Table S1: Details for genes and PCR amplicons amplified and sequenced.

	Gene symbol
(Ensembl ID / GenBank accession number)
	Amplicon name
	Size (bp)
	Chromosomal region amplified
	Forward primer sequence 

(5’-3’)
	Reverse primer sequence 

(5’-3’)
	MgCl2 conc/ anneal temp
	No. validated SNPs

	GRB10/MEG1
(ENSBTAG00000017086)
	GRB10_amplicon_1
	365
	chr4:5,334,735-5,335,097
	TTCTCTTAGGCAACCACAGG
	CAGAGAAACCTGGTGGACAC
	2.5 mM/60oC
	2

	
	GRB10_amplicon_2
	1,079
	chr4:5,393,606-5,394,684
	ATTACAAGAACCACTGGAGG
	GGCTAGAAACCTGGCTTC
	2.5 mM/60oC
	5

	
	GRB10_amplicon_3
	418
	chr4:5,433,562-5,433,979
	AAGCAGGACAGATCTTCCTC
	GTGGTGAGAGTGATGCACAT
	2.5 mM/60oC
	0

	
	Total: 3 amplicons
	1,862
	
	
	
	
	7

	SGCE

(ENSBTAG00000021282)
	SGCE_amplicon_1
	624
	chr4:12,294,452-12,295,075
	CGTAGTTCACAAATTGCATCC
	AGCAGGATACGCCAAATGAA
	1.5 mM/55oC
	0

	
	Total: 1 amplicon
	624
	
	
	
	
	0

	PEG10

(ENSBTAG00000038093)
	PEG10_amplicon_1
	1,069
	chr4:12,434,590-12,435,658
	GTGTACTTATGTGTCACGTG
	GAGCTAAGACTGTCCAAGG
	2.5 mM/61 oC
	1

	
	Total: 1 amplicon
	1,069
	
	
	
	
	1

	PEG1/MEST
(ENSBTAG00000017223)
	MEST_amplicon_1
	1,040
	chr4:97,494,644-97,495,684
	TGCCTGTTCTTACCTAAAGC
	TACCATCTTAGACGAGTGCG
	2.5 mM/60oC
	0

	
	MEST_amplicon_2
	1,120
	chr4:97,499,036-97,500,157
	CGTAGTAGTGAACTCCAGAG
	GGATCCAATGGCCCATAG
	2.5 mM/60oC
	0

	
	MEST_amplicon_3
	1,083
	chr4:97,501,043-97,502,125
	CTCAAGTTCACCTCCATGC
	CTGAGCTACATGAGGAACC
	2.5 mM/60oC
	0

	
	Total: 3 amplicons
	3,243
	
	
	
	
	0

	IGF2R

(ENSBTAG00000002402)
	IGF2R_amplicon_1
	746
	chr9:100,146,923-100,147,649
	AGTGACAAGACCTTTCATCC
	GAGGCATGTTCTCCAAAG
	1.5 mM /54oC
	3

	
	IGF2R_amplicon_2
	647
	chr9: 100,134,305-100,134,951
	CGCATTATAACACACAGAGG
	TGTACAGGAAACACTTGCTC
	2.0 mM/54oC
	5

	
	IGF2R_amplicon_3
	735
	chr9: 100,112,803-100,113,537
	ATGCAACGCCAAGTAGTC
	TTGGACAGAGAGAGGTTTTT
	2.0 mM/54 oC
	2

	
	IGF2R_amplicon_4
	780
	chr9:100,074,801-100,075,561
	TGAGAGAAAACGCTGAGAGG
	CCAGTGAGGAGAGACAGGAG
	2.0 mM/54oC
	0

	
	IGF2R_amplicon_5
	595
	chr9:100,056,604-100,057,198
	TCCTTCATCTTTCCCTACTC
	TTTGGTAGAAGGTCCTGAAG
	2.0 mM/54 oC
	0

	
	Total: 5 amplicons
	3,503
	
	
	
	
	7


Table S1 (continued)
	Gene symbol
(Ensembl ID / GenBank accession number)
	Amplicon name
	Size (bp)
	Chromosomal region amplified
	Forward primer sequence 

