Supplementary Table S4 Part results of the GO analysis of up-regulated genes expressed in LDM tissue of Qinghai yak compared with Qinchuan cattle

	GO Term
	Gene No.
	p-Value

	ubiquitin-dependent protein catabolism
	18
	3.08E-07

	nucleotide-sugar transport
	5
	3.65E-07

	protein amino acid ADP-ribosylation
	7
	4.51E-07

	tRNA splicing
	4
	2.43E-06

	gamma-aminobutyric acid metabolism
	3
	2.64E-06

	neurotransmitter catabolism
	4
	4.33E-06

	regulation of mitochondrial membrane permeability
	3
	1.04E-05

	fructose 2,6-bisphosphate metabolism
	4
	1.64E-05

	modification-dependent protein catabolism
	19
	1.83E-05

	spermine biosynthesis
	3
	5.11E-05

	behavioral response to cocaine
	3
	5.11E-05

	Wnt receptor signaling pathway
	8
	7.29E-05

	protein ubiquitination during ubiquitin-dependent

protein catabolism
	3
	8.85E-05

	midbrain development
	3
	8.85E-05

	fructose metabolism
	4
	1.19E-04

	pantothenate metabolism
	2
	1.91E-04

	negative regulation of sodium ion transport
	2
	1.91E-04

	negative regulation of membrane potential
	2
	1.91E-04

	detection of mechanical stimulus during sensory perception of pain
	2
	1.91E-04

	outer ear morphogenesis
	2
	1.91E-04

	gamma-aminobutyric acid catabolism
	2
	1.91E-04

	protein ubiquitination
	8
	1.96E-04

	cholesterol homeostasis
	4
	2.61E-04

	nerve growth factor receptor signaling pathway
	3
	2.94E-04

	transcription initiation from RNA polymerase II promoter
	5
	3.11E-04

	translational initiation
	6
	4.94E-04

	insemination
	2
	5.68E-04

	DNA methylation
	4
	8.49E-04

	mitochondrion transport along microtubule
	2
	0.001126

	dopamine catabolism
	2
	0.001126

	negative regulation of JAK-STAT cascade
	2
	0.001126

	acyl-CoA biosynthesis
	2
	0.001126

	lipoprotein metabolism
	6
	0.00169

	lipoprotein transport
	2
	0.001859

	development of secondary female sexual characteristics
	2
	0.001859

	grooming behavior
	2
	0.001859

	carbohydrate phosphorylation
	2
	0.001859

	negative regulation of apoptosis
	10
	0.0021

	prostaglandin biosynthesis
	3
	0.002165

	lipid transport
	7
	0.002395

	spermine metabolism
	2
	0.002762

	natural killer cell differentiation
	2
	0.002762

	negative regulation of erythrocyte differentiation
	2
	0.002762


