
SUPPLEMENTARY  FIGURES
AS5             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

AS2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

AS3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

AS4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

VA3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

VA5             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

WY2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

WY5             GTACACGCCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCAGATCGACAC

TR4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

JL5             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

JL2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

TR2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

VA1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

JL1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

JL4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

NG1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

NG2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

NG3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

NG4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

NG5             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

TR1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

VA4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

VA2             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

JL3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

TR3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

AS1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

TR5             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

WY1             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

WY3             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

WY4             GTACACACCGCCCGTCGCTACTACCGATTGAATGATTTAGTGAGGTCTTCGGATCGACAC

                ****** ******************************************* *********

AS5             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

AS2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

AS3             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

AS4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

VA3             GCGATGGCGCCTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

VA5             GCGATGGCGCCTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

WY2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

WY5             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

TR4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

JL5             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

JL2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

TR2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

VA1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

JL1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

JL4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

NG1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

NG2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

NG3             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

NG4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

NG5             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

TR1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

VA4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

VA2             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

JL3             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

TR3             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

AS1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

TR5             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

WY1             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

WY3             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

WY4             GCGATGGCGCTTCGGCGTCGTCGATGTGTAAGAAAAGATGACCAAACTTGATCATTTAGA

                ********** *************************************************

AS5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

AS2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

AS3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

AS4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

VA3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

VA5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

WY2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

WY5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

TR4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

JL5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

JL2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

TR2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

VA1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

JL1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

JL4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

NG1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

NG2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

NG3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

NG4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

NG5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

TR1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

VA4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

VA2             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

JL3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

TR3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

AS1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

TR5             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

WY1             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

WY3             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

WY4             GGAAGTAAAAGTCGTAACAAGGTTTCCGTAGGTGAACCTGCGGAAGGATCATTACAGTGT

                ************************************************************

AS5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAAAGATCATACCTTGCACGAA

AS2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAAAGATCATACCTTGCACGAA

AS3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAAAGATCATACCTTGCACGAA

AS4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAAAGATCATACCTTGCACGAA

VA3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

VA5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

WY2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

WY5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

TR4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

JL5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

JL2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

TR2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

VA1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

JL1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

JL4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

NG1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

NG2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

NG3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

NG4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

NG5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

TR1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

VA4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

VA2             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

JL3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

TR3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

AS1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

TR5             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

WY1             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

WY3             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

WY4             GAAATTATCGTACGATAATAACGATCACGTCTGTTGTGCAGAGATCATACCTTGCACGAA

                **************************************** *******************

                                                  (1)

AS5             AGCGTTTTACGCTTTTCTCGAACTAACTTT------------TGATGATGATGTTGTATA

AS2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGTTGTTGTATA

AS3             AGCGTTTTACGCTTTTCTCGAACTAACTTT------------TGATGATGATGTTGTATA

AS4             AGCGTTTTACGCTTTTCTCGAACTAACTTT------------TGATGATGATGTTGTATA

VA3             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

VA5             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

WY2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

WY5             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

TR4             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

JL5             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

JL2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

TR2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

VA1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

JL1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

JL4             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

NG1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

NG2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

NG3             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

NG4             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

NG5             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

TR1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

VA4             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

VA2             AGCGTTTTACGCTTTTCTCGAACTAACTTT---TGATGATGATGATGATGATGTTGTATA

JL3             AGCGTTTTACGCTTTTCTCGAACTAACTTTTGATGATGATGATGATGATGATGTTGTATA

TR3             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

AS1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

TR5             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

WY1             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

WY3             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

WY4             AGCGTTTTACGCTTTTCTCGAACTAACTTT---------TGATGATGATGATGTTGTATA

                ******************************            ******** *********

                                                          (2)                (3)