(5’-3’)
	Reverse primer sequence 

(5’-3’)
	MgCl2 conc/ anneal temp
	No. validated SNPs

	GNAS

(ENSBTAG00000017475)
	GNAS_amplicon_1
	840
	chr13:58,183,039-58,183,868
	CCACCGACTTAATGCCATG
	TAGGGAGGAGATGGAGGTG
	2.5 mM/61oC
	1

	
	GNAS_amplicon_2
	540
	chr13:58,203,352-58,203,882
	GTAGGTCAACTGCTAGAGTG
	GCCAGGAGCTACACATTAC
	2.5 mM/61oC
	2

	
	GNAS_amplicon_3
	950
	chr13:58,214,776-58,215,715
	ATCTTAGCTTCTGGGCTCTG
	ACAGAACACAACCACCTGC
	2.5 mM/60oC
	3

	
	Total: 3 amplicons
	2,330
	
	
	
	
	6

	NESP55
(GenBank accession U77614.1)
	NESP55_amplicon_1
	507
	chr13:58,280,949-58,281,455
	AGTCCGAGACCGAATTCG
	CCTCTAACCTGCCTTTCCTC
	2.5 mM/62oC
	1

	
	Total: 1 amplicon
	507
	
	
	
	
	1

	NNAT

(ENSBTAG00000003212)
	NNAT_amplicon_1
	610
	chr13:67,046,162-67,046,771
	GCTCCAGAATAGCAGTCCAA
	ATGGGAGCGTACTTGTGTGT
	2.0 mM/55oC
	0

	
	Total: 1 amplicon
	610
	
	
	
	
	0

	ZNF215

(ENSBTAG00000003638)
	ZNF215_amplicon_1
	344
	chr15:44,934,128-44,934,471
	CTCAATAGGTAAGCAGCATTC
	TATTTGCAGAATGGAGTCCTG
	2.5 mM/60oC
	1

	
	ZNF215_amplicon_2
	936
	chr15:44,944,339-44,945,274
	CAGATGACTGTGAGGCCTC
	AATAAGTCAGACTGAGGAACAC
	2.5 mM/60oC
	1

	
	Total: 2 amplicons
	1,280
	
	
	
	
	2

	PEG3

(ENSBTAG00000023338)
	PEG3_amplicon_1
	1,299
	chr18:64,350,757-64,352,055
	TGTTGTCATTGTGGGATTATGG
	CTGCAGGAAGTCAGCCTTAA
	2.0 mM/54oC
	3

	
	PEG3_amplicon_2
	899
	chr18:64,361,568-64,362,466
	GACCAGATCACTCGGAACC
	TACACCACCGTGTCTGTGC
	2.0 mM/54oC
	4

	
	PEG3_amplicon_3
	682
	chr18:64,367,268-64,367,949
	TCCCTCTTAGCCATGCTCTG
	AGCGTGCTACTCCGTTCAC
	2.0mM / 54oC
	2

	
	PEG3_amplicon_4
	1,012
	chr18:64,369,945-64,370,956
	ACGCCATCCTTTGTGGTGTC
	GACTCAGCCCAACTCTGGTC
	2.0 mM/54oC
	11

	
	Total: 4 amplicons
	3,892 bp
	
	
	
	
	20


Table S1 (continued)
	Gene symbol
(Ensembl ID / GenBank accession number)
	Amplicon name
	Size (bp)
	Chromosomal region amplified
	Forward primer sequence 

(5’-3’)
	Reverse primer sequence 

(5’-3’)
	MgCl2 conc/ anneal temp
	No. validated SNPs

	ZIM2

(ENSBTAG00000011664)
	ZIM2_amplicon_1
	350
	chr18:64,231,221-64,231,570
	AAGCTTTGTGTGATTATGCAAG
	ATGAAGAGTCCACAGATGGTGA
	2.0 mM/55oC
	4

	
	ZIM2_amplicon_2
	509
	chr18:64,231,946-64,232,454
	TGGGCTGTAATTCAACACGA
	AATGCAATCAATGGAGCACA
	2.0 mM/55oC
	4

