Supplementary Table 1 A detail summary including the multiplex, location, primer sequence, allele size (ISAG markers have been standardized), dye, volume and reference of each microsatellite locus utilized this study (taken and modified from Glowatzki-Mullis et al. (2006).

	Multiplex & AT (ºC)
	ECA
	Marker
	Primer Sequence
	Allele Size
	Dye
	Vol.
	Reference

	1
	4
	LEX33
	TTTAATCAAAGGATTCAGTTG
	195, 203-221
	NED
	0.45μl
	Coogle et al., 1996

	51.6
	
	
	GGGACACTTTCTTTACTTTC
	
	
	
	

	
	24
	AHT4
	AACCGCCTGAGCAAGGAAGT
	148-168
	FAM-6
	0.07μl
	Binns et al., 1995

	
	
	
	CCCAGAGAGTTTACCCT
	
	
	
	

	2
	2
	ASB17
	ACCAGTCAGGATCTCCACCG
	85-127
	VIC
	0.19μl
	Breen et al., 1997

	58.0
	
	
	GAGGGCGGTACCTTTGTACC
	
	
	
	

	
	4
	HMS6
	GAAGCTGCCAGTATTCAACCATTG
	153, 159-171
	VIC
	0.19μl
	Guérin et al., 1994

	
	
	
	CTCCATCTTGTGAAGTGTAACTCA
	
	
	
	

	
	9
	HTG4
	CTATCTCAGTCTTGATTGCAGGAC
	123-141
	FAM-6
	0.07μl
	Ellegren et al., 1992

	
	
	
	CTCCCTCCCTCCCTCTGTTCTC
	
	
	
	

	
	30
	VHL20
	CAAGTCCTCTTACTTGAAGACTAG
	89-107
	FAM-6
	0.25μl
	Van Haeringen et al., 1994

	
	
	
	AACTCAGGGAGAATCTTCCTCAG
	
	
	
	

	3
	4
	HTG7
	CCTGAAGCAGAACATCCCTCCTTG
	114-130
	NED
	0.22μl
	Marklund et al., 1994

	58.0
	
	
	ATAAAGTGTCTGGGCAGAGCTGCT
	
	
	
	

	
	15
	HTG6
	CCTGCTTGGAGGCTGTGATAAGAT
	82-106
	VIC
	0.17μl
	Lindgren et al., 1998

	
	
	
	GTTCACTGAATGTCAAATTCTGCT
	
	
	
	

	4
	3
	ASB23
	ACATCCTGGTCAAATCACAGTCC
	181-195,
	VIC
	0.19μl
	Breen et al., 1997

	58.0
	
	
	GAGGGCAGCAGGTTGGGAAGG
	199-213
	
	
	

	
	15
	ASB2
	CACTAAGTGTCGTTTCAGAAGG
	222-224, 230-
	FAM-6
	0.17μl
	Breen et al., 1997

	
	
	
	GCACAACTGAGTTCTCTGATAGG
	232, 236-258
	
	
	

	5
	14
	UM32
	AAATGGTCAGCCTCTCCTC
	143-157
	PET
	0.17μl
	Swinburne et al., 2000

	51.6
	
	
	TGTCTCTCTAGTCCCACTCCTC
	
	
	
	

	
	16
	I-18
	CAACAAAGATGTTGCAAGGG
	81-109
	FAM
	0.08μl
	Marti et al., 1998

	
	
	
	GTGTGCCTCTTGTCTCTTAGG
	
	
	
	

	Multiplex & AT (ºC)
	ECA
	Marker
	Primer Sequence
	Allele Size
	Dye
	Vol.
	Reference

	6
	5
	HMS5
	TAGTGTATCCGTCAGAGTTCAAGG
	104-112
	FAM
	0.12μl
	Guérin et al., 1994

	58.0
	
	
	GCAAGGAAGTCAGACTCCTGGA
	
	
	
	

	
	16
	HTG3
	TAACCTGGGTGCAAAGCCACCCAT
	113-129
	VIC
	0.27μl
	Lindgren et al., 1998

	
	
	
	GTCAGGGCCAATCTTCCTCAC
	
	
	
	

	
	23
	TKY301
	AATGGTGGCTAATCAATGGG
	144-166
	VIC
	0.12μl
	Tozaki et al., 2001

	
	
	
	GTGTATGATGCCCTCATCTC
	
	
	
	

	
	28
	TKY333
	CCTTCACTAGCCTTCAAATG
	88-114
	NED
	0.12μl
	Tozaki et al., 2001

	
	
	
	TTGTGTTTAGACAGTGCTGC
	
	
	
	

	7
	13
	COR69
	AGCCACCAGTCTGTTCTCTG
	263-285
	NED
	0.17μl
	Tallmadge et al., 1999

	58.0
	
	
	AATGTCCTTTGGTGGATGAAC
	
	
	
	

	
	14
	LEX78
	CAAGCCATGCTGTGGAAACG
	152-166
	FAM-6
	0.12μl
	Bailey et al., 2000

	
	
	
	AATGTGCGCATTTAACCACTGTG
	
	
	
