two 218253 MIER2 XM_006722770 PREDICTED: Homo sapiens mesoderm Extracellular other XM_005661435 PREDICTED: Sus scrofa mesoderm
induction early response 1, family Space induction early response 1, family
member 2 (MIER2), transcript variant member 2 (MIER2), mRNA
X3, mRNA
two 218255 ANKRD44 XM_005246947 PREDICTED: Homo sapiens ankyrin Other other XM_005672043 PREDICTED: Sus scrofa ankyrin repeat
repeat domain 44 (ANKRD44), domain 44 (ANKRD44), mRNA
transcript variant X3, mRNA
two 218260 PTOV1 XM_005258999 PREDICTED: Homo sapiens prostate  Nucleus other XR_303878 PREDICTED: Sus scrofa prostate tumor
tumor overexpressed 1 (PTOV1), overexpressed 1 (PTOV1), transcript
transcript variant X2, mRNA variant X2, misc_RNA
two 218311  NAV2 NG_030347 Homo sapiens neuron navigator 2 XM_005663710 PREDICTED: Sus scrofa guanylate
(NAV2), RefSeqGene on chromosome binding protein 1, interferon-inducible
11 (GBP1), transcript variant X1, mRNA
two 218347 DAPL1 AF086541 Homo sapiens full length insert cDNA  Other other XM_005671858 PREDICTED: Sus scrofa death
clone ZE09G12 associated protein-like 1 (DAPL1),
transcript variant X1, mRNA
two 218370 AC215332 Homo sapiens FOSMID clone ABC13- CU928896 Pig DNA sequence from clone CH242-
47605700M17 from chromosome 17, 521B23 on chromosome 12, complete
complete sequence sequence
two 218390 LOC102723897 XR_426572 PREDICTED: Homo sapiens WAS Other other AK236494 Sus scrofa mRNA,
protein family homolog 2-like clone:OVRM10197G11, expressed in
(LOC102723897), misc_RNA ovary
two 218403 OGFR NG_033957 Homo sapiens opioid growth factor L36913 Pig microsatellite DNA (CA repeat)
receptor (OGFR), RefSeqGene on
chromosome 20
two 218454 TUBG2 FM206294 Cloning vector pchilGHG1 XM_005668798 PREDICTED: Sus scrofa tubulin,
gamma 2 (TUBG2), mRNA
two 218479 UBTD1 AC208951 Homo sapiens FOSMID clone ABC12- XM_005657442 PREDICTED: Sus scrofa ubiquitin
7919949M14 from chromosome 10, domain containing 1 (UBTD1), transcript
complete sequence variant X4, mRNA
two 218481 CSN1S1 XM_006714091 PREDICTED: Homo sapiens casein Extracellular other NM_001004029 Sus scrofa casein alpha s1 (CSN1S1),
alpha s1 (CSN1S1), transcript variant  Space mRNA
X3, mRNA
two 218497 AP003419 Homo sapiens genomic DNA, XM_003480662 PREDICTED: Sus scrofa

chromosome 11 clone:CTC-1337H24,
complete sequence

transmembrane protein 134
(TMEM134), transcript variant X1,
mRNA
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two 218511  SPATA13 NM_001286792 Homo sapiens spermatogenesis Plasma other XM_005670527 PREDICTED: Sus scrofa unc-51 like
associated 13 (SPATA13), transcript Membrane autophagy activating kinase 1 (ULK1),
variant 3, mRNA transcript variant X3, mRNA
two 218532 EFHD1 NM_025202 Homo sapiens EF-hand domain family, Cytoplasm other XM_001925385 PREDICTED: Sus scrofa EF-hand
member D1 (EFHD1), transcript variant domain family, member D1 (EFHD1),
1, mRNA mRNA
two 218533 RINT1 AK021847 Homo sapiens cDNA FLJ11785 fis, Nucleus other XM_003130254 PREDICTED: Sus scrofa RAD50
clone HEMBA1006035 interactor 1 (RINT1), mRNA
two 218557 NLRC5 AKO074133 Homo sapiens mRNA for FLJ00206 Cytoplasm transcription NM_001278781 Sus scrofa NLR family, CARD domain
protein regulator containing 5 (NLRC5), mRNA
>qi|459442412|gb|KC514136,1| Sus
scrofa NLRC5 (NLRC5) mRNA,
complete cds
two 218576 DCAF15 AC020916 Homo sapiens chromosome 19 clone XM_005661241 PREDICTED: Sus scrofa DDB1 and
CTD-3252C9, complete sequence CUL4 associated factor 15 (DCAF15),
transcript variant X3, mRNA
two 218581 HNI1L AJ328781 Homo sapiens genomic sequence XM_005655134 PREDICTED: Sus scrofa hematological
surrounding Notl site, clone NR1- and neurological expressed 1-like
MH21R (HN1L), transcript variant X1, mRNA
two 218606 NFATC4 NM_001198966 Homo sapiens nuclear factor of Nucleus transcription XM_001927354 PREDICTED: Sus scrofa nuclear factor
activated T-cells, cytoplasmic, regulator of activated T-cells, cytoplasmic,
calcineurin-dependent 4 (NFATC4), calcineurin-dependent 4 (NFATC4),
transcript variant 4, mRNA transcript variant 1, mRNA
two 218639 OBSL1 NG_016977 Homo sapiens obscurin-like 1 (OBSL1), XM_005668518 PREDICTED: Sus scrofa gamma-
RefSeqGene on chromosome 2 glutamylamine cyclotransferase
(GGACT), transcript variant X8, mRNA
two 218646 RBM28 XM_006716042 PREDICTED: Homo sapiens RNA Nucleus other AK344389 Sus scrofa mRNA,
binding motif protein 28 (RBM28), clone:DCI010032B08, expressed in
transcript variant X1, mRNA dendritic cells (immature)
two 218665 ZWINT XM_005269463 PREDICTED: Homo sapiens ZW10 Nucleus other XM_003359284 PREDICTED: Sus scrofa ZW10
interacting kinetochore protein (ZWINT), interacting kinetochore protein (ZWINT),
transcript variant X1, mRNA mRNA
two 218679 FOXA1 NG_ 033028 Homo sapiens forkhead box A1 Nucleus transcription CT737389 Pig DNA sequence from clone CH242-
(FOXA1), RefSeqGene on chromosome regulator 40A13 on chromosome 7, complete
14 sequence
two 218686 NUP43 XM_005266960 PREDICTED: Homo sapiens Nucleus transporter AK398233 Sus scrofa mRNA, clone:
nucleoporin 43kDa (NUP43), transcript TES010058C11, expressed in testis
variant X1, mRNA
two 218690 ENTPD1 NM_001776 Homo sapiens ectonucleoside Plasma enzyme XM_005671307 PREDICTED: Sus scrofa
triphosphate diphosphohydrolase 1 Membrane ectonucleoside triphosphate
(ENTPD1), transcript variant 1, mMRNA diphosphohydrolase 1 (ENTPD1),
transcript variant X8, mRNA
two 218695 CCDC90B cuere717 Synthetic construct Homo sapiens NM_001243345 Sus scrofa ribosomal protein L13

gateway clone IMAGE:100022138 3
read CCDC90B mRNA

(RPL13), mRNA
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two 218708 GGT5 AK297869 Homo sapiens cDNA FLJ50588 Plasma enzyme AK237565 Sus scrofa mRNA,
complete cds, highly similar to Gamma- Membrane clone:SPL010062B10, expressed in
glutamyltransferase 5 precursor (EC spleen
2,3,2,2)

two 218723 NBR1 XM_006721903 PREDICTED: Homo sapiens neighbor Cytoplasm  other XM_005656955 PREDICTED: Sus scrofa neighbor of
of BRCA1 gene 1 (NBR1), transcript BRCA1 gene 1 (NBR1), transcript
variant X1, mRNA variant X7, mRNA

two 218726 VAMP2 XM_005256775 PREDICTED: Homo sapiens vesicle- Plasma other XM_005656495 PREDICTED: Sus scrofa TBC1 domain
associated membrane protein 2 Membrane family, member 14 (TBC1D14),
(synaptobrevin 2) (VAMP2), transcript transcript variant X6, mRNA
variant X1, mRNA

two 218729 PRLR XM_006714484 PREDICTED: Homo sapiens prolactin  Plasma transmembrane CU639462 Pig DNA sequence from clone CH242-
receptor (PRLR), transcript variant X1, Membrane receptor 164F18 on chromosome X, complete
mRNA sequence

two 218743 KDMG6A XM_005272661 PREDICTED: Homo sapiens lysine (K)- Nucleus other XM_003360276 PREDICTED: Sus scrofa lysine (K)-
specific demethylase 6A (KDM6A), specific demethylase 6A (KDM6A),
transcript variant X7, mRNA transcript variant 4, mRNA

two 218750 PLIN1 XM_005254934 PREDICTED: Homo sapiens perilipin 1 Cytoplasm  other XM_005653525 PREDICTED: Sus scrofa perilipin 1
(PLIN1), transcript variant X1, mRNA (PLIN1), transcript variant X1, mRNA

two 218767 NCAPG2 NM_001281933 Homo sapiens non-SMC condensin [l Nucleus other XM_005658403 PREDICTED: Sus scrofa non-SMC
complex, subunit G2 (NCAPG2), condensin Il complex, subunit G2
transcript variant 3, mRNA (NCAPG2), mRNA

two 218772 RAMP1 DQ891905 Synthetic construct clone Plasma transporter AK238056 Sus scrofa mRNA,
IMAGE:100004535; FLH181288,01X; = Membrane clone:TCH010035F08, expressed in
RZPDo839B10136D receptor trachea
(calcitonin) activity modifying protein 1
(RAMP1) gene, encodes complete
protein

two 218798 UBXN2A AC066692 Homo sapiens BAC clone RP11- XM_003125368 PREDICTED: Sus scrofa UBX domain
424C23 from 2, complete sequence protein 2A (UBXN2A), mRNA

two 218821 TMX2 AY 358501 Homo sapiens clone DNA39510 Nucleus enzyme AY609872 Sus scrofa clone
AVLA237 (UNQ237) mRNA, complete Clu_3705,scr,msk,p1,Contig2, mRNA
cds sequence

two 218822 NFKB2 NM_002502 Homo sapiens nuclear factor of kappa Nucleus transcription AK351644 Sus scrofa mRNA,
light polypeptide gene enhancer in B- regulator clone:THY010053G02, expressed in
cells 2 (p49/p100) (NFKB2), transcript thymus
variant 2, mRNA

two 218834 NEDDA4L AF385931 Homo sapiens ubiquitin ligase Cytoplasm enzyme XM_001926056 PREDICTED: Sus scrofa E3 ubiquitin-
NEDD4Lb (NEDD4L) mRNA, complete protein ligase NEDD4-like
cds; alternatively spliced (LOC100154192), mRNA

two 218844  HIPK1 NM_ 152696 Homo sapiens homeodomain Nucleus kinase XM_005655420 PREDICTED: Sus scrofa homeodomain

interacting protein kinase 1 (HIPK1),
transcript variant 2, mRNA

interacting protein kinase 1 (HIPK1),
transcript variant X3, mRNA
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two 218866 GPIHBP1 NM_178172 Homo sapiens Plasma transporter XM_003125941 PREDICTED: Sus scrofa
glycosylphosphatidylinositol anchored  Membrane glycosylphosphatidylinositol anchored
high density lipoprotein binding protein high density lipoprotein binding protein
1 (GPIHBP1), mMRNA 1 (GPIHBP1), mRNA
two 218885 OPA3 NG 013332 Homo sapiens optic atrophy 3 Cytoplasm  other XM _003127238 PREDICTED: Sus scrofa solute carrier
(autosomal recessive, with chorea and family 1 (neutral amino acid
spastic paraplegia) (OPA3), transporter), member 5 (SLC1A5),
RefSeqGene on chromosome 19 transcript variant 2, mRNA
two 218886 SF3B4P1 NG_002536 Homo sapiens splicing factor 3b, XM_001926489 PREDICTED: Sus scrofa splicing factor
subunit 4 pseudogene 1 (SF3B4P1) on 3b, subunit 4, 49kDa (SF3B4), mRNA
chromosome 14
two 218976 FM206294 Cloning vector pchilGHG1 AK391295 Sus scrofa mRNA, clone:
DCI010031E12, expressed in dendritic
cells (immature)
two 218993 ATPIF1 AF114836 Homo sapiens ATP synthase inhibitor ~ Cytoplasm  other XM_003480700 PREDICTED: Sus scrofa proteoglycan
protein mRNA, complete cds 3 (PRG3), mRNA
two 218995 POMT2 NG_008897 Homo sapiens protein-O- Cytoplasm enzyme XM_005656436 PREDICTED: Sus scrofa protein-O-
mannosyltransferase 2 (POMT2), mannosyltransferase 2 (POMT2),
RefSeqGene on chromosome 14 transcript variant X3, mRNA
two 218996 CBX3 FM206294 Cloning vector pchilGHG1 XM_005673314 PREDICTED: Sus scrofa chromobox
homolog 3 (CBX3), transcript variant
X6, mRNA
two 219006 TJP3 AK091118 Homo sapiens cDNA FLJ33799 fis, Cytoplasm  other XM_005661351 PREDICTED: Sus scrofa tight junction
clone CTONG2000201, highly similar to protein 3 (TJP3), transcript variant X3,
Tight junction protein ZO-3 mRNA
two 219014 FANCA NM_000135 Homo sapiens Fanconi anemia, Nucleus other XM_005653229 PREDICTED: Sus scrofa Fanconi
complementation group A (FANCA), anemia, complementation group A
transcript variant 1, mMRNA (FANCA), mRNA
two 219029 PAF1 BC013402 Homo sapiens Paf1, RNA polymerase Il Nucleus other XM_005657495 PREDICTED: Sus scrofa RNA
associated factor, homolog (S, polymerase ll-associated factor 1
cerevisiae), mMRNA (cDNA clone homolog-like (LOC100514194),
MGC:4224 IMAGE:2960015), complete transcript variant X2, mMRNA
cds
two 219039 DAPK3 FM206294 Cloning vector pchilGHG1 XM_005661344 PREDICTED: Sus scrofa death-
associated protein kinase 3 (DAPK3),
mRNA
two 219042 PARP16 XM_006720592 PREDICTED: Homo sapiens poly (ADP- Cytoplasm enzyme XM_005654484 PREDICTED: Sus scrofa poly (ADP-
ribose) polymerase family, member 16 ribose) polymerase family, member 16
(PARP16), transcript variant X7, mRNA (PARP16), partial mRNA
two 219046 FP236316 Human DNA sequence from clone FP017298 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 217M1 on chromosome X, complete
complete sequence sequence
two 219066 ADD2 NG_029481 Homo sapiens adducin 2 (beta) (ADD2), Cytoplasm  other XM_003354777 PREDICTED: Sus scrofa adducin 2

RefSeqGene on chromosome 2

(beta) (ADD2), transcript variant 1,
mRNA
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two 219069 LOC101929031 XR_243387 PREDICTED: Homo sapiens Other other AK343982 Sus scrofa mRNA,
uncharacterized LOC101929031 clone:AMP010097F06, expressed in
(LOC101929031), transcript variant X1, alveolar macrophages
ncRNA
>qi|578839154|ref|[XR_430589,1|
PREDICTED: Homo sapiens
uncharacterized LOC102723890
(LOC102723890), transcript variant X1,
ncRNA
>gi|578846025|ref|[XR_433248,1|
PREDICTED: Homo sapiens
uncharacterized LOC101929031
(LOC101929031), transcript variant X1,
ncRNA

two 219075 STS XM_006724488 PREDICTED: Homo sapiens steroid Cytoplasm enzyme XM_003360223 PREDICTED: Sus scrofa steroid
sulfatase (microsomal), isozyme S sulfatase (microsomal), isozyme S
(STS), transcript variant X2, mRNA (STS), transcript variant X1, mRNA

two 219090 MRPL48 XM_005274050 PREDICTED: Homo sapiens Cytoplasm  other XM_005667102 PREDICTED: Sus scrofa mitochondrial
mitochondrial ribosomal protein L48 ribosomal protein L48 (MRPL48),
(MRPL48), transcript variant X1, mRNA transcript variant X3, mRNA

two 219100 MGLL AC117480 Homo sapiens 3 BAC RP11-491D10 Plasma enzyme CuU207321 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human Membrane 186C11 on chromosome X, complete
BAC Library) complete sequence sequence

two 219114 AL592314 Human DNA sequence from clone RP11: CU469085 Pig DNA sequence from clone CH242-
192B7 on chromosome 1, complete 4214 on chromosome 4, complete
sequence sequence

two 219138 PYCR2 NM_001271681 Homo sapiens pyrroline-5-carboxylate  Cytoplasm enzyme XM_005653787 PREDICTED: Sus scrofa pyrroline-5-
reductase family, member 2 (PYCR2), carboxylate reductase family, member 2
transcript variant 2, mRNA (PYCR?2), transcript variant X5, mRNA

two 219209 AP2S1 XM_006723004 PREDICTED: Homo sapiens adaptor- Cytoplasm transporter AK392084 Sus scrofa mRNA, clone:
related protein complex 2, sigma 1 HTMT10048H03, expressed in
subunit (AP2S1), transcript variant X3, hypothalamus
mRNA

two 219210 GPSM2 XM_006710589 PREDICTED: Homo sapiens G-protein Nucleus other XM_003481495 PREDICTED: Sus scrofa G-protein
signaling modulator 2 (GPSM2), signaling modulator 2 (GPSM2), mRNA
transcript variant X4, mRNA

two 219218 MAN1A2 AK098129 Homo sapiens cDNA FLJ40810 fis, Cytoplasm enzyme CuU468990 Pig DNA sequence from clone CH242-
clone TRACH2009743 233E2 on chromosome X, complete

sequence
two 219228 ZNF865 NM_001195605 Homo sapiens zinc finger protein 865  Other other XM_005674490 PREDICTED: Sus scrofa zinc finger

(ZNF865), mRNA

protein 865 (ZNF865), partial mMRNA
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two 219233 PTPLA EF445016 Homo sapiens protein tyrosine Other phosphatase XM_005668108 PREDICTED: Sus scrofa protein
phosphatase-like, member A (PTPLA) tyrosine phosphatase-like (proline
gene, complete cds, alternatively instead of catalytic arginine), member A
spliced (PTPLA), mRNA
two 219258 IFNAR2 FM206294 Cloning vector pchilGHG1 NM_001204775 Sus scrofa interferon (alpha, beta and
omega) receptor 2 (IFNAR2), mRNA
>qi|333069451|gb|HQ603084,1| Sus
scrofa interferon receptor 2 (IFNAR2)
mRNA, complete cds
two 219270 LOX NG_008722 Homo sapiens lysyl oxidase (LOX), Extracellular enzyme FP101991 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 5 Space 127F22 on chromosome X, complete
sequence
two 219299 UBE2M BC058924 Homo sapiens ubiquitin-conjugating Cytoplasm enzyme AK346893 Sus scrofa mRNA,
enzyme E2M (UBC12 homolog, yeast), clone:MLNO10071AQ9, expressed in
MRNA (cDNA clone MGC:65116 mesenteric lymph nodes
IMAGE:6162220), complete cds
two 219303 SLC16A5 XM_005257791 PREDICTED: Homo sapiens solute Plasma transporter XM_005668614 PREDICTED: Sus scrofa solute carrier
carrier family 16 (monocarboxylate Membrane family 16 (monocarboxylate
transporter), member 5 (SLC16A5), transporter), member 5 (SLC16A5),
transcript variant X2, mRNA transcript variant X4, mRNA
two 219318 RRP1B NM_015056 Homo sapiens ribosomal RNA Nucleus other XM_003358984 PREDICTED: Sus scrofa ribosomal
processing 1B (RRP1B), mRNA RNA processing 1B (RRP1B), mRNA
two 219326 CLDN3 NG_012023 Homo sapiens claudin 3 (CLDN3), Plasma transmembrane FJ887980 Sus scrofa claudin 3 variant 1 (CLDN3)
RefSeqGene on chromosome 7 Membrane receptor mRNA, complete cds
two 219333 AL513320 Human DNA sequence from clone RP11- XR 309144 PREDICTED: Sus scrofa
46F15 on chromosome 1, complete uncharacterized LOC100621301
sequence (LOC100621301), transcript variant X3,
misc_RNA
two 219339 HDLBP BC001179 Homo sapiens high density lipoprotein  Nucleus transporter AK351020 Sus scrofa mRNA,
binding protein, mMRNA (cDNA clone clone:TCH010077D08, expressed in
MGC:2301 IMAGE:3528704), complete trachea
cds
two 219349 WDR55 BC068485 Homo sapiens WD repeat domain 55, Nucleus other XM_003480931 PREDICTED: Sus scrofa WD repeat
mMRNA (cDNA clone MGC:87143 domain 55 (WDR55), mRNA
IMAGE:30334628), complete cds
two 219350 MUCSAC FO680660 Human DNA sequence from clone WI2- Cytoplasm peptidase XM_003354188 PREDICTED: Sus scrofa ADP-
2955H9 on chromosome 11, complete ribosylation factor-like 10 (ARL10),
sequence mRNA
two 219355 TIFA AK292900 Homo sapiens cDNA FLJ75832 Other other XM_005666930 PREDICTED: Sus scrofa TRAF-

complete cds, highly similar to Homo
sapiens TRAF-interacting protein with a
forkhead-associated domain (TIFA),
mMRNA

interacting protein with forkhead-
associated domain (TIFA), transcript
variant X7, mRNA
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two 219357 SLC38A6 XM_006720050 PREDICTED: Homo sapiens solute Other transporter NM_001267849 Sus scrofa solute carrier family 38,
carrier family 38, member 6 (SLC38A6), member 6 (SLC38A6), mRNA
transcript variant X5, mRNA

two 219406 LINCO0674 NR 027418 Homo sapiens long intergenic non- Other other XM _005668882 PREDICTED: Sus scrofa leucine-rich
protein coding RNA 674 (LINC00674), repeat-containing protein 37A2-like
long non-coding RNA (LOC100514982), mRNA

two 219410 MMP11 NG_029443 Homo sapiens matrix metallopeptidase Extracellular peptidase XM_005670909 PREDICTED: Sus scrofa matrix
11 (stromelysin 3) (MMP11), Space metallopeptidase 11 (stromelysin 3)
RefSeqGene on chromosome 22 (MMP11), transcript variant X2, mMRNA

two 219423 TUSC3 NG_012141 Homo sapiens tumor suppressor FP089551 Pig DNA sequence from clone CH242-
candidate 3 (TUSC3), RefSeqGene on 338K18 on chromosome 2, complete
chromosome 8 sequence

two 219437 PLEKHG5 NM_001265593 Homo sapiens pleckstrin homology Cytoplasm  other XM_005656003 PREDICTED: Sus scrofa pleckstrin
domain containing, family G (with homology domain containing, family G
RhoGef domain) member 5 (with RhoGef domain) member 5
(PLEKHGS), transcript variant 7, mRNA (PLEKHGS), transcript variant X5,

mRNA

two 219516 HO2 AC007606 Homo sapiens chromosome 16 clone XM_005662158 PREDICTED: Sus scrofa heme

RP11-35P16, complete sequence oxygenase 2 (HO2), transcript variant
X2, mRNA

two 219521 MAFK XM_006715773 PREDICTED: Homo sapiens v-maf Nucleus transcription XM_003124249 PREDICTED: Sus scrofa v-maf avian
avian musculoaponeurotic fibrosarcoma regulator musculoaponeurotic fibrosarcoma
oncogene homolog K (MAFK), oncogene homolog K (MAFK),
transcript variant X2, mRNA transcript variant 1, mRNA

two 219535 CPSF7 XM_005274303 PREDICTED: Homo sapiens cleavage Nucleus other AK393559 Sus scrofa mRNA, clone:
and polyadenylation specific factor 7, KDNO010072F01, expressed in kidney
59kDa (CPSF7), transcript variant X6,
mRNA

two 219539 PSMD5-AS1  HG502389 TPA: Homo sapiens RP11-2711,2 gene Other other XM_005660390 PREDICTED: Sus scrofa protein CutA
for long non-coding RNA homolog (LOC102164650), mMRNA
OTTHUMT00000053820,1, antisense

two 219545 COL11A2 NG_011589 Homo sapiens collagen, type XI, alpha Extracellular other BX324144 Pig DNA sequence from clone Pigl-
2 (COL11A2), RefSeqGene on Space 1044B7, complete sequence
chromosome 6

two 219560 EIF2S2 NM_003908 Homo sapiens eukaryotic translation Cytoplasm translation AK350795 Sus scrofa mRNA,
initiation factor 2, subunit 2 beta, 38kDa regulator clone:TCH010030H10, expressed in
(EIF2S2), mRNA trachea

two 219579 AL445195 Human DNA sequence from clone RP11. NM_001190239 Sus scrofa actin related protein 2/3

427013 on chromosome 13, complete
sequence

complex, subunit 2, 34kDa (ARPC2),
mRNA >gi|52350745|gb|AY609460,1|
Sus scrofa clone
Clu_1225,scr,msk,p1,Contigd, mRNA
sequence
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two 219580 ULKS3 XR_429447 PREDICTED: Homo sapiens unc-51 Cytoplasm kinase XM_005666149 PREDICTED: Sus scrofa unc-51 like
like kinase 3 (ULK3), transcript variant kinase 3 (ULK3), transcript variant X3,
X3, misc_RNA mRNA
two 219589 DGAT1 NM_012079 Homo sapiens diacylglycerol O- Cytoplasm enzyme XM_005655311 PREDICTED: Sus scrofa diacylglycerol
acyltransferase 1 (DGAT1), mRNA acyltransferase (DGAT), transcript
variant X1, mRNA
two 219593 AL049767 Human DNA sequence from clone RP1- XM_005672965 PREDICTED: Sus scrofa trappin 8
172H20 on chromosome 20q12-13,12, (LOC396757), transcript variant X1,
complete sequence mRNA
two 219612 DPYSL5 NM_001253724 Homo sapiens dihydropyrimidinase-like Cytoplasm enzyme XM_003125320 PREDICTED: Sus scrofa
5 (DPYSL5), transcript variant 3, mRNA dihydropyrimidinase-like 5 (DPYSL5),
mRNA
two 219613 NOP10 NG_029150 Homo sapiens NOP10 XM_001925450 PREDICTED: Sus scrofa NOP10
ribonucleoprotein homolog (yeast) ribonucleoprotein (NOP10), mRNA
pseudogene (LOC100289143) on
chromosome 12
two 219713 DMKN NM_001190347 Homo sapiens dermokine (DMKN), Extracellular other AK397206 Sus scrofa mRNA, clone:
transcript variant 8, mMRNA Space SKNB10020HO01, expressed in skin
two 219738 RANGAP1 AK303524 Homo sapiens cDNA FLJ61018 Nucleus other XM_005653112 PREDICTED: Sus scrofa Ran GTPase
complete cds, highly similar to Ran activating protein 1 (RANGAP1),
GTPase-activating protein 1 transcript variant X2, mRNA
two 219758 SSR2 AK300678 Homo sapiens cDNA FLJ56303 Cytoplasm  other XM_005663298 PREDICTED: Sus scrofa signal
complete cds, highly similar to sequence receptor, beta (translocon-
Translocon-associated protein subunit associated protein beta) (SSR2),
beta precursor transcript variant X3, mRNA
two 219778 EFNB1 NG_008887 Homo sapiens ephrin-B1 (EFNB1), Plasma other CU469158 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome X Membrane 3P11 on chromosome X, complete
sequence
two 219784 UCP3 NG_011515 Homo sapiens uncoupling protein 3 Cytoplasm transporter NM_214049 Sus scrofa uncoupling protein 3
(mitochondrial, proton carrier) (UCP3), (mitochondrial, proton carrier) (UCP3),
RefSeqGene on chromosome 11 mRNA
>0i|4165891|gb|AF095744,1|AF095744
Sus scrofa uncoupling protein 3 (UCP3)
mRNA, complete cds
two 219790 PAQRS8 NM_133367 Homo sapiens progestin and adipoQ Plasma other XM_005666468 PREDICTED: Sus scrofa membrane
receptor family member VIl (PAQR8), Membrane progestin receptor beta-like
mRNA (LOC100153743), mRNA
two 219835 SOWAHB BC137255 Homo sapiens ankyrin repeat domain ~ Nucleus transcription XM_005666780 PREDICTED: Sus scrofa sosondowah
56, mRNA (cDNA clone MGC:168875 regulator ankyrin repeat domain family member B
IMAGE:9021252), complete cds (SOWAHB), mRNA
two 219857 SESN2 NM_031459 Homo sapiens sestrin 2 (SESN2), Cytoplasm other XM_003356238 PREDICTED: Sus scrofa sestrin 2
mRNA (SESNZ2), transcript variant X1, mRNA
two 219924  TNIP1 D30755 Homo sapiens KIAA0113 mRNA, partial Nucleus other AK350243 Sus scrofa mRNA,

cds

clone:SPL010019G01, expressed in
spleen
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two 219977 ACTG1 XM_006722048 PREDICTED: Homo sapiens actin, Cytoplasm  other AK240355 Sus scrofa mRNA,
gamma 1 (ACTG1), transcript variant clone:UTR010058D07, expressed in
X1, mRNA uterus
two 219998 RSBN1L NM_198467 Homo sapiens round spermatid basic  Other other CU856555 Pig DNA sequence from clone CH242-
protein 1-like (RSBN1L), mRNA 143G17 on chromosome X, complete
sequence
two 220071 FCN2 XM_006717015 PREDICTED: Homo sapiens ficolin Extracellular other AK232513 Sus scrofa mRNA,
(collagen/fibrinogen domain containing Space clone:LVR010059H08, expressed in
lectin) 2 (FCN2), transcript variant X1, liver
mMmRNA
two 220073 CCDC183 BC137317 Homo sapiens KIAA1984, mRNA (cDNA Other other XM_003122334 PREDICTED: Sus scrofa KIAA1984
clone MGC:168937 IMAGE:9021314), ortholog (KIAA1984), mRNA
complete cds
two 220090 AFTPH XM_005264380 PREDICTED: Homo sapiens aftiphilin  Cytoplasm  other XR 302431 PREDICTED: Sus scrofa aftiphilin
(AFTPH), transcript variant X1, mRNA (AFTPH), transcript variant X4,
misc_RNA
two 220195 PDCD6 AF035606 Homo sapiens calcium binding protein  Cytoplasm  other AY610332 Sus scrofa clone rebs05c_e19,y1,abd,
(ALG-2) mRNA, complete cds mRNA sequence
two 220207 SFTPC XM_006716380 PREDICTED: Homo sapiens surfactant Extracellular other NM_001044533 Sus scrofa surfactant protein C
protein C (SFTPC), transcript variant Space (SFTPC), mRNA
X3, mRNA >gi|76150417|emb|AJ891123,1| Sus
scrofa mRNA for surfactant protein C
(SP-C gene), long variant
two 220263 DCAF7 FM206294 Cloning vector pchilGHG1 XM_003131294 PREDICTED: Sus scrofa DDB1 and
CUL4 associated factor 7 (DCAF7),
transcript variant X1, mRNA
two 220272 AC091633 Homo sapiens 3 BAC RP11-506F8 CuU928334 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 162E4 on chromosome X, complete
BAC Library) complete sequence sequence
two 220301 TMEM112B  AB587524 Synthetic construct DNA, clone: JN797613 Sus scrofa lipase maturation factor 2
pF1KE0344, Homo sapiens TMEM112B (Imf2) mRNA, complete cds
gene for lipase maturation factor 2,
without stop codon, in Flexi system
two 220357 TMEM184C NM_018241 Homo sapiens transmembrane protein  Other other AK391729 Sus scrofa mRNA, clone:
184C (TMEM184C), mRNA HTMT10018H09, expressed in
hypothalamus
two 220409 COL26A1 BC110393 Homo sapiens EMI domain containing  Extracellular other XM_005661934 PREDICTED: Sus scrofa collagen alpha:
2, MRNA (cDNA clone MGC:117329 Space 1(XXVI) chain-like (LOC100519542),
IMAGE:5195867), complete cds mRNA
two 220420 SHISA2 NG_016287 Homo sapiens ADAM metallopeptidase Extracellular other XM_003482858 PREDICTED: Sus scrofa shisa family

with thrombospondin type 1 motif, 17
(ADAMTS17), RefSeqGene on
chromosome 15

Space

member 2 (SHISA2), mRNA
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two 220422 AL731566 Human DNA sequence from clone RP11: FNG677242 Sus scrofa BAC clone
500G22 on chromosome 10, complete CHORI242_375P3_Contig112
sequence
two 220474 HG507808 TPA: Homo sapiens RP11-626G11,3 FQ790384 Pig DNA sequence from clone CH242-
gene for long non-coding RNA 134116 on chromosome X, complete
OTTHUMTO00000435828,1, antisense sequence
two 220479 FAMB86C1 AK130709 Homo sapiens cDNA FLJ27199 fis, Other other XM_003481054 PREDICTED: Sus scrofa family with
clone SYN03042 sequence similarity 86, member A
(FAMB8G6A), transcript variant X2, mRNA
two 220519 HS6ST1 NG_032966 Homo sapiens heparan sulfate 6-O- Plasma enzyme XM_003133399 PREDICTED: Sus scrofa heparan
sulfotransferase 1 (HS6ST1), Membrane sulfate 6-O-sulfotransferase 1
RefSeqGene on chromosome 2 (HS6ST1), mRNA
two 220625 MYOM2 XM_006716237 PREDICTED: Homo sapiens myomesin Cytoplasm other XM_005657526 PREDICTED: Sus scrofa myomesin 2
2 (MYOM?2), transcript variant X1, (MYOM2), mRNA
mRNA
two 220657 GNG8 BC095514 Homo sapiens guanine nucleotide Plasma enzyme XM_003355954 PREDICTED: Sus scrofa guanine
binding protein (G protein), gamma 8, Membrane nucleotide binding protein (G protein),
mRNA (cDNA clone MGC:111728 gamma 8 (GNG8), transcript variant X1,
IMAGE:6519176), complete cds mRNA
two 220658 FM206294 Cloning vector pchilGHG1 AK391761 Sus scrofa mRNA, clone:
HTMT10020G12, expressed in
hypothalamus
two 220670 USP2 XM_005271721 PREDICTED: Homo sapiens ubiquitin  Cytoplasm peptidase XM_003357325 PREDICTED: Sus scrofa ubiquitin
specific peptidase 2 (USP2), transcript specific peptidase 2 (USP2), transcript
variant X1, mRNA variant X2, mRNA
two 220719 TUBA4A NG_029913 Homo sapiens tubulin, alpha 4a Cytoplasm other CU928986 Pig DNA sequence from clone CH242-
(TUBA4A), RefSeqGene on 250G21 on chromosome 2, complete
chromosome 2 sequence
two 220721 AC010130 Homo sapiens BAC clone RP11-9509 CuU928922 Pig DNA sequence from clone CH242-
from 2, complete sequence 65D 18 on chromosome X, complete
sequence
two 220733 SRL NM_001098814 Homo sapiens sarcalumenin (SRL), Cytoplasm  other XM_005653036 PREDICTED: Sus scrofa sarcalumenin-
mRNA like (LOC100514098), mRNA
two 220740 CYB561D2 NM_001291284 Homo sapiens cytochrome b561 family, Other enzyme XM_005669599 PREDICTED: Sus scrofa cytochrome
member D2 (CYB561D2), transcript b561 domain-containing protein 2-like
variant 2, mRNA (LOC100517372), transcript variant X3,
mRNA
two 220741  ACTN2 NM_001278344 Homo sapiens actinin, alpha 2 Nucleus transcription XM_005654125 PREDICTED: Sus scrofa actinin, alpha
(ACTN2), transcript variant 3, mRNA regulator 2 (ACTN2), transcript variant X2, mRNA
two 220756 CPSF3L XM_005244763 PREDICTED: Homo sapiens cleavage Nucleus other XM_005653338 PREDICTED: Sus scrofa cleavage and
and polyadenylation specific factor 3- polyadenylation specific factor 3-like
like (CPSF3L), transcript variant X3, (CPSF3L), transcript variant X3, mMRNA
mRNA
two 220793 CAV3 FM206294 Cloning vector pchilGHG1 AY731093 Sus scrofa CAV3 (CAV3) mRNA,

complete cds
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two 220812 KLK1 AK293363 Homo sapiens cDNA FLJ53859 Other peptidase AK349951 Sus scrofa mRNA,
complete cds, highly similar to Kallikrein- clone:SMG010001CO07, expressed in
1 precursor (EC 3,4,21,35) submaxillary gland
two 220829 FM206294 Cloning vector pchilGHG1 XM_003483046 PREDICTED: Sus scrofa mediator of
RNA polymerase Il transcription subunit
13-like (LOC100739605), mRNA
two 220841  SAL1 AL139041 Human DNA sequence from clone RP11- XM_005660327 PREDICTED: Sus scrofa salivary
408019 on chromosome 9p11,2-21, lipocalin (SAL1), transcript variant X1,
complete sequence mRNA
two 220846 FXYD2 NM_021603 Homo sapiens FXYD domain containing Plasma ion channel XM_005656629 PREDICTED: Sus scrofa FXYD domain
ion transport regulator 2 (FXYD2), Membrane containing ion transport regulator 2
transcript variant b, mMRNA (FXYD2), transcript variant X2, mRNA
two 220852 DUSP15 NM_001012644 Homo sapiens dual specificity Cytoplasm phosphatase XM_003359940 PREDICTED: Sus scrofa dual
phosphatase 15 (DUSP15), transcript specificity protein phosphatase 15-like
variant 3, mMRNA (LOC100525721), mRNA
two 220889 PNKP NM_007254 Homo sapiens polynucleotide kinase 3- Nucleus kinase XM_005664749 PREDICTED: Sus scrofa polynucleotide
phosphatase (PNKP), mRNA kinase 3-phosphatase (PNKP),
transcript variant X4, mRNA
two 220932 AC009542 Homo sapiens clone RP11-260N14 XM_003134657 PREDICTED: Sus scrofa solute carrier
from 731, complete sequence family 23 member 2-like
(LOC100525318), mRNA
two 220933 FP236316 Human DNA sequence from clone CU929828 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 51F15 on chromosome X, complete
complete sequence sequence
two 220942 MUC7 NG_012348 Homo sapiens mucin 7, secreted Cytoplasm  other AK397621 Sus scrofa mRNA, clone:
(MUCY7), RefSeqGene on chromosome SMGO010101A11, expressed in
4 submaxillary gland
two 220943 MEA1 XM_005249122 PREDICTED: Homo sapiens male- Cytoplasm  other XM_005665985 PREDICTED: Sus scrofa male-
enhanced antigen 1 (MEA1), transcript enhanced antigen 1 (MEA1), transcript
variant X2, mRNA variant X2, mRNA
two 220959 FAM184B CR936688 Homo sapiens mMRNA; cDNA XM_005674541 PREDICTED: Sus scrofa family with
DKFZp686F09227 (from clone sequence similarity 184, member B
DKFZp686F09227) (FAM184B), mRNA
two 220960 LOC101927988 XR_250878 PREDICTED: Homo sapiens Other other XM_003358188 PREDICTED: Sus scrofa active
uncharacterized LOC101927988 breakpoint cluster region-related protein-
(LOC101927988), ncRNA like (LOC100621549), mRNA
two 220966 PER3 XM_005263528 PREDICTED: Homo sapiens period Nucleus other XM_005658375 PREDICTED: Sus scrofa period
circadian clock 3 (PER3), transcript circadian clock 3 (PER3), mRNA
variant X9, mRNA
two 220971 KRT8P5 NG_007003 Homo sapiens keratin 8 pseudogene 5 XM_005652515 PREDICTED: Sus scrofa keratin 8
(KRT8P5) on chromosome 18 (KRT8), transcript variant X2, mRNA
two 220992 CHID1 XM_005253073 PREDICTED: Homo sapiens chitinase Extracellular other NM_001243810 Sus scrofa chitinase domain containing

