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CLUSTAL W (1.83) multiple sequence alignment

1prev           ATGATAACCAGCCAACTCTCTGTCTTCTTCATGCTCATCTATATGCTCGA

1seq            --------------------------------------------------

1prev           GTTCTTGACAATAACTGGGCAGAGCAGCCTGATTGTCATAGTGCTGGGCA

1seq            --------------------------------------------------

1prev           GAGAGTGGGTGCAGACTCAAAGGCTGCCGCCTGTGGACATGATTCTCACC

1seq            -----------------------------CCTGTGGACATGATTCTCACC

*********************

1prev           AGCCTGGGCATCTGCCGCTTCTGTCAACTGTGGTCATCGATGCTGCACAA

1seq            AGCCTGGGCATCTGCCGCTTCTGTCAACTGTGGTCATCGATGCTGCACAA

**************************************************

1prev           CTTCGGCTCCCACTTCCACCTGAATTACAATTTTTGGTGTTTTGGGATCA

1seq            CTTCGGCTCCCACTTCCACCTGAATTACAATTTTTGGTGTTTCGGGATCA

****************************************** *******

1prev           TCTGGCAGTTTACTAACATCCTTTCCTTCTGGTTAACCAGCTTGCTTGCT

1seq            TCTGGCAATTTACTAACATCCTTTCCTTCTGGTTGACCAGCTTGCTTGCT

******* ************************** ***************

1prev           GTCTTCTACTGTGTCAAAGTCTCCTTCTTCAGCCACCCCATCTTCCTCTG

1seq            GTCTTCTACTGTGTCAAAGTCTCCTTCTTCAGCCACCCCATCTTCCTCTG

**************************************************

1prev           GATGAAGTGGAGAATTGTGAGATGGGTTCCTCAGCTGCTGCTGGGCTCTC

1seq            GATGAAGTGGAGAATTGTGAGATGGGTTCCTCGGCTGCTGCTGGGCTCTC

******************************** *****************

1prev           TGCTGGTTTCTTGTGTGTCTACCATCTTTTCAGCGACTAGTTATTACATC

1seq            TGCTGGTTTCTTGTGTGTCTACCATCTTTTCAGCGACTAGTTATTACATC

**************************************************

1prev           ATCATTCAATTCATCTCCATGAAGGATTTCCCTAGGAACAGCACCATGCT

1seq            ATCATTCAATTCATCTCCATGAAGGATTTCCCTAGGAACAGCACCATGCT

**************************************************

1prev           TGAGAGACTGGAGGCGTTCCTGTGGGATTTTTCCACACTGCGGAAAGTGG

1seq            TGAGAGACTAGAGGCGTTCCTGTGGGATTTTTCCACACTGCGGCAAGTAG

********* ********************************* **** *

1prev           TTGTATTGGTTATTCCTTTCCTCCTGTTCCTGGCCTCCACAGTCTTGCTC

1seq            TTGTATTGGTTATTCCTTTCCTCCTGTTTCTGGCCTCCACAGTCTTGCTC

**************************** *********************

1prev           ATGGCCTTATTATCCCGACATCTGAAGCAGATGAAAGACCTTCACACAGG

1seq            ATGGCCTTATTATCCCGACATCTGAAGCAGATGAAAGACCTTCACACAGG

**************************************************

1prev           CCGCCCCATCTCCAGCCGGGAAGCTCACTCTGCCGCCCTGAGGTCTCTTG

1seq            CCACCCCATCTCCAGCCCGGAAGCTCACTCTGCCGCCCTGAGGTCTCTTG

** ************** ********************************

1prev           GCATCTTCCTCATCTTGTTCACCTTTTATTTTCTGACCGTGCTCGTCTCC

1seq            GCATCTTCCTCATCTTGTTCACCTTTTATTTTCTGACCGTGCTCGTCTCC

**************************************************
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1prev           ATCTTGGATGTCCTATTTAATAAAGAGTCTTGGTTCTGGGCCTGGGAAGC

1seq            ATCTTGGATGTCCTATTTAATAAAGAGTCTTGGTTCTGGGCCTGGGAAGC

**************************************************

1prev           TATCATCTATGCATTAGTCTCTATTCATTCTACTTTACTAATGCTGAGCA

1seq            TATCATCTATGCATTAGTCTCTATTCATTCTACTTTACTAATGCTGAGCA

**************************************************

1prev           GTGCCAAACTGAAAAGAGTTTTAAAGGCAAGGTGCTGGAGCCTAGAAGCT

1seq            GTGCCAA-------------------------------------------

*******                                           

1prev           GCCTGA

1seq            -----A

*
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2prev           ATGCTGAGTACAGTGGAAGGCCTCCTAATTTATGTAGCAGTTAGTGAATC