	

	
	17
	COR07
	GTGTTGGATGAAGCGAATGA
	154-190
	NED
	0.08μl
	Hopman et al., 1999

	
	
	
	GACTTGCCTGGCTTTGAGTC
	
	
	
	

	
	18
	LEX54
	TGCATGAGCCAATTCCTTAT
	163-183
	VIC
	0.17μl
	Breen et al., 1997

	
	
	
	TGGACAGATGACAGCAGTTC
	
	
	
	

	
	22
	COR22
	AAGACGTGATGGGAAATCAA
	257-269
	PET
	0.22μl
	Murphie et al., 1999

	
	
	
	AGAAAGTTTTCAAATGTGCCA
	
	
	
	

	
	29
	ASB43
	TCACTTAGTAGGGGCATGC
	77-103
	VIC
	0.17μl
	Irvin et al., 1998

	
	
	
	GTGTTTGTCCTTGACTCTCC
	
	
	
	

	
	31
	ATH31
	TCTTGCTGCATTTCCTTGG
	116-136
	0.35μl
	0.35μl
	Swinburne et al., 2000

	
	
	
	GTGCAGGAAAAGTTTGATGACC
	
	
	
	

	8
	5
	LEX34
	GCGGAGGTAAGAAGTGGTAG
	245-255
	PET
	0.2ųl
	Coogle et al., 1997

	58.0
	
	
	GGCCTAAGATGAGGGTGAA
	
	
	
	

	
	26
	COR71
	CTTGGGCTACAACAGGGAATA
	190-202
	FAM-6
	0.2ųl
	Tallmadge et al., 1999

	
	
	
	CTGCTATTTCAAACACTTGGA

	
	
	
	

	Multiplex & AT (ºC)
	ECA
	Marker
	Primer Sequence
	Allele Size
	Dye
	Vol.
	Reference

	8
	27
	HMS45
	TGTTACAGGTATTGGTAAACTGTGC
	185-197
	VIC
	0.2ųl
	Godard et al., 1997

	(continued)
	
	
	GGAACAAGAAGAAATCACTAATGTC
	
	
	
	

	9
	5
	TKY344
	GTGTCCATCAATGGATGAAG
	91-107
	FAM-6
	0.17μl
	Tozaki et al., 2001

	51.6
	
	
	CTTAAGGCTAAATAATATCCC
	
	
	
	

	
	16
	TKY341
	TATCCAGTCACCCATTTTAC
	134-154
	NED
	0.17μl
	Tozaki et al., 2001

	
	
	
	TTGTGTCAGTACACTCTATG
	
	
	
	

	10
	4
	TKY337
	AGCAGGGTTTAATTACCGAG
	167-187
	VIC
	0.17μl
	Tozaki et al., 2001

	58
	
	
	TAGATGCTAATGCAGCACAG
	
	
	
	

	
	28
	CA425
	AGCTGCCTCGTTAATTCA
	230-250
	VIC
	0.17μl
	Eggleston-Stott et al., 1997

	
	
	
	CTCATGTCCGCTTGTCTC
	
	
	
	

	
	29
	TKY325
	GGATGGAGTGAGATAATACC
	172-194
	NED
	0.17μl
	Tozaki et al., 2001

	
	
	
	TGGATGAACCATGAATAGTG
	
	
	
	

	Single
	1
	HMS7
	CAGGAAACTCTCATGTTGATACCATC
	167, 173-189
	FAM-6
	0.10μl
	Guérin et al., 1994

	51.6
	
	
	TGTTGTTGAAACATACCTTGACTGT
	
	
	
	

	Single
	8
	ATH5
	ACGGACACATCCCTGCCTGC
	126-146
	VIC
	0.19μl
	Binns et al., 1995

	58
	
	
	GCAGGCTAAGGAGGCTCAGC
	
	
	
	

	Single
	9
	HMS3
	CCAACTCTTTGTCACATAACAAGA
	150-152,
	PET
	0.13μl
	Guérin et al., 1994

	54.3
	
	
	CCATCCTCACTTTTTCACTTTGTT
	156-172
	
	
	

	Single
	10
	HMS2
	ACGGTGGCAACTGCCAAGGAAG
	282-308
	VIC
	0.17μl
	Guérin et al., 1994

	58.0
	
	
	CTTGCAGTCGAATGTGTATTAAATG
	
	
	
	

	Single
	11
	TKY343
	TAGTCCCTATTTCTCCTGAG
	138-174
	NED
	0.19μl
	Tozaki et al., 2001

	56.4
	
	
	AAACCCACAGATACTCTAGA
	
	
	
	

	Single
	15
	HMS1
	CATCACTCTTCATGTCTGCTTGG
	167-193
	PET
	0.17μl
	Guérin et al., 1994

	51.6
	
	
	TTGACATAAATGCTTATCCTATGGC
	
	
	
	

	Single
	21
	HTG10
	CAATTCCCGCCCCACCCCCGGCA
	89-115
	NED
	0.22μl
	Marklund et al., 1994

	58.0
	
	
	TTTTTATTCTGATCTGTCACATTT
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