domain containing 1 (CHID1), transcript
variant X3, mRNA

Space

1 (CHID1), mRNA
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two 221000 NUSAP1 XM_006720560 PREDICTED: Homo sapiens nucleolar Nucleus other XM_005659722 PREDICTED: Sus scrofa nucleolar and
and spindle associated protein 1 spindle associated protein 1 (NUSAP1),
(NUSAP1), transcript variant X6, mRNA transcript variant X1, mRNA
two 221022 AL513550 Human DNA sequence from clone RP11- FP245395 Pig DNA sequence from clone CH242-
9819 on chromosome 6, complete 121G9 on chromosome X, complete
sequence sequence
two 221028 GNAT11 NG_033852 Homo sapiens guanine nucleotide Plasma enzyme AK392340 Sus scrofa mRNA, clone:
binding protein (G protein), alpha 11 Membrane HTMT10067A05, expressed in
(Gq class) (GNA11), RefSeqGene on hypothalamus
chromosome 19
two 221041 ABC13-480469(AC242549 Homo sapiens FOSMID clone ABC13- XR_303884 PREDICTED: Sus scrofa zinc finger
48046900N3 from chromosome 7, protein 350-like (LOC100626048),
complete sequence misc_RNA
two 221043 SFRP5 NM_003015 Homo sapiens secreted frizzled-related Plasma transmembrane AK397123 Sus scrofa mRNA, clone:
protein 5 (SFRP5), mRNA Membrane receptor PTG010094H05, expressed in pituitary
gland
two 221045 AP003385 Homo sapiens genomic DNA, XM_001927729 PREDICTED: Sus scrofa
chromosome 11q clone:RP11-655M14, uncharacterized LOC100153150
complete sequences (LOC100153150), mRNA
two 221046 HG509301 TPA: Homo sapiens CTD-2319112,2 AK391093 Sus scrofa mRNA, clone:
gene for long non-coding RNA CLNT10063A02, expressed in colon
OTTHUMTO00000449177,1, lincRNA
two 221068 BAG6 XM_006725930 cloning vector pchilGHG1 Nucleus enzyme XM_005665777 PREDICTED: Sus scrofa BCL2-
associated athanogene 6 (BAG6),
transcript variant X9, mRNA
two 221083 IL5RA NG_029547 Homo sapiens interleukin 5 receptor, Plasma transmembrane AK239285 Sus scrofa mRNA,
alpha (IL5RA), RefSeqGene on Membrane receptor clone:THY010088H12, expressed in
chromosome 3 thymus
two 221094 CGREF1 NM_001166239 Homo sapiens cell growth regulator with Extracellular other AK238498 Sus scrofa mRNA,
EF-hand domain 1 (CGREF1), Space clone:TES010043A10, expressed in
transcript variant 2, mMRNA testis
two 221105 TBC1D20 NM_144628 Homo sapiens TBC1 domain family, Nucleus other CuU914573 Pig DNA sequence from clone CH242-
member 20 (TBC1D20), transcript 129021 on chromosome 1, complete
variant 1, mMRNA sequence
two 221107 AC005548 Homo sapiens chromosome 17, clone AK394136 Sus scrofa mRNA, clone:
hRPK,756_K_ 11, complete sequence LVRM10039C12, expressed in liver
two 221161  RPP25 NM_017793 Homo sapiens ribonuclease P/MRP Nucleus other AK390222 Sus scrofa mRNA, clone:
25kDa subunit (RPP25), mRNA BFLT10040A12, expressed in brain
(frontal lobe)
two 221242 DBNL AC006369 Homo sapiens BAC clone RP11- XM_003134860 PREDICTED: Sus scrofa drebrin-like
278G12 from 2, complete sequence (DBNL), transcript variant X1, mRNA
two 221248 KPNA6 XM_005270711 PREDICTED: Homo sapiens Nucleus transporter XM_003126407 PREDICTED: Sus scrofa kelch-like

karyopherin alpha 6 (importin alpha 7)
(KPNAGB), transcript variant X1, mRNA

family member 42 (KLHL42), mRNA
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two 221284 UQCRFS1P1 NG_009458 Homo sapiens ubiquinol-cytochrome ¢ XM_003127002 PREDICTED: Sus scrofa cytochrome b-
reductase, Rieske iron-sulfur ¢1 complex subunit Rieske,
polypeptide 1 pseudogene 1 mitochondrial-like (LOC100522678),
(UQCRFS1P1) on chromosome 22 mRNA
two 221317 OLFM1 AL159992 Human DNA sequence from clone RP11.Cytoplasm  other CU468601 Pig DNA sequence from clone CH242-
166H7 on chromosome 9q34,13-34,3, 237A4 on chromosome 7, complete
complete sequence sequence
two 221319 KRT23 XM_005257200 PREDICTED: Homo sapiens keratin 23 Other other XM_003131459 PREDICTED: Sus scrofa keratin 23
(histone deacetylase inducible) (histone deacetylase inducible)
(KRT23), transcript variant X3, mRNA (KRT23), mRNA
>gi|578840293|ref|[XM_005277791,2|
PREDICTED: Homo sapiens keratin 23
(histone deacetylase inducible)
(KRT23), transcript variant X3, mRNA
two 221332 not available not available AK347346 Sus scrofa mRNA,
clone:OVR010013C05, expressed in
ovary
two 221345 ZC4H2 NR 045044 Homo sapiens zinc finger, C4H2 Other other XM_005673690 PREDICTED: Sus scrofa zinc finger,
domain containing (ZC4H2), transcript C4H2 domain containing (ZC4H2),
variant 5, long non-coding RNA transcript variant X1, mRNA
two 221358 ITGA1 AC025180 Homo sapiens chromosome 5 clone Plasma other CU550726 Pig DNA sequence from clone CH242-
CTD-2175A23, complete sequence Membrane 445N23 on chromosome X, complete
sequence
two 221371  GPALPP1 XM_005266443 PREDICTED: Homo sapiens GPALPP  Other other XM_005668433 PREDICTED: Sus scrofa GPALPP
motifs containing 1 (GPALPP1), motifs containing 1 (GPALPP1),
transcript variant X1, mRNA transcript variant X2, mRNA
two 221376 PRSS8 AK296656 Homo sapiens cDNA FLJ53017 Extracellular peptidase XM_003124472 PREDICTED: Sus scrofa protease,
complete cds, moderately similar to Space serine, 8 (PRSS8), mRNA
Prostasin precursor (EC 3,4,21,-)
two 221405 CCDC89 NM_152723 Homo sapiens coiled-coil domain Nucleus other XM_003129723 PREDICTED: Sus scrofa coiled-caoil
containing 89 (CCDC89), mRNA domain containing 89 (CCDC89),
>gi|21754740|dbj|AK095478,1| Homo mRNA
sapiens cDNA FLJ38159 fis, clone
DFNES2001404
two 221413 TACSTD2 J04152 Human gastrointestinal tumor- Plasma other XM_003127967 PREDICTED: Sus scrofa tumor-
associated antigen GA733-1 protein Membrane associated calcium signal transducer 2
gene, complete cds, clone 05516 (TACSTD2), mRNA
two 221447 BEND3P2 NG_011923 Homo sapiens BEN domain containing NM_001129848 Sus scrofa uteroferrin-associated
3 pseudogene 2 (BEND3P2) on protein (UFBP), mRNA
chromosome 9 >qi|164715|gb|M30315,1|PIGUFBP Pig
uteroferrin-associated protein (UfBP)
mRNA, complete cds
two 221450 LYPD6 NM_194317 Homo sapiens LY6/PLAUR domain Extracellular other XM_003133259 PREDICTED: Sus scrofa LY6/PLAUR
containing 6 (LYPD®), transcript variant Space domain containing 6 (LYPDG), transcript
2, mRNA variant X1, mRNA
two 221491 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)
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two 215471  FNIP2 XM_006714281 PREDICTED: Homo sapiens folliculin ~ Cytoplasm  other CuU313307 Pig DNA sequence from clone CH242-
interacting protein 2 (FNIP2), transcript 264E8 on chromosome 7, complete
variant X7, mRNA sequence
three 100542 YBX1 XM_005270904 PREDICTED: Homo sapiens Y box Nucleus transcription XM_003356500 PREDICTED: Sus scrofa Y box binding
binding protein 1 (YBX1), transcript regulator protein 1 (YBX1), mRNA
variant X1, mRNA
three 100578 STRAP AK312295 Homo sapiens cDNA, FLJ92599, highly Plasma other AK346516 Sus scrofa mRNA,
similar to Homo sapiens Membrane clone:MLN010002C04, expressed in
serine/threonine kinase receptor mesenteric lymph nodes
associated protein (STRAP), mRNA
three 100710 KCMF1 AK314761 Homo sapiens cDNA, FLJ95630, highly Other enzyme XM_005655223 PREDICTED: Sus scrofa
similar to Homo sapiens potassium uncharacterized LOC100524080
channel modulatory factor (PCMF), (LOC100524080), mRNA
mRNA
three 100715 STMN1 NM_203401 Homo sapiens stathmin 1 (STMN1), Cytoplasm  other AK392289 Sus scrofa mRNA, clone:
transcript variant 1, mRNA HTMT10063B10, expressed in
hypothalamus
three 100788 PEBP4 AY359109 Homo sapiens clone DNA92274 Cytoplasm other AK349916 Sus scrofa mRNA,
GWTM1933 (UNQ1933) mRNA, clone:SKNB10087H02, expressed in
complete cds skin
three 100872 TNNC1 NM_003280 Homo sapiens troponin C type 1 (slow) Cytoplasm other AK394678 Sus scrofa mRNA, clone:
(TNNC1), mRNA MLTL10049B04, expressed in
longissimus muscle
three 100874 AB590273 Synthetic construct DNA, clone: AK391588 Sus scrofa mRNA, clone:
pFN21AE1471, Homo sapiens CDC34 HTMT10003H11, expressed in
gene for cell division cycle 34 homolog, hypothalamus
without stop codon, in Flexi system
three 100885 MPC2 AK290126 Homo sapiens cDNA FLJ78095 Plasma other XM_005663140 PREDICTED: Sus scrofa mitochondrial
complete cds, highly similar to Homo Membrane pyruvate carrier 2 (MPC2), transcript
sapiens brain protein 44 (BRP44), variant X4, mRNA
mRNA
three 100887 TAX1BP1 AK309757 Homo sapiens cDNA, FLJ99798 Cytoplasm  other XM_005673288 PREDICTED: Sus scrofa Tax1 (human
T-cell leukemia virus type ) binding
protein 1 (TAX1BP1), partial mMRNA
three 100947 PFKM u24183 Human phosphofructokinase (PFKM)  Cytoplasm  kinase AK400833 Sus scrofa mRNA, clone:
mRNA, complete cds PST010050E03, expressed in prostate
three 101020 PGAM2 NM_000290 Homo sapiens phosphoglycerate Cytoplasm phosphatase NM_001134968 Sus scrofa phosphoglycerate mutase 2
mutase 2 (muscle) (PGAM2), mRNA (muscle) (PGAM2), mRNA
>gi|157093849|gb|EF620916.1| Sus
scrofa phosphoglycerate mutase 2
(PGAM2) mRNA, complete cds
three 101021 TDRD7 XM_006717026 PREDICTED: Homo sapiens tudor Cytoplasm  other XM_001924680 PREDICTED: Sus scrofa tudor domain

domain containing 7 (TDRD7),
transcript variant X2, mMRNA

containing 7 (TDRD7), mRNA
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three 101146  NRD1 XM_005270903 PREDICTED: Homo sapiens nardilysin Cytoplasm peptidase XM_003127978 PREDICTED: Sus scrofa nardilysin (N-
(N-arginine dibasic convertase) (NRD1), arginine dibasic convertase) (NRD1),
transcript variant X1, mRNA transcript variant X1, mRNA

three 101266 CDO1 XR_427700 PREDICTED: Homo sapiens cysteine  Cytoplasm enzyme AY609406 Sus scrofa clone
dioxygenase type 1 (CDO1), transcript Clu_1053.scr.msk.p1.Contig1, mRNA
variant X1, misc_RNA sequence

three 101364 ZNF706 BC068524 Homo sapiens zinc finger protein 706, Other other XM_003481371 PREDICTED: Sus scrofa zinc finger
mRNA (cDNA clone MGC:87329 protein 706 (ZNF706), transcript variant
IMAGE:5263977), complete cds X1, mRNA

three 101367 BUD31 XM_005250674 PREDICTED: Homo sapiens BUD31 Nucleus transcription XM_003124312 PREDICTED: Sus scrofa BUD31
homolog (S, cerevisiae) (BUD31), regulator homolog (S, cerevisiae) (BUD31),
transcript variant X5, mRNA transcript variant 2, mRNA

three 101386 RNF138 XR_430075 PREDICTED: Homo sapiens ring finger Nucleus other Cu606860 Pig DNA sequence from clone CH242-
protein 138, E3 ubiquitin protein ligase 330B23 on chromosome X, complete
(RNF138), transcript variant X4, sequence
misc_RNA

three 101395 AIMP1 NM_001142416 Homo sapiens aminoacyl tRNA Extracellular cytokine AK392450 Sus scrofa mRNA, clone:
synthetase complex-interacting Space HTMT10075C05, expressed in
multifunctional protein 1 (AIMP1), hypothalamus
transcript variant 3, mRNA

three 101504 CSNK1A1 NM_001271741 Homo sapiens casein kinase 1, alpha 1 Cytoplasm kinase XM_005661801 PREDICTED: Sus scrofa casein kinase
(CSNK1A1), transcript variant 3, mRNA 1, alpha 1 (CSNK1A1), transcript

variant X6, mRNA

three 101552 NEBL XR 242691 PREDICTED: Homo sapiens nebulette Plasma other XM_003357763 PREDICTED: Sus scrofa nebulette
(NEBL), transcript variant X5, Membrane (NEBL), transcript variant X2, mRNA
misc_RNA

three 101655 CYP51A1P2 NG_002766 Homo sapiens cytochrome P450, family AK235908 Sus scrofa mRNA,
51, subfamily A, polypeptide 1 clone:OVRM10124E10, expressed in
pseudogene 2 (CYP51A1P2) on ovary
chromosome 13

three 101666 PCDH18 BC022227 Homo sapiens protocadherin 18, mRNA Extracellular other FQ377577 Pig DNA sequence from clone CH242-
(cDNA clone IMAGE:4401355), with Space 326H11 on chromosome X, complete
apparent retained intron sequence

three 101689 MFF XM_006712639 PREDICTED: Homo sapiens Cytoplasm  other AK391131 Sus scrofa mRNA, clone:
mitochondrial fission factor (MFF), CLNT10072G05, expressed in colon
transcript variant X11, mRNA

three 101770 CDK13 NM_031267 Homo sapiens cyclin-dependent kinase Nucleus kinase XM_005673366 PREDICTED: Sus scrofa cyclin-
13 (CDK13), transcript variant 2, mRNA dependent kinase 13 (CDK13), partial

mRNA

three 101945 CULS3 AK299644 Homo sapiens cDNA FLJ53180 Nucleus enzyme XM_005674396 PREDICTED: Sus scrofa cullin-3-like
complete cds, highly similar to Cullin-3 (LOC100622580), mMRNA

three 102061 KTN1 XM_006720141 PREDICTED: Homo sapiens kinectin 1 Plasma transmembrane NM_001258303 Sus scrofa kinectin 1 (kinesin receptor)
(kinesin receptor) (KTN1), transcript Membrane receptor (KTN1), mRNA

variant X4, mRNA
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three 102076 SSR3 NM_007107 Homo sapiens signal sequence Cytoplasm  other AK232862 Sus scrofa mRNA,
receptor, gamma (translocon- clone:LVRM10041G01, expressed in
associated protein gamma) (SSR3), liver
mRNA

three 102197 ZNF709 BC136746 Homo sapiens zinc finger protein 709,  Other other XM_005652828 PREDICTED: Sus scrofa zinc finger
mRNA (cDNA clone MGC:168359 protein 709-like (LOC102167351),
IMAGE:9020736), complete cds mRNA

three 102357 BMPR1A AP002959 Homo sapiens genomic DNA, XM_005671180 PREDICTED: Sus scrofa bone
chromosome 11q clone:RP11-158K 18, morphogenetic protein receptor, type IA
complete sequence (BMPR1A), transcript variant X1, mRNA

three 102387 DENR AC011611 Homo sapiens 12 BAC RP11-290L1 XM_001928848 PREDICTED: Sus scrofa density-
(Roswell Park Cancer Institute Human regulated protein (DENR), mRNA
BAC Library) complete sequence

three 102520 G2E3 AC020633 Homo sapiens 3 BAC RP11-65E22 XM_005656305 PREDICTED: Sus scrofa G2/M-phase
(Roswell Park Cancer Institute Human specific E3 ubiquitin protein ligase
BAC Library) complete sequence (G2E3), transcript variant X2, mRNA

three 102527 PPAP2A NR_ 103485 Homo sapiens phosphatidic acid Plasma phosphatase XM_003133951 PREDICTED: Sus scrofa phosphatidic
phosphatase type 2A (PPAP2A), Membrane acid phosphatase type 2A (PPAP2A),
transcript variant 3, long non-coding transcript variant X1, mRNA
RNA

three 102597 GGNBP2 XM_005257689 PREDICTED: Homo sapiens Other other XM_003131703 PREDICTED: Sus scrofa
gametogenetin binding protein 2 gametogenetin binding protein 2
(GGNBP2), transcript variant X1, mRNA (GGNBP2), transcript variant X1, mRNA
>gi|578840410|ref|[XM_005276909.2|
PREDICTED: Homo sapiens
gametogenetin binding protein 2
(GGNBP2), transcript variant X1, mRNA

three 102823 TFAM NR_073073 Homo sapiens transcription factor A, Cytoplasm transcription AK230853 Sus scrofa mRNA,
mitochondrial (TFAM), transcript variant regulator clone:AMP010054A02, expressed in
3, long non-coding RNA alveolar macrophage

three 102892 ETFDH NM_001281738 Homo sapiens electron-transferring- Cytoplasm enzyme XM_005666669 PREDICTED: Sus scrofa electron-
flavoprotein dehydrogenase (ETFDH), transferring-flavoprotein dehydrogenase
transcript variant 3, mMRNA (ETFDH), transcript variant X3, mRNA

three 102926 IGFBP1 BC035263 Homo sapiens insulin-like growth factor Extracellular other AB053605 Sus scrofa IGFBP1 mRNA for insulin-
binding protein 1, mMRNA (cDNA clone  Space like growth factor binding protein 1,
MGC:30041 IMAGE:4800940), partial cds
complete cds

three 102938 CYP7B1 NM_004820 Homo sapiens cytochrome P450, family Cytoplasm enzyme XM_005663061 PREDICTED: Sus scrofa cytochrome

7, subfamily B, polypeptide 1
(CYP7B1), mRNA

P450, family 7, subfamily B, polypeptide
1 (CYP7B1), partial mMRNA
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three 103103  C14orf1 AF134159 Homo sapiens potential membrane Cytoplasm  other AK350719 Sus scrofa mRNA,
protein C14orf1 mRNA, complete cds clone:TCHO010016F 11, expressed in
trachea
three 103131  ALKBHS8 AC069236 Homo sapiens 3 BAC RP11-392018 XM_005667297 PREDICTED: Sus scrofa alkB,
(Roswell Park Cancer Institute Human alkylation repair homolog 8 (E. coli)
BAC Library) complete sequence (ALKBHS8), transcript variant X4, mRNA
three 103220 ADK NG_030484 Homo sapiens adenosine kinase (ADK), AK391452 Sus scrofa mRNA, clone:
RefSeqGene on chromosome 10 DCI010081D10, expressed in dendritic
cells (immature)
three 103238 TBXASH1 AF233625 Homo sapiens thromboxane synthase Plasma enzyme EF625355 Sus scrofa cytochrome P450
(CYP5A1) gene, CYP5A1*9 allele, Membrane (CYP5A1v2) mRNA, partial cds
complete cds
three 103306 TDO2 NM_005651 Homo sapiens tryptophan 2,3- Cytoplasm enzyme XM_003128997 PREDICTED: Sus scrofa tryptophan 2,3
dioxygenase (TDO2), mRNA dioxygenase (TDO), mRNA
three 103307 APOF NM_001638 Homo sapiens apolipoprotein F (APOF), Extracellular transporter XM_003481623 PREDICTED: Sus scrofa apolipoprotein
mRNA Space F-like (LOC100156757), mRNA
three 103387 RBBPS8 XM_006722522 PREDICTED: Homo sapiens Nucleus enzyme XM_005674225 PREDICTED: Sus scrofa DNA
retinoblastoma binding protein 8 endonuclease RBBP8-like
(RBBP8), transcript variant X6, mRNA (LOC100624332), mRNA
three 103393 SERPINA6 AK290821 Homo sapiens cDNA FLJ78214 Extracellular other NM_213812 Sus scrofa serpin peptidase inhibitor,
complete cds, highly similar to Human  Space clade A (alpha-1 antiproteinase,
corticosteroid binding globulin mRNA antitrypsin), member 6 (SERPINAG),
mRNA >gi|12018163|gb|AF324155,1|
Sus scrofa corticosteroid binding
globulin precursor mMRNA, complete cds
three 103397 SDAD1 BC107895 Homo sapiens SDA1 domain containing Nucleus other XM_003129088 PREDICTED: Sus scrofa SDA1 domain
1, MRNA (cDNA clone containing 1 (SDAD1), transcript variant
IMAGE:6717512), partial cds X1, mRNA
three 103405 IMP3 NM_018285 Homo sapiens IMP3, U3 small nucleolar Cytoplasm  other NM_001243292 Sus scrofa IMP3, U3 small nucleolar
ribonucleoprotein (IMP3), mRNA ribonucleoprotein, homolog (yeast)
(IMP3), mRNA
three 103427 PLRG1 NM_001201564 Homo sapiens pleiotropic regulator 1 Nucleus transcription AK391393 Sus scrofa mRNA, clone:
(PLRG1), transcript variant 2, mMRNA regulator DCI010068E09, expressed in dendritic
cells (immature)
three 103784 AP001266 Homo sapiens genomic DNA, AK232061 Sus scrofa mRNA,
chromosome 11 clone:RP11-770G2, clone:LNG010073F02, expressed in
complete sequence lung
three 103864 AKAPG6 BC137233 Homo sapiens A kinase (PRKA) anchor Nucleus other XM_005658463 PREDICTED: Sus scrofa A-kinase
protein 6, MRNA (cDNA clone anchor protein 6-like (LOC100627899),
MGC:168853 IMAGE:9021230), partial mMRNA
complete cds
three 103887 SP110 XM_006712489 PREDICTED: Homo sapiens SP110 Nucleus other KF898045 Sus scrofa SP110 nuclear body protein

nuclear body protein (SP110), transcript
variant X7, mRNA

transcript variant 26 (SP110) mRNA,
complete cds, alternatively spliced
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three 103907 ACHE FM206294 Cloning vector pchilGHG1 XM_003354481 PREDICTED: Sus scrofa
acetylcholinesterase (ACHE), mRNA
three 103912 FABP6 NM_001445 Homo sapiens fatty acid binding protein Cytoplasm transporter XM_005672574 PREDICTED: Sus scrofa fatty acid
6, ileal (FABP6), transcript variant 2, binding protein 6, ileal (FABP6),
mRNA transcript variant X1, mRNA
three 103916 HLA-DRA NM_019111 Homo sapiens major histocompatibility Plasma transmembrane AK398242 Sus scrofa mRNA, clone:
complex, class Il, DR alpha (HLA-DRA), Membrane receptor TES010067E10, expressed in testis
mRNA
three 103982 IGF1R XM_005254897 PREDICTED: Homo sapiens insulin-like Plasma transmembrane XR_309485 PREDICTED: Sus scrofa insulin-like
growth factor 1 receptor (IGF1R), Membrane receptor growth factor 1 receptor-like
transcript variant X2, mRNA (LOC100622436), misc_RNA
three 104076 ZMYND19 XM_006716950 PREDICTED: Homo sapiens zinc finger, Plasma other AY609576 Sus scrofa clone
MYND-type containing 19 (ZMYND19), Membrane Clu_193940.scr.msk.p1.Contig1, mRNA
transcript variant X2, mRNA sequence
three 104128 HNF1A XM_005253931 PREDICTED: Homo sapiens HNF1 Nucleus transcription FJ973575 Sus scrofa HNF1A (HNF1A) gene,
homeobox A (HNF1A), transcript variant regulator exons 1, 2, 8 and partial cds
X1, mRNA
three 104225 GPI XM_006723148 PREDICTED: Homo sapiens glucose-6- Extracellular enzyme AK389378 Sus scrofa mRNA, clone:
phosphate isomerase (GPI), transcript Space ADRO010057D10, expressed in adrenal
variant X3, mMRNA gland
three 104234 RHOU NM_021205 Homo sapiens ras homolog family Cytoplasm enzyme AK392538 Sus scrofa mRNA, clone:
member U (RHOU), transcript variant 1, HTMT10084G11, expressed in
mRNA hypothalamus
three 104243 PFN1 NM_005022 Homo sapiens profilin 1 (PFN1), mMRNA Cytoplasm other NM_001244416 Sus scrofa profilin 1 (PFN1), mRNA
three 104245 SRSF1 NR 034041 Homo sapiens serine/arginine-rich Nucleus other DQ098951 Sus scrofa splicing factor
splicing factor 1 (SRSF1), transcript arginine/serine-rich 1 gene, complete
variant 3, long non-coding RNA cds
three 104379 CIB1 NM_006384 Homo sapiens calcium and integrin Nucleus other AY610471 Sus scrofa clone
binding 1 (calmyrin) (CIB1), transcript rnco1932b_n10.y1.abd, mRNA
variant b, mMRNA sequence
three 104436 PRMT1 NM_198318 Homo sapiens protein arginine Nucleus enzyme XM_003355999 PREDICTED: Sus scrofa protein
methyltransferase 1 (PRMT1), transcript arginine methyltransferase 1 (PRMT1),
variant 3, mRNA transcript variant X1, mRNA
three 104603 TRIM27 AB528391 Synthetic construct DNA, clone: XM_003128235 PREDICTED: Sus scrofa tripartite motif
pF1KB5957, Homo sapiens TRIM27 containing 27 (TRIM27), mRNA
gene for tripartite motif-containing 27,
without stop codon, in Flexi system
three 104621 PFDN4 NM_002623 Homo sapiens prefoldin subunit 4 Cytoplasm  other XM_005673027 PREDICTED: Sus scrofa prefoldin
(PFDN4), mRNA subunit 4 (PFDN4), transcript variant
X1, mRNA
three 104679 HSPD1 BC073746 Homo sapiens heat shock 60kDa Cytoplasm enzyme AK230584 Sus scrofa mRNA,

protein 1 (chaperonin), mRNA (cDNA
clone MGC:88749 IMAGE:6372068),
complete cds

clone:AMP010012A11, expressed in
alveolar macrophage
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three 104738 SPATS2L XM_006712410 PREDICTED: Homo sapiens Nucleus other NM_001177916 Sus scrofa spermatogenesis
spermatogenesis associated, serine- associated, serine-rich 2-like
rich 2-like (SPATS2L), transcript variant (SPATS2L), mRNA
X9, mRNA >0i|292485835|gb|GU474997.1| Sus
scrofa spermatogenesis associated
serine-rich 2-like protein (SPATS2L)
mRNA, complete cds
three 104746 EXOC6 BC028395 Homo sapiens exocyst complex Plasma transporter XM_003361565 PREDICTED: Sus scrofa exocyst
component 6, mMRNA (cDNA clone Membrane complex component 6 (EXOCG6), partial
MGC:33397 IMAGE:4820245), mRNA
complete cds
three 104753  ATP5F1 XM_005270929 PREDICTED: Homo sapiens ATP Cytoplasm transporter XM_003355244 PREDICTED: Sus scrofa ATP synthase,
synthase, H+ transporting, H+ transporting, mitochondrial Fo
mitochondrial Fo complex, subunit B1 complex, subunit B1 (ATP5F 1), mRNA
(ATP5F1), transcript variant X1, mRNA
three 104794 CNTN3 XM_005264759 PREDICTED: Homo sapiens contactin Plasma other NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
3 (plasmacytoma associated) (CNTN3), Membrane mRNA >gi|61098746|gb|AY820760,1|
transcript variant X3, mRNA Sus scrofa FKBP1A-like mRNA,
complete cds
three 104827 TAC1 NM_013997 Homo sapiens tachykinin, precursor 1 Extracellular other XM_003130163 PREDICTED: Sus scrofa tachykinin,
(TAC1), transcript variant gamma, Space precursor 1 (TAC1), transcript variant
mRNA X1, mRNA
three 104856 FGF12 XM_006713539 PREDICTED: Homo sapiens fibroblast Extracellular other AK392105 Sus scrofa mRNA, clone:
growth factor 12 (FGF12), transcript Space HTMT10050B09, expressed in
variant X3, mRNA hypothalamus
three 104997 NCBP2 NM_007362 Homo sapiens nuclear cap binding Nucleus other XM_003358764 PREDICTED: Sus scrofa nuclear cap
protein subunit 2, 20kDa (NCBP2), binding protein subunit 2, 20kDa
transcript variant 1, mMRNA (NCBP2), transcript variant 1, mRNA
three 105014 PHB NM_002634 Homo sapiens prohibitin (PHB), Nucleus transcription AK397887 Sus scrofa mRNA, clone:
transcript variant 2, mRNA regulator TCHO010020C08, expressed in trachea
three 105060 THBS3 XM_006711502 PREDICTED: Homo sapiens Extracellular other AK397970 Sus scrofa mRNA, clone:
thrombospondin 3 (THBS3), transcript Space TCHO010045E02, expressed in trachea
variant X5, mRNA
three 105088 WNT7A NG_008088 Homo sapiens wingless-type MMTV Extracellular cytokine XM_003132396 PREDICTED: Sus scrofa wingless-type
integration site family, member 7A Space MMTYV integration site family, member
(WNT7A), RefSeqGene on 7A (WNT7A), mRNA
chromosome 3
three 105286 ZBTB7A XM_005259570 PREDICTED: Homo sapiens zinc finger Nucleus transcription XM_003354008 PREDICTED: Sus scrofa zinc finger
and BTB domain containing 7A regulator and BTB domain containing 7A
(ZBTBTA), transcript variant X1, mRNA (ZBTBTA), transcript variant X1, mRNA
three 200061 ATG12 NR_073603 Homo sapiens autophagy related 12 Cytoplasm  other FQ456872 Pig DNA sequence from clone XX-
(ATG12), transcript variant 4, long non- Y30N20 on chromosome Y, complete
coding RNA sequence
three 200343 MARCH1 AC098867 Homo sapiens BAC clone RP11- Cytoplasm enzyme Cu914427 Pig DNA sequence from clone CH242-

493C20 from 4, complete sequence

377L5 on chromosome X, complete
sequence
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three 200444 TBC1D23 NM_001199198 Homo sapiens TBC1 domain family, Other other AK230932 Sus scrofa mRNA,
member 23 (TBC1D23), transcript clone:AMP010066C10, expressed in
variant 1, mMRNA alveolar macrophage
three 200582 TMEM44 XM_006713824 PREDICTED: Homo sapiens Other other XM_005670082 PREDICTED: Sus scrofa
transmembrane protein 44 (TMEM44), transmembrane protein 44 (TMEM44),
transcript variant X5, mRNA transcript variant X6, mRNA
three 200594 AC233297 Homo sapiens BAC clone RP11-795L23 FP015856 Pig DNA sequence from clone CH242-
from chromosome x, complete 13J4 on chromosome X, complete
sequence sequence
three 200779 ARHGAP21 NG_008602 Homo sapiens Rho GTPase activating XM_005656819 PREDICTED: Sus scrofa Rho GTPase
protein 21 pseudogene (LOC643562) activating protein 21 (ARHGAP21),
on chromosome 6 transcript variant X3, mRNA
three 200798 MSANTD3 NM_001198807 Homo sapiens Myb/SANT-like DNA- Other other XM_005660297 PREDICTED: Sus scrofa Myb/SANT-
binding domain containing 3 like DNA-binding domain containing 3
(MSANTD3), transcript variant 4, mMRNA (MSANTD3), transcript variant X4,
mRNA
three 200812 PRMT8 XM_006718986 PREDICTED: Homo sapiens protein Nucleus enzyme XM_005664075 PREDICTED: Sus scrofa protein
arginine methyltransferase 8 (PRMT8), arginine methyltransferase 8 (PRMT8),
transcript variant X1, mRNA transcript variant X5, mRNA
three 200826 INTS8 XM_006716603 PREDICTED: Homo sapiens integrator Nucleus other XM_003125559 PREDICTED: Sus scrofa integrator
complex subunit 8 (INTS8), transcript complex subunit 8 (INTS8), mMRNA
variant X2, mRNA
three 200842 HIST1H2AK AK311941 Homo sapiens cDNA, FLJ92208, Homo Other other AK351913 Sus scrofa mRNA,
sapiens histone 1, H2ak (HIST1H2AK), clone:THY010109C03, expressed in
mRNA thymus
three 200865 USP33 FM206294 Cloning vector pchilGHG1 XM_005653413 PREDICTED: Sus scrofa ubiquitin
specific peptidase 33 (USP33), mRNA
three 200868 GMFB XM_005267541 PREDICTED: Homo sapiens glia Cytoplasm  growth factor CuU207357 Pig DNA sequence from clone CH242-
maturation factor, beta (GMFB), 478E14 on chromosome X, complete
transcript variant X1, mRNA sequence
three 200870 INVS NG_008316 Homo sapiens inversin (INVS), cu914277 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 9 408B4 on chromosome 2, complete
sequence
three 200872 GLOD4 XM_006721540 PREDICTED: Homo sapiens glyoxalase Cytoplasm enzyme XM_003131815 PREDICTED: Sus scrofa glyoxalase
domain containing 4 (GLOD4), domain containing 4 (GLOD4), mRNA
transcript variant X1, mRNA
three 200886 CAB39L NM_001287339 Homo sapiens calcium binding protein  Cytoplasm kinase AK390103 Sus scrofa mRNA, clone:
39-like (CAB39L), transcript variant 4, BFLT10027A08, expressed in brain
mRNA (frontal lobe)
three 200898 DYNLL2 NM_080677 Homo sapiens dynein, light chain, LC8- Cytoplasm other XM_005668971 PREDICTED: Sus scrofa dynein light

type 2 (DYNLL2), mRNA

chain 2, cytoplasmic-like
(LOC100512860), transcript variant X2,
mRNA
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three 200924 PARP4P2 NG_011399 Homo sapiens poly (ADP-ribose) AY803118 Sus scrofa chromosome 17 clone
polymerase family, member 4 pkmCon89, mRNA sequence
pseudogene 2 (PARP4P2) on
chromosome 13
three 200931 RAB14 NM_016322 Homo sapiens RAB14, member RAS Cytoplasm enzyme XM_005660403 PREDICTED: Sus scrofa RAB14,
oncogene family (RAB14), mRNA member RAS oncogene family
(RAB14), transcript variant X1, mRNA
three 200940 MINOS1 BC070388 Homo sapiens chromosome 1 open Cytoplasm  other XM_005656034 PREDICTED: Sus scrofa
reading frame 151, mRNA (cDNA clone uncharacterized LOC100623381
MGC:88402 IMAGE:30407082), (LOC100623381), transcript variant X2,
complete cds mRNA
three 200945 TBC1D16 XM_006721694 PREDICTED: Homo sapiens TBC1 Extracellular other CU464073 Pig DNA sequence from clone CH242-
domain family, member 16 (TBC1D16), Space 396G1 on chromosome 12, complete
transcript variant X5, mRNA sequence
three 200947 MTDH AP003114 Homo sapiens genomic DNA, Cytoplasm transcription DQ104838 Sus scrofa solute carrier organic anion
chromosome 8923, clone:KB746F1 regulator transporter family member 2A1
(SLCO2A1) gene, exon 6
three 200963 FP236316 Human DNA sequence from clone CuU468205 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 6A14 on chromosome X, complete
complete sequence sequence
three 200973 LAMB4 XM_005250232 PREDICTED: Homo sapiens laminin,  Other other XM_003482701 PREDICTED: Sus scrofa laminin, beta
beta 4 (LAMB4), transcript variant X1, 4 (LAMB4), mRNA
mRNA
three 200975  YIPF5 AB014733 Homo sapiens mRNA for SMAP-5, Other other AK400864 Sus scrofa mRNA, clone:
partial cds PST010080D10, expressed in prostate
three 200990 EGLN1 KC554048 Homo sapiens isolate Tib030 hypoxia- Cytoplasm other CuU151872 Pig DNA sequence from clone CH242-
inducible factor prolyl hydroxylase 2 290P9 on chromosome 4, complete
(EGLN1) gene, complete cds sequence
three 200994 ETV1 XM_005249636 PREDICTED: Homo sapiens ets variant Nucleus transcription XM_005667658 PREDICTED: Sus scrofa ets variant 1
1 (ETV1), transcript variant X2, mRNA regulator (ETV1), transcript variant X4, mRNA
three 201008 GLB1 AK300753 Homo sapiens cDNA FLJ54553 Cytoplasm enzyme AK235267 Sus scrofa mRNA,
complete cds, highly similar to Beta- clone:OVRM10063F06, expressed in
galactosidase precursor (EC 3,2,1,23) ovary
three 201019 BTRC BC063673 Homo sapiens cDNA clone Cytoplasm enzyme XM_003483546 PREDICTED: Sus scrofa beta-
IMAGE:3904185, partial cds transducin repeat containing E3
ubiquitin protein ligase (BTRC),
transcript variant 3, mMRNA
three 201044 GLTSCR1 XM_005258833 PREDICTED: Homo sapiens glioma Extracellular other NM_001243614 Sus scrofa ceroid-lipofuscinosis,
tumor suppressor candidate region Space neuronal 6, late infantile, variant
gene 1 (GLTSCRH1), transcript variant (CLN6), mRNA
X1, mRNA >gi|115554110|dbj|AK233319,1| Sus
scrofa mRNA, clone:LVRM10120F04,
expressed in liver
three 201051 DPT NM_001937 Homo sapiens dermatopontin (DPT), Extracellular other XM_003125649 PREDICTED: Sus scrofa dermatopontin