2seq            --------------------------------------------------

2prev           AGTATTGGGGGTCTTAGGGAATGGATTTATTGGAGTTGTAAGCTGCATTG

2seq            --TATTGGGGGTCTTAGGGAATGGATTTATTGGAGTTGTAAGCTGCATTG

************************************************

2prev           ATTGTGTGAAAAGCAAGAAGATCCCTACTGTCAGCCTTATTCTCACTGGC

2seq            ATTGTGTGAAAAGCAAGAAGATCCCTACTGTCAGCCTTATTCTCACTGGC

**************************************************

2prev           TTAGCTTCTTCCAGATTTTGCCTGATATGGATAATAATTACAGATGCATA

2seq            TTAGCTTCTTCCAGATTTTGCCTGATATGGATAATAATTACAGATGCATA

**************************************************

2prev           TGTGAGGATGTTTTTTCCAGATACATATTTGTCTGGTAATCTAAGTCAAA

2seq            TGTGAGGATGTTTTTTCCAGATACATATTTGTCTGGTAATCTAAGTCAAA

**************************************************

2prev           ATATAGCTCACTTTTGGATAATTATGAATCAGTCAAGTATCTGGTTTGCC

2seq            ATATAGCTCACTTTTGGATAATTATGAATCAGTCAAGTATCTGGTTTGCC

**************************************************

2prev           ACCAGCCTCAACATCTTCTATTTCCTGAAGATAGCCAATTATTCCCACTG

2seq            ACCAGCCTCAACATCTTCTATTTCCTGAAGATAGCCAATTATTCCCACTG

**************************************************

2prev           CATTTTTCTCTGGCTGAAGGGTCACATCAACAGGGTTCTTCTCCTTTTCA

2seq            CATTTTTCTCTGGCTGAAGGGTCACATCAACAGGGTTCTTCTCCTTTTCA

**************************************************

2prev           TGGGGTCTTTGCTTATTTCATGGTTATTTGCTTTTCCAAGCATTGCAAAG

2seq            TGGGGTCTTTGCTTATTTCATGGTTATTTGCTTTTCCAAGCATTGCAAAG

**************************************************

2prev           CCTAGTATTAATGATATTATGAAGAACAGAAGCTCAACCTGGCTGATCGC

2seq            CCTAGTATTAATGATATTATGAAGAACAGAAGCTCAACCTGGCTGATCGC

**************************************************

2prev           CCTGCATAAAAGGGAATACTTGACAAATCATATTCTGCTCAATATTGGAG

2seq            CCTGCATAAAAGGGAATACTTGACAAATCATATTCTGCTCAATATTGGAG

**************************************************

2prev           TCATTCTTGTCTTTGTGCTATGCCTGATTACATGTTTCTTATTAATCACT

2seq            TCATTCTTGTCTTTGTGCTATGCCTGATTACATGTTTCTTATTAATCACT

**************************************************

2prev           TCCCTTTGGAGACACAACAGAAAGATGCAATTGAATGCCACAGGATTCAG

2seq            TCCCTTTGGAGACACAACAGAAAGATGCAATTGAATGCCACAGGATTCAG

**************************************************

2prev           AGATCCCAGCACTGAAGCACATATCAAAGCAATGAAGACTTTGGTGTCTT

2seq            AGATCCCAGCACTGAAGCACATATCAAAGCAATGAAGACTTTGGTGTCTT

**************************************************

2prev           TTATCATCCTCTTTATCTTGTATTTTGTAGGCACTGCCATACAAATATCA

2seq            TTATCATCCTCTTTATCTTGTATTTTGTAGGCACTGCCATACAAATATCA

**************************************************
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2prev           GGTAGTACTATGCCTGAAAACAACCTGTTGCTCATTATTGGTATAACAAC

2seq            AGTAGTACTATGCCTGAAAACAACCTGTTGCTCATTATTGGTATAACAAC

*************************************************

2prev           CAGACTCCTCTATCCCTGTGGACACTCGTTGATCCTAATTCTAGGAAACA

2seq            CAGACTCCTCTATCCCTGTGGACACTCGTTGATCCTAATTCTAGGAAACA

**************************************************

2prev           GGAAGCTGAAGCAAGACTTTTTGAGGGTACTGAAGCCATTAAAGTGCTGG

2seq            GGAAGCTGAAGCAAGACTTTTTGAGGGTACTGAAGCCATTAAAGTGCTGG

**************************************************

2prev           GGAAAAGAGAAACTTCTTAGAATTCCATGA

2seq            G---------------------------GA

*                           **
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3prev           ATGGAGAGAACACTGAACAATATACTTATGATCATTTCTGCTGGAGAATT