AS5             GTAGAAATAGTTTCTTACTAGTA--CTACTACT--------ACGACAACAACAACAACAA

AS2             GTAGAAATAGTTTCTTACTAGTA--CTACTACT--ACGACAACAACAACAACAACAACAA

AS3             GTAGAAATAGTTTCTTACTAGTA--CTACTACT--------ACGACAACAACAACAACAA

AS4             GTAGAAATAGTTTCTTACTAGTA--CTACTACT--ACGACAACAACAACAACAACAACAA

VA3             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

VA5             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

WY2             GTAGTAATAGTTTCTTACTAGTA--CTACTACT------------CAACAACAACAACAA

WY5             GTAGTAATAGTTTCTTACTAGTA--CTACTACT------------CAACAACAACAACAA

TR4             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

JL5             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

JL2             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

TR2             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

VA1             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

JL1             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

JL4             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

NG1             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

NG2             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

NG3             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

NG4             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

NG5             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

TR1             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

VA4             GTAGTAATAGTTTCTTACTAGTA--CTACTACT---------CAACAACATCAACAACAA

VA2             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

JL3             GTAGTAATAGTTTCTTACTAGTACTCTACTACTCAACAACATCAACAACAACAACAACAA

TR3             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

AS1             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

TR5             GTAGTAATAGTTTCTTACTAGTA--CTACTACTCAACAACATCAACAACAACAACAACAA

WY1             GTAGTAATAGTTTCTTACTAGTA--CTACTACT------------CAACAACAACAACAA

WY3             GTAGTAATAGTTTCTTACTAGTA--CTACTACT------------CAACAACAACAACAA

WY4             GTAGTAATAGTTTCTTACTAGTA--CTACTACT------------CAACAACAACAACAA

                **** ******************  ********            ***** *********

AS5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

AS2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

AS3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

AS4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

VA3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

VA5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

WY2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

WY5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

TR4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

JL5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

JL2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

TR2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

VA1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

JL1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

JL4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

NG1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

NG2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

NG3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

NG4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

NG5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

TR1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

VA4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

VA2             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

JL3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

TR3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

AS1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

TR5             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

WY1             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

WY3             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

WY4             CCGTATATACGTAGACGGTATATTAATAATAATTCGGGTACCTAGAAACCGTTATCTCCG

                ************************************************************

                          (4)                                                              (5)

AS5             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAA---TGTTAATAATA

AS2             AA--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAA---TGTTAATAATA

AS3             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAA---TGTTAATAATA

AS4             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAA---TGTTAATAATA

VA3             ATCGCGCGAATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

VA5             ATCGCGCGAATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

WY2             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

WY5             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

TR4             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

JL5             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

JL2             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

TR2             AT--CGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

VA1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

JL1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

JL4             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

NG1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

NG2             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

NG3             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

NG4             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

NG5             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

TR1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

VA4             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

VA2             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

JL3             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

TR3             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

AS1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

TR5             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

WY1             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

WY3             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

WY4             ATCGCGCGCATAGCTATGCGATCGTAGTTTGACGATCGAAGAATAATGTTGTTAATAATA

                *   **** *************************************   ***********

                                                                                                  (6)

AS5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATA--CGTCTCGT

AS2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATA--CGTCTCGT

AS3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATA--CGTCTCGT

AS4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATA--CGTCTCGT

VA3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

VA5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

WY2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

WY5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

TR4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

JL5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

JL2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

TR2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

VA1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

JL1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

JL4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

NG1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

NG2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

NG3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

NG4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

NG5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

TR1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

VA4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

VA2             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

JL3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

TR3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATGATACGCGTCTCGT

AS1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

TR5             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

WY1             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

WY3             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

WY4             ATAACAACGTTATTCGATGGTATTTAAATGATTTTCGCCCGAATATTATACGCGTCTCGT

                ********************************************** ***  ********

AS5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

AS2             ATGGTTGAAGAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

AS3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

AS4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

VA3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

VA5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

WY2             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

WY5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

TR4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

JL5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

JL2             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

TR2             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

VA1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

JL1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

JL4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

NG1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

NG2             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

NG3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

NG4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

NG5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

TR1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

VA4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

VA2             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

JL3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

TR3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

AS1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

TR5             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

WY1             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

WY3             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

WY4             ATGGTTGAAAAATTTAACCGTTTTTCATAATTATATATACGTCTCGGATGATAATTAATC

                ********* **************************************************

                                                                         (7)

AS5             ATAATCATCTCTCATTCGACTGCGACGAATAT----TATATATATAAAAACGAGAAAAGA

AS2             ATAATCATCTCTCATTCGACTGCGACGAATAT----TATATATATAAAAACGAGAAAAGA

AS3             ATAATCATCTCTCATTCGACTGCGACGAATAT----TATATATATAAAAACGAGAAAAGA

AS4             ATAATCATCTCTCATTCGACTGCGACGAATAT----TATATATATAAAAACGAGAAAAGA

VA3             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

VA5             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

WY2             ATAATCATCTCTCATTCGACTACGACGAATAT----TATATATATAAAAACGAGAAAATA

WY5             ATAATCATCTCTCATTCGACTACGACGAATAT----TATATATATAAAAACGAGAAAATA

TR4             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATA-AAAAACGAGAAAATA

JL5             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

JL2             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

TR2             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

VA1             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATAT-AAAACGAGAAAATA