mRNA

Space

(DPT), mRNA
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three 201055 FP236316 Human DNA sequence from clone AK351049 Sus scrofa mRNA,
CH507-510L4 on chromosome 21, clone:TCHO10084E12, expressed in
complete sequence trachea
three 201067 LRRC49 NM_001199018 Homo sapiens leucine rich repeat Other other XM_005659892 PREDICTED: Sus scrofa leucine-rich
containing 49 (LRRC49), transcript repeat-containing protein 49-like
variant 3, mMRNA (LOC100739186), transcript variant X8,
mRNA
three 201069 AL031446 Human DNA sequence from clone RP3- AK391100 Sus scrofa mRNA, clone:
48213 on chromosome 6g15-16.3, CLNT10065E10, expressed in colon
complete sequence
three 201070 ZNF512B XM_005260226 PREDICTED: Homo sapiens zinc finger Nucleus other XM_005668919 PREDICTED: Sus scrofa calcium
protein 512B (ZNF512B), transcript channel, voltage-dependent, T type,
variant X1, mRNA alpha 1G subunit (CACNA1G),
transcript variant X29, mRNA
three 201077 RPL34P16 NG_009837 Homo sapiens ribosomal protein L34 XM_005666943 PREDICTED: Sus scrofa ribosomal
pseudogene 16 (RPL34P16) on protein L34 (RPL34), transcript variant
chromosome 6 X2, mRNA
three 201085 PANK2 AL031670 Human DNA sequence from clone RP4- XM _005672770 PREDICTED: Sus scrofa pantothenate
681N20 on chromosome 20p12.1-13, kinase 2 (PANK2), transcript variant X3,
complete sequence mRNA
three 201113  TRAPPC9 AC021636 Homo sapiens chromosome 8, clone Plasma other CuU915478 Pig DNA sequence from clone CH242-
RP11-637F 16, complete sequence Membrane 29L4 on chromosome X, complete
sequence
three 201119  PTPRD NG_033963 Homo sapiens protein tyrosine FP565156 Pig DNA sequence from clone CH242-
phosphatase, receptor type, D 401013 on chromosome X, complete
(PTPRD), RefSeqGene on sequence
chromosome 9
three 201120 PDE4D XM_005248541 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003359786 PREDICTED: Sus scrofa
phosphodiesterase 4D, cAMP-specific phosphodiesterase 4D
(PDE4D), transcript variant X5, mRNA (LOC100037967), transcript variant 8,
mRNA
three 201128 PCDHB2 NM_018936 Homo sapiens protocadherin beta 2 Plasma other XM_003124050 PREDICTED: Sus scrofa protocadherin
(PCDHB2), mRNA Membrane beta-5-like (LOC100521612), mRNA
three 201153 PRKG1 NG_029982 Homo sapiens protein kinase, cGMP- CuU638862 Pig DNA sequence from clone CH242-
dependent, type | (PRKG1), 477H4 on chromosome X, complete
RefSegGene on chromosome 10 sequence
three 201165 ANK1 NM_001142446 Homo sapiens ankyrin 1, erythrocytic ~ Plasma other AK396810 Sus scrofa mRNA, clone:
(ANK1), transcript variant 9, mRNA Membrane PST010095F07, expressed in prostate
three 201250 GTF2IRD2 XM_005277612 PREDICTED: Homo sapiens GTF2I Other other AC091404 Sus scrofa clone RP44-74011,
repeat domain containing 2 complete sequence
(GTF2IRD2), transcript variant X1,
mRNA
three 201271  LINCO1125 HG494355 TPA: Homo sapiens AC017099.3 gene  Other other XR 302341 PREDICTED: Sus scrofa

for long non-coding RNA
OTTHUMTO00000461963.1, antisense

uncharacterized LOC102167341
(LOC102167341), transcript variant X2,
misc_RNA
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three 201392 UBR2 AL136223 Human DNA sequence from clone RP1- Nucleus enzyme CU694546 Pig DNA sequence from clone CH242-
242G1 on chromosome 6p21,1-21,2, 145420 on chromosome X, complete
complete sequence sequence
three 201441 FP236316 Human DNA sequence from clone CuU480790 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 209C11 on chromosome X, complete
complete sequence sequence
three 201448 CTAGE13P NG_025892 Homo sapiens CTAGE family, member XM_003353471 PREDICTED: Sus scrofa CTAGE family,
13, pseudogene (CTAGE13P) on member 5 (CTAGES), transcript variant
chromosome 6 X3, mRNA
three 201503 CTAGES AC240555 Homo sapiens FOSMID clone ABC27- XM_003126975 PREDICTED: Sus scrofa liver
593F23 from chromosome 16, complete carboxylesterase-like (LOC100517530),
sequence mRNA
three 201732 FP236316 Human DNA sequence from clone FP015882 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 127F11 on chromosome X, complete
complete sequence sequence
three 202027 TAF3 AL390294 Human DNA sequence from clone RP11- XM_003357771 PREDICTED: Sus scrofa TAF3 RNA
379F12 on chromosome 10, complete polymerase |, TATA box binding protein
sequence (TBP)-associated factor, 140kDa
(TAF3), partial mRNA
three 202117  PHCA1 BC073964 Homo sapiens polyhomeotic homolog 1 Nucleus transcription XM_005655685 PREDICTED: Sus scrofa mannose-6-
(Drosophila), mMRNA (cDNA clone regulator phosphate receptor (cation dependent)
MGC:87926 IMAGE:5788132), (MBPR), transcript variant X3, mRNA
complete cds
three 202223 FP236316 Human DNA sequence from clone CU468216 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 85C7 on chromosome 2, complete
complete sequence sequence
three 202274 FM206294 Cloning vector pchilGHG1 CR956413 Pig DNA sequence from clone CH242-
178F16 on chromosome 17, complete
sequence
three 202507 ACO007488 Homo sapiens 3q27 BAC RP11-246B7 XR_299321 PREDICTED: Sus scrofa
(Roswell Park Cancer Institute Human uncharacterized LOC100519216
BAC Library) complete sequence (LOC100519216), transcript variant X1,
misc_RNA
three 202532 LOC152586  XM_006714108 PREDICTED: Homo sapiens Other other XM_003129181 PREDICTED: Sus scrofa
glycosyltransferase 54 domain- glycosyltransferase 54 domain-
containing protein (LOC152586), containing protein-like
transcript variant X1, mRNA (LOC100512242), transcript variant X1,
mRNA
three 202541 TTBK2 XM_006720403 PREDICTED: Homo sapiens tau tubulin Cytoplasm kinase CuU210923 Pig DNA sequence from clone CH242-
kinase 2 (TTBK2), transcript variant X5, 498A9 on chromosome X, complete
mRNA sequence
three 202719 DYNC1LI2 NM_001286157 Homo sapiens dynein, cytoplasmic 1,  Cytoplasm  other FN673828 Sus scrofa BAC clone KNP_1812D2

light intermediate chain 2 (DYNC1LI2),
transcript variant 2, mRNA
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three 202916  SLC30A6 XM_006712048 PREDICTED: Homo sapiens solute Cytoplasm transporter XM_005655251 PREDICTED: Sus scrofa zinc
carrier family 30 (zinc transporter), transporter 6-like (LOC100737960),
member 6 (SLC30A6), transcript variant mRNA
X3, mRNA
three 203004 C7orf60 NM_152556 Homo sapiens chromosome 7 open Other other XM_005673236 PREDICTED: Sus scrofa
reading frame 60 (C70rf60), mMRNA uncharacterized LOC100621338
(LOC100621338), mRNA
three 203088 SATB1 XM_006713280 PREDICTED: Homo sapiens SATB Nucleus transcription XM_003358325 PREDICTED: Sus scrofa SATB
homeobox 1 (SATB1), transcript variant regulator homeobox 1 (SATB1), transcript variant
X1, mRNA X1, mRNA
three 203101 XKR4 AC090200 Homo sapiens chromosome 8, clone Other other FP085529 Pig DNA sequence from clone CH242-
RP11-628E19, complete sequence 373123 on chromosome X, complete
sequence
three 203237 ITGB8 XM_005249752 PREDICTED: Homo sapiens integrin,  Plasma other XM_005656679 PREDICTED: Sus scrofa integrin, beta
beta 8 (ITGB8), transcript variant X3, Membrane 8 (ITGB8), transcript variant X1, mRNA
mRNA
three 203305 CSPP1 XM_006716477 PREDICTED: Homo sapiens Cytoplasm  other XM_005663041 PREDICTED: Sus scrofa centrosome
centrosome and spindle pole and spindle pole associated protein 1
associated protein 1 (CSPP1), (CSPP1), transcript variant X5, mRNA
transcript variant X16, mRNA
three 203737 AL590115 Human DNA sequence from clone RP11- CuU914643 Pig DNA sequence from clone CH242-
255017 on chromosome 1, complete 228L8 on chromosome X, complete
sequence sequence
three 203960 FP236316 Human DNA sequence from clone CU914693 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 146E2 on chromosome X, complete
complete sequence sequence
three 204033 RASGRP3 AB020653 Homo sapiens mRNA for KIAA0846 Cytoplasm  other XM_003125250 PREDICTED: Sus scrofa RAS guanyl
protein, partial cds releasing protein 3 (calcium and DAG-
regulated) (RASGRP3), transcript
variant 1, mRNA
three 204043 YBX3P1 NR_027011 Homo sapiens Y box binding protein 3  Other other XM_003355575 PREDICTED: Sus scrofa Y box binding
pseudogene 1 (YBX3P1), non-coding protein 3 (YBX3), transcript variant X2,
RNA mRNA
three 204150 AC013251 Homo sapiens 3 BAC RP11-38P22 XR_306991 PREDICTED: Sus scrofa
(Roswell Park Cancer Institute Human uncharacterized LOC100511157
BAC Library) complete sequence (LOC100511157), transcript variant X1,
misc_RNA
three 204331 ZMAT3 XM_006713726 PREDICTED: Homo sapiens zinc finger, Nucleus other AK234697 Sus scrofa mRNA,
matrin-type 3 (ZMAT3), transcript clone:OVRM10008G04, expressed in
variant X4, mRNA ovary
three 204649 NG_004751 Homo sapiens ras-related C3 botulinum AK391982 Sus scrofa mRNA, clone:

toxin substrate 1 pseudogene 4
(RAC1P4) on chromosome X

HTMT10039G06, expressed in
hypothalamus
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three 204711 AC068985 Homo sapiens 3 BAC RP11-217E22 CuU457723 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 28L6 on chromosome 4, complete
BAC Library) complete sequence sequence
three 204823 FGG AF118092 Homo sapiens PRO2061 mRNA, Extracellular other XM_003361190 PREDICTED: Sus scrofa fibrinogen
complete cds Space gamma chain-like (LOC100627396),
transcript variant X1, mRNA
three 204824 AL591610 Human DNA sequence from clone RP1- FN673789 Sus scrofa BAC clone KNP_1219A4
133117 on chromosome 6, complete
sequence
three 204870 LOC646214 NR_027053 Homo sapiens p21 protein (Cdc42/Rac)- Other other XR_307120 PREDICTED: Sus scrofa
activated kinase 2 pseudogene uncharacterized LOC102158008
(LOC646214), non-coding RNA (LOC102158008), misc_RNA
three 205130 RAD18 NM_020165 Homo sapiens RAD18 homolog (S, Nucleus other NM_001142833 Sus scrofa RAD18 homolog (S,
cerevisiae) (RAD18), mRNA cerevisiae) (RAD18), mRNA
>0i|213688826|gb|FJ236699,1| Sus
scrofa RAD18-like protein (RAD18)
mRNA, complete cds
three 205160 ARV1 BC016309 Homo sapiens ARV1 homolog (S. Other other AK391940 Sus scrofa mRNA, clone:
cerevisiae), mMRNA (cDNA clone HTMT10035C06, expressed in
MGC:22705 IMAGE:4047121), hypothalamus
complete cds
three 205290 SON NR_103798 Homo sapiens SON DNA binding Nucleus other XM_003358932 PREDICTED: Sus scrofa son3 protein
protein (SON), transcript variant e, long (DBP-5), transcript variant X1, mRNA
non-coding RNA
three 205297 KPNA2 BC146905 Homo sapiens karyopherin alpha 2 Nucleus transporter AK399443 Sus scrofa mRNA, clone:
(RAG cohort 1, importin alpha 1), mMRNA AMPO010053A12, expressed in alveolar
(cDNA clone MGC:182008 macrophage
IMAGE:9056833), complete cds
three 205412 TUBB2B HQ447903 Synthetic construct Homo sapiens clone Cytoplasm  other XM_005652746 PREDICTED: Sus scrofa tubulin, beta
IMAGE:100071259; CCSB005347_02 4B class IVb (TUBB4B), transcript
tubulin, beta 2B (TUBB2B) gene, variant X7, mRNA
encodes complete protein
three 205499 HIST1H2BD  XM_005249039 PREDICTED: Homo sapiens histone Nucleus other XR_298743 PREDICTED: Sus scrofa histone cluster
cluster 1, H2bd (HIST1H2BD), 1, H2bd (HIST1H2BD), transcript
transcript variant X1, mRNA variant X1, misc_RNA
three 205700 SLC9A5 BC150207 Homo sapiens cDNA clone Plasma transporter XM_003126931 PREDICTED: Sus scrofa
IMAGE:40148878 Membrane sodium/hydrogen exchanger (NHES),
transcript variant X1, mRNA
three 205759 RRP36 AK313816 Homo sapiens cDNA, FLJ94435 Nucleus other AK399384 Sus scrofa mRNA, clone:
THY010117A12, expressed in thymus
three 205819 COGt1 AB037802 Homo sapiens mRNA for KIAA1381 Cytoplasm transporter XM_003131245 PREDICTED: Sus scrofa component of

protein, partial cds

oligomeric golgi complex 1 (COG1),
mRNA
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three 205855 MTCH2 XM_006718173 PREDICTED: Homo sapiens Cytoplasm  other XM_003353877 PREDICTED: Sus scrofa mitochondrial
mitochondrial carrier 2 (MTCH2), carrier 2 (MTCH2), mRNA
transcript variant X3, mRNA
three 205967 CGA AL138827 Human DNA sequence from clone RP11- Extracellular other AK349136 Sus scrofa mRNA,
156F23 on chromosome 6, complete Space clone:PTG010008A01, expressed in
sequence pituitary gland
three 205981 GPA33 AB527693 Synthetic construct DNA, clone: XM_005652565 PREDICTED: Sus scrofa UPF0160
pF1KB6786, Homo sapiens PFDN5 protein MYG1, mitochondrial-like
gene for prefoldin subunit 5, without (LOC100516439), transcript variant X2,
stop codon, in Flexi system mRNA
three 206006 HIST1H2BD NM_138720 Homo sapiens histone cluster 1, H2bd  Nucleus other AK392937 Sus scrofa mRNA, clone:
(HIST1H2BD), transcript variant 2, ITTO10047E10, expressed in intestine
mRNA
three 206118 AL158837 Human DNA sequence from clone RP11- XM_005663142 PREDICTED: Sus scrofa glycoprotein
102C16 on chromosome 1, complete A33 (transmembrane) (GPA33), mRNA
sequence
three 206259 MLANA XM_006716742 PREDICTED: Homo sapiens melan-A  Plasma other XM_003121916 PREDICTED: Sus scrofa melan-A
(MLANA), transcript variant X1, mMRNA Membrane (MLANA), mRNA
three 206318 ALDH1A2 AL137418 Homo sapiens mMRNA; cDNA Cytoplasm enzyme AK343340 Sus scrofa mRNA,
DKFZp434P012 (from clone clone:ADR010041B01, expressed in
DKFZp434P012) adrenal gland
three 206437 CHML NM_001821 Homo sapiens choroideremia-like (Rab Cytoplasm enzyme XM_003357636 PREDICTED: Sus scrofa choroideremia-
escort protein 2) (CHML), mRNA like (Rab escort protein 2) (CHML),
mRNA
three 206564 AC130454 Homo sapiens chromosome 16 clone FP015983 Pig DNA sequence from clone CH242-
CTA-345G4, complete sequence 74112 on chromosome 2, complete
sequence
three 206584 C100rf118 XM_005269937 PREDICTED: Homo sapiens Other other XM_001927027 PREDICTED: Sus scrofa chromosome
chromosome 10 open reading frame 14 open reading frame, human
118 (C100rf118), transcript variant X2, C100rf118 (C14H100rf118), mRNA
mRNA
three 206620 SPATA24 NM_194296 Homo sapiens spermatogenesis Other other XM_005661705 PREDICTED: Sus scrofa
associated 24 (SPATA24), mRNA spermatogenesis associated 24
(SPATA24), transcript variant X1, mRNA
three 206692 C3o0rf38 XM_005264745 PREDICTED: Homo sapiens Other peptidase AK389709 Sus scrofa mRNA, clone:
chromosome 3 open reading frame 38 AMPO010047D07, expressed in alveolar
(C30rf38), transcript variant X1, mRNA macrophage
three 206707 PITX2 XM_006714235 PREDICTED: Homo sapiens paired-like Nucleus transcription XM_005666934 PREDICTED: Sus scrofa paired-like
homeodomain 2 (PITX2), transcript regulator homeodomain 2 (PITX2), transcript
variant X1, mRNA variant X2, mRNA
three 206731 PAX9 NG _ 013357 Homo sapiens paired box 9 (PAX9), Nucleus transcription CT757474 Pig DNA sequence from clone CH242-
RefSeqGene on chromosome 14 regulator 197D7 on chromosome 7, complete

sequence
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three 206737 GKAP1 AJ420456 Homo sapiens mRNA full length insert  Cytoplasm  other XM_005668031 PREDICTED: Sus scrofa G kinase
cDNA clone EUROIMAGE 1521749 anchoring protein 1 (GKAP1), transcript
variant X4, mRNA
three 206767 ALG9 NG_009210 Homo sapiens ALG9, alpha-1,2- XR_305340 PREDICTED: Sus scrofa
mannosyltransferase (ALG9), uncharacterized LOC102159095
RefSegGene on chromosome 11 (LOC102159095), misc_RNA
three 206876 GNAQ NG_027904 Homo sapiens guanine nucleotide Plasma enzyme CU462995 Pig DNA sequence from clone CH242-
binding protein (G protein), q Membrane 81M14 on chromosome X, complete
polypeptide (GNAQ), RefSeqGene on sequence
chromosome 9
three 206917 BCAP29 NR_027830 Homo sapiens B-cell receptor- Cytoplasm transporter XM_005667735 PREDICTED: Sus scrofa B-cell receptor-
associated protein 29 (BCAP29), associated protein 29 (BCAP29), mRNA
transcript variant 3, non-coding RNA
three 206953 AL031407 Human DNA sequence from clone RP3- FN673761 Sus scrofa BAC clone KNP_828H7
436K10 on chromosome 6p22,1-23,
complete sequence
three 206996 ADCY10P1 NR_026938 Homo sapiens adenylate cyclase 10 Other other AK391266 Sus scrofa mRNA, clone:
(soluble) pseudogene 1 (ADCY10P1), DCI010022G04, expressed in dendritic
non-coding RNA cells (immature)
three 207131 AHCTF1 XR_426916 PREDICTED: Homo sapiens AT hook  Nucleus transcription XM_003130551 PREDICTED: Sus scrofa AT hook
containing transcription factor 1 regulator containing transcription factor 1
(AHCTF1), transcript variant X3, (AHCTF1), mRNA
misc_RNA
three 207201 PRPF40A XM_005246679 PREDICTED: Homo sapiens PRP40 Nucleus other XM_005671846 PREDICTED: Sus scrofa PRP40 pre-
pre-mRNA processing factor 40 mRNA processing factor 40 homolog A
homolog A (S, cerevisiae) (PRPF40A), (S, cerevisiae) (PRPF40A), transcript
transcript variant X5, mRNA variant X8, mRNA
three 207320 PTGFR NM_001039585 Homo sapiens prostaglandin F receptor Plasma G-protein XM_005665359 PREDICTED: Sus scrofa prostaglandin
(FP) (PTGFR), transcript variant 2, Membrane coupled receptor F receptor (FP) (PTGFR), transcript
mRNA variant X1, mRNA
three 207401 ST7L NM_138729 Homo sapiens suppression of Other other XM_003355240 PREDICTED: Sus scrofa suppression
tumorigenicity 7 like (ST7L), transcript of tumorigenicity 7 like (ST7L),
variant 4, mRNA transcript variant X1, mRNA
three 207404 CALCB BC092468 Homo sapiens calcitonin-related Extracellular other NM_001102473 Sus scrofa calcitonin-related
polypeptide beta, mRNA (cDNA clone  Space polypeptide beta (CALCB), mRNA
MGC:104570 IMAGE:5313089), >gi|151302627|dbj|AB331640,1| Sus
complete cds scrofa mRNA for preprocalcitonin gene-
related peptide, complete cds
three 207466 KLRC1 NM_213658 Homo sapiens killer cell lectin-like Plasma transmembrane XM_003126503 PREDICTED: Sus scrofa NKG2-
receptor subfamily C, member 1 Membrane receptor A/NKG2-B type Il integral membrane
(KLRC1), transcript variant 3, mRNA protein-like (LOC100523789), mRNA
three 207475 HIST1H2BD NM_138720 Homo sapiens histone cluster 1, H2bd  Nucleus other AK392937 Sus scrofa mRNA, clone:

(HIST1H2BD), transcript variant 2,
mRNA

ITTO10047E10, expressed in intestine
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three 207541 TEX9 XM_005254359 PREDICTED: Homo sapiens testis Other other XR_300961 PREDICTED: Sus scrofa
expressed 9 (TEXO9), transcript variant uncharacterized LOC100621762
X1, mRNA (LOC100621762), misc_RNA
three 207642 RAB21 NM_014999 Homo sapiens RAB21, member RAS  Cytoplasm enzyme XM_003481659 PREDICTED: Sus scrofa RAB21,
oncogene family (RAB21), mRNA member RAS oncogene family
(RAB21), mRNA
three 207668 MRPL40 AF034091 Homo sapiens nuclear localization Cytoplasm other NM_001243560 Sus scrofa mitochondrial ribosomal
signal containing protein deleted in Velo- protein L40 (MRPL40), transcript variant
Cardio-Facial syndrome (NIvcf) mRNA, 2, mRNA
complete cds
three 207805 MRPL11 XM_006718666 PREDICTED: Homo sapiens Cytoplasm  other XM_003353756 PREDICTED: Sus scrofa mitochondrial
mitochondrial ribosomal protein L11 ribosomal protein L11 (MRPL11),
(MRPL11), transcript variant X1, mRNA transcript variant X2, mRNA
three 208157 C11orf58 NM_014267 Homo sapiens chromosome 11 open Other other NM_001244873 Sus scrofa chromosome 11 open
reading frame 58 (C110rf58), mRNA reading frame 58 ortholog
(C2H110rf58), mMRNA
three 208161 ZBTB17 AL034555 Human DNA sequence from clone RP1- XM_003360556 PREDICTED: Sus scrofa zinc finger
134019 on chromosome 1p36,11- and BTB domain containing 17
36,33, complete sequence (ZBTB17), mRNA
three 208184 AC093648 Homo sapiens BAC clone RP11- AB699688 Sus scrofa genes for immunoglobulin
360A10 from 4, complete sequence heavy chain constant region, clone:
L380J14
three 208297 ZNF804B AC002382 Homo sapiens BAC clone CTB-22J17  Other other NM_001244176 Sus scrofa coiled-coil-helix-coiled-coil-
from 7, complete sequence helix domain containing 3 (CHCHD3),
mRNA >gi|52351722|gb]AY610152,1|
Sus scrofa clone
Clu_81,scr,msk,p1,Contig3, mRNA
sequence
three 208311 PHKB NG_016598 Homo sapiens phosphorylase kinase, Cytoplasm kinase XM_003134727 PREDICTED: Sus scrofa NADH
beta (PHKB), RefSeqGene on dehydrogenase (ubiquinone) 1 alpha
chromosome 16 subcomplex, 5 (NDUFADS), transcript
variant X1, mRNA
three 208400 ABHD17B XM_006717134 PREDICTED: Homo sapiens Other peptidase XM_005660158 PREDICTED: Sus scrofa family with
abhydrolase domain containing 17B sequence similarity 108, member B1
(ABHD17B), transcript variant X1, (FAM108B1), transcript variant X1,
mRNA mRNA
three 208451 SLC7A7 NG_012851 Homo sapiens solute carrier family 7 Plasma transporter XM_005666273 PREDICTED: Sus scrofa mitochondrial
(amino acid transporter light chain, y+L Membrane inner membrane protein OXA1L-like
system), member 7 (SLC7A7), (LOC100154992), mRNA
RefSeqGene on chromosome 14
three 208468 BARD1 NR_104216 Homo sapiens BRCA1 associated Nucleus transcription XM_005672164 PREDICTED: Sus scrofa BRCA1
RING domain 1 (BARD1), transcript regulator associated RING domain 1 (BARD1),

variant 8, long non-coding RNA

mRNA
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three 208526 GSG1 AK027894 Homo sapiens cDNA FLJ14988 fis, Cytoplasm  other XM_003481686 PREDICTED: Sus scrofa germ cell-
clone Y79AA1001323, moderately specific gene 1 protein-like
similar to Mus musculus mRNA for (LOC100739189), mRNA
GSG1
three 208529 ZBBX XM_006713747 PREDICTED: Homo sapiens zinc finger, Other other XM_005669977 PREDICTED: Sus scrofa zinc finger, B-
B-box domain containing (ZBBX), box domain containing (ZBBX),
transcript variant X4, mRNA transcript variant X10, mRNA
three 208554 EFCAB1 XM_005251304 PREDICTED: Homo sapiens EF-hand  Other other XM_005667600 PREDICTED: Sus scrofa EF-hand
calcium binding domain 1 (EFCAB1), calcium-binding domain-containing
transcript variant X2, mRNA protein 1-like (LOC100519264),
transcript variant X2, mRNA
three 208557 ARIH1 XM_006720460 PREDICTED: Homo sapiens ariadne Cytoplasm enzyme XM_003128506 PREDICTED: Sus scrofa ariadne
RBR E3 ubiquitin protein ligase 1 homolog, ubiquitin-conjugating enzyme
(ARIH1), transcript variant X1, mRNA E2 binding protein, 1 (Drosophila)
(ARIH1), mRNA
three 208566  C2o0rf42 BC005079 Homo sapiens chromosome 2 open Other other NM_001243818 Sus scrofa chromosome 2 open reading
reading frame 42, mRNA (cDNA clone frame 42 (C3H20rf42), mRNA
MGC:13036 IMAGE:3615724), >gi|115553280|dbj|AK233078,1| Sus
complete cds scrofa mRNA, clone:LVRM10078D07,
>gi|33877223|gb|BC002825,2| Homo expressed in liver
sapiens chromosome 2 open reading
frame 42, MRNA (cDNA clone
MGC:3447 IMAGE:3635986), complete
cds
three 208570 AC129803 Homo sapiens 3 BAC RP11-15N24 XM_003132712 PREDICTED: Sus scrofa cell cycle
(Roswell Park Cancer Institute Human control protein 50C-like
BAC Library) complete sequence (LOC100524713), mRNA
three 208571 HIST2H2BF NG_033089 Homo sapiens histone cluster 2, H2bf XM_003355209 PREDICTED: Sus scrofa histone H2B
(HIST2H2BF), RefSeqGene on type 2-F-like (LOC100155404),
chromosome 1 transcript variant 2, mMRNA
three 208573 NOX5 NG_030464 Homo sapiens NADPH oxidase, EF- NM_001177931 Sus scrofa sperm equatorial segment
hand calcium binding domain 5 (NOX5), protein 1 (SPESP1), mRNA
RefSeqGene on chromosome 15 >@i|292485831|gb|GU474995.1| Sus
scrofa sperm equatorial segment
protein 1 (SPESP1) mRNA, complete
cds
three 208584 AL138899 Human DNA sequence from clone RP11. AB221037 Sus scrofa cd1d, cd1b, cd1e, or10t1
404013 on chromosome 1, complete genes for CD1D antigen, CD1B antigen,
sequence CD1E antigen, putative olfactory
receptor 10T1, complete cds
three 208587 ASRGLA1 XM_005274306 PREDICTED: Homo sapiens Cytoplasm enzyme AK392582 Sus scrofa mRNA, clone:

asparaginase like 1 (ASRGL1),
transcript variant X3, mRNA

HTMT10087G03, expressed in
hypothalamus
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three 208589 AL513128 Human DNA sequence from clone RP11: NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
301N24 on chromosome 10, complete mRNA >gi|61098746|gb|AY820760.1|
sequence Sus scrofa FKBP1A-like mRNA,
complete cds
three 208590 HIST2H2BE HQ447538 Synthetic construct Homo sapiens clone Nucleus other XM _005665645 PREDICTED: Sus scrofa histone H2B
IMAGE:100070877; CCSB014881_01 type 1-A-like (LOC100152878), mRNA
histone cluster 2, H2be (HIST2H2BE)
gene, encodes complete protein
three 208610 SLCO2A1 FM206294 Cloning vector pchilGHG1 DQ104838 Sus scrofa solute carrier organic anion
transporter family member 2A1
(SLCO2A1) gene, exon 6
three 208612 LRRC1 NM_018214 Homo sapiens leucine rich repeat Cytoplasm  other XM_001927688 PREDICTED: Sus scrofa leucine rich
containing 1 (LRRC1), mRNA repeat containing 1 (LRRC1), mRNA
three 208616 PSMAS8 XM_005258199 PREDICTED: Homo sapiens Nucleus peptidase XM_003127873 PREDICTED: Sus scrofa proteasome
proteasome (prosome, macropain) (prosome, macropain) subunit, alpha
subunit, alpha type, 8 (PSMAS), type, 8 (PSMAB), transcript variant X2,
transcript variant X1, mRNA mRNA
three 208638 SPATA18 XM_005265718 PREDICTED: Homo sapiens Cytoplasm other XM_005666638 PREDICTED: Sus scrofa
spermatogenesis associated 18 spermatogenesis associated 18
(SPATA18), transcript variant X5, mRNA (SPATA18), transcript variant X1, mRNA
three 208639 TNNI3K NG_032939 Homo sapiens TNNI3 interacting kinase FN677051 Sus scrofa BAC clone
(TNNI3K), RefSeqGene on CHORI242_259G13_Contig11
chromosome 1
three 208661 TEX35 NM_032126 Homo sapiens testis expressed 35 Nucleus other NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
(TEX35), transcript variant 1, mRNA mRNA >gi|61098746|gb|AY820760.1|
Sus scrofa FKBP1A-like mRNA,
complete cds
three 208679 CETN1 AP001178 Homo sapiens genomic DNA, XM_003360781 PREDICTED: Sus scrofa centrin, EF-
chromosome 18 clone:RP11-806L2, hand protein, 1 (CETN1), mRNA
complete sequence
three 208684 ART3 XM_005262999 PREDICTED: Homo sapiens ADP- Plasma enzyme NM_001244205 Sus scrofa ADP-ribosyltransferase 3
ribosyltransferase 3 (ART3), transcript Membrane (ART3), mRNA
variant X5, mRNA
three 208695 STAT4 XM_006712719 PREDICTED: Homo sapiens signal Nucleus transcription XM_005674331 PREDICTED: Sus scrofa signal
transducer and activator of transcription regulator transducer and activator of transcription
4 (STAT4), transcript variant X2, mRNA 4-like (LOC100736717), mRNA
three 208697 ALS2CR1M1 XM_006712331 PREDICTED: Homo sapiens Other other XM_005654190 PREDICTED: Sus scrofa putative

amyotrophic lateral sclerosis 2 (juvenile)
chromosome region, candidate 11
(ALS2CR11), transcript variant X2,
mRNA

leucine-rich repeat-containing protein
DDB_G0290503-like (LOC100625576),
mRNA
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three 208732 FAM122C XR_430543 PREDICTED: Homo sapiens family with Other other XR_297877 PREDICTED: Sus scrofa protein
sequence similarity 122C (FAM122C), FAM122C-like (LOC100516891),
transcript variant X11, misc_RNA misc_RNA
three 208737  GLIPR1L1 XM_005268772 PREDICTED: Homo sapiens GLI Cytoplasm  other XM_003355522 PREDICTED: Sus scrofa GLI
pathogenesis-related 1 like 1 pathogenesis-related 1 like 1
(GLIPR1L1), transcript variant X2, (GLIPR1L1), mRNA
mRNA
three 208738 HSF5 NM_001080439 Homo sapiens heat shock transcription Other other XM_003131648 PREDICTED: Sus scrofa heat shock
factor family member 5 (HSF5), mMRNA transcription factor family member 5
(HSF5), mRNA
three 208766 VWA3B XM_006712360 PREDICTED: Homo sapiens von Other other CU633325 Pig DNA sequence from clone CH242-
Willebrand factor A domain containing 9L4 on chromosome X, complete
3B (VWAZ3B), transcript variant X7, sequence
mRNA
three 208783 AC008586 Homo sapiens chromosome 5 clone XR_307971 PREDICTED: Sus scrofa
CTC-568N24, complete sequence uncharacterized LOC102165375
(LOC102165375), misc_RNA
three 208814 FKBP6 XM_006716153 PREDICTED: Homo sapiens FK506 Nucleus enzyme XM_003124401 PREDICTED: Sus scrofa FK506 binding
binding protein 6, 36kDa (FKBP6), protein 6, 36kDa (FKBP®6), transcript
transcript variant X3, mRNA variant X1, mRNA
three 208825 FM206294 Cloning vector pchilGHG1 XR_308489 PREDICTED: Sus scrofa
uncharacterized LOC102158760
(LOC102158760), transcript variant X2,
misc_RNA
three 208837 PRSS37 AK172866 Homo sapiens cDNA FLJ29002 fis, Extracellular peptidase XM_005657728 PREDICTED: Sus scrofa probable
clone TST01896 Space inactive serine protease 37-like
(LOC100624076), transcript variant X3,
MmRNA
three 208845 ERO1LB NM_019891 Homo sapiens ERO1-like beta (S, Cytoplasm enzyme XM_005654128 PREDICTED: Sus scrofa ERO1-like
cerevisiae) (ERO1LB), mRNA beta (S, cerevisiae) (ERO1LB), mRNA
three 208855 KLHL10 XM_005257274 PREDICTED: Homo sapiens kelch-like Nucleus other XM _003134979 PREDICTED: Sus scrofa kelch-like
family member 10 (KLHL10), transcript family member 15 (KLHL15), mRNA
variant X2, mRNA
three 208856 SNX29 AC092365 Homo sapiens chromosome 16 clone  Other other FQ976865 Pig DNA sequence from clone
RP11-450B4, complete sequence WTSI_1005-636G22 on chromosome
X, complete sequence
three 208893 ASB17 XM_006710346 PREDICTED: Homo sapiens ankyrin Other other XM_003482068 PREDICTED: Sus scrofa ankyrin repeat
repeat and SOCS box containing 17 and SOCS box containing 17 (ASB17),
(ASB17), transcript variant X2, mRNA partial MRNA
three 208899 TEX40 AB590987 Synthetic construct DNA, clone: XM_003122571 PREDICTED: Sus scrofa testis

pFN21AE1116, Homo sapiens C110rf20
gene for chromosome 11 open reading
frame 20, without stop codon, in Flexi
system

expressed 40 (TEX40), mRNA
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three 208929 AL157756 Human chromosome 14 DNA sequence XR_301249 PREDICTED: Sus scrofa
BAC C-2184C24 of library CalTech-D uncharacterized LOC102157689
from chromosome 14 of Homo sapiens (LOC102157689), transcript variant X2,
(Human), complete sequence misc_RNA
three 208936 LYAR NM_017816 Homo sapiens Ly1 antibody reactive Plasma other XM_003128852 PREDICTED: Sus scrofa apoptosis-
(LYAR), transcript variant 1, mRNA Membrane related protein (PNAS-5), mRNA
three 208939 TMEM202 NM_001080462 Homo sapiens transmembrane protein  Other other XM_005666174 PREDICTED: Sus scrofa
202 (TMEM202), mRNA transmembrane protein 202
(TMEM202), transcript variant X1,
mRNA
three 209033 MLXIP NG_033995 Homo sapiens MLX interacting protein  Nucleus other XM_005653026 PREDICTED: Sus scrofa chromosome
(MLXIP), RefSeqGene on chromosome 3 open reading frame, human C160rf82
12 (C3H160rf82), mRNA
three 209037 STX18 XM_005247972 PREDICTED: Homo sapiens syntaxin ~ Cytoplasm transporter AK345940 Sus scrofa mRNA,
18 (STX18), transcript variant X2, clone:LVR010063B07, expressed in
mRNA liver
three 209043 PRKCQ XM_006717465 PREDICTED: Homo sapiens protein Cytoplasm kinase AK389847 Sus scrofa mRNA, clone:
kinase C, theta (PRKCQ), transcript AMPO010093B05, expressed in alveolar
variant X3, mRNA macrophage
three 209078 GPR108 AK291968 Homo sapiens cDNA FLJ75847 Plasma G-protein AK401010 Sus scrofa mRNA, clone:
complete cds, highly similar to Homo Membrane coupled receptor TES010088G11, expressed in testis
sapiens G protein-coupled receptor 108
(GPR108), mRNA
three 209079 PSMD2 u18247 Human p67 mRNA, complete cds Cytoplasm other XM_005662295 PREDICTED: Sus scrofa BUB1 mitotic
checkpoint serine/threonine kinase
(BUBH1), transcript variant X3, mRNA
three 209095 AL442128 Human DNA sequence from clone RP11. XM_005653828 PREDICTED: Sus scrofa
365P13 on chromosome 13, complete uncharacterized LOC102157411
sequence (LOC102157411), transcript variant X1,
mRNA
three 209135 FAMS81B XM_005271906 PREDICTED: Homo sapiens family with Nucleus other XM_003123794 PREDICTED: Sus scrofa family with
sequence similarity 81, member B sequence similarity 81, member B
(FAM81B), transcript variant X2, mRNA (FAM81B), mRNA
three 209175 PADI2 AK295783 Homo sapiens cDNA FLJ61278 Cytoplasm enzyme XM_003356166 PREDICTED: Sus scrofa peptidyl
complete cds, highly similar to Protein- arginine deiminase, type Il (PADI2),
arginine deiminase type-2 (EC 3,5,3,15) mRNA
three 209273 AC073073 Homo sapiens BAC clone RP11- AK395330 Sus scrofa mRNA, clone:
251G23 from 7, complete sequence OVRM10191F05, expressed in ovary
three 209347 ROPN1 XM_005247551 PREDICTED: Homo sapiens rhophilin  Cytoplasm  other NM_001172369 Sus scrofa rhophilin associated tail