3seq            ------------------------------------------------TT

**

3prev           CTTACTGGGTATTTTGGGAAATGGATTCATTGTCCTGGTTAACTGTATTG

3seq            CTTACTGGGTATTTTGGGAAATGGATTCATTGTCCTGGTTAACTGTATTG

**************************************************

3prev           ATTGGATCAGGAGCAGGAAGTTCTCCCTGATTGACTTTATTCTCACCTGC

3seq            ATTGGATCAGGAGCAGGAAGTTCTCCCTGATTGACTTTATTCTCACCTGC

**************************************************

3prev           TTGGCTATTTCCAGAATATTTGTGCTGTGCATAATGATTTCAAGTACAGG

3seq            TTGGCTATTTCCAGAATATTTGTGCTGTGCATAATGATTTCAAGTACAGG

**************************************************

3prev           TTTATATGTAATCTCTGAGGAAATACAGTACAACAAGAATCTCCTGATAA

3seq            TTTATATGTAATCTCTGAGGAAATACAGTACAACAAGAATCTCCTGATAA

**************************************************

3prev           ATTTGGGGTTCCTCTGGACAGGATCCAATTATTTCTCCATAGCCTGCACC

3seq            ATTTGGGGTTCCTCTGGACAGGATCCAATTATTTCTCCATAGCCTGCACC

**************************************************

3prev           ACCTGCATCAGTGTCTTCTATCTCCTCAGAATAGCTAACTTTTCTAATTT

3seq            ACCTGCATCAGTGTCTTCTATCTCCTCAGAATAGCTAACTTTTCTAATTT

**************************************************

3prev           CCTTTTCCTCTGGATGAAACGGAGAATTCACAAGGTGCTTCTCATTATTG

3seq            CCTTTTCCTCTGGATGAAACGGAGAATTCACAAGGTGCTTCTCATTATTG

**************************************************

3prev           CACTGGGGGCTGTCTTCTCTTTCTGCTTGTGCCTTCTTCAAAAGAATATG

3seq            CACTGGGGGCTGTCTTCTCTTTCTGCTTGTGCCTTCTTCAAAAGAATATG

**************************************************

3prev           GCAGTTGAAATCCTGTTCCAAAACCAGGTAAACAGCAAAAAAAATGTGAC

3seq            GCAGTTGAAATCCTGTTCCAAAACCAGGTAAACAGCAAAAAAAATGTGAC

**************************************************

3prev           ATTGGACTTTCTAATGATAAGATACGATTTGTTCTTTGCCATAATGTTCC

3seq            ATTGGACTTTCTAATGATAAGATACAATTTGTTCTTTGCCATAATGTTCC

************************* ************************

3prev           TCATCCCCTTTGTAGTGTCCCTGGCCTCCTTTCTCCTTTTAATCCTCTCC

3seq            TCATCCCCTTTGTAGTGTCCCTGGCCTCCTTTCTCCTTTTAATCCTCTCC

**************************************************

3prev           TTATGTGGTCATCTCAGGCGTATGAAGGGTGTAGACTGTAGCTCGGAAGC

3seq            TTATGTGGTCATCTCAGGCATATGAAGGGTGTAGACTGTAGCTCGGAAGC

******************* ******************************

3prev           CCATGTGAGAGCCCTGAAGGCTATGATTTCATTCCTACTCCTCTTCATTC

3seq            CCATGTGAGAGCCCTGAAGGCTATGATTTCATTCCTACTCCTCTTCATTC

**************************************************

3prev           TACACTATTTGAGCAATATTATGACAGTGTGGGCCAATCACATTCTCGGT

3seq            TACACTATTTGAGCAATATTATGACAGTGTGGGCCAATCACATTCTCGGT

**************************************************
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3prev           AGTTTTGTGGCAAAGATTTTTGTGAACATGCTGTTATTTTTCTGTCCTTC

3seq            AGTTTTGTGGCAAAGATTTTTGTGAACATGCTGTTATTTTTCTGTCCTTC

**************************************************

3prev           TGGCCACCCTTTGCTTCTGATTTTGTGGAACAGCAAATTGAAAAAGGCTT

3seq            TGGCCACCCTTTGCTTCTGATTTTGTGGAACAGCAAATTGAAAAAGGCTT

**************************************************

3prev           CACTCTGTGTCCTAAGGAAGCTGAGGGGTTACATGAATCTAAGAAAACTC

3seq            CACTCTGTGTCCTAAGGAAGCTGAGG------------------------

**************************                        

3prev           TTCCAAAAATAAGCCTGAAGTGATGA

3seq            ------------------------GG

* 
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4prev           ATGTTGAGACTCAGCAATTTGGGGTTTCTGGTTCTGACCGCCATTCAGTT

