Supplementary Table S2 The up-regulated differentially expressed genes in yak LDM tissue compared to Qinchuan cattle

	Gene Title
	Gene Symbol
	Fold change
(Yak /Cattle)
	SAM q-value（%）
	Probe set ID
	GenBank ID

	Muscle growth regulation

	Chromosome 15 open reading frame 40 ortholog
	C21H15orf40
	3.45
	0
	Bt.25289.1.A1_at
	CK972189

	NIMA (never in mitosis gene a)-related kinase 3
	NEK3
	2.32
	0.091
	Bt.17970.1.S1_at
	CK778215

	mitogen-activated protein kinase 14
	MAPK14
	2.27
	0.118
	Bt.9698.1.S1_at
	CK948245

	betacellulin
	BTC
	6.67
	0.091
	Bt.236.1.S1_at
	NM_173896.1

	Amyloid beta (A4) precursor protein-binding, family B, 

member 2
	APBB2
	2.70
	0.273
	Bt.19633.1.A1_at
	CB468276

	Zinc finger, RAN-binding domain containing 1
	ZRANB1
	2.00
	0.343
	Bt.21972.2.S1_at
	CF614434

	casein kinase 2, alpha prime polypeptide
	CSNK2A2
	2.13
	0
	Bt.1408.1.S1_at
	NM_174636.2

	casein kinase 1, delta
	CSNK1D
	2.17
	0.062
	Bt.10184.1.S1_a_at
	CK960479

	protein kinase, interferon-inducible double stranded RNA 

dependent activator
	PRKRA
	2.38
	0.791
	Bt.6669.1.A1_at
	BF776405

	myogenic factor 6 (herculin)
	MYF6
	2.00
	0.927
	Bt.22973.1.S1_at
	NM_181811.1

	transforming growth factor beta regulator 4
	TBRG4
	2.44
	0
	Bt.20229.1.S1_at
	CK772740

	Protein metabolism 

	cullin 5
	CUL5
	3.57
	0
	Bt.20830.1.A1_at
	CB531128

	cullin 1
	CUL1
	3.03
	0
	Bt.29888.1.S1_at
	BF041956

	ubiquitination factor E4B
	UBE4B
	3.13
	0
	Bt.28489.1.S1_at
	BE667401

	neural precursor cell expressed, developmentally 

down-regulated 4-like
	NEDD4L
	5.88
	0
	Bt.3892.1.S1_at
	CK769581

	Kelch-like 21 (Drosophila)
	KLHL21
	2.56
	0.062
	Bt.29915.2.S1_at
	CK981199

	similar to ubiquitin specific protease 24
	LOC532257
	2.50
	0.273
	Bt.5161.1.S1_at
	CK951722

	ubiquitin specific peptidase 38
	USP38
	2.04
	0.791
	Bt.15769.1.S1_at
	CB464671

	ankyrin repeat and SOCS box-containing 3
	ASB3
	2.04
	0.561
	Bt.23929.1.A1_at
	CK848518

	similar to ubiquitin-specific protease 7
	USP7
	2.08
	0.409
	Bt.21986.1.A1_a_at
	CB456244

	Ubiquitin-conjugating enzyme E2B (RAD6 homolog)
	UBE2B
	2.13
	0.791
	Bt.26394.1.S1_at
	CK971057

	solute carrier family 35 (UDP-galactose transporter), 

member A2
	SLC35A2
	2.27
	0.927
	Bt.25927.1.A1_at
	CK775100

	dihydrolipoamide branched chain transacylase E2
	DBT
	2.13
	0.282
	Bt.426.1.S1_at
	NM_173905.2

	similar to Apolipoprotein L, 3
	LOC510193
	2.22
	2.310
	Bt.9654.1.S1_at
	BM258817

	microsomal triglyceride transfer protein
	MTTP
	9.09
	0
	Bt.26343.1.S1_at
	CK776537

	lecithin-cholesterol acyltransferase
	LCAT
	2.78
	0
	Bt.11126.1.S1_at
	CB443639

	lecithin-cholesterol acyltransferase
	LCAT
	2.86
	0
	Bt.11126.3.S1_a_at
	AW417244

	collagen, type IV, alpha 3 (Goodpasture antigen)

 binding protein
	COL4A3BP
	4.00
	0
	Bt.7214.1.S1_a_at
	NM_174765.2

	ATP-binding cassette, sub-family A (ABC1), member 1
	ABCA1
	5.26
	0
	Bt.19423.2.S1_at
	CF923200

	acyl-Coenzyme A oxidase 3, pristanoyl
	ACOX3
	2.94
	0
	Bt.9711.1.S1_at
	CK956767

	Glucose metabolism

	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 4
	PFKFB4
	4.00
	0.927
	Bt.659.3.S1_at
	BE722047

	6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3
	PFKFB3
	3.23
	0.282
	Bt.12314.1.S1_at
	BI774743

	galactokinase 2
	GALK2
	4.00
	1.694
	Bt.13737.1.S1_at
	CB165214

	Transcription and translation Regulation 

	mediator complex subunit 31
	MED31
	3.70
	0
	Bt.24579.1.S1_at
	CB419686

	mediator complex subunit 6
	MED6
	2.38
	0
	Bt.24717.2.S1_a_at
	CK942851

	MYC associated factor X
	MAX
	4.35
	0
	Bt.24987.1.S1_at
	CK775280

	mediator complex subunit 30
	MED30
	2.22
	0
	Bt.22622.2.S1_at
	BE722185

	zinc finger protein 582
	ZNF582
	2.63
	0
	Bt.16462.1.S1_at
	AW477478

	nuclear factor (erythroid-derived 2)-like 1
	NFE2L1
	2.13
	0
	Bt.12885.2.S1_at
	CK849090

	RAR-related orphan receptor A
	RORA
	4.35
	0
	Bt.24444.1.A1_at
	CK777725

	forkhead box P2
	FOXP2
	3.13
	0
	Bt.27586.1.A1_a_at
	CK777933

	microphthalmia-associated transcription factor
	MITF
	4.76
	0
	Bt.29882.1.S1_at
	AY398689.1

	Others

	flavin containing monooxygenase 1
	FMO1
	5.56
	0
	Bt.20902.1.A1_at
	CB531087

	ADP-ribosylation factor-like 2 binding protein
	ARL2BP
	5.56
	0
	Bt.11667.1.A1_at
	AU277473

	Proline-rich nuclear receptor coactivator 1
	PNRC1
	8.33
	0
	Bt.13991.3.S1_at
	CB538789

	Myeloid/lymphoid or mixed-lineage leukemia

(trithorax homolog, Drosophila); translocated to, 10
	MLLT10
	2.17
	0
	Bt.14214.1.S1_at
	BM105992

	nebulin
	NEB
	5.56
	0
	Bt.29853.1.A1_at
	L14466.1