associated tail protein 1 (ROPN1),
transcript variant X3, mRNA

protein 1 (ROPN1), mRNA
>gi|285818395|gb|GU373671.1| Sus
scrofa rhophilin associated protein 1
(ROPN1) mRNA, complete cds
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three 209368 PSIP1P1 NG_002792 Homo sapiens PC4 and SFRS1 NM_001243670 Sus scrofa PC4 and SFRS1 interacting
interacting protein 1 pseudogene 1 protein 1 (PSIP1), mRNA
(PSIP1P1) on chromosome 9
three 209420 CCDC110 AK302815 Homo sapiens cDNA FLJ52074 Nucleus other XM_005671723 PREDICTED: Sus scrofa coiled-coil
complete cds, highly similar to Homo domain containing 110 (CCDC110),
sapiens KM-HN-1 protein (KM-HN-1), transcript variant X2, mMRNA
mRNA
three 209527 VAMP4 XR_426805 PREDICTED: Homo sapiens vesicle-  Cytoplasm other AK395657 Sus scrofa mRNA, clone:
associated membrane protein 4 OVRT10043G11, expressed in ovary
(VAMP4), transcript variant X1,
misc_RNA
three 210099 FM206294 Cloning vector pchilGHG1 AK390860 Sus scrofa mRNA, clone:
CLNT10010A03, expressed in colon
three 210100 DUS2 NM_001271763 Homo sapiens dihydrouridine synthase Cytoplasm other XM_005655778 PREDICTED: Sus scrofa dihydrouridine
2 (DUS2), transcript variant 3, mRNA synthase 2 (DUS2), mMRNA
three 210116 AC208105 Homo sapiens FOSMID clone ABC9- XM_003126975 PREDICTED: Sus scrofa liver
43348300J12 from chromosome 1, carboxylesterase-like (LOC100517530),
complete sequence mRNA
three 210473 TUBA3C NM_080386 Homo sapiens tubulin, alpha 3d Nucleus other XM_003133000 PREDICTED: Sus scrofa tubulin alpha-
(TUBA3D), mRNA 3 chain-like (LOC100510930), mRNA
three 210683 ACTB AC105339 Homo sapiens chromosome 15, clone XM_003357928 PREDICTED: Sus scrofa actin, beta
RP11-752G15, complete sequence (ACTB), mRNA
three 210812 RHOC FM206294 Cloning vector pchilGHG1 XM_003125846 PREDICTED: Sus scrofa ras homolog
family member C (RHOC), mRNA
three 210956 STX16 NR_037943 Homo sapiens syntaxin 16 (STX16), Cytoplasm transporter CR956405 Pig DNA sequence from clone CH242-
transcript variant 8, long non-coding 240K6 on chromosome 17, complete
RNA sequence
three 211180 L3MBTL2 CR456482 Homo sapiens dJ756G23.3 full length  Nucleus transcription XM_001929185 PREDICTED: Sus scrofa [(3)mbt-like 2
open reading frame (ORF) cDNA clone regulator (Drosophila) (L3MBTL2), transcript
(cDNA clone variant X1, mRNA
C220RF:pGEM.dJ756G23.3.V3)
three 211280 GMPPB NG_033731 Homo sapiens GDP-mannose Cytoplasm enzyme XM_003358441 PREDICTED: Sus scrofa adhesion
pyrophosphorylase B (GMPPB), molecule with Ig-like domain 3
RefSeqGene on chromosome 3 (AMIGO3), mRNA
three 211531  ACCS XM_006718348 PREDICTED: Homo sapiens 1- Other enzyme AK350870 Sus scrofa mRNA,
aminocyclopropane-1-carboxylate clone:TCHO010047E05, expressed in
synthase homolog (Arabidopsis)(non- trachea
functional) (ACCS), transcript variant
X5, mRNA
three 211543  mir-4510 AC100828 Homo sapiens chromosome 15, clone  Cytoplasm  microRNA AK396037 Sus scrofa mRNA, clone:
RP11-184D12, complete sequence PBL010028G06, expressed in
peripheral blood lymphocytes
three 212021  mir-302 AC115100 Homo sapiens chromosome 18, clone  Cytoplasm  microRNA XM_003122994 PREDICTED: Sus scrofa methyl-CpG
RP11-237L15, complete sequence binding domain protein 3 (MBD3),

transcript variant X1, mRNA
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three 212198 DIRAS1 BC030660 Homo sapiens DIRAS family, GTP- Plasma enzyme XM_005652819 PREDICTED: Sus scrofa DIRAS family,
binding RAS-like 1, mMRNA (cDNA clone Membrane GTP-binding RAS-like 1 (DIRAS1),
MGC:33391 IMAGE:4814337), mRNA
complete cds
three 212318 FP236316 Human DNA sequence from clone CT737259 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 127E12 on chromosome 14, complete
complete sequence sequence
three 212464 LRFN1 FM206294 Cloning vector pchilGHG1 XM_005657499 PREDICTED: Sus scrofa leucine rich
repeat and fibronectin type Ill domain
containing 1 (LRFN1), transcript variant
X4, mRNA
three 213015 FAM57B AF370365 Homo sapiens FP1188 mRNA, Cytoplasm enzyme AK397159 Sus scrofa mRNA, clone:
complete cds PTG010109C09, expressed in pituitary
gland
three 213090 LYPLAZ2 BC017034 Homo sapiens lysophospholipase I, Cytoplasm enzyme XM_003356203 PREDICTED: Sus scrofa
mRNA (cDNA clone MGC:9106 lysophospholipase Il (LYPLA2),
IMAGE:3845764), complete cds transcript variant X1, mRNA
three 213186 SEPT7 XM_006715810 PREDICTED: Homo sapiens septin 7 Cytoplasm  other XM_005657776 PREDICTED: Sus scrofa septin 7
(SEPTY), transcript variant X5, mRNA (SEPTY7), transcript variant X4, mRNA
three 213200 ZNF836 NM_001102657 Homo sapiens zinc finger protein 836  Other other XM_005658610 PREDICTED: Sus scrofa zinc finger
(ZNF836), mRNA protein 677-like (LOC100624495),
mRNA
three 213392 LGALS2 Cue87385 Synthetic construct Homo sapiens AK231447 Sus scrofa mRNA,
gateway clone IMAGE:100021547 3 clone:ITT010065C03, expressed in
read LGALS2 mRNA intestine
three 213567 EFTUD2 AK296367 Homo sapiens cDNA FLJ59627 Nucleus enzyme XM_003131332 PREDICTED: Sus scrofa elongation
complete cds, highly similar to 116 kDa factor Tu GTP binding domain
U5 small nuclear ribonucleoprotein containing 2 (EFTUD2), transcript
component variant 1, mRNA
three 213703 SMURF2 XM_005257585 PREDICTED: Homo sapiens SMAD Cytoplasm enzyme CU462851 Pig DNA sequence from clone CH242-
specific E3 ubiquitin protein ligase 2 12504 on chromosome X, complete
(SMURF2), transcript variant X1, mRNA sequence
three 213833 TRIM54 XM_005264435 PREDICTED: Homo sapiens tripartite =~ Cytoplasm  other NM_001244359 Sus scrofa tripartite motif-containing
motif containing 54 (TRIM54), transcript protein 54 (MURF3), mRNA
variant X1, mRNA >gi|305678541|gb|HM449001,1| Sus
scrofa breed Tongcheng RING finger
protein 3 (murf3) mRNA, complete cds
three 213925 RCN3 AF183423 Homo sapiens reticulocabin precursor  Cytoplasm other XM_003127328 PREDICTED: Sus scrofa reticulocalbin
mRNA, complete cds 3, EF-hand calcium binding domain
(RCN3), mRNA
three 213943 NAGLU NG_011552 Homo sapiens N- XM_003131388 PREDICTED: Sus scrofa N-

acetylglucosaminidase, alpha (NAGLU),
RefSeqGene on chromosome 17

acetylglucosaminidase, alpha (NAGLU),
mRNA
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three 213966 KC951413 Homo sapiens clone FOS_0048, Cu694867 Pig DNA sequence from clone CH242-
complete sequence 269H19 on chromosome 6, complete
sequence
three 214226  STIP1P3 NG_022615 Homo sapiens stress-induced XM_003353794 PREDICTED: Sus scrofa stress-
phosphoprotein 1 pseudogene 3 induced-phosphoprotein 1 (STIP1),
(STIP1P3) on chromosome X mRNA
three 214742 NUDCD3 not available not available XM_005673341 PREDICTED: Sus scrofa NudC domain
containing 3 (NUDCD3), transcript
variant X2, mRNA
three 214790 LIFR NG_011817 Homo sapiens leukemia inhibitory factor Plasma transmembrane XM_005672428 PREDICTED: Sus scrofa leukemia
receptor alpha (LIFR), RefSeqGene on Membrane receptor inhibitory factor receptor alpha (LIFR),
chromosome 5 transcript variant X3, mRNA
three 214881 C1orf192 NM_001013625 Homo sapiens chromosome 1 open Other other AK231912 Sus scrofa mRNA,
reading frame 192 (C10rf192), mRNA clone:LNG010045C06, expressed in
lung
three 215240 ABCF1 BC112923 Homo sapiens ATP-binding cassette, Cytoplasm transporter XM_005653454 PREDICTED: Sus scrofa ATP-binding
sub-family F (GCN20), member 1, cassette, sub-family F (GCN20),
mRNA (cDNA clone MGC:131563 member 1 (ABCF1), transcript variant
IMAGE:7470309), complete cds X2, mRNA
three 215311 BCAN BC035457 Homo sapiens brevican, mRNA (cDNA Extracellular other XM_003481432 PREDICTED: Sus scrofa brevican
clone IMAGE:4156034) Space (BCAN), mRNA
three 215499 FM206294 Cloning vector pchilGHG1 AK345882 Sus scrofa mRNA,
clone:LVR010044A12, expressed in
liver
three 215971 TCRA NG_001332 Homo sapiens T cell receptor alpha XM_001929118 PREDICTED: Sus scrofa TOX high
delta locus (TCRA/TCRD) on mobility group box family member 4
chromosome 14 (TOX4), transcript variant 1, mMRNA
three 216151  FMO4 XM_005245046 PREDICTED: Homo sapiens flavin Cytoplasm enzyme XM_005656648 PREDICTED: Sus scrofa flavin
containing monooxygenase 4 (FMO4), containing monooxygenase 4 (FMO4),
transcript variant X2, mRNA transcript variant X3, mRNA
three 216158 LAMTOR2 FM206294 Cloning vector pchilGHG1 NM_001243627 Sus scrofa late endosomal/lysosomal
adaptor, MAPK and MTOR activator 2
(LAMTOR2), mRNA
three 216174 UTRN AL513184 Human DNA sequence from clone RP11 Plasma transmembrane KF971862 Sus scrofa domesticus breed Min
386H19 on chromosome 6, complete Membrane receptor mitochondrion, complete genome
sequence
three 216235 TMEM123 NM_052932 Homo sapiens transmembrane protein Plasma other XM_005667282 PREDICTED: Sus scrofa
123 (TMEM123), mRNA Membrane transmembrane protein 123
(TMEM123), mRNA
three 216246  SYNJ1 XM_005261081 PREDICTED: Homo sapiens Cytoplasm phosphatase XM_003132754 PREDICTED: Sus scrofa synaptojanin 1
synaptojanin 1 (SYNJ1), transcript (SYNJ1), transcript variant X1, mRNA
variant X7, mRNA
three 216342 ADCK5 FM206294 Cloning vector pchilGHG1 XM_005662813 PREDICTED: Sus scrofa aarF domain

containing kinase 5 (ADCKS5), transcript
variant X3, mRNA
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three 216349 NCKAP5SL XM_006719525 PREDICTED: Homo sapiens NCK- Other other XM_005663847 PREDICTED: Sus scrofa NCK-
associated protein 5-like (NCKAPSL), associated protein 5-like (NCKAPS5L),
transcript variant X3, mRNA transcript variant X4, mRNA
three 216387 AC007859 Homo sapiens, clone RP11-41A1, XM_001925281 PREDICTED: Sus scrofa ER membrane
complete sequence protein complex subunit 2-like
(LOC100155040), mRNA
three 216452 PPDPF NM_024299 Homo sapiens pancreatic progenitor Other other AK392259 Sus scrofa mRNA, clone:
cell differentiation and proliferation HTMT10061D10, expressed in
factor (PPDPF), mRNA hypothalamus
>gi|33876824|gb|BC002531,2| Homo
sapiens chromosome 20 open reading
frame 149, mRNA (cDNA clone
MGC:2479 IMAGE:3140372), complete
cds
three 216464  SLC8A1 XM_006712085 PREDICTED: Homo sapiens solute Plasma transporter XM_003354853 PREDICTED: Sus scrofa solute carrier
carrier family 8 (sodium/calcium Membrane family 8 (sodium/calcium exchanger),
exchanger), member 1 (SLC8A1), member 1 (SLC8A1), transcript variant
transcript variant X9, mRNA X1, mRNA
three 216566  SLC30A3 u76010 Human putative zinc transporter ZnT-3 Plasma transporter XM_003122624 PREDICTED: Sus scrofa inner
(ZnT-3) mRNA, complete cds Membrane centromere protein antigens
135/155kDa (INCENP), mRNA
three 216584 ULK1 NM_003565 Homo sapiens unc-51 like autophagy = Cytoplasm  kinase XM_005670527 PREDICTED: Sus scrofa unc-51 like
activating kinase 1 (ULK1), mRNA autophagy activating kinase 1 (ULK1),
transcript variant X3, mRNA
three 216596 SRCIN1 XM_006722122 PREDICTED: Homo sapiens SRC Cytoplasm  other AK344140 Sus scrofa mRNA,
kinase signaling inhibitor 1 (SRCIN1), clone:BKFL10070A02, expressed in
transcript variant X6, mRNA back fat
>qi|578840435|ref|[XM_006725361,1|
PREDICTED: Homo sapiens SRC
kinase signaling inhibitor 1 (SRCIN1),
transcript variant X6, mRNA
three 216775 CCDC136 XM_006716091 PREDICTED: Homo sapiens coiled-coil Cytoplasm other XM_005657767 PREDICTED: Sus scrofa coiled-caoil
domain containing 136 (CCDC136), domain containing 136 (CCDC136),
transcript variant X10, mRNA transcript variant X2, mRNA
three 216807 AP003774 Homo sapiens genomic DNA, XR_309518 PREDICTED: Sus scrofa chondroitin
chromosome 11 clone:RP11-147G6, sulfate proteoglycan 4-like
complete sequence (LOC100736763), misc_RNA
three 216956 MBD3 NG_029897 Homo sapiens methyl-CpG binding Nucleus other XM_003122994 PREDICTED: Sus scrofa methyl-CpG
domain protein 3 (MBD3), RefSeqGene binding domain protein 3 (MBD3),
on chromosome 19 transcript variant X1, mRNA
three 216968 HLA-J NR_024240 Homo sapiens major histocompatibility Other other AK352165 Sus scrofa mRNA,

complex, class I, J (pseudogene) (HLA-
J), non-coding RNA

clone:UTR010015D07, expressed in
uterus
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three 217054 UBA52 NM_003333 Homo sapiens ubiquitin A-52 residue Cytoplasm enzyme XM_005652916 PREDICTED: Sus scrofa ubiquitin A-52
ribosomal protein fusion product 1 residue ribosomal protein fusion product
(UBAS52), transcript variant 2, mRNA 1 (UBA52), transcript variant X1, mRNA

three 217058  LINC00959 NR_034125 Homo sapiens long intergenic non- Other other AK236710 Sus scrofa mRNA,
protein coding RNA 959 (LINC00959), clone:OVRM10218G02, expressed in
long non-coding RNA ovary

three 217122 AAMP NG_033036 Homo sapiens angio-associated, Plasma other CT827801 Pig DNA sequence from clone CH242-
migratory cell protein (AAMP), Membrane 209H21 on chromosome 14, complete
RefSeqGene on chromosome 2 sequence

three 217158 ZNF524 BC014666 Homo sapiens zinc finger protein 524,  Other other XM_005664851 PREDICTED: Sus scrofa zinc finger
mMRNA (cDNA clone MGC:23143 protein 524-like (LOC100621678),
IMAGE:4864278), complete cds mRNA

three 217192  UGT1A9 (includ DQ364251 Homo sapiens UDP- Cytoplasm enzyme XM_003133742 PREDICTED: Sus scrofa UDP
glucuronosyltransferase 1 family glucuronosyltransferase 1 family,
polypeptide A8s (UGT1A8S) mRNA, polypeptide A10 (UGT1A10), transcript
partial cds variant 1, mRNA

three 217229 ERI3 XM_006710891 PREDICTED: Homo sapiens ERI1 Plasma other AK396546 Sus scrofa mRNA, clone:
exoribonuclease family member 3 Membrane PST010050D06, expressed in prostate
(ERI3), transcript variant X8, mRNA

three 217298 RAB13 NR_073553 Homo sapiens RAB13, member RAS Plasma enzyme AK394897 Sus scrofa mRNA, clone:
oncogene family (RAB13), transcript Membrane OVR010053G01, expressed in ovary
variant 3, long non-coding RNA

three 217316 ADAMDEC1 FM206294 Cloning vector pchilGHG1 XM_003132811 PREDICTED: Sus scrofa ADAM-like,

decysin 1 (ADAMDEC1), mRNA

three 217358 CCL25 NM_001201359 Homo sapiens chemokine (C-C motif)  Extracellular cytokine XM_005661259 PREDICTED: Sus scrofa chemokine (C-
ligand 25 (CCL25), transcript variant 2, Space C motif) ligand 25 (CCL25), transcript
mRNA variant X3, mRNA

three 217439 UBB NM_001281720 Homo sapiens ubiquitin B (UBB), Cytoplasm enzyme AK394470 Sus scrofa mRNA, clone:
transcript variant 6, mMRNA MLNO010049D03, expressed in

mesenteric lymph node

three 217508 IGLJ3 AB064141 Homo sapiens IGL mRNA for Other other AK233830 Sus scrofa mRNA,
immunoglobulin lambda light chain VLJ clone:MLNO10043B11, expressed in
region, partial cds, clone:L1 mesenteric lymph node

three 217518 OSR2 XM_006716505 PREDICTED: Homo sapiens odd- Nucleus transcription XM_005655349 PREDICTED: Sus scrofa odd-skipped
skipped related transciption factor 2 regulator related 2 (Drosophila) (OSR2),
(OSR2), transcript variant X5, mRNA transcript variant X2, mRNA

three 217529 THRAP3 XM_005271371 PREDICTED: Homo sapiens thyroid Nucleus transcription FP102115 Pig DNA sequence from clone CH242-
hormone receptor associated protein 3 regulator 508011 on chromosome X, complete
(THRAP3), transcript variant X2, mRNA sequence

three 217532 CCHCR1 XM_006726004 PREDICTED: Homo sapiens coiled-coil Cytoplasm other XM_003128305 PREDICTED: Sus scrofa coiled-coil

alpha-helical rod protein 1 (CCHCR1),
transcript variant X4, mRNA

alpha-helical rod protein 1 (CCHCR1),
mRNA
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three 217659 FP236316 Human DNA sequence from clone CU469041 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 483E7 on chromosome 4, complete
complete sequence sequence

three 217675 CYP3A4 J04449 Homo sapiens (clone NF 10) Cytoplasm enzyme AK399559 Sus scrofa mRNA, clone:
cytochrome P-450 nifedipine oxidase DCIO10061A11, expressed in dendritic
mRNA, complete cds cells (immature)

three 217719 FM206294 Cloning vector pchilGHG1 AC091403 Sus scrofa clone RP44-431F19,

complete sequence

three 217724 MGAT4A NM_001160154 Homo sapiens mannosyl (alpha-1,3-)- Cytoplasm enzyme AK399578 Sus scrofa mRNA, clone:
glycoprotein beta-1,4-N- DCI010073D06, expressed in dendritic
acetylglucosaminyltransferase, isozyme cells (immature)
A (MGAT4A), transcript variant 2,
mRNA

three 217736  NTHLA NM_002528 Homo sapiens nth endonuclease lll-like Nucleus enzyme XM_003124729 PREDICTED: Sus scrofa nth
1 (E, coli) (NTHL1), mRNA endonuclease lll-like 1 (E, coli)

(NTHL1), transcript variant X1, mRNA

three 218119 IGKC BC095490 Homo sapiens immunoglobulin kappa  Extracellular other AK231507 Sus scrofa mRNA,
constant, mMRNA (cDNA clone Space clone:ITT010083D04, expressed in
IMAGE:30350264) intestine

three 218156  IKZF1 JX459579 Homo sapiens IKAROS family zinc Nucleus transcription AK239368 Sus scrofa mRNA,
finger 1 isoform 14 (IKZF1) mRNA, regulator clone:THY010097A09, expressed in
complete cds, alternatively spliced thymus

three 218166 DNM1 XM_006716994 PREDICTED: Homo sapiens dynamin 1 Cytoplasm enzyme XM_005660470 PREDICTED: Sus scrofa dynamin 1
(DNM1), transcript variant X15, mRNA (DNM1), transcript variant X7, mRNA

three 218192 DEDD2 NR_073052 Homo sapiens death effector domain Nucleus other XR_298571 PREDICTED: Sus scrofa death effector
containing 2 (DEDDZ2), transcript variant domain containing 2 (DEDD2),
10, non-coding RNA transcript variant X2, misc_RNA

three 218437 ACAD9 AK024012 Homo sapiens cDNA FLJ13950 fis, Cytoplasm enzyme XM_005657086 PREDICTED: Sus scrofa acyl-CoA
clone Y79AA1001048, weakly similar to dehydrogenase family, member 9
ACYL-COA DEHYDROGENASE, VERY- (ACAD9), mRNA
LONG-CHAIN SPECIFIC PRECURSOR
(EC 1,3,99,-)

three 218648 HNRNPA1 BC075845 Homo sapiens heterogeneous nuclear XM_005663855 PREDICTED: Sus scrofa
ribonucleoprotein A1, mMRNA (cDNA heterogeneous nuclear
clone IMAGE:4903024), **** ribonucleoprotein A1 (HNRNPA1),
WARNING: chimeric clone **** transcript variant X2, mRNA

three 218744  WRNIP1 AB209723 Homo sapiens mRNA for Werner Nucleus enzyme XM_005665532 PREDICTED: Sus scrofa Werner
helicase interacting protein isoform 1 helicase interacting protein 1
variant protein (WRNIP1), mRNA

three 218960 CYP2J2 NG_007931 Homo sapiens cytochrome P450, family Cytoplasm enzyme XR_308711 PREDICTED: Sus scrofa

2, subfamily J, polypeptide 2 (CYP2J2),
RefSeqGene on chromosome 1

uncharacterized LOC100624586
(LOC100624586), misc_RNA
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three 218984 SMARCD1 XM_005269107 PREDICTED: Homo sapiens SWI/SNF Nucleus transcription NM_001244613 Sus scrofa SWI/SNF related, matrix
related, matrix associated, actin regulator associated, actin dependent regulator of
dependent regulator of chromatin, chromatin, subfamily d, member 1
subfamily d, member 1 (SMARCD1), (SMARCD1), mRNA
transcript variant X1, mRNA >@i|288576945|dbj|AK347540,1| Sus
scrofa mRNA, clone:OVR010053B10,
expressed in ovary
three 219019 OSR1 XM_006711942 PREDICTED: Homo sapiens odd- Nucleus other XM_003361026 PREDICTED: Sus scrofa protein odd-
skipped related transciption factor 1 skipped-related 1-like (LOC100625781),
(OSR1), transcript variant X1, mRNA partial MRNA
three 219020 ANKRD35 NM_001280799 Homo sapiens ankyrin repeat domain  Other other XM_003125791 PREDICTED: Sus scrofa ankyrin repeat
35 (ANKRD35), transcript variant 2, domain 35 (ANKRD35), mRNA
mRNA
three 219068 RPA1 AY599563 Homo sapiens replication protein A1, Nucleus other XM_003131822 PREDICTED: Sus scrofa replication
70kDa (RPA1) gene, complete cds protein A1, 70kDa (RPA1), mRNA
three 219092 FM206294 Cloning vector pchilGHG1 XM_003132403 PREDICTED: Sus scrofa histone H1x-
like (LOC100516295), mRNA
three 219152 RABIF NM_002871 Homo sapiens RAB interacting factor ~ Other transporter XM_005668014 PREDICTED: Sus scrofa RAB
(RABIF), mRNA interacting factor (RABIF), mRNA
three 219188 ALG14 NM_144988 Homo sapiens ALG14, UDP-N- Cytoplasm enzyme XM_001924706 PREDICTED: Sus scrofa ALG14, UDP-
acetylglucosaminyltransferase subunit N-acetylglucosaminyltransferase
(ALG14), mRNA subunit (ALG14), transcript variant X1,
>gi|158259812|dbj|AK289395,1] Homo mRNA
sapiens cDNA FLJ75238 complete cds,
highly similar to Homo sapiens
asparagine-linked glycosylation 14
homolog (yeast) (ALG14), mRNA
three 219404 NME4 FM206294 Cloning vector pchilGHG1 XM_005655106 PREDICTED: Sus scrofa NME/NM23
nucleoside diphosphate kinase 4
(NME4), transcript variant X1, mRNA
three 219415 HAPLN1 NM_001884 Homo sapiens hyaluronan and Extracellular other XM_005661539 PREDICTED: Sus scrofa hyaluronan
proteoglycan link protein 1 (HAPLN1), Space and proteoglycan link protein 1
mRNA (HAPLN1), transcript variant X2, mRNA
three 219428 PRKCZ XM_006710768 PREDICTED: Homo sapiens protein Cytoplasm kinase NM_001204374 Sus scrofa protein kinase C, zeta
kinase C, zeta (PRKCZ), transcript (PRKCZ), mRNA
variant X5, mRNA >gi|115550647|dbj|AK232477,1| Sus
scrofa mRNA, clone:LVR010052A08,
expressed in liver
three 219463 PIGO XR_242515 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005654519 PREDICTED: Sus scrofa

phosphatidylinositol glycan anchor
biosynthesis, class O (PIGO), transcript
variant X4, misc_RNA

phosphatidylinositol glycan anchor
biosynthesis, class O (PIGO), transcript
variant X4, mRNA
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three 219464 TPRA1 XM_006713497 PREDICTED: Homo sapiens Plasma G-protein XM_003358548 PREDICTED: Sus scrofa
transmembrane protein, adipocyte Membrane coupled receptor transmembrane protein adipocyte-
asscociated 1 (TPRA1), transcript associated 1-like (LOC100518934),
variant X3, mRNA mRNA
three 219492  JPH2 NM_020433 Homo sapiens junctophilin 2 (JPH2), Cytoplasm enzyme XM_003134451 PREDICTED: Sus scrofa junctophilin-2-
transcript variant 1, mRNA like (LOC100155350), mRNA
three 219512 NEO1 XM_005254416 PREDICTED: Homo sapiens neogenin Plasma transcription XM_005656290 PREDICTED: Sus scrofa neogenin-like
1 (NEO1), transcript variant X9, mMRNA Membrane regulator (LOC100510914), partial MRNA
three 219617 PAN2 NM_001127460 Homo sapiens PAN2 poly(A) specific Cytoplasm peptidase XM_005655619 PREDICTED: Sus scrofa PAN2 poly(A)
ribonuclease subunit (PAN2), transcript specific ribonuclease subunit homolog
variant 1, mMRNA (S, cerevisiae) (PAN2), transcript variant
X4, mRNA
three 219620 FBLN1 NG_023308 Homo sapiens fibulin 1 (FBLN1), Extracellular other XM_003125955 PREDICTED: Sus scrofa fibulin 1
RefSeqGene on chromosome 22 Space (FBLN1), transcript variant X1, mRNA
three 219836 FAMS83C NM_178468 Homo sapiens family with sequence Other other XM_005657955 PREDICTED: Sus scrofa family with
similarity 83, member C (FAM83C), sequence similarity 83, member C
mRNA (FAM83C), mRNA
three 220094 GARNL3 XM_006717302 PREDICTED: Homo sapiens GTPase  Other other XM_005660437 PREDICTED: Sus scrofa GTPase
activating Rap/RanGAP domain-like 3 activating Rap/RanGAP domain-like 3
(GARNL3), transcript variant X3, mRNA (GARNL3), transcript variant X3, mRNA
three 220196 FM206294 Cloning vector pchilGHG1 CU151846 Pig DNA sequence from clone CH242-
183K23 on chromosome 4, complete
sequence
three 220236 ELN XM_006715878 PREDICTED: Homo sapiens elastin Extracellular other XM_003354509 PREDICTED: Sus scrofa elastin (ELN),
(ELN), transcript variant X7, mRNA Space mRNA
three 220280 AC024566 Homo sapiens chromosome 5 clone AK395301 Sus scrofa mRNA, clone:
CTD-2135M18, complete sequence OVRM10179A08, expressed in ovary
three 220285 UBALD1 NM_145253 Homo sapiens UBA-like domain Other other XM_003124631 PREDICTED: Sus scrofa UBA-like
containing 1 (UBALD1), mRNA domain containing 1 (UBALD1), mRNA
three 220663 ALDH1L1 XM_006713482 PREDICTED: Homo sapiens aldehyde Cytoplasm enzyme AK232474 Sus scrofa mRNA,
dehydrogenase 1 family, member L1 clone:LVR010051HO05, expressed in
(ALDH1L1), transcript variant X2, liver
mRNA
three 220891 BPIFA1 AP000354 Homo sapiens genomic DNA, XR_308742 PREDICTED: Sus scrofa BPI fold
chromosome 22q11,2, clone KB1674E1 containing family A, member 1
(BPIFA1), transcript variant X3,
misc_RNA
three 220903 DCAF12L2 NG_021265 Homo sapiens DDB1 and CUL4 Other other XM_003135360 PREDICTED: Sus scrofa DDB1 and
associated factor 12-like 2 (DCAF12L2), CUL4 associated factor 12-like 2
RefSeqGene on chromosome X (DCAF12L2), mRNA
three 220964 FM206294 Cloning vector pchilGHG1 CU407138 Pig DNA sequence from clone CH242-

137P15 on chromosome 5, complete
sequence
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three 221009 CARS FM206294 Cloning vector pchilGHG1 XM_005660588 PREDICTED: Sus scrofa cysteinyl-
tRNA synthetase (CARS), mRNA
three 221053 VPS4A AC026474 Homo sapiens chromosome 16 clone XM_005655767 PREDICTED: Sus scrofa vacuolar
RP11-7005, complete sequence protein sorting 4 homolog A (S,
cerevisiae) (VPS4A), transcript variant
X1, mRNA
three 221132 TARDBP NG_008734 Homo sapiens TAR DNA binding protein Nucleus transcription XM_005674507 PREDICTED: Sus scrofa TAR DNA
(TARDBP), RefSeqGene on regulator binding protein (TARDBP), mRNA
chromosome 1
three 221175 STX8 NR_033656 Homo sapiens syntaxin 8 (STX8), Plasma other AK346763 Sus scrofa mRNA,
transcript variant 2, long non-coding Membrane clone:MLNO010051C07, expressed in
RNA mesenteric lymph nodes
three 221384 PCDH1 XM_005268456 PREDICTED: Homo sapiens Plasma other XM_005661772 PREDICTED: Sus scrofa protocadherin
protocadherin 1 (PCDH1), transcript Membrane 1 (PCDH1), mRNA
variant X5, mRNA
three 221395 GGA2 XR_429674 PREDICTED: Homo sapiens golgi- Cytoplasm transporter XM_005656770 PREDICTED: Sus scrofa golgi-
associated, gamma adaptin ear associated, gamma adaptin ear
containing, ARF binding protein 2 containing, ARF binding protein 2
(GGAZ2), transcript variant X1, (GGAZ2), transcript variant X3, mRNA
misc_RNA
three 221442 PDGFA FM206294 Cloning vector pchilGHG1 XM_005655046 PREDICTED: Sus scrofa platelet-
derived growth factor alpha polypeptide
(PDGFA), transcript variant X3, mRNA
three 221480 PGA5 NM_014224 Homo sapiens pepsinogen 5, group | Extracellular peptidase XM_003122654 PREDICTED: Sus scrofa pregnancy-
(pepsinogen A) (PGA5), mRNA Space associated glycoprotein 2-like
(LOC100522849), transcript variant X1,
mRNA
four 100094 PABPC1 XM_005250861 PREDICTED: Homo sapiens poly(A) Cytoplasm translation XR_302887 PREDICTED: Sus scrofa poly(A)
binding protein, cytoplasmic 1 regulator binding protein, cytoplasmic 1
(PABPC1), transcript variant X1, mRNA (PABPC1), transcript variant X3,
misc_RNA
four 100306 TUBAS8 NG_023429 Homo sapiens tubulin, alpha 8 Cytoplasm other XM_005664135 PREDICTED: Sus scrofa tubulin, alpha
(TUBAS8), RefSeqGene on chromosome 8 (TUBAB), transcript variant X2, mRNA
22
four 100365 VDAC2 XM_006717961 PREDICTED: Homo sapiens voltage-  Cytoplasm ion channel AK351997 Sus scrofa mRNA,
dependent anion channel 2 (VDAC2), clone:THY010123C06, expressed in
transcript variant X1, mRNA thymus
four 100449 MED31 NM_016060 Homo sapiens mediator complex Nucleus other XM_005669137 PREDICTED: Sus scrofa mediator

subunit 31 (MED31), mRNA

complex subunit 31 (MED31), transcript
variant X2, mRNA
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four 100456 HSP90AA1 NM_005348 Homo sapiens heat shock protein Cytoplasm enzyme AK392141 Sus scrofa mRNA, clone:
90kDa alpha (cytosolic), class A HTMT10052F 11, expressed in
member 1 (HSP90AA1), transcript hypothalamus
variant 2, mRNA
>gi|291010568|gb|GQ149083,1| Homo
sapiens epididymis luminal secretory
protein 52 (EL52) mRNA, complete cds

four 100487 ICT1 BC015335 Homo sapiens immature colon Cytoplasm enzyme NM_001244295 Sus scrofa mitochondrial ribosomal
carcinoma transcript 1, mMRNA (cDNA protein L58 (MRPL58), mRNA
clone MGC:21251 IMAGE:4418983),
complete cds

four 100514 KIAA0196 XM_005251120 PREDICTED: Homo sapiens KIAA0196 Cytoplasm other XM_005662863 PREDICTED: Sus scrofa WASH
(KIAAO196), transcript variant X1, complex subunit strumpellin
mRNA (KIAA0196), mRNA

four 100523 RPN2 XM_006723850 PREDICTED: Homo sapiens ribophorin Cytoplasm enzyme AK399150 Sus scrofa mRNA, clone:
Il (RPN2), transcript variant X3, mRNA PTG010032A08, expressed in pituitary

gland

four 100549 CETN2 AK311940 Homo sapiens cDNA, FLJ92207, Homo Nucleus enzyme XM_005673970 PREDICTED: Sus scrofa centrin 2
sapiens centrin, EF-hand protein, 2 (LOC606742), mRNA
(CETN2), mRNA

four 100563 RNF10 XM_006719717 PREDICTED: Homo sapiens ring finger Cytoplasm enzyme XM_003483436 PREDICTED: Sus scrofa ring finger
protein 10 (RNF10), transcript variant protein 10 (RNF10), mRNA
X8, mRNA

four 100580 BC071877 Homo sapiens cDNA clone AK234557 Sus scrofa mRNA,
IMAGE:5087581, **** WARNING: clone:OVR010084G10, expressed in
chimeric clone **** ovary

four 100615 UBC AK026846 Homo sapiens cDNA: FLJ23193 fis, Cytoplasm enzyme XM_005657304 PREDICTED: Sus scrofa ubiquitin C
clone REC00306, highly similar to (UBC), transcript variant X6, mRNA
AF052164 Homo sapiens clone 24683
mRNA sequence

four 100634 LYPLA1 XR_428339 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005653065 PREDICTED: Sus scrofa
lysophospholipase | (LYPLA1), lysophospholipase | (LYPLA1),
transcript variant X3, misc_ RNA transcript variant X2, mMRNA

four 100639 COPA NM_001098398 Homo sapiens coatomer protein Cytoplasm transporter XM_001928707 PREDICTED: Sus scrofa coatomer
complex, subunit alpha (COPA), protein complex, subunit alpha (COPA),
transcript variant 1, mRNA transcript variant 2, mRNA

four 100642 RTN4 NM_007008 Homo sapiens reticulon 4 (RTN4), Cytoplasm  other NM_001129963 Sus scrofa reticulon 4 (RTN4), mRNA