4seq            --------------------------------------------------

4prev           CATCCTGGGAATGCTGGGGAATGGTTTCATAGGGTGGGTCAATGGCAGCA

4seq            ---------------------TGGTTTCATAGGGTGGGTCAATGGCAGCA

*****************************

4prev           GCTGGTTCAAGAGCAAGAGGATCTCTTTGCATGACTTCATTATCACTAAC

4seq            GCTGGTTCAAGAGCAAGAGGATCTCTTTGCATGACTTCATTATCACTAAC

**************************************************

4prev           CTGGCTGTCTCCAGGATTGTTTTGCTGTGGATTCTCTTGATCGATGGTGT

4seq            CTGGCTGTCTCCAGGATTGTTTTGCTGTGGATTCTCTTGATCGATGGTGT

**************************************************

4prev           TTTACTGGTGTTCTCTCCCAAACTACATGATGAAGGGATAATCATGCAAA

4seq            TTTACTGGTGTTCTCTCCCAAACTACACGATGAAGGGATAATCATGCAAA

*************************** **********************

4prev           TTATTGATGTGTTCTGGACATTTACAAACCATCTGAGCATTTGGCTTACC

4seq            TTATTGATGTGTTCTGGACATTTACAAACCATCTGAGCATTTGGCTTACC

**************************************************

4prev           ACCTGTGTCAGTGTCTTCTACTGCCTGAAAGTGGCCAGTTTCTCCCATCC

4seq            ACCTGTGTCAGTGTCTTCTACTGCCTGAAAGTGGCCAGTTTCTCCCATCC

**************************************************

4prev           TATGTTCCTCTGGCTCAAATGGAGAGTTTCCAGGGTGGTTGTATGGATGC

4seq            TATGTTCCTCTGGCTCAAATGGAGAGTTTCCAGGGTGGTTGTATGGATGC

**************************************************

4prev           TGTTGAGTACCCTGCTGTTATCATGTGGCAGTGCCATCTCTCTGATCCGA

4seq            TGTTGAGTACCCTGCTGTTATCATGTGGCAGTGCCATCTCTCTGATCCGA

**************************************************

4prev           GAATTTAAGATCTATTCTGTTCTCGGTGGAATTGATAGAACCGGGAATAT

4seq            GAATTTAAGATCTATTCTGTTCTCGGTGGAATTGATAGAACCGGGAATAT

**************************************************

4prev           GACTGAGCTCTTTAGAAGGAAGGAAAAAGAATATAAACTGATCCATGTTC

4seq            GACTGAGCTCTTTAGAAGGAAGGAAAAAGAATATAAACTGATCCATGTTC

**************************************************

4prev           TTGGGACTCTGTGGGACCTCCCTCCCCTAGTCGTATCTCTGATCTCCTAC

4seq            TTGGGACTCTGTGGGACCTCCCTCCCCTAGTCGTATCTCTGATCTCCTAC

**************************************************

4prev           TTTCTGCTTATCCTCTCCCTGGGGAGGCACGTGCGGCAGATGCATCAAGA

4seq            TTTCTGCTTATCCTCTCCCTGGGGAGGCACGTGCGGCAGATGCATCAAGA

**************************************************

4prev           CTGTGGCAGCTCCAGAGATCCCAGTACCGAGGCCCACAGGAGGGCCATCA

4seq            CTGTGGCAGCTCCAGAGATCCCAGTACCGAGGCCCACAGGAGGGCCATCA

**************************************************

4prev           GAGTCATCCTCTCCTTCCTCTTCCTCTTCCTACTCTACTATCTTTCCTTT

4seq            GAGTCATCCTCTCCTTCCTCTTCCTCTTCCTACTCTACTATCTTTCCTTT

**************************************************
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4prev           TCTGTTTTAACATCCAGTTATTTCCTACCAGCAACTAAGATGATTGCGAA

4seq            TCTGTTTTAACATCCAGTTATTTCCTACCAGCAACTAAGATGATTGCGAA

**************************************************

4prev           GATCGGAGAAGTAATTACAATGTTCTATCTTGCTGGCCACTCCTATGTTC

4seq            GATCGGAGAAGTAATTACAATGTTCTATCTTGCTGGCCACTCTTATGTTC

****************************************** *******

4prev           TCATTCTGGGAAATAGCAAGCTGAAGCAGATGTTTGTGGCGATGCTCCGG

4seq            TCATTCTGGGAAATAGCAAGCTGAAGCAGATGTTTGTGGCGATGCTCCGG

**************************************************

4prev           TGTGAGCCTGGTTGTCTGAAGCCTGGATCCAAGGGATCTGTTTATCCATA

4seq            TGTGAGCCTGGTTGTCTGAAGCCTGGATCCAAGGGATCTGTTTATCC---

***********************************************   

4prev           G

4seq            A
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5prev           ATGCTTCGGATAGTCTTTTTTTCTTCTATCGTTGTCTCTGAAATTATAAC

