Supplementary Table S5 Part results of the GO analysis of down-regulated genes expressed in LDM tissue of Qinghai yak compared with Qinchuan cattle

	GO Term
	Gene No.
	p-Value

	cell adhesion
	86
	1.20E-15

	immune response
	102
	2.51E-10

	complement activation, classical pathway
	11
	3.84E-10

	innate immune response
	26
	1.40E-09

	response to hypoxia
	16
	2.67E-09

	negative regulation of DNA repair
	6
	3.07E-09

	oxidation reduction
	75
	4.75E-09

	negative regulation of granulocyte differentiation
	6
	2.08E-08

	positive regulation of phagocytosis
	8
	2.25E-08

	receptor mediated endocytosis
	9
	3.27E-08

	positive regulation of type IIa hypersensitivity
	5
	4.68E-07

	fatty acid biosynthesis
	17
	5.61E-07

	collagen fibril organization
	7
	1.62E-06

	blood vessel maturation
	4
	2.12E-06

	intracellular cholesterol transport
	4
	2.12E-06

	 negative regulation of retinoic acid receptor signaling pathway
	4
	2.12E-06

	caspase activation
	10
	3.08E-06

	negative regulation of caspase activity
	7
	3.92E-06

	 inhibition of NF-kappaB transcription factor
	6
	4.18E-06

	inflammatory response
	24
	4.69E-06

	cell cycle arrest
	13
	7.63E-06

	negative regulation of blood vessel endothelial cell migration
	5
	8.93E-06

	skin morphogenesis
	4
	1.03E-05

	positive regulation of cell-matrix adhesion
	4
	1.03E-05

	pinocytosis
	4
	1.03E-05

	blood coagulation
	20
	1.71E-05

	 glycoprotein catabolism
	5
	1.73E-05

	induction of apoptosis
	19
	2.12E-05

	regulation of actin filament polymerization
	8
	2.62E-05

	regulation of mammary gland epithelial cell proliferation
	4
	2.98E-05

	ISG15-protein conjugation
	4
	2.98E-05

	release of cytochrome c from mitochondria
	6
	3.83E-05

	anti-apoptosis
	15
	4.09E-05

	positive regulation of I-kappaB kinase/NF-kappaB cascade
	15
	4.09E-05

	DNA fragmentation during apoptosis
	6
	5.42E-05

	adenosine catabolism
	3
	5.55E-05

	purine nucleotide salvage
	3
	5.55E-05

	inosine biosynthesis
	3
	5.55E-05

	negative regulation of adenosine receptor signaling pathway
	3
	5.55E-05

	response to selenium ion
	3
	5.55E-05

	monocyte chemotaxis
	3
	5.55E-05

	positive regulation of megakaryocyte differentiation
	3
	5.55E-05

	actin filament severing
	3
	5.55E-05