transcript variant 3, mRNA

>gi|38327589|tpg|BK001795,1| TPA_inf:
Sus scrofa RTN4-C (RTN4) mRNA,
complete cds
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four 100671  PAFAH1B1 NM_000430 Homo sapiens platelet-activating factor Cytoplasm enzyme NM_214250 Sus scrofa platelet-activating factor
acetylhydrolase 1b, regulatory subunit 1 acetylhydrolase 1b, regulatory subunit 1
(45kDa) (PAFAH1B1), mRNA (45kDa) (PAFAH1B1), mRNA
>gi|11276041|gb|AF319658,1|AF31965
8 Sus scrofa platelet-activating factor
acetylhydrolase Ib-alpha subunit
mRNA, complete cds
four 100846 MTCH2 XM_006718173 PREDICTED: Homo sapiens Cytoplasm  other AK233903 Sus scrofa mRNA,
mitochondrial carrier 2 (MTCH2), clone:MLNO010064C09, expressed in
transcript variant X3, mRNA mesenteric lymph node
four 100898 SH3GLB1 NM_001206653 Homo sapiens SH3-domain GRB2-like Cytoplasm enzyme NM_001168421 Sus scrofa SH3-domain GRB2-like
endophilin B1 (SH3GLB1), transcript endophilin B1 (SH3GLB1), mRNA
variant 4, mRNA >gi|262263198|dbj|AB530154,1| Sus
scrofa SH3GLB1 mRNA for SH3-
domain GRB2-like endophilin B1,
complete cds
four 100999 ETF1 BC014269 Homo sapiens eukaryotic translation Cytoplasm translation CT971577 Pig DNA sequence from clone CH242-
termination factor 1, mRNA (cDNA regulator 239H1 on chromosome 7, complete
clone MGC:10451 IMAGE:3677482), sequence
complete cds
four 101013 AC080128 Homo sapiens 3 BAC RP11-404G16 AK389833 Sus scrofa mRNA, clone:
(Roswell Park Cancer Institute Human AMPO010088F06, expressed in alveolar
BAC Library) complete sequence macrophage
four 101028 RIOK3 AK303938 Homo sapiens cDNA FLJ54233 Other kinase AK396033 Sus scrofa mRNA, clone:
complete cds, highly similar to PBL010025D03, expressed in
Serine/threonine-protein kinase RIO3 peripheral blood lymphocytes
(EC 2,7,11,1)
four 101104 NUPS50 XM_006724103 PREDICTED: Homo sapiens Nucleus transporter XM_005658503 PREDICTED: Sus scrofa nuclear pore
nucleoporin 50kDa (NUP50), transcript complex protein Nup50-like
variant X5, mRNA (LOC100519657), transcript variant X1,
mRNA
four 101187 ANXA4 XM_006712000 PREDICTED: Homo sapiens annexin  Plasma other AK389820 Sus scrofa mRNA, clone:
A4 (ANXA4), transcript variant X1, Membrane AMPO010084A10, expressed in alveolar
mRNA macrophage
four 101202 TUBA4A XM_005246832 PREDICTED: Homo sapiens tubulin, Cytoplasm  other AK398820 Sus scrofa mRNA, clone:
alpha 4a (TUBA4A), transcript variant ITTO10010A04, expressed in intestine
X1, mRNA
four 101203 UBEZ2L1 NG_002490 Homo sapiens ubiquitin-conjugating AK392192 Sus scrofa mRNA, clone:
enzyme E2L 1 (pseudogene) (UBE2L1) HTMT10055F07, expressed in
on chromosome 14 hypothalamus
four 101215 EIF2S2P4 NG_005660 Homo sapiens eukaryotic translation XM_001929150 PREDICTED: Sus scrofa eukaryotic

initiation factor 2, subunit 2 beta
pseudogene 4 (EIF2S2P4) on
chromosome 2

translation initiation factor 2 subunit 2-
like (LOC100155889), mRNA
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four 101221  BCAS2 AK222637 Homo sapiens mRNA for breast Nucleus other AY609901 Sus scrofa clone
carcinoma amplified sequence 2 Clu_4134,scr,msk,p1,Contig1, mRNA
variant, clone: CBL04884 sequence
four 101261  CEP57 XM_006718946 PREDICTED: Homo sapiens Cytoplasm  other XR_305292 PREDICTED: Sus scrofa
centrosomal protein 57kDa (CEP57), uncharacterized LOC102163796
transcript variant X2, mMRNA (LOC102163796), misc_RNA
four 101290 ZC3H14 XM_005268069 PREDICTED: Homo sapiens zinc finger Nucleus other XM_005666370 PREDICTED: Sus scrofa zinc finger
CCCH-type containing 14 (ZC3H14), CCCH-type containing 14 (ZC3H14),
transcript variant X3, mRNA transcript variant X4, mRNA
four 101339 HSP90AA1 AK291115 Homo sapiens cDNA FLJ78691 Cytoplasm enzyme AK392141 Sus scrofa mRNA, clone:
complete cds, highly similar to Homo HTMT10052F 11, expressed in
sapiens heat shock 90kDa protein 1, hypothalamus
alpha (HSPCA), transcript variant 2,
mRNA
four 101350 AP2B1 XM_005257938 PREDICTED: Homo sapiens adaptor- Plasma transporter AK394319 Sus scrofa mRNA, clone:
related protein complex 2, beta 1 Membrane LVRM10167F 11, expressed in liver
subunit (AP2B1), transcript variant X2,
mRNA
four 101366 UBB NM_018955 Homo sapiens ubiquitin B (UBB), Cytoplasm enzyme AK399439 Sus scrofa mRNA, clone:
transcript variant 1, mRNA AMP010051AQ7, expressed in alveolar
macrophage
four 101450 TENM1 NG_013249 Homo sapiens teneurin transmembrane Cu466524 Pig DNA sequence from clone CH242-
protein 1 (TENM1), RefSeqGene on 95023 on chromosome X, complete
chromosome X sequence
four 101570 SNX3 NM_003795 Homo sapiens sorting nexin 3 (SNX3), Cytoplasm transporter XM_005659361 PREDICTED: Sus scrofa sorting nexin
transcript variant 1, mRNA 3 (SNX3), mRNA
four 101827 KPNA2 BC146905 Homo sapiens karyopherin alpha 2 Nucleus transporter AK399443 Sus scrofa mRNA, clone:
(RAG cohort 1, importin alpha 1), mRNA AMP010053A12, expressed in alveolar
(cDNA clone MGC:182008 macrophage
IMAGE:9056833), complete cds
four 101833 COL1A2 AB384984 Synthetic construct DNA, clone: NM_001243655 Sus scrofa collagen, type |, alpha 2
pF1KB4737, Homo sapiens COL1A2 (COL1A2), mRNA
gene for collagen alpha-2(1) chain
precursor, complete cds, without stop
codon, in Flexi system
four 101845 ABCB1 AK308467 Homo sapiens cDNA, FLJ98508 Plasma transporter XM_003130205 PREDICTED: Sus scrofa ATP-binding
Membrane cassette, sub-family B (MDR/TAP),
member 1 (ABCB1), transcript variant 2,
mRNA
four 101856 AKAP12 XM_005267234 PREDICTED: Homo sapiens Akinase  Cytoplasm transporter XM_005659145 PREDICTED: Sus scrofa A kinase
(PRKA) anchor protein 12 (AKAP12), (PRKA) anchor protein 12 (AKAP12),
transcript variant X2, mRNA transcript variant X5, mRNA
four 101882 AC254825 Homo sapiens chromosome 17 clone FP085547 Pig DNA sequence from clone CH242-

CH17-157L1, complete sequence

56C19 on chromosome X, complete
sequence
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four 101891 VTIMBP1 NG_022260 Homo sapiens vesicle transport through AK238994 Sus scrofa mRNA,
interaction with t-SNAREs 1B clone:THY010054C12, expressed in
pseudogene 1 (VTI1BP1) on thymus
chromosome 3
four 101954 MMADHC NM_015702 Homo sapiens methylmalonic aciduria Cytoplasm  other AY609463 Sus scrofa clone
(cobalamin deficiency) cbID type, with Clu_12475,scr,msk,p1,Contig2, mRNA
homocystinuria (MMADHC), mRNA sequence
four 102065 BC013020 Homo sapiens cDNA clone XM_003131194 PREDICTED: Sus scrofa histone H3,3-
IMAGE:3349652, **** WARNING: like (LOC100521680), mRNA
chimeric clone ****
four 102143 SERINC3 AK309993 Homo sapiens cDNA, FLJ17035 Cytoplasm transporter AK233037 Sus scrofa mRNA,
clone:LVRM10071E08, expressed in
liver
four 102154 TGFBR2 XM_006713316 PREDICTED: Homo sapiens Plasma kinase FP016027 Pig DNA sequence from clone CH242-
transforming growth factor, beta Membrane 202P13 on chromosome X, complete
receptor Il (70/80kDa) (TGFBR2), sequence
transcript variant X1, mRNA
four 102172 SMC4 XM_006713459 PREDICTED: Homo sapiens structural Nucleus transporter XM_005669953 PREDICTED: Sus scrofa structural
maintenance of chromosomes 4 maintenance of chromosomes 4
(SMC4), transcript variant X1, mRNA (SMC4), transcript variant X2, mRNA
four 102221 ARPP19 NM_006628 Homo sapiens cAMP-regulated Cytoplasm transporter AK239939 Sus scrofa mRNA,
phosphoprotein, 19kDa (ARPP19), clone:UTR010013F03, expressed in
mRNA uterus
four 102251  YWHAE NG_009233 Homo sapiens tyrosine 3- Cytoplasm  other AK391178 Sus scrofa mRNA, clone:
monooxygenase/tryptophan 5- CLNT10095E01, expressed in colon
monooxygenase activation protein,
epsilon (YWHAE), RefSeqGene on
chromosome 17
four 102261 SUMO2 AK024823 Homo sapiens cDNA: FLJ21170 fis, Nucleus enzyme AK394578 Sus scrofa mRNA, clone:
clone CAS10946, highly similar to MLNO10104A03, expressed in
HSSMT3B Homo sapiens mRNA for mesenteric lymph node
SMT3B protein
four 102378 ZNF852 NM_001287349 Homo sapiens zinc finger protein 852  Other other XM_005657071 PREDICTED: Sus scrofa zinc finger
(ZNF852), mRNA protein with KRAB and SCAN domains
7-like (LOC100626731), mMRNA
four 102388 UBXN4 AK292829 Homo sapiens cDNA FLJ77280 Extracellular other AK234533 Sus scrofa mRNA,
complete cds, highly similar to Homo Space clone:OVR010076H11, expressed in
sapiens UBX domain containing 2 ovary
(UBXD2), mRNA
four 102411 UBQLN1 NG_011519 Homo sapiens ubiquilin 1 (UBQLN1),  Cytoplasm other XM_005668033 PREDICTED: Sus scrofa ubiquilin 1
RefSeqGene on chromosome 9 (UBQLN1), transcript variant X2, mRNA
four 102430 HSD17B11 XM_006714232 PREDICTED: Homo sapiens Cytoplasm enzyme AK344700 Sus scrofa mRNA,

hydroxysteroid (17-beta)
dehydrogenase 11 (HSD17B11),
transcript variant X1, mRNA

clone:DCI010112B11, expressed in
dendritic cells (immature)
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four 102440 MBIP NM_016586 Homo sapiens MAP3K12 binding Nucleus other XM_003128514 PREDICTED: Sus scrofa MAP3K12
inhibitory protein 1 (MBIP), transcript binding inhibitory protein 1 (MBIP),
variant 1, mRNA transcript variant X1, mRNA
four 102445 FAM213A XM_005270221 PREDICTED: Homo sapiens family with Extracellular other XM_005671142 PREDICTED: Sus scrofa chromosome
sequence similarity 213, member A Space 10 open reading frame 58 ortholog
(FAM213A), transcript variant X1, (C14H100rf58), transcript variant X6,
mRNA mRNA
four 102450 PPP1CC NM_002710 Homo sapiens protein phosphatase 1, Nucleus phosphatase AK392314 Sus scrofa mRNA, clone:
catalytic subunit, gamma isozyme HTMT10065C07, expressed in
(PPP1CC), transcript variant 1, mRNA hypothalamus
four 102493 HNRNPF NM_001098206 Homo sapiens heterogeneous nuclear Nucleus other AK394170 Sus scrofa mRNA, clone:
ribonucleoprotein F (HNRNPF), LVRM10071CO07, expressed in liver
transcript variant 5, mMRNA
four 102547 POLG2 NG_013029 Homo sapiens polymerase (DNA AK391249 Sus scrofa mRNA, clone:
directed), gamma 2, accessory subunit DCI010018C02, expressed in dendritic
(POLG2), RefSeqGene on chromosome cells (immature)
17
four 102563 RNF146 XM_006715571 PREDICTED: Homo sapiens ring finger Cytoplasm enzyme XM_003480254 PREDICTED: Sus scrofa ring finger
protein 146 (RNF1486), transcript variant protein 146 (RNF146), transcript variant
X1, mRNA X3, mRNA
four 102592 ODC1 NM_001287190 Homo sapiens ornithine decarboxylase Cytoplasm enzyme AB529865 Sus scrofa ODC1 mRNA for ornithine
1 (ODCH1), transcript variant 4, mMRNA decarboxylase 1, complete cds
four 102649 C18orf21 NM_031446 Homo sapiens chromosome 18 open Other other XM_003356410 PREDICTED: Sus scrofa chromosome
reading frame 21 (C18orf21), transcript 6 open reading frame, human C18orf21
variant 1, mRNA (C6H180rf21), mMRNA
four 102652 FBXO11 BC043258 Homo sapiens F-box protein 11, mMRNA Cytoplasm enzyme AK392613 Sus scrofa mRNA, clone:
(cDNA clone IMAGE:5296581), partial HTMT10089F 11, expressed in
cds hypothalamus
four 102798 PTPLAD1 AC027220 Homo sapiens chromosome 15, clone XM_001929134 PREDICTED: Sus scrofa protein
731_G_9, complete sequence tyrosine phosphatase-like A domain
containing 1 (PTPLAD1), transcript
variant 1, mRNA
four 102802 HOOKS3 NM_032410 Homo sapiens hook microtubule- Cytoplasm other AK349591 Sus scrofa mRNA,
tethering protein 3 (HOOKS3), mRNA clone:SKNB10001G12, expressed in
skin
four 103174 RCAN2 AKO090990 Homo sapiens cDNA FLJ33671 fis, Other other CT009503 Pig DNA sequence from clone CH242-
clone BRAWH2001459, highly similar to 137E23 on chromosome 7, complete
Rattus norvegicus regulator of sequence
calcineurin 2 (Rcan2), mRNA
four 103311 COQ2 XM_005262927 PREDICTED: Homo sapiens coenzyme Cytoplasm enzyme XM_003129357 PREDICTED: Sus scrofa coenzyme Q2

Q2 4-hydroxybenzoate
polyprenyltransferase (COQ2),
transcript variant X2, mRNA

4-hydroxybenzoate
polyprenyltransferase (COQ2), mRNA
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four 103498 PCK2 XM_006720157 PREDICTED: Homo sapiens Cytoplasm kinase NM_001161753 Sus scrofa phosphoenolpyruvate
phosphoenolpyruvate carboxykinase 2 carboxykinase 2 (mitochondrial)
(mitochondrial) (PCK2), transcript (PCK2), mRNA
variant X2, mRNA
four 103739 GSTMA1 NM_000561 Homo sapiens glutathione S- Cytoplasm enzyme AK233626 Sus scrofa mRNA,
transferase mu 1 (GSTM1), transcript clone:LVRM10191D05, expressed in
variant 1, mRNA liver
four 103850 GHRH FM206294 Cloning vector pchilGHG1 XM_005672915 PREDICTED: Sus scrofa growth
hormone releasing hormone (GHRH),
transcript variant X1, mRNA
four 103856 CYP46A1 XM_005267274 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005666441 PREDICTED: Sus scrofa cholesterol 24-
cytochrome P450, family 46, subfamily hydroxylase-like (LOC100512793),
A, polypeptide 1 (CYP46A1), transcript mRNA
variant X1, mRNA
four 103860 FM206294 Cloning vector pchilGHG1 AK345164 Sus scrofa mRNA,
clone:ITT010072E04, expressed in
small intestine
four 103972 HLA-B uo04244 Human MHC class | antigen HLA-B Plasma transmembrane AK399277 Sus scrofa mRNA, clone:
(HLA-B-0802 allele) mRNA, complete  Membrane receptor SPL010048D11, expressed in spleen
cds
four 104044 PSMA2 AK290654 Homo sapiens cDNA FLJ76388 Cytoplasm peptidase XM_003360207 PREDICTED: Sus scrofa proteasome
complete cds, highly similar to Homo (prosome, macropain) subunit, alpha
sapiens proteasome (prosome, type, 2 (PSMA2), mRNA
macropain) subunit, alpha type, 2
(PSMA2), mRNA
four 104197 PRODH NG_008226 Homo sapiens proline dehydrogenase Cytoplasm enzyme AK231562 Sus scrofa mRNA,
(oxidase) 1 (PRODH), RefSeqGene on clone:ITTO10095H05, expressed in
chromosome 22 intestine
four 104230 MFAP2 NM_002403 Homo sapiens microfibrillar-associated Extracellular other XM_003127644 PREDICTED: Sus scrofa microfibrillar-
protein 2 (MFAP2), transcript variant 2, Space associated protein 2 (MFAP2), transcript
mRNA variant X1, mRNA
four 104351 RPL18A NM_000980 Homo sapiens ribosomal protein L18a  Cytoplasm  other XM_003123511 PREDICTED: Sus scrofa ribosomal
(RPL18A), mRNA protein L18a (RPL18A), transcript
variant X1, mRNA
four 104451 HSD17B12 AKO075011 Homo sapiens cDNA FLJ90530 fis, Cytoplasm enzyme AK233024 Sus scrofa mRNA,
clone NT2RP4002187, highly similar to clone:LVRM10070C08, expressed in
Homo sapiens hydroxysteroid (17-beta) liver
dehydrogenase 12 (HSD17B12), mRNA
four 104470 AB528585 Synthetic construct DNA, clone: CU468566 Pig DNA sequence from clone CH242-
pF1KE0200, Homo sapiens MYC gene 289H21 on chromosome 4, complete
for v-myc myelocytomatosis viral sequence
oncogene homolog, without stop codon,
in Flexi system
four 104532 LMNA NM_001282626 Homo sapiens lamin A/C (LMNA), Nucleus other XM_005663274 PREDICTED: Sus scrofa lamin A/C

transcript variant 7, mRNA

(LMNA), transcript variant X3, mRNA
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four 104580 FAU X65923 H,sapiens fau mRNA Cytoplasm  other AK392123 Sus scrofa mRNA, clone:
HTMT10051D06, expressed in
hypothalamus
four 104626 NME7 XM_005245106 PREDICTED: Homo sapiens Cytoplasm kinase AK392662 Sus scrofa mRNA, clone:
NME/NM23 family member 7 (NME7), HTMT10093C09, expressed in
transcript variant X1, mRNA hypothalamus
four 104687 AC008068 Homo sapiens BAC clone RP11-334F17 FP340301 Pig DNA sequence from clone CH242-
from 2, complete sequence 201L14 on chromosome X, complete
sequence
four 104735 BCHE XM_005247685 PREDICTED: Homo sapiens Plasma enzyme XM_003358664 PREDICTED: Sus scrofa
butyrylcholinesterase (BCHE), transcript Membrane butyrylcholinesterase (BCHE), transcript
variant X1, mRNA variant X1, mRNA
four 104750 REV3L XM_006715544 PREDICTED: Homo sapiens REV3-like, Nucleus enzyme XM_005659390 PREDICTED: Sus scrofa REV3-like,
polymerase (DNA directed), zeta, polymerase (DNA directed), zeta,
catalytic subunit (REV3L), transcript catalytic subunit (REV3L), mRNA
variant X6, mRNA
four 105020 PAPSS1 AK292774 Homo sapiens cDNA FLJ76465 Cytoplasm enzyme AK396711 Sus scrofa mRNA, clone:
complete cds, highly similar to Homo PST010078F02, expressed in prostate
sapiens 3-phosphoadenosine 5-
phosphosulfate synthase 1 (PAPSS1),
mRNA
four 105229 CLDN5 AK222466 Homo sapiens mRNA for claudin 5 Plasma other NM_001161636 Sus scrofa claudin 5 (CLDN5), mRNA
variant, clone: adkKA02848 Membrane >@i|227955734|gb|FJ873112,1| Sus
scrofa claudin 5 (CLDNS) mRNA,
complete cds
four 105351 EEF1G AK300203 Homo sapiens cDNA FLJ56389 Cytoplasm translation AK391341 Sus scrofa mRNA, clone:
complete cds, highly similar to regulator DCI010048F 10, expressed in dendritic
Elongation factor 1-gamma cells (immature)
four 200118 MZT1 NM_001071775 Homo sapiens mitotic spindle Cytoplasm  other XM_003131018 PREDICTED: Sus scrofa mitotic spindle
organizing protein 1 (MZT1), mRNA organizing protein 1 (MZT1), mRNA
four 200132 KITLG NM_000899 Homo sapiens KIT ligand (KITLG), Extracellular growth factor CU207339 Pig DNA sequence from clone CH242-
transcript variant b, mRNA Space 223P6 on chromosome X, complete
sequence
four 200162 PRKG1 XM_005269972 PREDICTED: Homo sapiens protein Cytoplasm kinase XM_005674479 PREDICTED: Sus scrofa zinc finger
kinase, cGMP-dependent, type | protein 19 (ZNF19), mRNA
(PRKG1), transcript variant X3, mRNA
four 200249 NCOAT1 XM_006712126 PREDICTED: Homo sapiens nuclear Nucleus transcription EU346671 Sus scrofa steroid receptor coactivator
receptor coactivator 1 (NCOA1), regulator 1 isoform 2 (SRC1) mRNA, complete
transcript variant X5, mRNA cds, alternatively spliced
four 200299 MTMR1 XM_006724856 PREDICTED: Homo sapiens Cytoplasm phosphatase XM_005657942 PREDICTED: Sus scrofa myotubularin
myotubularin related protein 1 related protein 1 (MTMR1), transcript
(MTMRA1), transcript variant X9, mRNA variant X5, mRNA
four 200308 DSC3 NM_024423 Homo sapiens desmocollin 3 (DSC3), Plasma other AK397278 Sus scrofa mRNA, clone:
transcript variant Dsc3b, mRNA Membrane SKNB10047B08, expressed in skin
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four 200540 EIF3H AC023520 Homo sapiens, clone RP11-16M22, Cytoplasm  other XR_297576 PREDICTED: Sus scrofa

complete sequence uncharacterized LOC102162671
(LOC102162671), misc_RNA

four 200609 IRS1 NG_015830 Homo sapiens insulin receptor Cytoplasm enzyme XM_005662993 PREDICTED: Sus scrofa regulator of
substrate 1 (IRS1), RefSeqGene on microtubule dynamics 1 (RMDN1),
chromosome 2 transcript variant X3, mRNA

four 200727 CLCN3 XM_005262726 PREDICTED: Homo sapiens chloride  Plasma ion channel XM_003483404 PREDICTED: Sus scrofa chloride
channel, voltage-sensitive 3 (CLCN3), Membrane channel, voltage-sensitive 3 (CLCN3),
transcript variant X1, mRNA transcript variant X2, mRNA

four 200739 DYNC2H1 XM_006718903 PREDICTED: Homo sapiens dynein, Cytoplasm other CuU695050 Pig DNA sequence from clone CH242-
cytoplasmic 2, heavy chain 1 282H24 on chromosome 2, complete
(DYNC2H1), transcript variant X1, sequence
mRNA

four 200808 NMNAT2 NM_170706 Homo sapiens nicotinamide nucleotide Cytoplasm enzyme XM_003130367 PREDICTED: Sus scrofa nicotinamide
adenylyltransferase 2 (NMNAT2), nucleotide adenylyltransferase 2
transcript variant 2, mRNA (NMNAT?2), transcript variant X1, mRNA

four 200822 HG496155 TPA: Homo sapiens RP11-71N10,1 CU606916 Pig DNA sequence from clone CH242-
gene for long non-coding RNA 141C7 on chromosome 5, complete
OTTHUMTO00000355799,1, lincRNA sequence

four 200839 DOK®6 AC026585 Homo sapiens, clone RP11-17E3, Other other XR 301120 PREDICTED: Sus scrofa
complete sequence uncharacterized LOC102163810

(LOC102163810), misc_RNA

four 200884 MEGF11 XM_006720722 PREDICTED: Homo sapiens multiple  Other other FP102148 Pig DNA sequence from clone CH242-
EGF-like-domains 11 (MEGF11), 200J22 on chromosome X, complete
transcript variant X1, mRNA sequence

four 200896 FP236316 Human DNA sequence from clone AK395938 Sus scrofa mRNA, clone:
CH507-510L4 on chromosome 21, OVRT10089G04, expressed in ovary
complete sequence

four 200899 DHCR24 BC004375 Homo sapiens 24-dehydrocholesterol ~ Cytoplasm enzyme NM_001243354 Sus scrofa 24-dehydrocholesterol
reductase, mRNA (cDNA clone reductase (DHCR24), mRNA
MGC:10569 IMAGE:3638639),
complete cds

four 200923 GGH NG 028126 Homo sapiens gamma-glutamyl Cytoplasm peptidase XM_001926703 PREDICTED: Sus scrofa gamma-
hydrolase (conjugase, glutamyl hydrolase (conjugase,
folylpolygammaglutamyl hydrolase) folylpolygammaglutamyl hydrolase)
(GGH), RefSeqGene on chromosome 8 (GGH), mRNA

four 200981 AC244625 Homo sapiens BAC clone CH17- KF971862 Sus scrofa domesticus breed Min
155D 14 from chromosome 7, complete mitochondrion, complete genome
sequence

four 200988 AAK1 HG494120 TPA: Homo sapiens RP11-427H3,3 Cytoplasm kinase XM_005662494 PREDICTED: Sus scrofa

gene for long non-coding RNA
OTTHUMT00000472126,1, lincRNA

uncharacterized LOC100627082
(LOC100627082), mRNA
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four 201079 PCM1 XM_006716349 PREDICTED: Homo sapiens Cytoplasm  other XM_003134192 PREDICTED: Sus scrofa pericentriolar
pericentriolar material 1 (PCM1), material 1 (PCM1), transcript variant
transcript variant X27, mRNA X1, mRNA
four 201097 FP236316 Human DNA sequence from clone CR956379 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 196P11 on chromosome 7, complete
complete sequence sequence
four 201101 SNX19 AP000824 Homo sapiens genomic DNA, Cytoplasm transporter CuU639476 Pig DNA sequence from clone CH242-
chromosome 11 clone:RP11-678L3, 48A17 on chromosome X, complete
complete sequence sequence
four 201186 UMOD XM_006721088 PREDICTED: Homo sapiens Extracellular other AK393440 Sus scrofa mRNA, clone:
uromodulin (UMOD), transcript variant  Space KDNO10056F08, expressed in kidney
X4, mRNA
four 201198 DQ193231 Homo sapiens 278_5 foamy virus AK395517 Sus scrofa mRNA, clone:
integration site genomic sequence OVRT10023E02, expressed in ovary
four 201268 PLEKHAS8 XM_005249898 PREDICTED: Homo sapiens pleckstrin Extracellular transporter XM_005673281 PREDICTED: Sus scrofa pleckstrin
homology domain containing, family A Space homology domain containing, family A
(phosphoinositide binding specific) (phosphoinositide binding specific)
member 8 (PLEKHAS), transcript member 8 (PLEKHAS), transcript
variant X2, mRNA variant X2, mRNA
four 201294 MCTS1 NM_001137554 Homo sapiens malignant T cell Cytoplasm other AK233082 Sus scrofa mRNA,
amplified sequence 1 (MCTS1), clone:LVRM10078G11, expressed in
transcript variant 2, mRNA liver
four 201354 X73004 H,sapiens EWS gene, exon 17 NM_213799 Sus scrofa blood group A transferase-
like (A), mMRNA
>gi|3513515|gb]AF050177,1|AF050177
Sus scrofa putative blood group A
transferase (A) mRNA, complete cds
four 201711 GPR155 NM_001267051 Homo sapiens G protein-coupled Plasma G-protein CU207266 Pig DNA sequence from clone CH242-
receptor 155 (GPR155), transcript Membrane coupled receptor 467E16 on chromosome 4, complete
variant 4, mRNA sequence
four 201823 PARVB NG_029743 Homo sapiens parvin, beta (PARVB),  Cytoplasm other AK236522 Sus scrofa mRNA,
RefSeqGene on chromosome 22 clone:OVRM10199H04, expressed in
ovary
four 201872 TMEM67 XM_006716687 PREDICTED: Homo sapiens Plasma other XM_005662971 PREDICTED: Sus scrofa meckelin-like
transmembrane protein 67 (TMEM67), Membrane (LOC102157609), partial mMRNA
transcript variant X3, mRNA
four 202315 SLC35E3 AC124890 Homo sapiens 12 BAC RP11-450G15 XM_003126366 PREDICTED: Sus scrofa solute carrier
(Roswell Park Cancer Institute Human family 35, member E3 (SLC35E3),
BAC Library) complete sequence mRNA
four 202326 TMEM183A XR_241106 PREDICTED: Homo sapiens Other other AK234299 Sus scrofa mRNA,

transmembrane protein 183A
(TMEM183A), transcript variant X2,
misc_RNA

clone:OVR010041A06, expressed in
ovary
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four 202551 FSCN3 NM_020369 Homo sapiens fascin actin-bundling Cytoplasm  other XM_005673185 PREDICTED: Sus scrofa fascin
protein 3, testicular (FSCN3), mRNA homolog 3, actin-bundling protein,
testicular (Strongylocentrotus
purpuratus) (FSCN3), transcript variant
X1, mRNA
four 202696 HNRNPA1 XR_ 245923 PREDICTED: Homo sapiens Nucleus other XM_005663854 PREDICTED: Sus scrofa
heterogeneous nuclear heterogeneous nuclear
ribonucleoprotein A1 (HNRNPAT1), ribonucleoprotein A1 (HNRNPA1),
transcript variant X2, misc_RNA transcript variant X1, mRNA
four 202946 RPL36AP51 NG_010444 Homo sapiens ribosomal protein L36a AK233333 Sus scrofa mRNA,
pseudogene 51 (RPL36AP51) on clone:LVRM10123B12, expressed in
chromosome 19 liver
four 202982 IGSF10 XM_006713600 PREDICTED: Homo sapiens Other other FN677185 Sus scrofa BAC clone
immunoglobulin superfamily, member CHORI242_72M21_Contig41
10 (IGSF10), transcript variant X6,
mRNA
four 203018 SLC25A16 XM_005270183 PREDICTED: Homo sapiens solute Cytoplasm transporter XM_003483489 PREDICTED: Sus scrofa solute carrier
carrier family 25 (mitochondrial carrier; family 25 (mitochondrial carrier; Graves
Graves disease autoantigen), member disease autoantigen), member 16
16 (SLC25A16), transcript variant X3, (SLC25A16), mRNA
mRNA
four 203043 PDE10A XM_006715321 PREDICTED: Homo sapiens Cytoplasm enzyme XM_005659110 PREDICTED: Sus scrofa
phosphodiesterase 10A (PDE10A), phosphodiesterase 10A (PDE10A),
transcript variant X1, mRNA mRNA
four 203103 ITM2A NG_016412 Homo sapiens integral membrane Plasma other AK392729 Sus scrofa mRNA, clone:
protein 2A (ITM2A), RefSeqGene on Membrane HTMT10096G11, expressed in
chromosome X hypothalamus
four 203240 ING5 XR_427116 PREDICTED: Homo sapiens inhibitor of Nucleus other CuU463080 Pig DNA sequence from clone CH242-
growth family, member 5 (ING5), 269N20 on chromosome 18, complete
transcript variant X4, misc_ RNA sequence
four 204259  NNT BC032370 Homo sapiens nicotinamide nucleotide Cytoplasm enzyme XM_003133930 PREDICTED: Sus scrofa nicotinamide
transhydrogenase, mMRNA (cDNA clone nucleotide transhydrogenase (NNT),
IMAGE:4421427), partial cds mRNA
four 204433 ZFANDG6 XM_006720574 PREDICTED: Homo sapiens zinc finger, Other other XM_001928180 PREDICTED: Sus scrofa zinc finger,
AN1-type domain 6 (ZFANDG), AN1-type domain 6 (ZFANDG),
transcript variant X1, mRNA transcript variant X1, mRNA
four 204439 HNRNPD AK300149 Homo sapiens cDNA FLJ54150 Nucleus transcription AK389907 Sus scrofa mRNA, clone:
complete cds, highly similar to regulator BFLT10004F03, expressed in brain
Heterogeneous nuclear (frontal lobe)
ribonucleoprotein DO
four 204495 TIMD4 JX049980 Homo sapiens T-cell immunoglobulin Plasma other AK346958 Sus scrofa mRNA,
and mucin domain-containing protein 4 Membrane clone:MLNO10081H04, expressed in
mRNA, complete cds mesenteric lymph nodes
four 204536  SNX3 XM_005267192 PREDICTED: Homo sapiens sorting Cytoplasm transporter AK231595 Sus scrofa mRNA,

nexin 3 (SNX3), transcript variant X2,
mRNA

clone:ITTO10103F05, expressed in
intestine
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four 204637 AC096645 Homo sapiens chromosome 1 clone AY803118 Sus scrofa chromosome 17 clone
RP11-450D21, complete sequence pkmCon89, mRNA sequence
four 204674 AC109583 Homo sapiens chromosome 3 clone CU467668 Pig DNA sequence from clone CH242-
RP11-427P5, complete sequence 13A16 on chromosome X, complete
sequence
four 204721 SC5D AF069469 Homo sapiens sterol-C5-desaturase enzyme XM_003129944 PREDICTED: Sus scrofa sterol-C5-
incompletely processed mRNA desaturase (SC5D), mMRNA
four 204771 ZC3HMA XM_006711673 PREDICTED: Homo sapiens zinc finger Nucleus other XM_005656665 PREDICTED: Sus scrofa zinc finger
CCCH-type containing 11A (ZC3H11A), CCCH-type containing 11A (ZC3H11A),
transcript variant X6, mRNA transcript variant X16, mRNA
four 204817 ALDOB NG_012387 Homo sapiens aldolase B, fructose- enzyme AK393675 Sus scrofa mRNA, clone:
bisphosphate (ALDOB), RefSeqGene KDNO010088H09, expressed in kidney
on chromosome 9
four 204968 AC115540 Homo sapiens BAC clone RP11-629123 XR_305826 PREDICTED: Sus scrofa
from 4, complete sequence uncharacterized LOC100519166
(LOC100519166), transcript variant X2,
misc_RNA
four 205102 CCDC62 XM_006719647 PREDICTED: Homo sapiens coiled-coil Other other XM_005670604 PREDICTED: Sus scrofa coiled-caoil
domain containing 62 (CCDC62), domain containing 62 (CCDC62),
transcript variant X5, mRNA transcript variant X2, mRNA
four 205107 ACSL6 XM_006714581 PREDICTED: Homo sapiens acyl-CoA Cytoplasm enzyme XM_003354270 PREDICTED: Sus scrofa acyl-CoA
synthetase long-chain family member 6 synthetase long-chain family member 6
(ACSLBG), transcript variant X3, mRNA (ACSLBG), transcript variant X2, mRNA
four 205166 AP003392 Homo sapiens genomic DNA, AK400318 Sus scrofa mRNA, clone:
chromosome 11 clone:RP11-110I1, BFLT10152C08, expressed in brain
complete sequence (frontal lobe)
four 205220 ARRDC4 NM_183376 Homo sapiens arrestin domain other XM_005656327 PREDICTED: Sus scrofa arrestin
containing 4 (ARRDC4), mRNA domain containing 4 (ARRDC4), mRNA
four 205398 CALM1 NM_006888 Homo sapiens calmodulin 1 other NM_001244210 Sus scrofa calmodulin 1 (phosphorylase
(phosphorylase kinase, delta) (CALM1), kinase, delta) (CALM1), mRNA
mRNA
four 205406 HEATR2 AK096700 Homo sapiens cDNA FLJ39381 fis, other XM_005661818 PREDICTED: Sus scrofa HEAT repeat-
clone PERIC2000422, highly similar to containing protein 2-like
HEAT repeat-containing protein 2 (LOC100738140), partial mMRNA
four 205514 SETDB1 XM_005245641 PREDICTED: Homo sapiens SET enzyme XM_005663488 PREDICTED: Sus scrofa SET domain,
domain, bifurcated 1 (SETDB1), bifurcated 1 (SETDB1), transcript
transcript variant X1, mRNA variant X3, mRNA
four 205634 GSTZ1 AC007954 Homo sapiens chromosome 14 clone XM_005656432 PREDICTED: Sus scrofa glutathione S-
RP11-493G17 and CTD-2516D11 map transferase zeta 1 (GSTZ1), transcript
14924,3, complete sequence variant X3, mRNA
four 205764 SUMF1 NG_016225 Homo sapiens sulfatase modifying AK400781 Sus scrofa mRNA, clone:

factor 1 (SUMF1), RefSeqGene on
chromosome 3

PST010013B02, expressed in prostate
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four 205767 C9orf135 BC136709 Homo sapiens chromosome 9 open Other other XM_005654502 PREDICTED: Sus scrofa chromosome
reading frame 135, mRNA (cDNA clone 1 open reading frame, human C9orf135
MGC:168322 IMAGE:9020699), (C1H90rf135), transcript variant X5,
complete cds mRNA
four 206053 AGBL2 XM_006718329 PREDICTED: Homo sapiens ATP/GTP Cytoplasm enzyme XM_005660912 PREDICTED: Sus scrofa
binding protein-like 2 (AGBL2), uncharacterized LOC100514151
transcript variant X11, mRNA (LOC100514151), mRNA
four 206117  AKAP12 XM_005267234 PREDICTED: Homo sapiens Akinase Cytoplasm transporter XM_005659145 PREDICTED: Sus scrofa A kinase
(PRKA) anchor protein 12 (AKAP12), (PRKA) anchor protein 12 (AKAP12),
transcript variant X2, mRNA transcript variant X5, mRNA
four 206439 AC006026 Homo sapiens BAC clone GS1-96J14 EF133074 Sus scrofa clone KVL3330
from 7, complete sequence microsatellite sequence
four 206536 BRD7 AC007493 Homo sapiens chromosome 16 clone  Nucleus transcription FP102434 Pig DNA sequence from clone CH242-
RP11-21B23, complete sequence regulator 204A1 on chromosome X, complete
sequence
four 206621 CEP44 XM_006714328 PREDICTED: Homo sapiens Cytoplasm  other AK394664 Sus scrofa mRNA, clone:
centrosomal protein 44kDa (CEP44), MLTL10039D06, expressed in
transcript variant X4, mRNA longissimus muscle
four 206811 PRPF4B XR_ 241936 PREDICTED: Homo sapiens pre-mRNA Nucleus kinase XM_005665540 PREDICTED: Sus scrofa PRP4 pre-
processing factor 4B (PRPF4B), mRNA processing factor 4 homolog B
transcript variant X9, misc_RNA (yeast) (PRPF4B), transcript variant X1,
mRNA
four 206898 COL5A2 AY016295 Homo sapiens type V preprocollagen AK400928 Sus scrofa mRNA, clone:
alpha 2 chain (COL5A2) gene, exons SKNB10063D11, expressed in skin
34 through 52 and partial cds; and type
Il preprocollagen alpha 1 chain
(COL3A1) gene, exons 2 through 52
four 207205 TEX2 NM_001288733 Homo sapiens testis expressed 2 Other other XM_003131281 PREDICTED: Sus scrofa testis
(TEX2), transcript variant 3, mMRNA expressed 2 (TEX2), transcript variant
X1, mRNA
four 207211 BBX XM_006713709 PREDICTED: Homo sapiens bobby sox Nucleus other XM_003483326 PREDICTED: Sus scrofa bobby sox
homolog (Drosophila) (BBX), transcript homolog (Drosophila) (BBX), transcript
variant X10, mRNA variant X2, mRNA
four 207215 ZNF268 NM_001165884 Homo sapiens zinc finger protein 268  Nucleus other XM_005670505 PREDICTED: Sus scrofa zinc finger
(ZNF268), transcript variant 6, mRNA protein 268 (ZNF268), transcript variant
X8, mRNA
four 207262 KRT222 BK004052 TPA_exp: Homo sapiens truncated type Other other FP015882 Pig DNA sequence from clone CH242-