5seq            --------------------------------------------------

5prev           TTTTGTAGGACTCATTGTGAATCTCTTCATTGTAGTGGTCAGTTACAAGA

5seq            ---------------------TCTCTTCATTGTAGTGGTCAGTTACAAGA

*****************************

5prev           CTTGCATCAAAAGCCACAGGATCTCTTCTTCTGACAGACTCCTGTTCAGT

5seq            CTTGCATCAAAAGCCACAGGATCTCTTCTTCTGACAGACTCCTGTTCAGT

**************************************************

5prev           TTGGGCATCACCAGATTTTTTATACTGTTACTGAATGTTGTTGTCATCAT

5seq            TTGGGCATCACCAGATTTTTTATACTGTTACTGAATGTTGTTGTCATCAT

**************************************************

5prev           CTCTCCAAATGTGGAAAGGTCAGTCTCCTTATCCTCTTTCTTCCTGTCAT

5seq            CTCTCCAAATGTGGAAAGGTCAGTCTCCTTATCCTCTTTCTTCCTGTCAT

**************************************************

5prev           GTTGGATGTTTTTGGACTCTAGTAGTCTTTGGTTTGTAACCTTGCTCAAC

5seq            GTTGGATGTTTTTGGACTCTAGTAGTCTTTGGTTTGTAACCTTGCTCAAC

**************************************************

5prev           GTCTTGTATTGTGTGAAGATTGCTAACTACCAACACTCCGTGTTTCTCCT

5seq            GTCTTGTATTGTGTGAAGATTGCTAACTACCAACACTCCGTGTTTCTCCT

**************************************************

5prev           GCTGAAACGAAATCTCTCCACCAGGATGCCCCGGCTGCTGCTGGTCTGTA

5seq            GCTGAAACGAAATCTCTCCACCAGGATGCCCCGGCTGCTGCTGGTCTGTA

**************************************************

5prev           TGCTCCTTTCTGTCTTCACCACTCTCCTGTATGTTATGCTCAGACAGTTG

5seq            TGCTCCTTTCTGTCTTCACCACTCTCCTGTATGTTATGCTCAGACAGTTG

**************************************************

5prev           GCACCCCGTCTTGAATTTGTGACTGTGAGAAATGGCACAGTATTTGACAT

5seq            GCACCCCGTCTTGAATTTGTGACTGTGAGAAATGGCACAGTATTTGACAT

**************************************************

5prev           CAATGAGGGACTCCTGTCTTTGGTGACTCCTTTGGTCTTGAGCTCATTTC

5seq            CAATGAGGGACTCCTGTCTTTGGTGACTCCTTTGGTCTTGAGCTCATTTC

**************************************************

5prev           TCCAATTCATCATTAATGTGACTTCTGCTTCTTTGTTGATCAATTCCTTG

5seq            TCCAATTCATCATTAATGTGACTTCTGCTTCTTTGTTGATCAATTCCTTG

**************************************************

5prev           AAGAGACATGTACGGAAGATGCAGAGAAGCGCCACTGTTCTTTGGAATCC

5seq            AAGAGACATGTACGGAAGATGCAGAGAAGCGCCACTGTTCTTTGGAATCC

**************************************************

5prev           CCAGACTGAAGCTCATGTGGGTGCTATGAAGCTGATGATCTGTTTCCTCA

5seq            CCAGACTGAAGCTCATGTGGGTGCTATGAAGCTGATGATCTGTTTCCTCA

**************************************************

5prev           TACTCTACATTCCATATTCAGTTGCTACCTTGCTCCATTATCTCCCTTCT

5seq            TACTCTACATTCCATATTCAGTTGCTACCTTGCTCCATTATCTCCCTTCT

**************************************************
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5prev           TCTATAGGGATGGATTTGAGAACCAAGTCTATTTATGTTATTATGTCCAC

5seq            TCTATAGGGATGGATTTGAGAACCAAGTCTATTTATGTTATTATGTCCAC

**************************************************

5prev           CATTTACCCTCCAGGACATTCTCTTCTTATTATTCTCACACATCCTAAAC

5seq            CATTTACCCTCCAGGACATTCTCTTCTTATTATTCTCACACATC------

********************************************      

5prev           TGAAAACAAAAGCAAAGAATATTCTTTGTTTCAGTAAATAG

5seq            ----------------------------------------C
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6prev           ATGCCATCTGGAATTGAAAATACTTTTCTAGTAGTAACAATAGGAGGATT