JL1             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

JL4             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

NG1             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

NG2             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

NG3             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

NG4             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

NG5             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

TR1             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

VA4             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

VA2             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

JL3             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

TR3             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

AS1             ATAATCATCTCTCATTCGACTACGACGAATAT--TATATATATATAAAAACGAGAAAATA

TR5             ATAATCATCTCTCATTCGACTACGACGAATATTATATATATATATAAAAACGAGAAAATA

WY1             ATAATCATCTCTCATTCGACTACGACGAATAT----TATATATATAAAAACGAGAAAATA

WY3             ATAATCATCTCTCATTCGACTACGACGAATAT----TATATATATAAAAACGAGAAAATA

WY4             ATAATCATCTCTCATTCGACTACGACGAATAT----TATATATATAAAAACGAGAAGATA

                ********************* **********    ********  ********** * *

AS5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

AS2             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCTTCG

AS3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCTTCG

AS4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

VA3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

VA5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

WY2             CATACACCGCTCGTCTGTTATTTTTACAACATGACGGTGTTGGTTTTTCGTTTTTCT---

WY5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

TR4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

JL5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

JL2             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

TR2             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

VA1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

JL1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

JL4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

NG1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

NG2             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

NG3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

NG4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

NG5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

TR1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

VA4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

VA2             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

JL3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

TR3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

AS1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

TR5             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

WY1             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

WY3             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

WY4             CATACACCGCTCGTCTGTTATTTTTACAATATGACGGTGTTGGTTTTTCGTTTTTCT---

                ***************************** ***************************   

AS5             TCGTCGTCGTCGTCGAATATGATGATGATAGTGTCCTGTAAACGTTTTCGAAAAACGGGA

AS2             TCGTCGTCGTCGTCGAATATGATGATGATAGTGTCCTGTAGACGTTTTCGAAAAACGGGA

AS3             TCGTCGTCGTCGTCGAATATGATGATGATAGTGTCCTGTAGACGTTTTCGAAAAACGGGA

AS4             TCGTCGTCGTCGTCGAATATGATGATGATAGTGTCCTGTAGACGTTTTCGAAAAACGGGA

VA3             ------TAGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

VA5             ------TAGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

WY2             ------TCGTCGTCGAATATGATGATTATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

                          (8)

WY5             ------TCGTCGTCGAATATGATGATTATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

TR4             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

JL5             ------TCGTCGTCAAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

JL2             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

TR2             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

VA1             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

JL1             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

JL4             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

NG1             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

NG2             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

NG3             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

NG4             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

NG5             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

TR1             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

VA4             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

VA2             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

JL3             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

TR3             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

AS1             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

TR5             ------TCGTCGTCGAATATGATGATGATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

WY1             ------TCGTCGTCGAATATGATGATTATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

WY3             ------TCGTCGTCGAATATGATGATTATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

WY4             ------TCGTCGTCGAATATGATGATTATAATGTCCTGTAGACGTTTTCGAAAAACGGGA

                      * ****** *********** *** ********* *******************

                          (9)                                                                (10)
AS5             G----ATATATATGTATATATCAAATGCCAATCACCCTTAAAGAAATTATGATGTAATTT

AS2             G----ATATATATGTATATATCGAATGCCAATCACCCTTAAAGAAATTATGATGTAATTT

AS3             G----ATATATATGTATATATCGAATGCCAATCACCCTTAAAGAAATTATGATGTAATTT

AS4             G----ATATATATGTATATATCGAATGCCAATCACCCTTAAAGAAATTATGATGTAATTT

VA3             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

VA5             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

WY2             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

WY5             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

TR4             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

JL5             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

JL2             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

TR2             G----ATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

VA1             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

JL1             G----ATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

JL4             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

NG1             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

NG2             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

NG3             G----ATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

NG4             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

NG5             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

TR1             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

VA4             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

VA2             G----ATATATATATATATATCGAATGCCAATTACCCTTAAAGAAATT---ATGTAATTT

JL3             G----ATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

TR3             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

AS1             G----ATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

TR5             G--ATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

WY1             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

WY3             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

WY4             GATATATATATATATATATATCGAATGCCAATCACCCTTAAAGAAATT---ATGTAATTT

                *    ******** ******** ********* ***************   *********

                                                                                     (11)

AS5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG---------ACACACACACAC

AS2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG---ACACACACACACACACAC

AS3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-------ACACACACACACAC

AS4             CTTAGGAAAACGGCGCATTGGCGAATCGTATTGACGACG---------ACACACACACAC

VA3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACGAC-ACACACACACACACACAC

VA5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACGAC-ACACACACACACACACAC

WY2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

WY5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

TR4             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACAACGAC-ACACACACACACACACAC