| keratin KA21 (KA21) gene, complete
cds

127F11 on chromosome X, complete
sequence
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four 207305 ELF2 270273 Human DNA sequence from clone FP085370 Pig DNA sequence from clone CH242-
LLOXNCO01-116E7 on chromosome X 209D19 on chromosome X, complete
Contains an E74-like factor 2 (ELF2) sequence
pseudogene, a novel gene, the 5 end of
a novel gene, a solute carrier family 25
(mitochondrial oxodicarboxylate carrier)
member 21 (SLC25A21) pseudogene
and a CpG island, complete sequence

four 207446  UBE2L1 NG_002490 Homo sapiens ubiquitin-conjugating XM_005670877 PREDICTED: Sus scrofa ubiquitin-
enzyme E2L 1 (pseudogene) (UBE2L1) conjugating enzyme E2L 3 (UBE2L3),
on chromosome 14 transcript variant X2, mRNA

four 207447 VSIG1 NG 016264 Homo sapiens V-set and Plasma other XM_005658775 PREDICTED: Sus scrofa V-set and
immunoglobulin domain containing 1 Membrane immunoglobulin domain-containing
(VSIG1), RefSeqGene on chromosome protein 1-like (LOC100626662), mRNA
X

four 207483 GPR82 JQ308170 Homo sapiens G protein-coupled Plasma G-protein NM_001243706 Sus scrofa G protein-coupled receptor
receptor 82 gene, complete cds Membrane coupled receptor 82 (GPR82), mRNA

four 207600 FP236316 Human DNA sequence from clone FN674572 Sus scrofa contig sequence, clone
CH507-510L4 on chromosome 21, KNP_1001D9_Contig24
complete sequence

four 208011  USP4 NM_003363 Homo sapiens ubiquitin specific Nucleus peptidase XM_005669509 PREDICTED: Sus scrofa ubiquitin
peptidase 4 (proto-oncogene) (USP4), specific peptidase 4 (proto-oncogene)
transcript variant 1, mMRNA (LOC100512072), transcript variant X5,

mRNA

four 208243 WRB XM_005261061 PREDICTED: Homo sapiens tryptophan Extracellular other XM_005670345 PREDICTED: Sus scrofa tryptophan
rich basic protein (WRB), transcript Space rich basic protein (WRB), transcript
variant X3, mRNA variant X2, mRNA

four 208246 ARF1 AK297792 Homo sapiens cDNA FLJ51902 Cytoplasm enzyme XM_005661142 PREDICTED: Sus scrofa ADP-
complete cds, highly similar to ADP- ribosylation factor 1 (ARF1), transcript
ribosylation factor 1 variant X7, mRNA

four 208256 TM2D3 XM_005254981 PREDICTED: Homo sapiens TM2 Other other XM_003122300 PREDICTED: Sus scrofa TM2 domain
domain containing 3 (TM2D3), containing 3 (TM2D3), transcript variant
transcript variant X2, mRNA X2, mRNA

four 208344 AC104831 Homo sapiens 3 BAC RP11-451G4 XM_005663738 PREDICTED: Sus scrofa family with
(Roswell Park Cancer Institute Human sequence similarity 118, member A
BAC Library) complete sequence (FAM118A), transcript variant X3,

mRNA

four 208375 NSMCE2 XM_005250876 PREDICTED: Homo sapiens non-SMC Nucleus enzyme CU856065 Pig DNA sequence from clone CH242-
element 2, MMS21 homolog (S, 85110 on chromosome 2, complete
cerevisiae) (NSMCE2), transcript sequence
variant X2, mRNA

four 208485 C2orf69 NM_153689 Homo sapiens chromosome 2 open Other other XM_005674350 PREDICTED: Sus scrofa UPF0565

reading frame 69 (C20rf69), mRNA

protein C2orf69-like (LOC102166461),
mRNA
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four 208489 AC003029 Homo sapiens 12 PAC RP3-462E2 XM_005657332 PREDICTED: Sus scrofa disintegrin
(Roswell Park Cancer institute Human and metalloproteinase domain-
PAC Library) complete sequence containing protein 1a-like
(LOC100737404), mRNA
four 208496 CCDC176 XM_005268098 PREDICTED: Homo sapiens coiled-coil Other other XM_005656403 PREDICTED: Sus scrofa coiled-coil
domain containing 176 (CCDC176), domain containing 176 (CCDC176),
transcript variant X7, mRNA transcript variant X3, mRNA
four 208508 KPNA2 AB527522 Synthetic construct DNA, clone: NM_001163404 Sus scrofa karyopherin alpha 2 (RAG
pF1KB5912, Homo sapiens KPNA2 cohort 1, importin alpha 1) (KPNA2),
gene for karyopherin alpha 2, without mRNA >gi|239923312|gb|GQ166956,1|
stop codon, in Flexi system Sus scrofa karyopherin alpha 2 mRNA,
complete cds
four 208580 TPK1 AC074384 Homo sapiens BAC clone RP11-374N8 Cytoplasm kinase XR_305659 PREDICTED: Sus scrofa
from 7, complete sequence uncharacterized LOC100524389
(LOC100524389), transcript variant X3,
misc_RNA
four 208591 PPP1R36 XM_005267355 PREDICTED: Homo sapiens protein Other other XM_001926455 PREDICTED: Sus scrofa
phosphatase 1, regulatory subunit 36 uncharacterized protein C140rf50
(PPP1R36), transcript variant X2, homolog (C7H140rf50), mRNA
mRNA
four 208634  C4orf4s BC172327 Synthetic construct Homo sapiens clone Other other XM_003129008 PREDICTED: Sus scrofa chromosome
IMAGE:100069021, MGC:199032 8 open reading frame, human C4orf45
chromosome 4 open reading frame 45 (C8H4o0rf45), transcript variant X1,
(C40orf45) mRNA, encodes complete mRNA
protein
four 208636 PTCHD3 BC107139 Homo sapiens patched domain Other other XR_305914 PREDICTED: Sus scrofa patched
containing 3, mRNA (cDNA clone domain-containing protein 3-like
MGC:129888 IMAGE:40026539), (LOC102165733), misc_RNA
complete cds
four 208646 TSSK2 AB463309 Synthetic construct DNA, clone: NM_001287413 Sus scrofa testis-specific serine kinase
pF1KB8726, Homo sapiens TSSK2 2 (TSSK2), mRNA
gene for testis-specific serine kinase 2, >gi|559148877|gb|KF640092,1| Sus
without stop codon, in Flexi system scrofa testis-specific serine kinase 2
(TSSK2) mRNA, complete cds
four 208769  C9orf40 NM_017998 Homo sapiens chromosome 9 open Other other XM_003121960 PREDICTED: Sus scrofa chromosome
reading frame 40 (C90rf40), mRNA 1 open reading frame, human C9orf40
(C1H90rf40), mMRNA
four 208771 ABHD2 XM_005254833 PREDICTED: Homo sapiens Other enzyme XM_001925989 PREDICTED: Sus scrofa abhydrolase
abhydrolase domain containing 2 domain containing 2 (ABHD2), mRNA
(ABHD2), transcript variant X2, mRNA
four 208816 TTC25 NR_110662 Homo sapiens tetratricopeptide repeat Cytoplasm  other XM_005668834 PREDICTED: Sus scrofa

domain 25 (TTC25), transcript variant 2,
long non-coding RNA

tetratricopeptide repeat domain 25
(TTC25), transcript variant X2, mMRNA
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four 208839 DD AB464506 Synthetic construct DNA, clone: XM_003482610 PREDICTED: Sus scrofa DNA-damage
pF1KB9857, Homo sapiens DDI1 gene inducible 1 homolog 1 (S, cerevisiae)
for DDI1, DNA-damage inducible 1, (DDI1), mRNA
homolog 1, without stop codon, in Flexi
system
four 208844 DNAJCS5B NM_033105 Homo sapiens DnaJd (Hsp40) homolog, Other transporter XR_302960 PREDICTED: Sus scrofa DnaJ (Hsp40)
subfamily C, member 5 beta homolog, subfamily C, member 5 beta
(DNAJC5B), mRNA (DNAJCS5B), transcript variant X4,
misc_RNA
four 208891  SLC9B1 XM_006714093 PREDICTED: Homo sapiens solute Plasma other XM_005674650 PREDICTED: Sus scrofa solute carrier
carrier family 9, subfamily B (NHA1, Membrane family 9, subfamily B (NHA1, cation
cation proton antiporter 1), member 1 proton antiporter 1), member 1
(SLC9B1), transcript variant X2, mRNA (SLC9B1), mRNA
four 208901 LOC100506944 XM_005276236 PREDICTED: Homo sapiens chitinase- Nucleus other XM_005652381 PREDICTED: Sus scrofa
like protein PB1E7,04c-like uncharacterized LOC100738961
(LOC100506944), mRNA (LOC100738961), transcript variant X7,
mRNA
four 208904 NXT2 NG_029691 Homo sapiens nuclear transport factor 2- Nucleus transporter XM_005673825 PREDICTED: Sus scrofa nuclear
like export factor 2 (NXT2), transport factor 2-like export factor 2
RefSeqGene on chromosome X (NXT2), transcript variant X3, mRNA
four 208937  C30rf30 NM_152539 Homo sapiens chromosome 3 open Other other XM_005670194 PREDICTED: Sus scrofa chromosome
reading frame 30 (C30rf30), mMRNA 13 open reading frame, human C3orf30
(C13H30rf30), transcript variant X5,
mRNA
four 208941 PDZD9 XM_006721029 PREDICTED: Homo sapiens PDZ Other other XM_003124550 PREDICTED: Sus scrofa PDZ domain
domain containing 9 (PDZD9), containing 9 (PDZD?9), transcript variant
transcript variant X2, mRNA X1, mRNA
four 208948 SKP1 NM_170679 Homo sapiens S-phase kinase- Nucleus transcription AK392736 Sus scrofa mRNA, clone:
associated protein 1 (SKP1), transcript regulator HTMT10097CO07, expressed in
variant 2, mMRNA hypothalamus
four 208949 LDHC HQ386001 Homo sapiens lactate dehydrogenase ¢ Cytoplasm enzyme JQ173121 Sus scrofa lactate dehydrogenase C
variant 1 (LDHC) mRNA, complete cds, isoform 1-like (LDHC) mRNA, complete
alternatively spliced sequence, alternatively spliced
four 208951 CYLC2 NM_001340 Homo sapiens cylicin, basic protein of  Other other XM_005660306 PREDICTED: Sus scrofa cylicin, basic
sperm head cytoskeleton 2 (CYLC2), protein of sperm head cytoskeleton 2
mRNA (CYLC2), mRNA
four 208999 AC007566 Homo sapiens BAC clone CTB-10G5 XM_003357436 PREDICTED: Sus scrofa protein
from 7q21-7q922, complete sequence lifeguard 2-like (LOC100626054),
mRNA
four 209025 MARCH1M1 NM_001102562 Homo sapiens membrane-associated  Other other XM_003133851 PREDICTED: Sus scrofa membrane-

ring finger (C3HC4) 11 (MARCH11),
mRNA

associated ring finger (C3HC4) 11
(MARCH11), mRNA
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four 209028 AL133153 Human chromosome 14 DNA sequence AK395808 Sus scrofa mRNA, clone:
BAC R-895M11 of library RPCI-11 from OVRT10066D03, expressed in ovary
chromosome 14 of Homo sapiens
(Human), complete sequence

four 209035 TMEM190 NM_139172 Homo sapiens transmembrane protein Cytoplasm  other NM_001038000 Sus scrofa FKBP1A-like (LOC654323),
190 (TMEM190), mRNA mRNA >gi|61098746|gb|AY820760,1|
>gi|17064173|gb|AF442729,1|AF44272 Sus scrofa FKBP1A-like mRNA,
9 Homo sapiens MDAC1 (MDAC1) complete cds
mRNA, complete cds
>qi|118764204|gb|BC128189,1| Homo
sapiens transmembrane protein 190,
mRNA (cDNA clone MGC:149301
IMAGE:40113868), complete cds
>gi|118764304|gb|BC128190,1| Homo
sapiens transmembrane protein 190,
mMRNA (cDNA clone MGC:149302
IMAGE:40113870), complete cds

four 209041 HSFY1 JF432762 Synthetic construct Homo sapiens clone Nucleus transcription FQ976728 Pig DNA sequence from clone
IMAGE:100074006 heat shock regulator WTSI_1061-70020 on chromosome Y,
transcription factor, Y-linked 1 (HSFY1) complete sequence
gene, encodes complete protein

four 209047 SPAG6 XM_005252645 PREDICTED: Homo sapiens sperm Cytoplasm  other XM_005668150 PREDICTED: Sus scrofa sperm
associated antigen 6 (SPAG6), associated antigen 6 (SPAG6),
transcript variant X1, mRNA transcript variant X2, mMRNA

four 209113 AC017076 Homo sapiens BAC clone RP11- FQO073833 Pig DNA sequence from clone CH242-
439M11 from 2, complete sequence 268H11 on chromosome 1, complete

sequence

four 209127 RAB28 NM_001017979 Homo sapiens RAB28, member RAS Plasma enzyme AK396301 Sus scrofa mRNA, clone:
oncogene family (RAB28), transcript Membrane PST010005F09, expressed in prostate
variant 1, mRNA

four 209159 SPDLA1 AY517557 Homo sapiens hypothetical Nucleus other XM_003134063 PREDICTED: Sus scrofa spindle
rhabdomyosarcoma antigen MU-RMS- apparatus coiled-coil protein 1
40,4A mRNA, complete cds (CCDC99), transcript variant X1, mRNA

four 209313 CEP290 XM_006719609 PREDICTED: Homo sapiens Cytoplasm transcription AK344961 Sus scrofa mRNA,
centrosomal protein 290kDa (CEP290), regulator clone:ITT010023C02, expressed in
transcript variant X5, mRNA small intestine

four 209376 CPEB2 NM_001177383 Homo sapiens cytoplasmic Cytoplasm translation HMO037344 Sus scrofa cytoplasmic polyadenylation
polyadenylation element binding protein regulator element binding protein 2 variant A
2 (CPEB2), transcript variant E, mMRNA (CPEB2) mRNA, complete cds

four 209441 FANCM XM_005267929 PREDICTED: Homo sapiens Fanconi  Nucleus enzyme XM_005659931 PREDICTED: Sus scrofa Fanconi

anemia, complementation group M
(FANCM), transcript variant X1, mRNA

anemia, complementation group M
(FANCM), transcript variant X2, mRNA
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four 209487 ADCYAP1R1 AC006466 Homo sapiens BAC clone CTA-471E18 Plasma G-protein XR_130794 PREDICTED: Sus scrofa
from 7p11,2-p21, complete sequence coupled receptor uncharacterized LOC100627474
(LOC100627474), misc_RNA
four 209515 ADAD1 XM_005262745 PREDICTED: Homo sapiens adenosine Nucleus peptidase XM_005666894 PREDICTED: Sus scrofa adenosine
deaminase domain containing 1 (testis- deaminase domain containing 1 (testis-
specific) (ADAD1), transcript variant X5, specific) (ADAD1), transcript variant X4,
mRNA mRNA
four 209575 AC008009 Homo sapiens 3 BAC RP11-436A20 FQ790392 Pig DNA sequence from clone CH242-
(Roswell Park Cancer Institute Human 19D10 on chromosome X, complete
BAC Library) complete sequence sequence
four 209899 COL1A2 NG_007405 Homo sapiens collagen, type |, alpha 2 Extracellular other XM_005674281 PREDICTED: Sus scrofa collagen alpha:
(COL1A2), RefSeqGene (LRG_2) on 2(I) chain-like (LOC100738989), mRNA
chromosome 7
four 209924 XBP1P1 NG_003037 Homo sapiens X-box binding protein 1 AK392484 Sus scrofa mRNA, clone:
pseudogene 1 (XBP1P1) on HTMT10079B12, expressed in
chromosome 5 hypothalamus
four 210194 MAGEA4 NG_013245 Homo sapiens melanoma antigen family Cytoplasm  other XM_003482330 PREDICTED: Sus scrofa MAX
A, 4 (MAGEA4), RefSeqGene on dimerization protein 4 (MXD4),
chromosome X transcript variant X1, mRNA
four 210608 BC019028 Homo sapiens cDNA clone AY610130 Sus scrofa clone
IMAGE:4554675, **** WARNING: Clu_77293,scr,msk,p1,Contig1, mRNA
chimeric clone **** sequence
four 210630 FM206294 Cloning vector pchilGHG1 AK392635 Sus scrofa mRNA, clone:
HTMT10091HO01, expressed in
hypothalamus
four 210699 UBA52 AF348700 Homo sapiens ubiquitin A-52 residue enzyme AK392700 Sus scrofa mRNA, clone:
ribosomal protein fusion product 1 HTMT10095C04, expressed in
(UBA52), mRNA, complete cds hypothalamus
four 210989 NTMT1 NM_001286799 Homo sapiens N-terminal Xaa-Pro-Lys Nucleus enzyme XM_005654569 PREDICTED: Sus scrofa N-terminal
N-methyltransferase 1 (NTMT1), Xaa-Pro-Lys N-methyltransferase 1
transcript variant 5, mRNA (METTL11A), transcript variant X3,
mRNA
four 211003 RAB4B-EGLN2 NR_037791 Homo sapiens RAB4B-EGLN2 other XM_005655854 PREDICTED: Sus scrofa egl-9 family
readthrough (NMD candidate) (RAB4B- hypoxia-inducible factor 2 (EGLN2),
EGLN2), long non-coding RNA transcript variant X5, mRNA
four 211440 MS4A1 NG_023388 Homo sapiens membrane-spanning 4- other NM_001243394 Sus scrofa membrane-spanning 4-
domains, subfamily A, member 1 domains, subfamily A, member 1
(MS4A1), RefSeqGene (LRG_140) on (MS4A1), mRNA
chromosome 11
four 212572 PRKCG FM206294 Cloning vector pchilGHG1 XM_003356041 PREDICTED: Sus scrofa protein kinase
C, gamma (PRKCG), transcript variant
X1, mMRNA
four 213077 PALLD NG_013376 Homo sapiens palladin, cytoskeletal XM_003127264 PREDICTED: Sus scrofa kaptin (actin

associated protein (PALLD),
RefSeqGene on chromosome 4

binding protein) (KPTN), mRNA
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four 213378 EIF4B BC098437 Homo sapiens eukaryotic translation translation AK398835 Sus scrofa mRNA, clone:
initiation factor 4B, mRNA (cDNA clone regulator ITTO10032H02, expressed in intestine
MGC:104867 IMAGE:6459393),
complete cds
four 213961 SBF1 FO681517 Human DNA sequence from clone NM_001206370 Sus scrofa SET binding factor 1 (SBF1),
ABC12-46660900L7 on chromosome mRNA
22, complete sequence
four 214158 YEATS2 XR_ 427369 PREDICTED: Homo sapiens YEATS transcription XM_005652353 PREDICTED: Sus scrofa YEATS
domain containing 2 (YEATS2), regulator domain containing 2 (YEATS2),
transcript variant X4, misc_RNA transcript variant X3, mRNA
four 214338 UCP2 U94592 Human uncoupling protein homolog transporter XM_005654010 PREDICTED: Sus scrofa COP9
(UCPH) mRNA, complete cds constitutive photomorphogenic homolog
subunit 3 (Arabidopsis) (COPS3),
transcript variant X1, mRNA
four 214434  TPIM1P4 NG_011550 Homo sapiens triosephosphate AK390187 Sus scrofa mRNA, clone:
isomerase 1 pseudogene 4 (TPI1P4) on BFLT10036H03, expressed in brain
chromosome 4 (frontal lobe)
four 214479 UQCC2 NM_032340 Homo sapiens ubiquinol-cytochrome c other NM_ 001243451 Sus scrofa uncharacterized protein
reductase complex assembly factor 2 C60rf125 homolog (C7H60rf125),
(UQCC2), mRNA mRNA
four 214797 IFT140 FM206294 Cloning vector pchilGHG1 XM_003124715 PREDICTED: Sus scrofa intraflagellar
transport 140 homolog
(Chlamydomonas) (IFT140), mRNA
four 215609 AP002905 Homo sapiens genomic DNA, AK392876 Sus scrofa mRNA, clone:
chromosome 8q23, clone:KB1672E10 ITT010024B07, expressed in intestine
four 216390 CCL22 NM_002990 Homo sapiens chemokine (C-C motif)  Extracellular cytokine AK344316 Sus scrofa mRNA,
ligand 22 (CCL22), mRNA clone:DCIO10006E11, expressed in
dendritic cells (immature)
four 216486 ATP13A2 XM_006710513 PREDICTED: Homo sapiens ATPase transporter XM_005665054 PREDICTED: Sus scrofa probable
type 13A2 (ATP13A2), transcript variant cation-transporting ATPase 13A2-like
X9, mRNA (LOC102165725), transcript variant X3,
mRNA
four 216614 PDE10A XM_006715321 PREDICTED: Homo sapiens enzyme XM_005659110 PREDICTED: Sus scrofa
phosphodiesterase 10A (PDE10A), phosphodiesterase 10A (PDE10A),
transcript variant X1, mRNA mRNA
four 216639 BRMS1L XM_006720275 PREDICTED: Homo sapiens breast other XM_001926256 PREDICTED: Sus scrofa breast cancer
cancer metastasis-suppressor 1-like metastasis-suppressor 1-like
(BRMS1L), transcript variant X3, mRNA (BRMS1L), mRNA
four 216665 NICN2P NG_005534 Homo sapiens nicolin 2, pseudogene XM_003360722 PREDICTED: Sus scrofa nicolin 1
(NICN2P) on chromosome X (NICN1), partial mRNA
four 216869 AC002467 Homo sapiens BAC clone CTA-364P16 XM_005665764 PREDICTED: Sus scrofa MHC class |

from 7, complete sequence

antigen 6 (SLA-6), transcript variant X5,
mRNA
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four 217088 SNX9 XM_005267015 PREDICTED: Homo sapiens sorting Cytoplasm transporter XM_003353171 PREDICTED: Sus scrofa sorting nexin
nexin 9 (SNX9), transcript variant X1, 9 (SNX9), transcript variant X1, mRNA
mRNA
four 217097 HAPLN2 AB049061 Homo sapiens BRAL1 gene for brain Extracellular other XM_003355142 PREDICTED: Sus scrofa hyaluronan
link protein-1, complete cds Space and proteoglycan link protein 2
(HAPLN2), mRNA
four 217176 FM206294 Cloning vector pchilGHG1 XM_005655856 PREDICTED: Sus scrofa numb
homolog (Drosophila)-like (NUMBL),
mRNA
four 217227 MYO1B AC068056 Homo sapiens BAC clone RP11-84M3 Cytoplasm other CT797454 Pig DNA sequence from clone CH242-
from 2, complete sequence 173D7 on chromosome 7, complete
sequence
four 217334 DMAP1 AK298793 Homo sapiens cDNA FLJ54124 Nucleus transcription NM_001243640 Sus scrofa DNA methyltransferase 1
complete cds, highly similar to DNA regulator associated protein 1 (DMAP1), mRNA
methyltransferase 1-associated protein >gi|115552734|dbj|AK232939,1| Sus
1 scrofa mRNA, clone:LVRM10053C08,
expressed in liver
four 217417 CD200R1 BC143393 Homo sapiens CD200 receptor 1, Plasma other AK230725 Sus scrofa mRNA,
mRNA (cDNA clone MGC:176916 Membrane clone:AMP010032C06, expressed in
IMAGE:9051899), complete cds alveolar macrophage
four 217568 ZNF358 XM_005272460 PREDICTED: Homo sapiens zinc finger Nucleus other XM_005674492 PREDICTED: Sus scrofa zinc finger
protein 358 (ZNF358), transcript variant protein 358 (ZNF358), mRNA
X1, mRNA
four 217890 PAX5 XM_005251481 PREDICTED: Homo sapiens paired box Nucleus transcription XM_003354000 PREDICTED: Sus scrofa transducin-like
5 (PAX5), transcript variant X2, mRNA regulator enhancer of split 6 (E(sp1) homolog,
Drosophila) (TLE6), mMRNA
four 218197 EBF1 NM_001290360 Homo sapiens early B-cell factor 1 Nucleus transcription XM_003359401 PREDICTED: Sus scrofa early B-cell
(EBF1), transcript variant 1, mRNA regulator factor 3 (EBF3), transcript variant X3,
mRNA
four 218239 RHOJ AF309563 Homo sapiens GTPase ARHJ mRNA, Cytoplasm enzyme AK236185 Sus scrofa mRNA,
complete cds clone:OVRM10162A04, expressed in
ovary
four 218476  CD7 AK298096 Homo sapiens cDNA FLJ57491 Plasma other AK346550 Sus scrofa mRNA,
complete cds, moderately similar to T- Membrane clone:MLNO10009F06, expressed in
cell antigen CD7 precursor mesenteric lymph nodes
four 218727 CALM1 NM_001743 Homo sapiens calmodulin 2 Cytoplasm other XM_003125163 PREDICTED: Sus scrofa calmodulin-
(phosphorylase kinase, delta) (CALM2), like (LOC100522926), mRNA
mRNA
four 218792 TCF7 X59871 Human TCF-1 mRNA for T cell factor 1 Nucleus transcription XR 298143 PREDICTED: Sus scrofa transcription
(splice form C) regulator factor 7-like (LOC100512951),
misc_RNA
four 218864 FM206294 Cloning vector pchilGHG1 L36913 Pig microsatellite DNA (CA repeat)
four 219354 FM206294 Cloning vector pchilGHG1 AK392608 Sus scrofa mRNA, clone:

HTMT10089D05, expressed in
hypothalamus
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four 219462 EWSR1 FM206294 Cloning vector pchilGHG1 XM_005657343 PREDICTED: Sus scrofa Ewing
sarcoma breakpoint region 1 (EWSR1),
transcript variant X5, mRNA
four 220639 MRPS26 NM_030811 Homo sapiens mitochondrial ribosomal Cytoplasm other AK231624 Sus scrofa mRNA,
protein S26 (MRPS26), mRNA clone:LNG010002EQ9, expressed in
lung
four 220748 KRT18 BC072017 Homo sapiens keratin 18, mRNA (cDNA Cytoplasm other XM_005652579 PREDICTED: Sus scrofa keratin 18
clone MGC:88728 IMAGE:6251574), (KRT18), partial MRNA
complete cds
four 221162 MORF4L1 AC087207 Homo sapiens chromosome 11, clone XM_001927741 PREDICTED: Sus scrofa mortality
RP11-677N16, complete sequence factor 4 like 1 (MORF4L1), transcript
variant 1, mRNA
four 221322 LGALS4 NM_006149 Homo sapiens lectin, galactoside- Extracellular other AK391165 Sus scrofa mRNA, clone:
binding, soluble, 4 (LGALS4), mRNA Space CLNT10090CO01, expressed in colon
five 100041  MYL12A XM_005258077 PREDICTED: Homo sapiens myosin,  Cytoplasm other NM_001044572 Sus scrofa myosin regulatory light chain
light chain 12A, regulatory, non- 2 protein (LOC733637), transcript
sarcomeric (MYL12A), transcript variant variant 1, mMRNA
X2, mRNA
five 100171 C14o0rf166 NM_016039 Homo sapiens chromosome 14 open Nucleus other AK398046 Sus scrofa mRNA, clone:
reading frame 166 (C140rf166), mMRNA TCHO010076E08, expressed in trachea
five 100177 COPS4 NM_001258006 Homo sapiens COP9 signalosome Cytoplasm other XM_005656564 PREDICTED: Sus scrofa COP9
subunit 4 (COPS4), transcript variant 2, constitutive photomorphogenic homolog
mRNA subunit 4 (Arabidopsis) (COPS4),
transcript variant X2, mRNA
five 100287 SYNM FP236316 Human DNA sequence from clone XM_003353420 PREDICTED: Sus scrofa synemin,
CH507-510L4 on chromosome 21, intermediate filament protein (SYNM),
complete sequence mRNA
five 100328 FAMS53C NM_016605 Homo sapiens family with sequence Other other XM_003354290 PREDICTED: Sus scrofa family with
similarity 53, member C (FAM53C), sequence similarity 53, member C
transcript variant 2, mRNA (FAM53C), transcript variant X2, mRNA
five 100393 ACADSB AB527625 Synthetic construct DNA, clone: XM_001926297 PREDICTED: Sus scrofa acyl-CoA
pF1KB3574, Homo sapiens ACADSB dehydrogenase, short/branched chain
gene for acyl-Coenzyme A (ACADSB), mRNA
dehydrogenase, short/branched chain,
without stop codon, in Flexi system
five 100404 SPTBN1 BC009640 Homo sapiens cDNA clone Plasma other X91850 S,scrofa mRNA for spectrin beta protein
IMAGE:3897439, partial cds Membrane (PAZSP 5 end)
five 100594 BRD7 AJ271881 Homo sapiens mMRNA for bromodomain Nucleus transcription AK395749 Sus scrofa mRNA, clone:
containing protein (BP465 gene) regulator OVRT10057D10, expressed in ovary
five 100703 CFL2 NG_012740 Homo sapiens cofilin 2 (muscle) Extracellular other EU561660 Sus scrofa CFL2b variant 1 (CFL2b)
(CFL2), RefSeqGene (LRG_213) on Space mRNA, complete cds
chromosome 14
five 100752 AP000648 Homo sapiens genomic DNA, XR_305265 PREDICTED: Sus scrofa

chromosome 11 clone:CMB9-76D16,
complete sequence

uncharacterized LOC102164238
(LOC102164238), misc_ RNA
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five 100876 PRKRA NM_003690 Homo sapiens protein kinase, interferon- Cytoplasm  other AK348559 Sus scrofa mRNA,
inducible double stranded RNA clone:OVRM10203G11, expressed in
dependent activator (PRKRA), ovary
transcript variant 1, mRNA
five 100932 RPS3A NM_001006 Homo sapiens ribosomal protein S3A  Nucleus other AK231452 Sus scrofa mRNA,
(RPS3A), transcript variant 1, mMRNA clone:ITTO10067E09, expressed in
intestine
five 100990 RPS8 HQ447510 Synthetic construct Homo sapiens clone Cytoplasm  other AK392546 Sus scrofa mRNA, clone:
IMAGE:100070849; CCSB014625_01 HTMT10085B08, expressed in
ribosomal protein S8 (RPS8) gene, hypothalamus
encodes complete protein
five 101008 AC007249 Homo sapiens BAC clone RP11-320M2 AK351798 Sus scrofa mRNA,
from 2, complete sequence clone:THY010088G10, expressed in
thymus
five 101092 DIMT1 AK299480 Homo sapiens cDNA FLJ56719 Cytoplasm enzyme AY609935 Sus scrofa clone
complete cds, highly similar to Probable Clu_4538,scr,msk,p1,Contig1, mRNA
dimethyladenosine transferase (EC sequence
211,-)
five 101255 TMEM14C NM_001165258 Homo sapiens transmembrane protein Plasma other XM_005665565 PREDICTED: Sus scrofa
14C (TMEM14C), transcript variant 1,  Membrane transmembrane protein 14C
mRNA (TMEM14C), mRNA
five 101265 CS AK296249 Homo sapiens cDNA FLJ56094 Cytoplasm enzyme AK396408 Sus scrofa mRNA, clone:
complete cds, highly similar to Citrate PST010024B02, expressed in prostate
synthase, mitochondrial precursor (EC
2,3,3,1)
five 101312 LAMBA1 AB384752 Synthetic construct DNA, clone: XM_003130269 PREDICTED: Sus scrofa laminin, beta
pF1KB3109, Homo sapiens LAMB1 1 (LAMB1), transcript variant X1, mRNA
gene for laminin subunit beta-1
precursor, complete cds, without stop
codon, in Flexi system
five 101354 STOML2 BC002442 Homo sapiens stomatin (EPB72)-like 2, Plasma other XM_005654520 PREDICTED: Sus scrofa stomatin
mMRNA (cDNA clone MGC:1179 Membrane (EPB72)-like 2 (STOML2), mRNA
IMAGE:3346384), complete cds
five 101369 SNRPD1 BC072427 Homo sapiens small nuclear Nucleus other XM_003127854 PREDICTED: Sus scrofa small nuclear
ribonucleoprotein D1 polypeptide ribonucleoprotein Sm D1-like
16kDa, mRNA (cDNA clone (LOC100524872), transcript variant X1,
MGC:87720 IMAGE:6464946), mRNA
complete cds
five 101416 HNRNPA2B1 NG_029680 Homo sapiens heterogeneous nuclear Nucleus other XM_003133379 PREDICTED: Sus scrofa
ribonucleoprotein A2/B1 (HNRNPA2B1), heterogeneous nuclear
RefSeqGene on chromosome 7 ribonucleoproteins A2/B1-like
(LOC100511785), mRNA
five 101471  NFIA NG_011787 Homo sapiens nuclear factor I/A (NFIA), Nucleus transcription XM_005656159 PREDICTED: Sus scrofa nuclear factor
RefSeqGene on chromosome 1 regulator I/A (NFIA), transcript variant X3, mRNA
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five 101529 SCP2 NM_001193617 Homo sapiens sterol carrier protein 2 Cytoplasm transporter AK399920 Sus scrofa mRNA, clone:
(SCP2), transcript variant 8, mRNA HTMT10072H07, expressed in
hypothalamus
five 101638 PDGFC XM_006714273 PREDICTED: Homo sapiens platelet Extracellular growth factor XM_003129000 PREDICTED: Sus scrofa platelet
derived growth factor C (PDGFC), Space derived growth factor C (PDGFC),
transcript variant X1, mRNA mRNA
five 101679 CLK1 NR_027856 Homo sapiens CDC-like kinase 1 Nucleus kinase EU435141 Sus scrofa CDC-like kinase 1 (CLK1)
(CLK1), transcript variant 4, non-coding mRNA, complete cds, alternatively
RNA spliced
five 101879 EIF4A2 AB209021 Homo sapiens mRNA for BM-010 Cytoplasm translation DQ351284 Sus scrofa eukaryotic translation
variant protein regulator initiation factor 4A isoform 2 (EIF4A2)
gene, complete cds
five 101883 USP33 XM_005270648 PREDICTED: Homo sapiens ubiquitin  Cytoplasm peptidase XM_005653413 PREDICTED: Sus scrofa ubiquitin
specific peptidase 33 (USP33), specific peptidase 33 (USP33), mRNA
transcript variant X2, mRNA
five 101901  CAT X04076 Human kidney mRNA for catalase Cytoplasm enzyme AK233269 Sus scrofa mRNA,
clone:LVRM10115A08, expressed in
liver
five 101974 CTNNAL1 NM_003798 Homo sapiens catenin (cadherin- Plasma other XM_003353601 PREDICTED: Sus scrofa catenin
associated protein), alpha-like 1 Membrane (cadherin-associated protein), alpha-like
(CTNNAL1), transcript variant 1, mRNA 1 (CTNNAL1), transcript variant 1,
mRNA
five 102013 GPBP1L1 BC068578 Homo sapiens GC-rich promoter Other other AK391547 Sus scrofa mRNA, clone:
binding protein 1-like 1, mMRNA (cDNA DCI010110D07, expressed in dendritic
clone IMAGE:4829660) cells (immature)
five 102024 MORF4L2 AK095298 Homo sapiens cDNA FLJ37979 fis, Nucleus other XM_005657898 PREDICTED: Sus scrofa mortality
clone CTONG2010408, highly similar to factor 4 like 2 (MORF4L2), transcript
TRANSCRIPTION FACTOR-LIKE variant X3, mRNA
PROTEIN MRGX
five 102025 EPSS8 XM_006719057 PREDICTED: Homo sapiens epidermal Plasma peptidase XM_005664051 PREDICTED: Sus scrofa epidermal
growth factor receptor pathway Membrane growth factor receptor pathway
substrate 8 (EPS8), transcript variant substrate 8 (EPS8), transcript variant
X3, mRNA X2, mRNA
five 102027 ADAM9 NG 016335 Homo sapiens ADAM metallopeptidase Plasma peptidase XM_001925664 PREDICTED: Sus scrofa cellular
domain 9 (ADAM9), RefSeqGene on Membrane disintegrin precursor (ADAM-9), mRNA
chromosome 8
five 102131  ITM2B NM_021999 Homo sapiens integral membrane Plasma other XM_005652339 PREDICTED: Sus scrofa integral
protein 2B (ITM2B), mRNA Membrane membrane protein 2B (ITM2B),
transcript variant X1, mRNA
five 102175 COL3A1 NM_000090 Homo sapiens collagen, type lll, alpha 1 Extracellular other AK390703 Sus scrofa mRNA, clone:
(COL3A1), mRNA Space BKFL10049D04, expressed in backfat
five 102219  SAT1 NG 012929 Homo sapiens spermidine/spermine N1- Cytoplasm enzyme AK230590 Sus scrofa mRNA,

acetyltransferase 1 (SAT1),
RefSeqGene on chromosome X

clone:AMP010013D11, expressed in
alveolar macrophage
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five 102244 AL391259 Human DNA sequence from clone RP11: XM_003356207 PREDICTED: Sus scrofa chloride
469E19 on chromosome Xp11,4-21,2, intracellular channel protein 4-like
complete sequence (LOC100622787), mRNA
five 102412 PDE4B NG_029038 Homo sapiens phosphodiesterase 4B, Cytoplasm enzyme FN673799 Sus scrofa BAC clone KNP_1295F6
cAMP-specific (PDE4B), RefSeqGene
on chromosome 1
five 102567 ITGB1 BC020057 Homo sapiens integrin, beta 1 Plasma transmembrane NM_213968 Sus scrofa integrin, beta 1 (fibronectin
(fibronectin receptor, beta polypeptide, Membrane receptor receptor, beta polypeptide, antigen
antigen CD29 includes MDF2, MSK12), CD29 includes MDF2, MSK12) (ITGB1),
mRNA (cDNA clone MGC:17220 mRNA
IMAGE:3924411), complete cds >gi|10336838|gb|AF192528,1|AF 19252
8 Sus scrofa integrin beta-1 subunit
(CD29) mRNA, complete cds
five 102580 SERPINAS AK298279 Homo sapiens cDNA FLJ55124 Extracellular other XM_005666421 PREDICTED: Sus scrofa serpin
complete cds, highly similar to Plasma Space peptidase inhibitor, clade A (alpha-1
serine protease inhibitor precursor antiproteinase, antitrypsin), member 5
(SERPINADS), transcript variant X3,
mRNA
five 102672 CYB5A NM_148923 Homo sapiens cytochrome b5 type A Cytoplasm enzyme AK236522 Sus scrofa mRNA,
(microsomal) (CYB5A), transcript clone:OVRM10199H04, expressed in
variant 1, mRNA ovary
five 102723 FGB NM_001184741 Homo sapiens fibrinogen beta chain Extracellular other XR_135291 PREDICTED: Sus scrofa fibrinogen
(FGB), transcript variant 2, mRNA Space beta chain-like (LOC100739222),
misc_RNA
five 102757 PBLD XM_005270028 PREDICTED: Homo sapiens phenazine Cytoplasm enzyme AK345190 Sus scrofa mMRNA,
biosynthesis-like protein domain clone:ITTO10078A06, expressed in
containing (PBLD), transcript variant X1, small intestine
mRNA
five 102759 RNF38 AK025466 Homo sapiens cDNA: FLJ21813 fis, Nucleus enzyme XM_005660247 PREDICTED: Sus scrofa ring finger
clone HEP01047 protein 38 (RNF38), transcript variant
X10, mRNA
five 103021 HSD17B13 NM_178135 Homo sapiens hydroxysteroid (17-beta) Extracellular enzyme NM_001243622 Sus scrofa hydroxysteroid (17-beta)
dehydrogenase 13 (HSD17B13), Space dehydrogenase 13 (HSD17B13), mRNA
transcript variant A, mMRNA >gi|115552604|dbj|AK232809,1| Sus
scrofa mRNA, clone:LVRM10030B09,
expressed in liver
five 103456 FABP1 NM_001443 Homo sapiens fatty acid binding protein Cytoplasm transporter AY960623 Sus scrofa liver fatty acid binding
1, liver (FABP1), mRNA protein (FABP) mRNA, complete cds
five 103491 PTK2B XM_005273448 PREDICTED: Homo sapiens protein Cytoplasm kinase XM_003132818 PREDICTED: Sus scrofa protein
tyrosine kinase 2 beta (PTK2B), tyrosine kinase 2 beta (PTK2B),
transcript variant X2, mRNA transcript variant X2, mRNA
five 103563 STAT5B u48730 Homo sapiens transcription factor Nucleus transcription XM_005668817 PREDICTED: Sus scrofa signal