6seq            --------------------------------------------------

6prev           TGTGATTGGAATGTTGGGGAATGGGTTCATTGTACTAGTTAACTGCATTG

6seq            ----------ATGTTGGGGAATGGGTTCATTGTACTAGTTAACTGCATTG

****************************************

6prev           ACCTGGTGAAGAGACAAAAGCTCTCATCAGCTGACTGCATCCTCACAGGC

6seq            ACCTGGTGAAGAGACAAAAGCTCTCATTAGCTGACTGCATCCTCACAGGC

*************************** **********************

6prev           CTGGCTATCTCCAGAATCAGTCAACTTTGGGCAATACTATGTGACTCATT

6seq            CTGGCTATCTCCAGAATCAGTCAACTTTGGGCAATACTATGTGACTCATT

**************************************************

6prev           TTTATTGGTACTATGGCCACACCTATATGCCATTGATAAACTAACAAAGG

6seq            TTTATTGGTACTATGGCCACACCTATATGCCATTGATAAACTAACAAAGG

**************************************************

6prev           TTGTTAATAGTTTTTGGATACTGTCCAATCACCTAGCTACCTGGTTTGCC

6seq            TTGTTAATATTTTTTGGATATTGTCCAATCACCTAACTACCTGGTTTGCC

********* ********** ************** **************

6prev           ACCTGTCTAAGTGTTTTCTACTTCTTTAAAGTAGCCAACTTCTCCCACCC

6seq            ACCTGTCTAAGTGTTTTCTACTTCTTTAAAGTAGCCAACTTCTCCCACCC

**************************************************

6prev           CTGCTTCACTTGGCTGCGGTGGCGAATTCGTAGTGTGGTACTGGTGCTTC

6seq            CTGCTTCACTTGGCTGCGGTGGCGAATTCGTAGTGTGGTACTGGTGCTTC

**************************************************

6prev           TCTTGGGGTCTTTGTCCTTACTGTTTTTGAATTCTGAATCAATATATATG

6seq            TCTTGGGGTCTTTGTCCTTACTGTTTTTGAATTCTGAATCAATATATATG

**************************************************

6prev           TTTAGTCATATCTCAACTAACAGCTACAAAATATATGCAAGAAACTCAAC

6seq            TTTAGTCATATCTCAACTAACAGCTACAAAATATATGCAAGAAACTCAAC

**************************************************

6prev           GTGGTCCCCAAATGTAAGTGAAACTCATTATCTTCACCAGTTGATTGTTT

6seq            GTGGTCCCCAAATGTAAGTGAAACTCATGATCTTCACCAGTTGATTGTTT

**************************** *********************

6prev           TTAACTTCATCAACTTAATCCCCTTTCTTCTGTCCCTGACCTCACTGCTC

6seq            TTAACTTCATCAACTTAATCCCCTTTCTTCTGTCCCTGACCTCACTGCTC

**************************************************

6prev           CTCTTAGTCCTCTCCTTGATGAGGCACATCAGGAATTTGCAGCTCAACCC

6seq            CTCTTAGTCCTCTCCTTGATGAGGCACATCAGGAATTTGCAGCTCAACCC

**************************************************

6prev           CAGCTCAAAGGATCTCAGCACAGAGGCCCATAAAAGAGCCATGAAAATGG

6seq            CAGCTCAAAGGATCTCAGCACAGAGGCCCATAAAAGAGCCATGAAAATGG

**************************************************

6prev           TGATGTCTTTCCTCTTCCTCTTCGTCATTCATGTTTCTTCCGTCCTATTA

6seq            TGATGTCTTTCCTCTTCCTCTTCGTCGTTCATGTTTCTTCCATCCTGTTA

************************** ************** **** ***
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6prev           ACAGGTTGGGTTTTCCTTAAACTGCAGGGACGTCTGGCCAAATTGGTGGT

6seq            ACAGGTTGGGTTTTCCTTAAACTGCAGGGACGTCTGGCCAAATTGGTGGT

**************************************************

6prev           TGTGTTAACTTCGACTGTTTTTCCTTCAAGCCACTCATTTATCCTAATTT

6seq            TGTGTTAACTTCGACTGTTTTTCCTTCAAGCCACTCATTTATCCTAATTT

**************************************************

6prev           TGGGAAATAGCAAGCTGAGACAAAATGCCATAGGACTACTGTGGTATCTT

6seq            TGGGAAATAGCAAGCTGAGACAAAATGCCATAGGACTATTGTGGTATCTT

************************************** ***********

6prev           AACTGCCGCCTGAAAAGAGTGAAATCTTTAGCTTCATAG

6seq            AACTG---------------------------------C

*****                                  
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7prev           ATGGCAGATTCTTTGGAAAACATCTTTATCATTTTAATAAATTCAGCATT

