Figure 1 Model comparison of the estimation precision with increasing population size (* blue = 200 individuals, ● red = 400 individuals, ■ green = 800 individuals). Heritability estimates obtained by the different models are plotted against each other. The corner of the dotted lines represents the true simulated heritability values, i.e. 0.05, 0.15, 0.30, or 0.50. Lines represent the mean values of the heritability estimates obtained by the models for different population sizes. 
Figure 2 Model comparison of the estimation precision with respect to two different effective population sizes (* blue = Ne 50, ● red = Ne 100). Heritability estimates obtained by the different models are plotted against each other. The corner of the dotted lines represents the true simulated heritability values, i.e. 0.05, 0.15, 0.30, or 0.50. Lines represent the mean values of the heritability estimates obtained by the models for the two Ne. 
Figure 3 Model comparison of the estimation precision with respect to two different marker densities (* blue = 3728 markers, ● red = 37280 markers). Heritability estimates obtained by the different models are plotted against each other. The corner of the dotted lines represents the true simulated heritability values, i.e. 0.05, 0.15, 0.30, or 0.50. Lines represent the mean values of the heritability estimates obtained by the models for the two marker densities. 