Stat5b (statbb) mRNA, complete cds

regulator

transducer and activator of transcription
5B (STAT5B), transcript variant X2,
mRNA
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five 103571 ECH1 XM_005258610 PREDICTED: Homo sapiens enoyl CoA Cytoplasm enzyme AK389559 Sus scrofa mRNA, clone:
hydratase 1, peroxisomal (ECH1), ADRO010094F09, expressed in adrenal
transcript variant X1, mRNA gland

five 103587 PSME3 NM_005789 Homo sapiens proteasome (prosome, Cytoplasm peptidase AK234898 Sus scrofa mRNA,
macropain) activator subunit 3 (PA28 clone:OVRM10027H06, expressed in
gamma; Ki) (PSME3), transcript variant ovary
1, mRNA

five 103700 BAGH1 NM_004323 Homo sapiens BCL2-associated Cytoplasm  other NM_001244791 Sus scrofa BCL2-associated
athanogene (BAGH1), transcript variant athanogene (BAG1), mMRNA
1, mRNA >qi|288778808|dbj|AK348633,1| Sus
>0i|288915526|ref[NM_001172415,1| scrofa mRNA, clone:OVRM10219A04,
Homo sapiens BCL2-associated expressed in ovary
athanogene (BAGH1), transcript variant
1, mRNA

five 103875 HLA-DRB1 BC024269 Homo sapiens major histocompatibility Cytoplasm other AY 135578 Sus scrofa clone SSC16A03 MHC class
complex, class I, DR beta 1, mRNA Il antigen (SLA-DRB) mRNA, SLA-
(cDNA clone MGC:39133 DRB*C16A03 allele, complete cds
IMAGE:4852401), complete cds

five 103919 NR1D1 NG_033084 Homo sapiens nuclear receptor Nucleus ligand- AJ005798 Sus scrofa mRNA for thyroid hormone
subfamily 1, group D, member 1 dependent receptor alpha 2 (c-erbA-alpha 2)
(NR1D1), RefSeqGene on chromosome nuclear receptor
17

five 104242 ZNF143 NM_003442 Homo sapiens zinc finger protein 143  Nucleus transcription AK351532 Sus scrofa mRNA,
(ZNF143), transcript variant 1, mMRNA regulator clone:THY010030H04, expressed in

thymus

five 104374 ACTG2 AK312955 Homo sapiens cDNA, FLJ93411, Homo Cytoplasm other AK393030 Sus scrofa mRNA, clone:
sapiens actin, gamma 2, smooth ITTO10071C04, expressed in intestine
muscle, enteric (ACTG2), mRNA

five 104399 GRKG6 NM_001004105 Homo sapiens G protein-coupled Plasma kinase AK392194 Sus scrofa mRNA, clone:
receptor kinase 6 (GRK®6), transcript Membrane HTMT10055G08, expressed in
variant 3, mMRNA hypothalamus

five 104463 EIF3F NM_003754 Homo sapiens eukaryotic translation Cytoplasm translation AK345709 Sus scrofa mRNA,
initiation factor 3, subunit F (EIF3F), regulator clone:LNG010091D11, expressed in
mRNA lung

five 104578 MCAM XM_005271551 PREDICTED: Homo sapiens melanoma Plasma other XM_005667431 PREDICTED: Sus scrofa melanoma cell
cell adhesion molecule (MCAM), Membrane adhesion molecule (MCAM), transcript
transcript variant X1, mRNA variant X4, mRNA

five 104895 MTMA1 XM_006724822 PREDICTED: Homo sapiens Cytoplasm phosphatase XM_005657938 PREDICTED: Sus scrofa myotubularin
myotubularin 1 (MTM1), transcript 1 (MTM?1), transcript variant X2, mRNA
variant X5, mRNA

five 104908 ENY2 NR_036472 Homo sapiens enhancer of yellow 2 Nucleus transcription XM_003481358 PREDICTED: Sus scrofa enhancer of

homolog (Drosophila) (ENY?2), transcript
variant 4, non-coding RNA

regulator

yellow 2 transcription factor homolog
(LOC100739513), transcript variant X2,
mRNA
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five 105231 KLF7 NM_001270944 Homo sapiens Kruppel-like factor 7 Nucleus transcription AK237548 Sus scrofa mRNA,
(ubiquitous) (KLF7), transcript variant 4, regulator clone:SPL010059F 12, expressed in
mRNA spleen
five 105276 CNOT1 NR_049763 Homo sapiens CCR4-NOT transcription Cytoplasm other XM_005664404 PREDICTED: Sus scrofa CCR4-NOT
complex, subunit 1 (CNOT1), transcript transcription complex, subunit 1
variant 4, long non-coding RNA (CNOT1), transcript variant X5, mRNA
five 105334  KIAA0020 AK225953 Homo sapiens mRNA for KIAA0020 Nucleus other XM_005660136 PREDICTED: Sus scrofa KIAA0020
isoform 1 variant, clone: FCC114H06 ortholog (KIAA0020), transcript variant
X3, mRNA
five 105374 PDLIM1 NM_020992 Homo sapiens PDZ and LIM domain 1 Cytoplasm transcription XM_003483534 PREDICTED: Sus scrofa PDZ and LIM
(PDLIM1), mRNA regulator domain 1 (PDLIM1), mRNA
five 200143 ZNF770 NM_014106 Homo sapiens zinc finger protein 770  Other other XM_003121632 PREDICTED: Sus scrofa zinc finger
(ZNF770), mRNA protein 770-like (LOC100514616),
mRNA
five 200197 DUSP12 FP236316 Human DNA sequence from clone XM_003361344 PREDICTED: Sus scrofa dual
CH507-510L4 on chromosome 21, specificity phosphatase 12 (DUSP12),
complete sequence mRNA
five 200228 ZUFSP NM_145062 Homo sapiens zinc finger with UFM1-  Other other NM_001243033 Sus scrofa zinc finger with UFM1-
specific peptidase domain (ZUFSP), specific peptidase domain (ZUFSP),
mRNA mRNA
five 200330 ACAP2 XM_006713557 PREDICTED: Homo sapiens ArfGAP Nucleus other XM_003358759 PREDICTED: Sus scrofa AfGAP with
with coiled-coil, ankyrin repeat and PH coiled-coil, ankyrin repeat and PH
domains 2 (ACAP2), transcript variant domains 2 (ACAP2), mRNA
X1, mRNA
five 200456  INO80OC XM_005258197 PREDICTED: Homo sapiens INO80 Nucleus other XM_003356408 PREDICTED: Sus scrofa INO80
complex subunit C (INO80C), transcript complex subunit C (INO80C), mRNA
variant X3, mRNA
five 200468 ENPP5 NG_033986 Homo sapiens ectonucleotide Extracellular enzyme CT009503 Pig DNA sequence from clone CH242-
pyrophosphatase/phosphodiesterase 5 Space 137E23 on chromosome 7, complete
(putative) (ENPP5), RefSeqGene on sequence
chromosome 6
five 200530 AC009362 Homo sapiens chromosome 7 clone AK394589 Sus scrofa mRNA, clone:
RP11-256C6, complete sequence MLTL10005H06, expressed in
longissimus muscle
five 201350 LCT X07994 Human mRNA for lactase-phlorizin Plasma enzyme XM_005654162 PREDICTED: Sus scrofa lactase-
hydrolase LPH (EC 3,2,1,23-62) Membrane phlorizin hydrolase-like
(LOC100625807), partial mMRNA
five 201362 IGSF6 NM_005849 Homo sapiens immunoglobulin Plasma transmembrane XM_005655100 PREDICTED: Sus scrofa
superfamily, member 6 (IGSF6), mMRNA Membrane receptor immunoglobulin superfamily, member 6
(IGSF8), transcript variant X1, mMRNA
five 201460 DQX1 NM_133637 Homo sapiens DEAQ box RNA- Other enzyme XM_003125016 PREDICTED: Sus scrofa ATP-

dependent ATPase 1 (DQX1), mRNA

dependent RNA helicase DQX1-like
(LOC100518366), mMRNA
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five 201757 EARS2 NG_027752 Homo sapiens glutamyl-tRNA XR_299096 PREDICTED: Sus scrofa glutamyl-tRNA
synthetase 2, mitochondrial (EARS2), synthetase 2, mitochondrial (EARS2),
RefSegGene on chromosome 16 transcript variant X2, misc_RNA

five 202028 CD9 NM_001769 Homo sapiens CD9 molecule (CD9), other XM_005653164 PREDICTED: Sus scrofa CD9 antigen-
mRNA like (LOC100623380), mRNA

five 202063 C2 NG_011730 Homo sapiens complement component Extracellular peptidase Cu694867 Pig DNA sequence from clone CH242-
2 (C2), RefSeqGene (LRG_26) on 269H19 on chromosome 6, complete
chromosome 6 sequence

five 202166  FOSL2 XM_006711977 PREDICTED: Homo sapiens FOS-like transcription XM_003354883 PREDICTED: Sus scrofa fos-related
antigen 2 (FOSL2), transcript variant regulator antigen 2-like (LOC100623777), mRNA
X3, mRNA

five 202214 FP236316 Human DNA sequence from clone AK400542 Sus scrofa mRNA, clone:
CH507-510L4 on chromosome 21, KDNO10080HO06, expressed in kidney
complete sequence

five 202226 TBC1D14 XM_006713896 PREDICTED: Homo sapiens TBC1 Extracellular other XM_005656495 PREDICTED: Sus scrofa TBC1 domain
domain family, member 14 (TBC1D14), family, member 14 (TBC1D14),
transcript variant X5, mRNA transcript variant X6, mRNA

five 202230 PSMG4 NM_001128591 Homo sapiens proteasome (prosome, transcription XM_001927667 PREDICTED: Sus scrofa proteasome
macropain) assembly chaperone 4 regulator (prosome, macropain) assembly
(PSMG4), transcript variant 2, mRNA chaperone 4 (PSMG4), mRNA

five 202243 RR$1 BC001811 Homo sapiens RRS1 ribosome other AY610063 Sus scrofa clone
biogenesis regulator homolog (S, Clu_61614,scr,msk,p1,Contig1, mRNA
cerevisiae), mMRNA (cDNA clone sequence
MGC:2755 IMAGE:2824034), complete
cds

five 202352 SMCO2 NM_001145010 Homo sapiens single-pass membrane other XM_005664031 PREDICTED: Sus scrofa single-pass
protein with coiled-coil domains 2 membrane protein with coiled-coll
(SMCO2), mRNA domains 2 (SMCO2), transcript variant

X4, mRNA

five 202424  ZNF25 BC036038 Homo sapiens zinc finger protein 25, other XM_005670993 PREDICTED: Sus scrofa zinc finger
mRNA (cDNA clone MGC:33240 protein 25 (ZNF25), transcript variant
IMAGE:5272655), complete cds X2, mRNA

five 202544 PDE10A XM_006715321 PREDICTED: Homo sapiens enzyme XM_005659110 PREDICTED: Sus scrofa
phosphodiesterase 10A (PDE10A), phosphodiesterase 10A (PDE10A),
transcript variant X1, mRNA mRNA

five 202663 C2orf15 NM_144706 Homo sapiens chromosome 2 open other AK233592 Sus scrofa mRNA,
reading frame 15 (C2o0rf15), mRNA clone:LVRM10181G09, expressed in
>gi|33879131|gb|BC021264,2| Homo liver
sapiens chromosome 2 open reading
frame 15, mMRNA (cDNA clone
MGC:29762 IMAGE:4542657),
complete cds

five 202700 INPP1 XM_006712498 PREDICTED: Homo sapiens inositol phosphatase XM_005672033 PREDICTED: Sus scrofa inositol

polyphosphate-1-phosphatase (INPP1),
transcript variant X2, mMRNA

polyphosphate-1-phosphatase (INPP1),
transcript variant X2, mRNA
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five 202712 RAB35 BC015931 Homo sapiens RAB35, member RAS Cytoplasm enzyme AK239158 Sus scrofa mRNA,
oncogene family, mMRNA (cDNA clone clone:THY010069B04, expressed in
MGC:8924 IMAGE:3907209), complete thymus
cds
five 202732 ANGPTL4 NM_001039667 Homo sapiens angiopoietin-like 4 Extracellular other XM_005654765 PREDICTED: Sus scrofa angiopoietin-
(ANGPTL4), transcript variant 3, mMRNA Space like 4 (ANGPTLA4), transcript variant X1,
mRNA
five 202795 SF3B2 XM_005273726 PREDICTED: Homo sapiens splicing Nucleus other XM_005660668 PREDICTED: Sus scrofa splicing factor
factor 3b, subunit 2, 145kDa (SF3B2), 3b, subunit 2, 145kDa (SF3B2),
transcript variant X1, mRNA transcript variant X4, mRNA
five 202891 FP236316 Human DNA sequence from clone AK396789 Sus scrofa mRNA, clone:
CH507-510L4 on chromosome 21, PST010091G06, expressed in prostate
complete sequence
five 202947 PID1 AC006375 Homo sapiens BAC clone RP11- Cytoplasm  other CR974431 Pig DNA sequence from clone CH242-
362A15 from 2, complete sequence 511J12 on chromosome 17, complete
sequence
five 202983 CEPS89 XM_005259345 PREDICTED: Homo sapiens Cytoplasm  other XM_005655810 PREDICTED: Sus scrofa centrosomal
centrosomal protein 89kDa (CEP89), protein 89kDa (CEP89), transcript
transcript variant X3, mRNA variant X6, mRNA
five 202999 C150rf57 NM_001080792 Homo sapiens chromosome 15 open Other other AK239441 Sus scrofa mRNA,
reading frame 57 (C150rf57), transcript clone:THY010104G12, expressed in
variant 3, mMRNA thymus
five 203273 RAB39B NG_012626 Homo sapiens RAB39B, member RAS Plasma enzyme XM_003135517 PREDICTED: Sus scrofa RAB39B,
oncogene family (RAB39B), Membrane member RAS oncogene family
RefSeqGene on chromosome X (RAB39B), mRNA
five 203275 AC018754 Homo sapiens chromosome 5 clone Cu633273 Pig DNA sequence from clone CH242-
CTC-428H11, complete sequence 313H19 on chromosome X, complete
sequence
five 203283 PLAG1 NG_023310 Homo sapiens pleiomorphic adenoma  Nucleus transcription CR974432 Pig DNA sequence from clone PigE-
gene 1 (PLAG1), RefSeqGene on regulator 204122 on chromosome 6, complete
chromosome 8 sequence
five 203348 NUP160 XM_006718170 PREDICTED: Homo sapiens Nucleus transporter Cu607014 Pig DNA sequence from clone CH242-
nucleoporin 160kDa (NUP160), 405P18 on chromosome 2, complete
transcript variant X1, mRNA sequence
five 203367 CNTN4 XM_006713004 PREDICTED: Homo sapiens contactin Plasma enzyme XM_005669733 PREDICTED: Sus scrofa contactin 4
4 (CNTN4), transcript variant X2, mRNA Membrane (CNTN4), partial mMRNA
five 203384 FOXG1 NM_005249 Homo sapiens forkhead box G1 Nucleus transcription CuU928845 Pig DNA sequence from clone CH242-
(FOXG1), mRNA regulator 521K21 on chromosome X, complete
sequence
five 203416 GRIA2 NM_001083620 Homo sapiens glutamate receptor, Plasma ion channel XM_005656505 PREDICTED: Sus scrofa glutamate
ionotropic, AMPA 2 (GRIA2), transcript Membrane receptor, ionotropic, AMPA 2 (GRIA2),
variant 3, mRNA transcript variant X5, mRNA
five 204135 SIKE1 NR_049742 Homo sapiens suppressor of IKBKE 1~ Cytoplasm  other CT737281 Pig DNA sequence from clone CH242-

(SIKE1), transcript variant 4, long non-
coding RNA

102G9 on chromosome 7, complete
sequence
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five 204355 ITGB1 BC020057 Homo sapiens integrin, beta 1 Plasma transmembrane NM_213968 Sus scrofa integrin, beta 1 (fibronectin
(fibronectin receptor, beta polypeptide, Membrane receptor receptor, beta polypeptide, antigen
antigen CD29 includes MDF2, MSK12), CD29 includes MDF2, MSK12) (ITGB1),
mRNA (cDNA clone MGC:17220 mRNA
IMAGE:3924411), complete cds >gi|10336838|gb|AF192528,1|AF 19252
8 Sus scrofa integrin beta-1 subunit
(CD29) mRNA, complete cds
five 204619 CYB5A AK026310 Homo sapiens cDNA: FLJ22657 fis, Cytoplasm enzyme AY609822 Sus scrofa clone
clone HSI07791, highly similar to Clu_3292,scr,msk,p1,Contigd, mRNA
HUMCYB5 Human cytochrome b5 sequence
mRNA
five 204625 CCDC152 NM_001134848 Homo sapiens coiled-coil domain Other other AK344476 Sus scrofa mRNA,
containing 152 (CCDC152), mRNA clone:DCI010060D06, expressed in
dendritic cells (immature)
five 204708 PIK3C2G FM206294 Cloning vector pchilGHG1 XM_003126450 PREDICTED: Sus scrofa
phosphatidylinositol-4-phosphate 3-
kinase, catalytic subunit type 2 gamma
(PIK3C2G), mRNA
five 204857 FP236316 Human DNA sequence from clone AK393991 Sus scrofa mRNA, clone:
CH507-510L4 on chromosome 21, LVR010031A12, expressed in liver
complete sequence
five 205177 GEN1 XM_006712006 PREDICTED: Homo sapiens GEN1 Cytoplasm enzyme XM_005655265 PREDICTED: Sus scrofa GEN1
Holliday junction 5 flap endonuclease Holliday junction 5 flap endonuclease
(GEN1), transcript variant X4, mRNA (GENA1), transcript variant X3, mRNA
five 205531 CCDCB88A NG_031944 Homo sapiens coiled-coil domain Cytoplasm other XM_005662552 PREDICTED: Sus scrofa coiled-coil
containing 88A (CCDCB88A), domain containing 88A (CCDCB88A),
RefSeqGene on chromosome 2 mRNA
five 205600 FP236316 Human DNA sequence from clone CuU915478 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 29L4 on chromosome X, complete
complete sequence sequence
five 205603 TATDN2 EU789553 Homo sapiens clone TATDN2-T1 XR_306903 PREDICTED: Sus scrofa TatD DNase
TATDN2/GHRLOS fusion mRNA, domain containing 2 (TATDN2),
complete sequence transcript variant X3, misc_RNA
five 205672 AC040977 Homo sapiens chromosome 17, clone AK347798 Sus scrofa mRNA,
RP11-589P10, complete sequence clone:OVR010100C08, expressed in
ovary
five 205841 ZNF77 BC043354 Homo sapiens zinc finger protein 77, Nucleus other XM_003123028 PREDICTED: Sus scrofa zinc finger
mRNA (cDNA clone MGC:49956 protein 77-like (LOC100516179), mRNA
IMAGE:6014754), complete cds
five 206059 PTBP3 XM_006717346 PREDICTED: Homo sapiens Nucleus other XM_005660329 PREDICTED: Sus scrofa polypyrimidine
polypyrimidine tract binding protein 3 tract binding protein 3 (ROD1),
(PTBP3), transcript variant X5, mRNA transcript variant X1, mRNA
five 206130 AC226135 Homo sapiens FOSMID clone ABC13- NM_001038000 Sus scrofa FKBP1A-like (LOC654323),

47674200A7 from chromosome 1,
complete sequence

mRNA >gi|61098746|gb|AY820760,1|
Sus scrofa FKBP1A-like mRNA,
complete cds
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five 206403 FASTKD2 NG_008984 Homo sapiens FAST kinase domains 2 Cytoplasm  other XM_005672125 PREDICTED: Sus scrofa FAST kinase
(FASTKDZ2), RefSeqGene on domains 2 (FASTKD?2), transcript
chromosome 2 variant X2, mRNA
five 206428 PPARGC1A XM_005248134 PREDICTED: Homo sapiens Nucleus transcription EU088376 Sus scrofa peroxisome proliferator-
peroxisome proliferator-activated regulator activated receptor gamma coactivator 1
receptor gamma, coactivator 1 alpha alpha (PPARGC1A) gene, exons 1 and
(PPARGC1A), transcript variant X5, 13, promoter region and partial cds
mRNA
five 206648 PIN4 NG_016328 Homo sapiens protein (peptidylprolyl AK391214 Sus scrofa mRNA, clone:
cis/trans isomerase) NIMA-interacting, 4 DCI010008F10, expressed in dendritic
(parvulin) (PIN4), RefSeqGene on cells (immature)
chromosome X
five 206693 SMARCA2 NM_001289400 Homo sapiens SWI/SNF related, matrix Nucleus transcription XM_005660138 PREDICTED: Sus scrofa SWI/SNF
associated, actin dependent regulator of regulator related, matrix associated, actin
chromatin, subfamily a, member 2 dependent regulator of chromatin,
(SMARCAZ2), transcript variant 7, mRNA subfamily a, member 2 (SMARCAZ2),
mRNA
five 206896 GLG1 NR_027265 Homo sapiens golgi glycoprotein 1 Cytoplasm other XM_005664351 PREDICTED: Sus scrofa golgi
(GLGH1), transcript variant 5, long non- glycoprotein 1 (GLG1), transcript variant
coding RNA X3, mRNA
five 206930 AC083902 Homo sapiens BAC clone RP11-766F 14 XR 297508 PREDICTED: Sus scrofa
from 4, complete sequence uncharacterized LOC102162335
(LOC102162335), misc_RNA
five 207031 RBMS3 XM_005265065 PREDICTED: Homo sapiens RNA Other other Cu151871 Pig DNA sequence from clone CH242-
binding motif, single stranded 290E19 on chromosome 4, complete
interacting protein 3 (RBMS3), transcript sequence
variant X6, mRNA
five 207117  TBK1 XM_005268810 PREDICTED: Homo sapiens TANK- Cytoplasm kinase XR_300440 PREDICTED: Sus scrofa
binding kinase 1 (TBK1), transcript uncharacterized LOC100622970
variant X2, mRNA (LOC100622970), misc_RNA
five 207208 PFKFB3 BC042656 Homo sapiens, clone IMAGE:4776440, Cytoplasm kinase XR_309555 PREDICTED: Sus scrofa
mRNA uncharacterized LOC102167022
(LOC102167022), misc_RNA
five 207727 HLTF AC013401 Homo sapiens BAC clone RP11-98N11 XM_005652402 PREDICTED: Sus scrofa helicase-like
from 2, complete sequence transcription factor (HLTF), transcript
variant X2, mRNA
five 207836 CIT XM_006719206 PREDICTED: Homo sapiens citron (rho- Cytoplasm  kinase XM_005670667 PREDICTED: Sus scrofa citron (rho-
interacting, serine/threonine kinase 21) interacting, serine/threonine kinase 21)
(CIT), transcript variant X4, mRNA (CIT), mRNA
five 208076 FM206294 Cloning vector pchilGHG1 NM_214194 Sus scrofa CD40 molecule, TNF

receptor superfamily member 5 (CD40),
mRNA >gi[19697103|gb|AF248545,1|
Sus scrofa CD40 mRNA, complete cds
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five 208240 MYBPH AC105940 Homo sapiens chromosome 1 clone XM_005653726 PREDICTED: Sus scrofa myosin
RP11-335013, complete sequence binding protein H (MYBPH), transcript
variant X1, mRNA
five 208338 DCAF13 NM_015420 Homo sapiens DDB1 and CUL4 Nucleus other XM_005662912 PREDICTED: Sus scrofa DDB1 and
associated factor 13 (DCAF13), mRNA CUL4 associated factor 13 (DCAF13),
mRNA
five 208340 CD36 S60720 85 kda protein {3 region, clone C-3} Plasma transmembrane XM_005667695 PREDICTED: Sus scrofa CD36
[human, adriamycin-resistant tumor Membrane receptor molecule (thrombospondin receptor)
cells, K562/ADM, mRNA Partial, 660 nt] (CD36), transcript variant X5, mRNA
five 208374 DCAF8 NR_028104 Homo sapiens DDB1 and CUL4 Other other XR 303075 PREDICTED: Sus scrofa
associated factor 8 (DCAF8), transcript uncharacterized LOC100737839
variant 3, long non-coding RNA (LOC100737839), misc_RNA
five 208627 BRAF AC006481 Homo sapiens BAC clone RP11-174K5 XM_005654268 PREDICTED: Sus scrofa v-raf murine
from 7, complete sequence sarcoma viral oncogene homolog B
(BRAF), transcript variant X3, mRNA
five 209403 FP236316 Human DNA sequence from clone CuU468312 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 149K13 on chromosome X, complete
complete sequence sequence
five 209528 FP236316 Human DNA sequence from clone CuU463287 Pig DNA sequence from clone CH242-
CH507-510L4 on chromosome 21, 124N9 on chromosome X, complete
complete sequence sequence
five 209612 EEF1A1P11 NG_008817 Homo sapiens eukaryotic translation XM_005654402 PREDICTED: Sus scrofa eukaryotic
elongation factor 1 alpha 1 pseudogene translation elongation factor 1 alpha 1
11 (EEF1A1P11) on chromosome 1 (EEF1A1), transcript variant X2, mRNA
five 209647 TPP1 NG_008653 Homo sapiens tripeptidyl peptidase | XM_003357132 PREDICTED: Sus scrofa tripeptidyl
(TPP1), RefSeqGene on chromosome peptidase | (TPP1), mMRNA
11
five 210076 UQCRFS1P1 NG_009458 Homo sapiens ubiquinol-cytochrome ¢ XM_003127002 PREDICTED: Sus scrofa cytochrome b-
reductase, Rieske iron-sulfur ¢1 complex subunit Rieske,
polypeptide 1 pseudogene 1 mitochondrial-like (LOC100522678),
(UQCRFS1P1) on chromosome 22 mRNA
five 212012 NCAM1 NM_001242607 Homo sapiens neural cell adhesion Plasma other XM_005667344 PREDICTED: Sus scrofa neural cell
molecule 1 (NCAM1), transcript variant Membrane adhesion molecule 1 (NCAM1),
5, mRNA transcript variant X5, mMRNA
five 212288 ZNF25 FP236316 Human DNA sequence from clone XM_005670993 PREDICTED: Sus scrofa zinc finger
CH507-510L4 on chromosome 21, protein 25 (ZNF25), transcript variant
complete sequence X2, mRNA
five 213448 SLC22A23 FM206294 Cloning vector pchilGHG1 XM_001927653 PREDICTED: Sus scrofa solute carrier
family 22, member 23 (SLC22A23),
mRNA
five 213514 FM206294 Cloning vector pchilGHG1 AK393431 Sus scrofa mRNA, clone:

KDNO010054G03, expressed in kidney
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five 214719  RIT1 NG_033885 Homo sapiens Ras-like without CAAX 1 Plasma enzyme XM_001928648 PREDICTED: Sus scrofa KIAA0907
(RIT1), RefSeqGene on chromosome 1 Membrane ortholog (KIAAQ907), transcript variant
X1, mRNA
five 214829 FM206294 Cloning vector pchilGHG1 KF971862 Sus scrofa domesticus breed Min
mitochondrion, complete genome
five 214864 NAMA432 KC346223 Homo sapiens isolate NAM432 EU090703 Sus scrofa isolate KS14 mitochondrion,
mitochondrion, complete genome complete genome
five 215588 RNF122 NM_024787 Homo sapiens ring finger protein 122 Other other FN673798 Sus scrofa BAC clone KNP_1293H1
(RNF122), mRNA
five 215647 MAPK4 XM_005258299 PREDICTED: Homo sapiens mitogen- Cytoplasm kinase XM_005659461 PREDICTED: Sus scrofa mitogen-
activated protein kinase 4 (MAPK4), activated protein kinase 4 (MAPK4),
transcript variant X2, mRNA transcript variant X2, mMRNA
five 215864 GABARAPL1 AK124150 Homo sapiens cDNA FLJ42156 fis, Cytoplasm  other NM_001190287 Sus scrofa GABA(A) receptor-
clone THYMU2003907 associated protein like 1
(GABARAPL1), mRNA
>gi|296874493|gb|HM046513,1| Sus
scrofa GABA(A) receptor-associated
protein-like protein 1 (GABARAPL1)
mRNA, complete cds
five 217375 SIK3 XM_005271484 PREDICTED: Homo sapiens SIK family Cytoplasm kinase XR_305371 PREDICTED: Sus scrofa
kinase 3 (SIK3), transcript variant X4, uncharacterized LOC102161555
mRNA (LOC102161555), transcript variant X1,
misc_RNA
five 217405 CTTN XM_006718447 PREDICTED: Homo sapiens cortactin  Plasma other AK350977 Sus scrofa mRNA,
(CTTN), transcript variant X1, mRNA Membrane clone:TCH010069D07, expressed in
trachea
five 218047 ARHGAP22 XM_006717934 PREDICTED: Homo sapiens Rho Cytoplasm  other AK350158 Sus scrofa mRNA,
GTPase activating protein 22 clone:SPL010003E08, expressed in
(ARHGAP22), transcript variant X3, spleen
mRNA
five 218431 NG_011656 Homo sapiens glucuronidase, beta KF569218 Sus scrofa breed DLY mitochondrion,
pseudogene (LOC653435) on complete genome
chromosome 7
five 218815 HCRTR1 AK290521 Homo sapiens cDNA FLJ77063 Plasma G-protein XM_005665154 PREDICTED: Sus scrofa hypocretin
complete cds, highly similar to Homo Membrane coupled receptor (orexin) receptor 1 (HCRTR1), transcript
sapiens hypocretin (orexin) receptor 1, variant X2, mRNA
mRNA
five 218896 S100A8 NM_002964 Homo sapiens S100 calcium binding Cytoplasm  other AK399753 Sus scrofa mRNA, clone:
protein A8 (S100A8), mMRNA BMWN10066D02, expressed in bone
marrow
five 219202 SCAND1 NM_033630 Homo sapiens SCAN domain Nucleus transcription XM_003134419 PREDICTED: Sus scrofa SCAN domain
containing 1 (SCAND1), transcript regulator containing 1 (SCAND1), mRNA
variant 2, mMRNA
five 219235 CD43 FM206294 Cloning vector pchilGHG1 HM446267 Sus scrofa sialoglycoprotein (CD43)

gene, complete cds
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five 220724 FADS2 NM_001281502 Homo sapiens fatty acid desaturase 2  Plasma enzyme FJ263686 Sus scrofa clone PigE-219E3 fatty acid
(FADS2), transcript variant 3, mRNA Membrane desaturase 3 (FADS3) gene, complete
cds
five 221059  SLIT2 XM_005248214 PREDICTED: Homo sapiens slit Extracellular other FP102814 Pig DNA sequence from clone CH242-
homolog 2 (Drosophila) (SLITZ2), Space 151C9 on chromosome X, complete
transcript variant X4, mRNA sequence
five 221108 KRT14 3J3F_5 Chain 5, Structure Of The H, Sapiens XM_003482985 PREDICTED: Sus scrofa keratin 14
60s Rrna (KRT14), transcript variant X1, mRNA
six 100044 TTN NG_011618 Homo sapiens titin (TTN), RefSeqGene Cytoplasm kinase FP102183 Pig DNA sequence from clone CH242-
(LRG_391) on chromosome 2 29J1 on chromosome X, complete
sequence
six 100059 AKAP11 CR627087 Homo sapiens mMRNA; cDNA Cytoplasm  other XM_005656849 PREDICTED: Sus scrofa A kinase
DKFZp781112161 (from clone (PRKA) anchor protein 11 (AKAP11),
DKFZp781112161) mRNA
six 100067 CBR3 AB124847 Homo sapiens hCBR3 mRNA for Cytoplasm enzyme NM_001244732 Sus scrofa carbonyl reductase 3
carbonyl reductase 3, complete cds (CBR3), mRNA
>gi|288786563|dbj|AK347045.1| Sus
scrofa mRNA, clone:MLNO10096F02,
expressed in mesenteric lymph nodes
six 100089 CMYA5 XR_427707 PREDICTED: Homo sapiens Other other XR 309627 PREDICTED: Sus scrofa
cardiomyopathy associated 5 (CMYA5), cardiomyopathy-associated protein 5-
transcript variant X1, misc_RNA like (LOC100738205), misc_RNA
six 100091  SLC40A1 XM_005246505 PREDICTED: Homo sapiens solute Plasma transporter XR_308149 PREDICTED: Sus scrofa solute carrier
carrier family 40 (iron-regulated Membrane family 40 member 1-like
transporter), member 1 (SLC40A1), (LOC100512258), misc_RNA
transcript variant X2, mRNA
six 100104 DGKG NM_001080745 Homo sapiens diacylglycerol kinase, Cytoplasm kinase XM_005652367 PREDICTED: Sus scrofa diacylglycerol
gamma 90kDa (DGKG), transcript kinase gamma-like (LOC100623391),
variant 3, mRNA mRNA
six 100105 HADHB NG_007294 Homo sapiens hydroxyacyl-CoA Cytoplasm enzyme AK400872 Sus scrofa mRNA, clone:
dehydrogenase/3-ketoacyl-CoA PST010085E08, expressed in prostate
thiolase/enoyl-CoA hydratase
(trifunctional protein), beta subunit
(HADHB), RefSegGene on
chromosome 2
six 100106 PCSK2 NM_002594 Homo sapiens proprotein convertase Extracellular peptidase FN673792 Sus scrofa BAC clone KNP_1253B1
subtilisin/kexin type 2 (PCSK2), Space
transcript variant 1, mRNA
six 100128 HEBP1 NM_015987 Homo sapiens heme binding protein 1  Cytoplasm  other AK235495 Sus scrofa mRNA,
(HEBP1), mRNA clone:OVRM10087D02, expressed in
ovary
six 100150 SUCLG2 BC047024 Homo sapiens succinate-CoA ligase, Cytoplasm enzyme XR_306850 PREDICTED: Sus scrofa