7seq            ------------------------------------------------TT

**

7prev           CATAATTGGTATTCTGGGGAATGGATTCATAGCACTGGTGAACTGCATTG

7seq            CATAATTGGTATTCTGGGGAATGGATTCATAGCACTGGTGAACTGCATTG

**************************************************

7prev           ACTGGATCAAGATGCAAAAGGTCTCCTTGGCTGATCGAATCCTCACTGCT

7seq            ACTGGATCAAGATGCAAAAGGTCTCCTTGGCTGATCGAATCCTCACTGCT

**************************************************

7prev           TTGGCAATTTTCAGAATTGGTCTGATTTTGGTAATGATGGTGAGTTGGTT

7seq            TTGGCAATTTTCAGAATTGGTCTGATTTTGGTAATGATGGTGAGTTGGTT

**************************************************

7prev           TACAAAGGAGTCTTATCCATTTTCTTCTTTAGACATAAAGGGAAATAAAG

7seq            TACAAAGGAGTCTTATCCATTTTCTTCTTTAGACATAAAGGGAAATAAAG

**************************************************

7prev           TCATACTTTTTAGTATTGCTGGGCTCTTGGCCAATTATTTTAGTGTCTGG

7seq            TCATACTTTTTAGTATTGCTGGGCTCTTGGCCAATTATTTTAGTGTCTGG

**************************************************

7prev           CTTGCCACAGGCCTCAGCCTCTTTTATTTCCTCAAGATAGCCAATTTTTC

7seq            CTTGCCACAGGCCTCAGCCTCTTTTATTTCCTCAAGATAGCCAATTTTTC

**************************************************

7prev           AAATGCTGTTTTTCTTCACCTAAAGTTTAGAATTGGAATGGTATTTATGG

7seq            AAATGCTGTTTTTCTTCACCTAAAGTTTAGAATTGGAATGGTATTTATGG

**************************************************

7prev           TAATGTTTCTGGGGACATTAGTATTGCTGCCTCTAAGTCTTACTTTGGTG

7seq            TAATGTTTCTGGGGACATTAGTATTGCTGCCTCTAAGTCTTACTTTGGTG

**************************************************

7prev           AGCATCTATATTAATATCAAGATACATCCATATGAAAGAAATATGACTTT

7seq            AGCATCTATATTAATATCAAGATACATCCATATGAAAGAAATATGACTTT

**************************************************

7prev           AAGTTCTAAAAGAAGTGACACTGAAACCTTTTCCAAATTGATCATATTCA

7seq            AAGTTCTAAAAGAAGTGACACTGAAACCTTTTCCAAATTGATCATATTCA

**************************************************

7prev           CCATGGGATCTTTCTCATCCTTTATTATATCCCTGAGTTGTTTTCTCCTG

7seq            CCATGGGATCTTTCTCACCCTTTATTATATCCCTGAGTTGTTTTCTCCTG

***************** ********************************

7prev           TTAATGTTCTCCCTACGGAATCATGTCTAGAAGATGAGGAGCCAGGGTTC

7seq            TTAATGTTCTCCCTACGGAATCATGTCTAGAAGATGAGGAGCCAGGGTTC

**************************************************

7prev           AAGAGATCCCAGCAGCAAAGCCCACGTCAGAGCCATGATCATGGCGATGC

7seq            AAGAGATCCCAGCAGCAAAGCCCACGTCAGAGCCATGATCATGGCGATGC

**************************************************

7prev           CTTTCCTCATACTACTTGCCATTCACTTCCTATCTCATCTCATGACAACT

7seq            CTTTCCTCATACTACTTGCCATTCACTTCCTATCTCATCTCATGACAACT

**************************************************
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7prev           TTTCATCACAATGTGATGCAGAGTGAACTGGCCTTTATGCTTGCTGAAGC