	
	ZIM2_amplicon_3
	481
	chr18:64,233,321-64,233,801
	ACAGATGGCGCAAACTTGA
	TACAAAACCCCAAACCCTCA
	2.0 mM/55oC
	1

	
	ZIM2_amplicon_4
	651
	chr18:64,234,106-64,234,756
	ACCACGAGTGTTTCCAGTGC
	TCTCCATTCTGTGGACACCA
	2.0 mM/55oC
	5

	
	Total: 4 amplicons
	1,991 bp
	
	
	
	
	14

	DLK1-DIO3 domain
	DLK1_amplicon_1

(ENSBTAG00000037899)
	421
	chr21:65,720,684-65,721,104
	AGGCCATCTGCTTCACCAT
	GGCAATTACGTTGGTTGCACA
	2.0 mM/55oC
	0

	
	CLPG1_amplicon_1
	897
	chr21:65,777,520-65,778,416
	TGTGGATTGAAAGGACAGAGG
	ACACATCCTGGAGCCTCACT
	2.0 mM/55oC
	1

	
	MEG3_amplicon_1
	863
	chr21:65,820,187-65,821,049
	GATCACATCCTGCCAGGTC
	CTGACGTTTCCATGGCGTAT
	2.0 mM/54oC
	5

	
	MEG3_amplicon_2
	1,025
	chr21:65,827,290-65,828,314
	ATGAGCCCGTAATGTTCAGG
	GCTGCAATCGTGACAGATGA
	2.0 mM/56oC
	1

	
	MEG3_amplicon_3
	802
	chr21:65,831,829-65,832,630
	AGGTGAAGCCCATCAAAGTG
	TCGCTTGTCTTCTTTCATCG
	2.0 mM/56oC
	4

	
	MEG3_amplicon_4
	502
	chr21:65,833,455-65,833,955
	AGCCTGAAAGACTGGTGGAA
	TCATTCATTCACACAGCCATC
	2.0 mM/56oC
	0

	
	MEG3_amplicon_5
	488
	chr21:65,840,159-65,840,646
	AGCCTCTCCGCTTCCTCTAC
	CAATCTCCAAGGGACAGGAA
	2.0 mM/55oC
	5

	
	PEG11_amplicon_1
	280
	chr21:65,864,405-65,864,684
	GACCTCCCAGAGCACAACTG
	CGAGTGACAGACGAGGAGAC
	2.0 mM/55oC
	2

	
	PEG11_amplicon_2
	732
	chr21:65,865,488-65,866,219
	ATGCTGGCCTCGACTGAG
	GACTCCTGAGGATGCGAGTC
	2.0 mM/55oC
	1

	
	PEG11_amplicon_3
	339
	chr21:65,866,726-65,867,064
	ACCCGTGGACCAGATATTCA
	AACAGCTCAGCCAGCTCCT
	2.0 mM/55oC
	0

	
	MEG8_amplicon_1
	1,423
	chr21:65,893,088-65,894,510
	TGGAGACCTGGCTTAACTTCA
	CGAGGAAACAGAGCCTCAGA
	1.5 mM/56oC
	3

	
	MEG8_amplicon_2
	579
	chr21:65,896,295-65,896,873
	AGTGTGGTGCCAGCGTATGT
	TCTGCGTGTTAATGCCAGAC
	1.5 mM/56oC
	2


Table S1 (continued)
	Gene symbol
(Ensembl ID / GenBank accession number)
	Amplicon name
	Size (bp)
	Chromosomal region amplified
	Forward primer sequence 

(5’-3’)
	Reverse primer sequence 

(5’-3’)
	MgCl2 conc/ anneal temp
	No. validated SNPs

	DLK1-DIO3 domain (continued)
	MEG8_amplicon_3
	782
	chr21:65,900,614-65,901,395
	CCATGTATGATGCAAGGAAGAG
	ACATCCGAGCAGAGGCTTTA
	2.0 mM/56oC
	2

	
	MEG8_amplicon_4
	615
	chr21:65,902,573-65,903,187
	CACATTCTGCTGGGAATAAAGA
	TGCACTCTCATTGTTGTGGTT
	1.5 mM/56oC
	2

	
	MEG8_amplicon_5
	354
	chr21:65,904,735-65,905,088
	GGAAGCCACATATGGACCAG
	GCTTCATACCCTTCCCATGT
	2.0 mM/55oC
	1