GDP-forming, beta subunit, mMRNA
(cDNA clone MGC:52082
IMAGE:5415743), complete cds

uncharacterized LOC100739668
(LOC100739668), misc_RNA
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six 100165 PSMBS8 XM_005275000 PREDICTED: Homo sapiens Cytoplasm peptidase XM_001924119 PREDICTED: Sus scrofa proteasome
proteasome (prosome, macropain) (prosome, macropain) subunit, beta
subunit, beta type, 8 (PSMB8), type, 8 (large multifunctional peptidase
transcript variant X1, mRNA 7) (PSMB8), mRNA
six 100170 AF268619 Homo sapiens chromosome 8 clone AK232293 Sus scrofa mRNA,
RP11-122C21 map g21.3, complete clone:LVR010014A04, expressed in
sequence liver
six 100178 CHAMP1 XM_005266197 PREDICTED: Homo sapiens Nucleus other XM_005655832 PREDICTED: Sus scrofa zinc finger
chromosome alignment maintaining protein 546 (ZNF546), transcript variant
phosphoprotein 1 (CHAMP1), transcript X2, mRNA
variant X1, mRNA
six 100179 GLO1 NM_006708 Homo sapiens glyoxalase | (GLO1), Cytoplasm enzyme XM_001927957 PREDICTED: Sus scrofa glyoxalase |
mRNA (GLO1), transcript variant 1, mRNA
six 100186 DUT u90223 Human deoxyuridine triphosphate Nucleus enzyme XM_003353371 PREDICTED: Sus scrofa deoxyuridine
nucleotidohydrolase precursor mRNA, triphosphatase (DUT), transcript variant
nuclear gene encoding mitochondrial 2, mRNA
protein, complete cds
six 100188 PHTF2 XM_006716063 PREDICTED: Homo sapiens putative  Cytoplasm  other XM_005667703 PREDICTED: Sus scrofa putative
homeodomain transcription factor 2 homeodomain transcription factor 2
(PHTF2), transcript variant X3, mRNA (PHTF2), transcript variant X2, mRNA
six 100189 VPS13A NM_033305 Homo sapiens vacuolar protein sorting Cytoplasm transporter XR_298026 PREDICTED: Sus scrofa vacuolar
13 homolog A (S. cerevisiae) (VPS13A), protein sorting-associated protein 13A-
transcript variant A, mMRNA like (LOC100521355), misc_RNA
six 100210 ABHD5 NM_016006 Homo sapiens abhydrolase domain Cytoplasm enzyme NM_001012407 Sus scrofa abhydrolase domain
containing 5 (ABHD5), mRNA containing 5 (ABHD5), mRNA
>gi|58802555|gb|AY902463.1| Sus
scrofa lipid droplet binding protein (CGlI-
58) mMRNA, complete cds
six 100213 UGT2B7 XM_005265702 PREDICTED: Homo sapiens UDP Cytoplasm enzyme XM_005656507 PREDICTED: Sus scrofa UDP-
glucuronosyltransferase 2 family, glucuronosyltransferase 2B18-like
polypeptide B7 (UGT2B7), transcript (LOC100516628), transcript variant X2,
variant X1, mRNA mRNA
six 100227 MRPL39 NM_017446 Homo sapiens mitochondrial ribosomal Cytoplasm  other XM_003132745 PREDICTED: Sus scrofa mitochondrial
protein L39 (MRPL39), transcript variant ribosomal protein L39 (MRPL39),
1, mMRNA transcript variant X1, mRNA
six 100228 SGPP1 XM_006720264 PREDICTED: Homo sapiens Cytoplasm phosphatase XR_301264 PREDICTED: Sus scrofa
sphingosine-1-phosphate phosphatase uncharacterized LOC102163814
1 (SGPP1), transcript variant X1, mRNA (LOC102163814), misc_RNA
six 100230 PDE4D XM_005248541 PREDICTED: Homo sapiens Cytoplasm enzyme XM_003359786 PREDICTED: Sus scrofa

phosphodiesterase 4D, cAMP-specific
(PDE4D), transcript variant X5, mRNA

phosphodiesterase 4D
(LOC100037967), transcript variant 8,
mRNA
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six 100236 PDZRN3 XM_005264718 PREDICTED: Homo sapiens PDZ Extracellular enzyme XM_003132326 PREDICTED: Sus scrofa PDZ domain
domain containing ring finger 3 Space containing ring finger 3 (PDZRN3),
(PDZRN3), transcript variant X2, mRNA partial MRNA
six 100247 CYP4A1M L04751 Human cytochrome p-450 4A (CYP4A) Cytoplasm enzyme AK393683 Sus scrofa mRNA, clone:
mRNA, complete cds KDNO010091E04, expressed in kidney
six 100248 SH3TC2 AC116312 Homo sapiens chromosome 5 clone Cytoplasm other AK237368 Sus scrofa mRNA,
RP11-44B19, complete sequence clone:SPL010029D12, expressed in
spleen
six 100260 UBA2 XM_006722962 PREDICTED: Homo sapiens ubiquitin- Cytoplasm enzyme AK390575 Sus scrofa mRNA, clone:
like modifier activating enzyme 2 BFLT10095A07, expressed in brain
(UBAZ2), transcript variant X3, mRNA (frontal lobe)
six 100268 AL137790 Human DNA sequence from clone RP5- AY610039 Sus scrofa clone
1003J2 on chromosome 1p12-13.3, Clu_5946.scr.msk.p1.Contig3, mRNA
complete sequence sequence
Six 100331 FP236316 Human DNA sequence from clone AK396219 Sus scrofa mRNA, clone:
CH507-510L4 on chromosome 21, PCT010004C05, expressed in placenta
complete sequence
six 100360 5175715 KF162319 Homo sapiens isolate 5175715 JN601069 Sus scrofa isolate Mangalitsa swallow
mitochondrion, complete genome belly breed 2 mitochondrion, complete
genome
six 100362 QKI XR_427978 PREDICTED: Homo sapiens QKI, KH  Nucleus other CU633361 Pig DNA sequence from clone CH242-
domain containing, RNA binding (QKIl), 1G8 on chromosome X, complete
transcript variant X6, misc_RNA sequence
six 100378 RGS5 AF176919 Homo sapiens MSTP129 (MST129) Plasma other CU695129 Pig DNA sequence from clone CH242-
mRNA, complete cds Membrane 218P14 on chromosome X, complete
sequence
six 100380 MSRB3 NG_023441 Homo sapiens methionine sulfoxide Cytoplasm other AK394662 Sus scrofa mRNA, clone:
reductase B3 (MSRB3), RefSeqGene MLTL10039A02, expressed in
on chromosome 12 longissimus muscle
six 100399 RPL6 D17554 Homo sapiens mRNA for DNA-binding Cytoplasm other AK394384 Sus scrofa mRNA, clone:
protein TAXREB107, complete cds MLNO010012B10, expressed in
mesenteric lymph node
six 100413 NUCKS1 NM_022731 Homo sapiens nuclear casein kinase Nucleus kinase NM_001244237 Sus scrofa nuclear casein kinase and
and cyclin-dependent kinase substrate cyclin-dependent kinase substrate 1
1 (NUCKS1), mRNA (NUCKS1), mRNA
six 100463 GNPNAT1 NM_198066 Homo sapiens glucosamine-phosphate Cytoplasm enzyme NM_001243376 Sus scrofa glucosamine-phosphate N-
N-acetyltransferase 1 (GNPNAT1), acetyltransferase 1 (GNPNAT1), mRNA
mRNA
six 100488 ZFAND6 NM_001242911 Homo sapiens zinc finger, AN1-type Other other AK393802 Sus scrofa mRNA, clone:
domain 6 (ZFANDG), transcript variant LNG010021A03, expressed in lung
2, mRNA
six 100515 TMBIM6 XM_005269126 PREDICTED: Homo sapiens Nucleus other AK391074 Sus scrofa mRNA, clone:

transmembrane BAX inhibitor motif
containing 6 (TMBIMS), transcript
variant X1, mRNA

CLNT10056E07, expressed in colon
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six 100534 ANP32E XM_005245514 PREDICTED: Homo sapiens acidic Nucleus other AK343979 Sus scrofa mRNA,
(leucine-rich) nuclear phosphoprotein clone:AMP010096E10, expressed in
32 family, member E (ANP32E), alveolar macrophages
transcript variant X2, mRNA
six 100539 MRFAP1 NM_001272053 Homo sapiens Morf4 family associated Nucleus other AK396995 Sus scrofa mRNA, clone:
protein 1 (MRFAP1), transcript variant PTG010048E02, expressed in pituitary
2, mRNA gland
six 100540 GLULP2 NG_009859 Homo sapiens glutamate-ammonia AK397634 Sus scrofa mRNA, clone:
ligase (glutamine synthetase) SPL010004H05, expressed in spleen
pseudogene 2 (GLULP2) on
chromosome 11
six 100556 UTP20 NM_014503 Homo sapiens UTP20, small subunit Nucleus other XM_005664203 PREDICTED: Sus scrofa UTP20, small
(SSU) processome component, subunit (SSU) processome component,
homolog (yeast) (UTP20), mRNA homolog (yeast) (UTP20), mRNA
six 100559 TPT1 JF432827 Synthetic construct Homo sapiens clone Cytoplasm  other AK397982 Sus scrofa mRNA, clone:
IMAGE:100074146 tumor protein, TCHO010051G09, expressed in trachea
translationally-controlled 1 (TPT1) gene,
encodes complete protein
six 100575 HSD17B4 NM_001199291 Homo sapiens hydroxysteroid (17-beta) Cytoplasm enzyme AK343905 Sus scrofa mRNA,
dehydrogenase 4 (HSD17B4), transcript clone:AMP010078D04, expressed in
variant 1, mRNA alveolar macrophages
Six 100576 AP000725 Homo sapiens genomic DNA, AK392735 Sus scrofa mRNA, clone:
chromosome 11 clone:CMB9-2012, HTMT10097C06, expressed in
complete sequence hypothalamus
six 100579 TBX15 BX537778 Homo sapiens mMRNA; cDNA Nucleus transcription XM_001926903 PREDICTED: Sus scrofa T-box
DKFZp779A1451 (from clone regulator transcription factor TBX15-like
DKFZp779A1451) (LOC100158194), partial MRNA
six 100607 JUN NM_002228 Homo sapiens jun proto-oncogene Nucleus transcription XM_005665430 PREDICTED: Sus scrofa coiled-coil and
(JUN), mRNA regulator C2 domain-containing protein 1B-like
(LOC100622838), transcript variant X2,
mRNA
six 100622 PRKAR1A AK124586 Homo sapiens cDNA FLJ42595 fis, Cytoplasm kinase XM_005656932 PREDICTED: Sus scrofa protein
clone BRACE3010221, highly similar to kinase, CAMP-dependent, regulatory,
cAMP-dependent protein kinase type I- type 1, alpha (PRKAR1A), transcript
alpha regulatory chain variant X1, mRNA
six 100630 BC015682 Homo sapiens cDNA clone AK348520 Sus scrofa mRNA,
IMAGE:4651465, **** WARNING: clone:OVRM10190D06, expressed in
chimeric clone **** ovary
six 100635 GSN XM_005251945 PREDICTED: Homo sapiens gelsolin  Extracellular other M36927 Pig plasma gelsolin mRNA, 3' end
(GSN), transcript variant X6, mRNA Space >gi|1951|emb|X13871.1| Pig mRNA for
plasma gelsolin
six 100636 ADAM10 NG_033876 Homo sapiens ADAM metallopeptidase AK239210 Sus scrofa mRNA,

domain 10 (ADAM10), RefSeqGene on
chromosome 15

clone:THY010075C03, expressed in
thymus
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six 100650 BEX1 NM_018476 Homo sapiens brain expressed, X- Other other AK399959 Sus scrofa mRNA, clone:
linked 1 (BEX1), mRNA HTMT10106B10, expressed in
hypothalamus
six 100652 NPTN NM_001161364 Homo sapiens neuroplastin (NPTN), Plasma other AK391934 Sus scrofa mRNA, clone:
transcript variant d, mMRNA Membrane HTMT10035B07, expressed in
hypothalamus
SiX 100669 MYLK NG_029111 Homo sapiens myosin light chain kinase Cytoplasm kinase XM_005670160 PREDICTED: Sus scrofa myosin light
(MYLK), RefSeqGene on chromosome chain kinase, smooth muscle-like
3 (LOC100152091), transcript variant X2,
mRNA
six 100679 RPS3 NM_001260507 Homo sapiens ribosomal protein S3 Cytoplasm enzyme AK390990 Sus scrofa mRNA, clone:
(RPS3), transcript variant 4, mRNA CLNT10036D10, expressed in colon
six 100702 ADHS5 NM_000671 Homo sapiens alcohol dehydrogenase Cytoplasm enzyme AK390254 Sus scrofa mRNA, clone:
5 (class Ill), chi polypeptide (ADH5), BFLT10046E01, expressed in brain
mRNA (frontal lobe)
six 100718 AC091981 Homo sapiens chromosome 5 clone XM_003353525 PREDICTED: Sus scrofa adenylate
RP11-549L3, complete sequence kinase 3 (AK3), transcript variant 2,
mRNA
six 100737 PGK1 AK301740 Homo sapiens cDNA FLJ52414 Cytoplasm kinase AK399879 Sus scrofa mRNA, clone:
complete cds, highly similar to HTMT10035G11, expressed in
Phosphoglycerate kinase 1 (EC 2,7,2,3) hypothalamus
six 100768 EEF1A1 AK315827 Homo sapiens cDNA, FLJ79476 Cytoplasm translation XM_005654401 PREDICTED: Sus scrofa eukaryotic
complete cds, highly similar to regulator translation elongation factor 1 alpha 1
Elongation factor 1-alpha 1 (EEF1A1), transcript variant X1, mRNA
six 100812 UNC45B AL833281 Homo sapiens mRNA; cDNA Cytoplasm  other NM_001113442 Sus scrofa unc-45 homolog B (C.
DKFZp4511048 (from clone elegans) (UNC45B), mRNA
DKFZp4511048)
six 100829 CBX3 XM_005249611 PREDICTED: Homo sapiens Nucleus transcription XM_005673314 PREDICTED: Sus scrofa chromobox
chromobox homolog 3 (CBX3), regulator homolog 3 (CBX3), transcript variant
transcript variant X1, mRNA X6, mRNA
six 100837 AL450311 Human DNA sequence from clone RP11- JN601075 Sus scrofa isolate 1-37-193 breed
343J3 on chromosome 10, complete Yorkshire mitochondrion, complete
sequence genome
six 100870 DCN AK291309 Homo sapiens cDNA FLJ75936 Extracellular other AK395892 Sus scrofa mRNA, clone:
complete cds, highly similar to Homo Space OVRT10082H03, expressed in ovary
sapiens decorin (DCN), transcript
variant A1, mRNA
six 100873 GNB2L1 NM_006098 Homo sapiens guanine nucleotide Cytoplasm enzyme AK398072 Sus scrofa mRNA, clone:
binding protein (G protein), beta TCHO010087G06, expressed in trachea
polypeptide 2-like 1 (GNB2L1), mRNA
six 100880 KANSL3 XR 427101 PREDICTED: Homo sapiens KAT8 Nucleus other CuU928462 Pig DNA sequence from clone CH242-

regulatory NSL complex subunit 3
(KANSL3), transcript variant X20,
misc_RNA

228K3 on chromosome X, complete
sequence
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six 100899 SLC25A3 NM_005888 Homo sapiens solute carrier family 25  Cytoplasm  transporter AK390363 Sus scrofa mRNA, clone:
(mitochondrial carrier; phosphate BFLT10063A04, expressed in brain
carrier), member 3 (SLC25A3), (frontal lobe)
transcript variant 1, mRNA

six 100912 RPL26 XM_005256750 PREDICTED: Homo sapiens ribosomal Cytoplasm other AK392102 Sus scrofa mRNA, clone:
protein L26 (RPL26), transcript variant HTMT10049H09, expressed in
X2, mRNA hypothalamus

six 100916 COL6A3 XM_006712253 PREDICTED: Homo sapiens collagen, Extracellular other XM_005672310 PREDICTED: Sus scrofa collagen, type
type VI, alpha 3 (COL6A3), transcript  Space VI, alpha 3 (COL6A3), transcript variant
variant X3, mRNA X3, mRNA

six 100917 NAM176 KC346119 Homo sapiens isolate NAM176 AK392158 Sus scrofa mRNA, clone:
mitochondrion, complete genome HTMT10053G04, expressed in

hypothalamus

six 100918 SMPDL3B AK316500 Homo sapiens cDNA, FLJ79399 Extracellular enzyme AK396998 Sus scrofa mRNA, clone:
complete cds, highly similar to Acid Space PTG010049G03, expressed in pituitary
sphingomyelinase-like gland
phosphodiesterase 3b precursor (EC
3.14.-)

six 100923 SYN3 NG_029545 Homo sapiens synapsin 11l (SYN3), XM_003126073 PREDICTED: Sus scrofa tissue inhibitor
RefSeqGene on chromosome 22 of metalloproteinase-3 (TIMP-3), mRNA

six 100929 H2AFV NM_012412 Homo sapiens H2A histone family, Nucleus other AK351623 Sus scrofa mRNA,
member V (H2AFV), transcript variant 1, clone:THY010048G07, expressed in
mRNA thymus

six 100936 PPP1CB AK312329 Homo sapiens cDNA, FLJ92643, Homo Cytoplasm phosphatase AK239060 Sus scrofa mRNA,
sapiens protein phosphatase 1, catalytic clone:THY010060A09, expressed in
subunit, beta isoform(PPP1CB), mRNA thymus

six 100952 UBE2D1 NM_001204880 Homo sapiens ubiquitin-conjugating Cytoplasm enzyme AK234981 Sus scrofa mRNA,
enzyme E2D 1 (UBE2D1), transcript clone:OVRM10038A07, expressed in
variant 2, mMRNA ovary

Six 100957 AL392172 Human DNA sequence from clone RP11- AK230888 Sus scrofa mRNA,
452F19 on chromosome 1, complete clone:AMP010059F08, expressed in
sequence alveolar macrophage

six 100960 KIF5B AK299542 Homo sapiens cDNA FLJ51288 Cytoplasm  other XM_005668098 PREDICTED: Sus scrofa kinesin family
complete cds, highly similar to Kinesin member 5B (KIF5B), mMRNA
heavy chain

six 100965 COL15A1 NM_001855 Homo sapiens collagen, type XV, alpha Extracellular other AK390645 Sus scrofa mRNA, clone:
1 (COL15A1), mRNA Space BKFL10024B10, expressed in backfat

six 100966 CAPN3 NG_008660 Homo sapiens calpain 3, (p94) Cytoplasm peptidase AK395461 Sus scrofa mRNA, clone:

(CAPN3), RefSeqGene on chromosome
15

OVRT10010G12, expressed in ovary
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six 100967 RPL10A DQ891130 Synthetic construct clone Nucleus other XM_005665908 PREDICTED: Sus scrofa ribosomal
IMAGE:100003760; FLH169573.01X; protein L10a (RPL10A), transcript
RZPDo0839D1096D ribosomal protein variant X7, mRNA
L10a (RPL10A) gene, encodes
complete protein

six 100968 AK2 XR_246248 PREDICTED: Homo sapiens adenylate Cytoplasm kinase AK346409 Sus scrofa mRNA,
kinase 2 (AK2), transcript variant X7, clone:LVRM10168B01, expressed in
misc_RNA liver

six 100979 NDUFB10 AK311744 Homo sapiens cDNA, FLJ92003, Homo Cytoplasm enzyme AK392464 Sus scrofa mRNA, clone:
sapiens NADH dehydrogenase HTMT10076D06, expressed in
(ubiquinone) 1 beta subcomplex, hypothalamus
10,22kDa (NDUFB10), mMRNA

six 100981 RPL10 AK026568 Homo sapiens cDNA: FLJ22915 fis, Cytoplasm  other AK240170 Sus scrofa mRNA,
clone KAT06354, highly similar to clone:UTR010037G05, expressed in
HUMQM Human Wilm's tumor-related uterus
protein (QM) mRNA

six 100994 VCPIP1 NM_025054 Homo sapiens valosin containing Cytoplasm peptidase FQ976736 Pig DNA sequence from clone
protein (p97)/p47 complex interacting WTSI_1061-79K4 on chromosome Y,
protein 1 (VCPIP1), mRNA complete sequence

six 100995 MARCKS FO393415 Human DNA sequence from clone RP11: XM_003121373 PREDICTED: Sus scrofa myristoylated
54418 on chromosome 6, complete alanine-rich protein kinase C substrate
sequence (MARCKS), mRNA

six 100998 HOXDS8 NM_001199746 Homo sapiens homeobox D8 (HOXD8), Nucleus transcription XM_003133496 PREDICTED: Sus scrofa homeobox D8
transcript variant 2, mMRNA regulator (HOXD8), mRNA

six 101003 FAM120A BC098584 Homo sapiens family with sequence Cytoplasm other XM_005662264 PREDICTED: Sus scrofa family with
similarity 120A, mRNA (cDNA clone sequence similarity 120A (FAM120A),
MGC:111527 IMAGE:30531603), transcript variant X2, mRNA
complete cds

six 101016  MDFIC NM_199072 Homo sapiens MyoD family inhibitor Nucleus other AY609586 Sus scrofa clone
domain containing (MDFIC), transcript Clu_20020.scr.msk.p1.Contig2, mRNA
variant 1, mRNA sequence
>0i|261599041|ref[NM_001166345.1|
Homo sapiens MyoD family inhibitor
domain containing (MDFIC), transcript
variant 1, mRNA

six 101027 NPRL2 XM_006712937 PREDICTED: Homo sapiens nitrogen  Cytoplasm  kinase XM_005669600 PREDICTED: Sus scrofa nitrogen
permease regulator-like 2 (S. permease regulator-like 2 (S.
cerevisiae) (NPRL2), transcript variant cerevisiae) (NPRL2), transcript variant
X4, mRNA X2, mRNA

six 101034 PDCDG6IP NG_033961 Homo sapiens programmed cell death 6 Cytoplasm  other XM_005669330 PREDICTED: Sus scrofa programmed

interacting protein (PDCDG6IP),
RefSeqGene on chromosome 3

cell death 6 interacting protein
(PDCD6IP), mRNA
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six 101035 NEAT1 GQ859162 Homo sapiens MEN beta, complete Other other EF397601 Sus scrofa trophoblast-derived
sequence noncoding RNA, complete sequence
>qi|551871245|tpe|HG503867.1| TPA:
Homo sapiens NEAT1 gene for long
non-coding RNA
OTTHUMT00000389142.3, lincRNA

six 101036  ICA1L NM_001288623 Homo sapiens islet cell autoantigen Other other NM_001271968 Sus scrofa PIGY upstream reading
1,69kDa-like (ICA1L), transcript variant frame (PYURF), mRNA
4, mRNA

six 101051 LOC440514 NG_005325 Homo sapiens citrate synthase, XM_005655641 PREDICTED: Sus scrofa citrate
mitochondrial-like (LOC440514) synthase, mitochondrial-like
pseudogene on chromosome 19 (LOC100738034), mRNA

six 101088 RAB18 AF136974 Homo sapiens ras-related protein 18 Cytoplasm enzyme XM _003357752 PREDICTED: Sus scrofa ras-related
mRNA, complete cds protein Rab-18-like (LOC100620478),

transcript variant X1, mRNA

six 101093 TMEM126A NM_032273 Homo sapiens transmembrane protein Cytoplasm  other XM_005667190 PREDICTED: Sus scrofa
126A (TMEM126A), transcript variant 1, transmembrane protein 126A
mRNA (TMEM126A), transcript variant X1,

mRNA

six 101144 MYOM1 BC116184 Homo sapiens cDNA clone Cytoplasm other XM_005665300 PREDICTED: Sus scrofa myomesin 1
IMAGE:40073729, containing frame- (MYOM1), transcript variant X2, mMRNA
shift errors

six 101148 BC013095 Homo sapiens WW domain binding AK399841 Sus scrofa mRNA, clone:
protein 11, mRNA (cDNA clone HTMT10008C04, expressed in
IMAGE:3863933), **** WARNING: hypothalamus
chimeric clone ****

six 101158 CDH2 XM_005258182 PREDICTED: Homo sapiens cadherin  Plasma other XR_304087 PREDICTED: Sus scrofa
2, type 1, N-cadherin (neuronal) Membrane uncharacterized LOC100736946
(CDH2), transcript variant X2, mRNA (LOC100736946), misc_RNA

six 101167 UQCRC2 AB587386 Synthetic construct DNA, clone: XM_003124555 PREDICTED: Sus scrofa cytochrome b-
pF1KB5481, Homo sapiens UQCRC2 c1 complex subunit 2, mitochondrial-like
gene for ubiquinol-cytochrome ¢ (LOC100524613), mRNA
reductase core protein Il, without stop
codon, in Flexi system

six 101192  TXNIP NM_006472 Homo sapiens thioredoxin interacting  Cytoplasm other AK395910 Sus scrofa mRNA, clone:
protein (TXNIP), mRNA OVRT10085B03, expressed in ovary

six 101194 HNRNPDL NG_029681 Homo sapiens heterogeneous nuclear Nucleus other AK239107 Sus scrofa mRNA,
ribonucleoprotein D-like (HNRNPDL), clone:THY010064B01, expressed in
RefSeqGene on chromosome 4 thymus

six 101197  PDLIM5 XM_005262698 PREDICTED: Homo sapiens PDZ and Cytoplasm other XM_005666981 PREDICTED: Sus scrofa PDZ and LIM
LIM domain 5 (PDLIMS5), transcript domain 5 (PDLIMb), transcript variant
variant X6, mRNA X17, mRNA

six 101199 ENTPD4 NG_030021 Homo sapiens ectonucleoside Cytoplasm enzyme XM_001926801 PREDICTED: Sus scrofa

triphosphate diphosphohydrolase 4
(ENTPD4), RefSeqGene on
chromosome 8

ectonucleoside triphosphate
diphosphohydrolase 4 (ENTPD4),
transcript variant 1, mRNA
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six 101227  LIPA X76488 H.sapiens mRNA for lysosomal acid Cytoplasm enzyme XM_005671253 PREDICTED: Sus scrofa lipase A,
lipase lysosomal acid, cholesterol esterase
(LIPA), transcript variant X1, mRNA
six 101232 PDGFD NM_025208 Homo sapiens platelet derived growth  Extracellular growth factor XR_305317 PREDICTED: Sus scrofa
factor D (PDGFD), transcript variant 1, Space uncharacterized LOC100738546
mRNA (LOC100738546), misc_RNA
six 101240 APLP2 ACO078874 Homo sapiens 12 BAC RP11-781C15 XM_005664180 PREDICTED: Sus scrofa amyloid beta
(Roswell Park Cancer Institute Human (A4) precursor-like protein 2 (APLP2),
BAC Library) complete sequence transcript variant X1, mRNA
six 101254 RPL26L1 XM_005265922 PREDICTED: Homo sapiens ribosomal Cytoplasm other NM_001141990 Sus scrofa ribosomal protein L26-like 1
protein L26-like 1 (RPL26L1), transcript (RPL26L1), mRNA
variant X2, mRNA
six 101258 AC013437 Homo sapiens BAC clone RP11-190J23 KF767443 Sus scrofa breed Wuzhishan
from 2, complete sequence mitochondrion, complete genome
six 101322 FDX1 NM_004109 Homo sapiens ferredoxin 1 (FDX1), Cytoplasm transporter AK400648 Sus scrofa mRNA, clone:
mRNA OVRT10097G04, expressed in ovary
six 101355 ITGAV BC047454 Homo sapiens integrin, alpha V Plasma ion channel AK347912 Sus scrofa mRNA,
(vitronectin receptor, alpha polypeptide, Membrane clone:OVRM10017B04, expressed in
antigen CD51), mRNA (cDNA clone ovary
IMAGE:5294976)
six 101388 FNDC3B NM_001135095 Homo sapiens fibronectin type Ill Cytoplasm  other CR956382 Pig DNA sequence from clone CH242-
domain containing 3B (FNDC3B), 231E9 on chromosome 6, complete
transcript variant 2, mRNA sequence
six 101389 TMEM251 NM_001098621 Homo sapiens transmembrane protein  Other other AK350059 Sus scrofa mRNA,
251 (TMEM251), transcript variant 1, clone:SMG010057E04, expressed in
mRNA submaxillary gland
six 101391 NSA2 NM_014886 Homo sapiens NSA2 ribosome Nucleus other XM_003123703 PREDICTED: Sus scrofa NSA2
biogenesis homolog (S. cerevisiae) ribosome biogenesis homolog (S.
(NSA2), transcript variant 1, mRNA cerevisiae) (NSA2), mRNA
six 101408 AC011031 Homo sapiens chromosome 8, clone XR_302957 PREDICTED: Sus scrofa
RP11-345119, complete sequence uncharacterized LOC100524619
(LOC100524619), misc_RNA
six 101415 ATP6V1E1 NM_001696 Homo sapiens ATPase, H+ transporting, Cytoplasm  transporter XM_003126593 PREDICTED: Sus scrofa ATPase, H+
lysosomal 31kDa, V1 subunit E1 transporting, lysosomal 31kDa, V1
(ATPBV1E1), transcript variant 1, mRNA subunit E1 (ATP6V1E1), transcript
variant X2, mRNA
six 101420 ZNF608 XM_006714662 PREDICTED: Homo sapiens zinc finger Other other XM_005661600 PREDICTED: Sus scrofa zinc finger
protein 608 (ZNF608), transcript variant protein 608 (ZNF608), transcript variant
X6, mRNA X3, mRNA
six 101421 ARRDC3 NM_020801 Homo sapiens arrestin domain Plasma other XM_003123783 PREDICTED: Sus scrofa arrestin
containing 3 (ARRDC3), mRNA Membrane domain containing 3 (ARRDC3), mRNA
six 101435 VIM XM_006717500 PREDICTED: Homo sapiens vimentin  Cytoplasm  other XM_005668106 PREDICTED: Sus scrofa vimentin

(VIM), transcript variant X1, mRNA

(VIM), transcript variant X1, mRNA
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sixX 101457 CHMP5 BC006974 Homo sapiens chromatin modifying Cytoplasm  other AK391770 Sus scrofa mRNA, clone:
protein 5, mMRNA (cDNA clone HTMT10021D10, expressed in
MGC:12180 IMAGE:3996277), hypothalamus
complete cds
six 101493 EEF1B2 AB529032 Synthetic construct DNA, clone: AK392577 Sus scrofa mRNA, clone:
pF1KB3431, Homo sapiens EEF1B2 HTMT10087E02, expressed in
gene for eukaryotic translation hypothalamus
elongation factor 1 beta 2, without stop
codon, in Flexi system
six 101497 RWDD4 XM_006714132 PREDICTED: Homo sapiens RWD Other other XM_003133341 PREDICTED: Sus scrofa RWD domain
domain containing 4 (RWDD4), containing 4 (RWDD4), transcript
transcript variant X1, mRNA variant X1, mRNA
six 101498 PDCDG6IP NG_033961 Homo sapiens programmed cell death 6 Cytoplasm  other XM_005669330 PREDICTED: Sus scrofa programmed
interacting protein (PDCDG6IP), cell death 6 interacting protein
RefSeqGene on chromosome 3 (PDCDG6IP), mRNA
six 101499 FAM3C AC006364 Homo sapiens BAC clone GS1-146J4 XM_003134737 PREDICTED: Sus scrofa family with
from 7, complete sequence sequence similarity 3, member C
(FAM3C), mRNA
six 101503 MSI2 XM_005257016 PREDICTED: Homo sapiens musashi  Cytoplasm other XM_005657292 PREDICTED: Sus scrofa zinc finger
RNA-binding protein 2 (MSI2), transcript protein 84 (ZNF84), transcript variant
variant X3, mMRNA X5, mRNA
six 101505 ADSSLA1 XM_006720026 PREDICTED: Homo sapiens Cytoplasm enzyme AK392100 Sus scrofa mRNA, clone:
adenylosuccinate synthase like 1 HTMT10049F05, expressed in
(ADSSL1), transcript variant X1, mRNA hypothalamus
six 101514 CuU633970 Human DNA sequence from clone XR_130393 PREDICTED: Sus scrofa
CH507-32P2 on chromosome 21, uncharacterized LOC100525030
complete sequence (LOC100525030), transcript variant 1,
misc_RNA
six 101532 MAP3K2 NM_006609 Homo sapiens mitogen-activated Cytoplasm  kinase XM_005669956 PREDICTED: Sus scrofa tripartite motif
protein kinase kinase kinase 2 containing 59 (TRIM59), transcript
(MAP3K2), mRNA variant X5, mRNA
six 101557  IF144L XM_006710303 PREDICTED: Homo sapiens interferon- Other other AK230699 Sus scrofa mRNA,
induced protein 44-like (IF144L), clone:AMP010027EQ8, expressed in
transcript variant X4, mRNA alveolar macrophage
six 101580 USPG6NL XM_006717542 PREDICTED: Homo sapiens USP6 N- Plasma other XM_003130817 PREDICTED: Sus scrofa USP6 N-
terminal like (USP6NL), transcript Membrane terminal like (USP6NL), mMRNA
variant X1, mMRNA
six 101581 PAM AC025463 Homo sapiens chromosome 5 clone XM_003123806 PREDICTED: Sus scrofa
CTD-2252L7, complete sequence peptidylglycine alpha-amidating
monooxygenase (PAM), transcript
variant X1, mRNA
six 101594 ANKRD33B HG497769 TPA: Homo sapiens RP11-215G15.5 Other other AK389996 Sus scrofa mRNA, clone:

gene for long non-coding RNA
OTTHUMT00000470530.1, lincRNA

BFLT10014G01, expressed in brain
(frontal lobe)
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sixX 101597  LIMCH1 XM_006713997 PREDICTED: Homo sapiens LIM and  Other other XM_003356903 PREDICTED: Sus scrofa LIM and
calponin homology domains 1 calponin homology domains 1
(LIMCH1), transcript variant X21, mRNA (LIMCHA1), transcript variant X2, mRNA

six 101600 WASL CR749438 Homo sapiens mMRNA; cDNA Cytoplasm  other XM_003134725 PREDICTED: Sus scrofa Wiskott-
DKFZp779G0847 (from clone Aldrich syndrome-like (WASL), mRNA
DKFZp779G0847)

six 101607 CLIC5 NG_031965 Homo sapiens chloride intracellular Cytoplasm ion channel CR974564 Pig DNA sequence from clone CH242-
channel 5 (CLIC5), RefSeqGene on 208015 on chromosome 7, complete
chromosome 6 sequence

six 101616 SLTM XM_006720690 PREDICTED: Homo sapiens SAFB-like, Nucleus other XM_005659569 PREDICTED: Sus scrofa SAFB-like
transcription modulator (SLTM), transcription modulator-like
transcript variant X8, mRNA (LOC102161684), mRNA

six 101624 TMED7 BC107426 Homo sapiens transmembrane emp24 Cytoplasm transporter AY609399 Sus scrofa clone
protein transport domain containing 7, Clu_10274.scr.msk.p1.Contig2, mRNA
mRNA (cDNA clone IMAGE:4770522), sequence
partial cds

six 101625 HNRNPA2B1 XR 428077 PREDICTED: Homo sapiens Nucleus other XR_309107 PREDICTED: Sus scrofa
heterogeneous nuclear heterogeneous nuclear
ribonucleoprotein A2/B1 (HNRNPA2B1), ribonucleoprotein A2/B1 (HNRNPA2B1),
transcript variant X6, misc_RNA transcript variant X6, misc_RNA

six 101629 RPS23 AK291132 Homo sapiens cDNA FLJ77921 Cytoplasm translation AK399717 Sus scrofa mRNA, clone:
complete cds, highly similar to Homo regulator BMWN10042B11, expressed in bone
sapiens ribosomal protein S23 marrow
(RPS23), mRNA

six 101635 AC093311 Homo sapiens chromosome 5 clone KF767443 Sus scrofa breed Wuzhishan
RP11-461G12, complete sequence mitochondrion, complete genome

six 101649 C160rf72 NM_014117 Homo sapiens chromosome 16 open  Other other XM_003354616 PREDICTED: Sus scrofa chromosome
reading frame 72 (C160rf72), mRNA 3 open reading frame, human C160rf72

(C3H160rf72), mRNA

six 101664 TTC14 NM_133462 Homo sapiens tetratricopeptide repeat Other other XM_001927185 PREDICTED: Sus scrofa
domain 14 (TTC14), transcript variant 1, tetratricopeptide repeat domain 14
mRNA (TTC14), mRNA

six 101691 MARCH7 NM_001282805 Homo sapiens membrane-associated  Extracellular other AK230965 Sus scrofa mRNA,
ring finger (C3HC4) 7, E3 ubiquitin Space clone:AMP010069H08, expressed in
protein ligase (MARCH?7), transcript alveolar macrophage
variant 1, mRNA

six 101715 PTMA NM_001099285 Homo sapiens prothymosin, alpha Nucleus other AK398489 Sus scrofa mRNA, clone:
(PTMA), transcript variant 1, mRNA THY010105B02, expressed in thymus

six 101723 RPL23AP42 NG_010965 Homo sapiens ribosomal protein L23a XM_003361281 PREDICTED: Sus scrofa 60S ribosomal

pseudogene 42 (RPL23AP42) on
chromosome 3

protein L23a-like (LOC100623805),
mRNA
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six 101726 1GJ XM_006714212 PREDICTED: Homo sapiens Extracellular other XM_003356961 PREDICTED: Sus scrofa
immunoglobulin J polypeptide, linker Space immunoglobulin J polypeptide, linker
protein for immunoglobulin alpha and protein for immunoglobulin alpha and
mu polypeptides (IGJ), transcript variant mu polypeptides (IGJ), transcript variant
X2, mRNA 1, mMRNA

six 101728 COL4A1 NG_011544 Homo sapiens collagen, type 1V, alpha 1 Extracellular other XM_003131091 PREDICTED: Sus scrofa collagen, type
(COL4A1), RefSeqGene on Space IV, alpha 1 (COL4A1), mRNA
chromosome 13

Six 101742 AB528451 Synthetic construct DNA, clone: AK393561 Sus scrofa mRNA, clone:
pF1KB0487, Homo sapiens NOP5 gene KDNO010072G09, expressed in kidney
for NOP58 ribonucleoprotein homolog,
without stop codon, in Flexi system

six 101745 SERINC1 NM_020755 Homo sapiens serine incorporator 1 Plasma transporter XM_005659233 PREDICTED: Sus scrofa serine
(SERINC1), mRNA Membrane incorporator 1-like (LOC102158514),
>gi|34193576|gb|BC033029.2| Homo mRNA
sapiens serine incorporator 1, mMRNA
(cDNA clone MGC:33018
IMAGE:4831122), complete cds

six 101753 CPE AK294175 Homo sapiens cDNA FLJ53369 Cytoplasm peptidase AK392225 Sus scrofa mRNA, clone:
complete cds, highly similar to HTMT10058D03, expressed in
Carboxypeptidase E precursor (EC hypothalamus
3.4.17.10)

six 101762 ICK NG_012159 Homo sapiens intestinal cell (MAK-like) Cytoplasm kinase CuU914279 Pig DNA sequence from clone CH242-
kinase (ICK), RefSeqGene on 411E2 on chromosome 12, complete
chromosome 6 sequence

six 101783 ALDH9A1 BC151141 Homo sapiens aldehyde Cytoplasm enzyme XM_005663148 PREDICTED: Sus scrofa aldehyde

dehydrogenase 9 family, member A1,
mRNA (cDNA clone MGC:184053
IMAGE:9057041), complete cds

dehydrogenase 9 family, member A1
(ALDH9A1), mRNA
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sixX 101784 TWFA1 AL356738 Human DNA sequence from clone XM_005664155 PREDICTED: Sus scrofa twinfilin actin-
RP13-228J13 on chromosome X binding protein 1 (TWF1), transcript
Contains a pseudogene similar to part variant X2, mRNA
of trimethyllysine hydroxylase, epsilon
(TMLHE), two novel genes, the CLIC2
gene for chloride intracellular channel 2,
a pseudogene similar to part of steroid-
5-alpha-reductase alpha polypeptide 2
(3-oxo-5 alpha-steroid delta 4-
dehydrogenase alpha 2) (SRD5A2) a
PHD finger protein pseudogene, a
PTKO9 protein tyrosine kinase 9
pseudogene (PTK9), the RAB39B gene
for RAB39B member RAS oncogene
family, the VBP1 gene for von Hippel-
Lindau binding protein 1, a pseudogene
similar to part of CD84 antigen
(leukocyte antigen) (CD84) and three
CpG islands, complete sequence

six 101787 EPM2A XM_006715565 PREDICTED: Homo sapiens epilepsy, Cytoplasm phosphatase AY609705 Sus scrofa clone
progressive myoclonus type 2A, Lafora Clu_26808.scr.msk.p1.Contig1, mRNA
disease (laforin) (EPM2A), transcript sequence
variant X2, mRNA

six 101791  MGAM XM_006716169 PREDICTED: Homo sapiens maltase- Plasma enzyme XM_005658875 PREDICTED: Sus scrofa maltase-
glucoamylase (alpha-glucosidase) Membrane glucoamylase, intestinal-like
(MGAM), transcript variant X2, mRNA (LOC100621130), partial mMRNA

six 101797 ORC4 NM_001190879 Homo sapiens origin recognition Nucleus other XM_005671606 PREDICTED: Sus scrofa origin
complex, subunit 4 (ORC4), transcript recognition complex, su