7seq            TTTCATCACAATGTGATGCAGAGTGAACTGGCCTTTATGCTTGCTGAAGC

**************************************************

7prev           TCTTGGAACTATTTATCCTTCAGTCCACTCATTTGTCTTGATTCTGGGAA

7seq            TCTTGGAACTATTTATCCTTCAGTCCACTCATTTGTCTTGATTCTGGGAA

**************************************************

7prev           ATGACAAGCTAAGAAAAGCTTCACTTTTGGTGCTGTGGCAGTTGAGGTGT

7seq            ATGACAAGCTAAGAAAAGCTTCACTT------------------------

**************************                        

7prev           GGCTGA

7seq            -----T
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>

CLUSTAL W (1.83) multiple sequence alignment

8prev           ATGATCCAAACCTGCAGTTCCTCAGAAAAGGATCTGTCACCATCTCTTGT

8seq            --------------------------------------------------

8prev           CACTTTGATGTTAATAATTATCGGCACGGAATGCATCCTTGGTATTCTCG

8seq            ----TTGATGTTAATAATTATCGGCACGGAATGCATCCTTGGTATTCTCG

**********************************************

8prev           CAAATGGGTTCATTGCAGCGATAAACACAGCTGAATGGATTCACAATAAG

8seq            CAAATGGGTTCATTGCAGCGATAAACACAGCTGAATGGATTCACAATAAG

**************************************************

8prev           GTACTCTCCACCAGTGGCAAGATCTTGCTTTTCCTGGGTGTATCCAGAAT

8seq            GTACTCTCCACCAGTGGCAAGATCTTGCTTTTCCTGGGTGTATCCAGAAT

**************************************************

8prev           AGTTCTACAAAGCTTCATGATGCTAGAACTTACCTTAAGCTCAACATCCC

8seq            AGTTCTACAAAGCTTCATGATGCTAGAACTTACCTTAAGCTCAACATCCC

**************************************************

8prev           CACAGTTTTATAATGACGACATCACGTATCACACATTCAGAGGATGTTTC

8seq            CACAGTTTTATAATGACGACATCACGTATCACACATTCAGAGGATGTTTC

**************************************************

8prev           ATGTTCTTAAATCACTGCAGCCTCTGGTTTGCTGCCTGGCTCAGTGTCTT

8seq            ATGTTCTTAAATCACTGCAGCCTCTGGTTTGCTGCCTGGCTCAGTGTCTT

**************************************************

8prev           CTACTTCGTGAAGGTGGCGGATTTCTCCTACCCCCTTTTCCTCAAGCTGA

8seq            CTACTTCGTGAAGGTGGCGAATTTCTCCTACCCCCTTTTCCTCAAGCTGA

******************* ******************************

8prev           AGTGGAGAATTTCCAGACTGATGCCCTGGCTTCTGCAGCTTTCAGTGTTT

8seq            AGTGGAGAATTTCCAGACTGATGCCCTGGCTTCTGCAGCTTTCAGTGTTT

**************************************************

8prev           GTTTCCTTGGGCCAGAGTGTGCTCTTCTTCCAAAACATCTATACTATGAA

8seq            GTTTCCTTGGGCCAGAGTGTGCTCTTCTTCCAAAACATCTATACTATGAA

**************************************************

8prev           TTGTAACAATCTTTTTTCTCTCCCCTCCTTCAACTCCACTAAGAAAAAGT

8seq            TTGTAACAATCTTTTTTCTCTCCCCTCCTTCAACTCCACTAAGAAAAAGT

**************************************************

8prev           CCTTCTCGGAGGCCACTGTGATCAACCTGGTTCTTTTCCTTAACCTGGGG

8seq            CCTTCTCGGAGGCCACTGTGATCAACCTGGTTCTTTTCCTTAACCTGGGG

**************************************************

8prev           ATCTTCATCCCTCTGATCATGTTTATCCTGGCAGCCACCCTGCTGATCAT

8seq            ATCTTCATCCCTCTGATCATGTTTATCCTGGCAGCCACCCTGCTGATCAT

**************************************************

8prev           CTCTCTCAAAAGACACATCTTCCACATGAAAAGCAATGCCACTGGCTCCA

8seq            CTCTCTCAAAAGACACATCTTCCACATGAAAAGCAATGCCACTGGCTCCA

**************************************************

8prev           GAGATCCCAGCACGGAGGCTCACCTGGGGGCCATCAGAGCTATCAGCTAC

8seq            GAGATCCCAGCACGGAGGCTCACCTGGGGGCCATCAGAGCTATCAGCTAC

**************************************************
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8prev           TTTCTCATTCTCTATATTTTCCAAGTACTTGCTCTTTTTCTCTACATGTC

8seq            TTTCTCATTCTCTATATTTTCCAAGTACTTGCTCTTTTTCTCTACATGTC

**************************************************

8prev           CAACTTCTTTGACATCAATAGTCCCTTGAATATTTTGTGCAAAATCATCA

8seq            CAACTTCTTTGACATCAATAGTCCCTTGAATATTTTGTGCAAAATCATCA

**************************************************

8prev           TGGCTACCTACCCTGTGGCCCATTCCATTCTACTGATTCAGGACAACCCT

8seq            TGGCTACCTACCCTGTGGCCCATTCCATTCTACTGATTCAGGACAACCCT

**************************************************

8prev           GGGCTGAAAAGAGCCTGGAAGAGGCTTCAGGCTCAAGTCCACCTTTATTT

8seq            GGGCTGAAAAGAGCCTGGAAGAGGCTTCAGGCTCAANNCCACCTTTATTT

************************************  ************

8prev           TAAAAAGTAG

8seq            TAA------A

***       
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