	
	DIO3_amplicon_1

(ENSBTAG00000043578)
	1,119
	chr21:66,580,541-66,581,659
	GCCAATTGATGCCTCGGCTA
	TCTTCAGGTGTTGGCTGAGA
	2.0 mM/55oC
	0

	
	Total: 16 amplicons
	11,221
	
	
	
	
	29

	RASGRF1

(ENSBTAG00000019940)
	RASGRF1_amplicon_1
	1,184
	chr21:24,988,749-24,989,932
	TTTCCTTCTACCAGCAACC
	AGACTTTGTGTGGTCTTGC
	1.5 mM/55oC
	1

	
	RASGRF1_amplicon_2
	1,199
	chr21:24,997,428-24,998,626
	AGCATTTACTAGCACACAGC
	CCATGTTCTGAATCTTGAGG
	1.5 mM/54oC
	3

	
	RASGRF1_amplicon_3
	1,090
	chr21:25,011,223-25,012,312
	TTTTCTGTCTCTGCTCTGC
	CAACCTCACTTCCTGTCC
	2.0 mM/55oC
	3

	
	RASGRF1_amplicon_4
	1,376
	chr21:25,027,999-25,029,374
	GGGACTCTAAAAGTGACAGC
	TCAGTAGGGGTGGTTTGG
	1.5 mM/55oC
	2

	
	RASGRF1_amplicon_5
	1,096
	chr21:25,039,079-25,040,174
	GCTTTCCTGAATCTCTATGC
	TAGGATTGATGAGGTGATCC
	1.5 mM/54oC
	2

	
	RASGRF1_amplicon_6
	1,408
	chr21:25,051,860-25,053,267
	TTTAGAGTGGAAGTGGAAGG
	TCTTAGATCAGCTCCAACG
	2.0 mM/54 oC
	3

	
	Total: 6 amplicons
	7,353
	
	
	
	
	14


Table S1 (continued)
	Gene symbol
(Ensembl ID / GenBank accession number)
	Amplicon name
	Size (bp)
	Chromosomal region amplified
	Forward primer sequence 

(5’-3’)
	Reverse primer sequence 

(5’-3’)
	MgCl2 conc/ anneal temp
	No. validated SNPs

	IGF2

(ENSBTAG00000013066)
	IGF2_amplicon_1
	580
	chr29: 51,250,433-51,251,011
	ACCAGTGGCTTGAGGTCCTCCA
	GCAGAGGCTGGGTTTGTTCA
	1.5 mM/57oC
	3

	
	IGF2_amplicon_2
	550
	chr29: 51,253,626-51,254,175
	TCCCCAGAAGCCCTCACTGT
	TTGCTGTGGAAAGTGCGTCA
	1.5 mM/57oC
	5

	
	IGF2_amplicon_3
	840
	chr29 51,270,926-51,271,765
	CTCGGCAATAATACGAGG
	GATGAAAGGTGCAGGAAG
	2.0 mM/57 oC
	0

	
	H19_amplicon_4
	667
	chr29: 51,255,856-51,256,532
	CTTTCTCTGCTCCCCTTCCT
	CAAGGGTGCTAGAGGTCCTG
	1.5 mM/57oC
	0

	
	H19_amplicon_5
	837
	chr29:51,263,319-51,264,155
	TGGCATTAAGGCATCTTTCC
	TAGGTTTGCCTGGAATTTGG
	2.0 mM/56oC
	5

	
	H19_amplicon_6
	842
	chr29: 51,280,960-51,281,801
	CATCTCCCATCCTTCGGTTA
	GCCACAAGAGGACTGGAAAG
	1.5 mM/57oC
	2

	
	Total: 6 amplicons
	4,316
	
	
	
	
	15

	TSPAN32

(ENSBTAG00000002702)
	TSPAN32_amplicon_1
	532
	chr29:51,123,445-51,123,976
	TGGCATCAACAACCATTCTC
	GACCCCACGGACTCAGAAG
	2.0 mM/55oC
	1

	
	Total: 1 amplicon
	532
	
	
	
	
	1


4