JL5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG---ACACACACACACACACAC

JL2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG---ACACACACACACACACAC

TR2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG---ACACACACACACACACAC

VA1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

JL1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-------ACACACACACACAC

JL4             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

NG1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

NG2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

NG3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

NG4             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

NG5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

TR1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

VA4             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

VA2             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACGACGACACACACACACACACAC

JL3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGGCG-----ACACACACACACACAC

TR3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

AS1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

TR5             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

WY1             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

WY3             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

WY4             CTTAGGAAAACGACGCATTGGCGAATCGTATTGACGACG-----ACACACACACACACAC

                ************ **********************  **         ************

AS5             GTGTTCGACGTTACGAACGATCAGCTGAG

AS2             GTGTTCGACGTTACGAACGATCAGCTGAG

AS3             GTGTTCGACGTTACGAACGATCAGCTGAG

AS4             GTGTTCGACGTTACGAACGATCAGCTGAG

VA3             GTGTTCGACGTTACGAACGATCAGCTGAG

VA5             GTGTTCGACGTTACGAACGATCAGCTGAG

WY2             GTGTTCGACGTTACGGACGATCAGCTGAG

WY5             GTGTTCGACGTTACGAACGATCAGCTGAG

TR4             GTGTTCGACGTTACGAACGATCAGCTGAG

JL5             GTGTTCGACGTTACGAACGATCAGCTGAG

JL2             GTGTTCGACGTTACGAACGATCAGCTGAG

TR2             GTGTTCGACGTTACGAACGATCAGCTGAG

VA1             GTGTTCGACGTTACGAACGATCAGCTGAG

JL1             GTGTTCGACGTTACGAACGATCAGCTGAG

JL4             GTGTTCGACGTTACGAACGATCAGCTGAG

NG1             GTGTTCGACGTTACGAACGATCAGCTGAG

NG2             GTGTTCGACGTTACGAACGATCAGCTGAG

NG3             GTGTTCGACGTTACGAACGATCAGCTGAG

NG4             GTGTTCGACGTTACGAACGATCAGCTGAG

NG5             GTGTTCGACGTTACGAACGATCAGCTGAG

TR1             GTGTTCGACGTTACGAACGATCAGCTGAG

VA4             GTGTTCGACGTTACGAACGATCAGCTGAG

VA2             GTGTTCGACGTTACGAACGATCAGCTGAG

JL3             GTGTTCGACGTTACGAACGATCAGCTGAG

TR3             GTGTTCGACGTTACGAACGATCAGCTGAG

AS1             GTGTTCGACGTTACGAACGATCAGCTGAG

TR5             GTGTTCGACGTTACGAACGATCAGCTGAG

WY1             GTGTTCGACGTTACGAACGATCAGCTGAG

WY3             GTGTTCGACGTTACGAACGATCAGCTGAG

WY4             GTGTTCGACGTTACGAACGATCAGCTGAG

                *************** *************

Supplementary Fig. 1a.  MUSCLE alignment of the ITS1 sequences from 30 individuals of Odoiporus longicollis (Olivier).

                                                                             (1)

AS1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCA------------TCGTCGTCTTTTCGAC

AS3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCA------------TCGTCGTCTTTTCGAC

AS4             TATTTAAAAGACTGCTCGGTTTTCGATCGTCA------------TCGTCGTCTTTTCGAC

JL4             TATTTAAAAGACTGCTCGGTTTTTGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

JL1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

JL2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

JL3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

JL5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

TR2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

TR4             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

NG5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

VA1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

VA5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

NG1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

TR1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

TR3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

TR5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

AS2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

AS5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

NG3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

NG2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

NG4             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

VA2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCATCGTCGTCGTCGTCGTCTTTTCGAC

WY2             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

WY3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

WY4             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCA---TCGTCGTCGTCGTCTTTTCGAC

VA3             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCG---TCGTCGTCGTCGTCTTTTCGAC

WY1             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCG---TCGTCGTCGTCGTCTTTTCGAC

WY5             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCG---TCGTCGTCGTCGTCTTTTCGAC

VA4             TATTTAAAAGACTGCTCGGTTTTCGATCGTCATCG---TCGTCGTCGTCGTCTTCTCGAC

                *********************** ********            ********** *****

AS1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

AS3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

AS4             GAGGAGACTGGTGGTGATTCGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

JL4             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

JL1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

JL2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

JL3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

JL5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

TR2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

TR4             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

NG5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

VA1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

VA5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

NG1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

TR1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

TR3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

TR5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

AS2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

AS5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

NG3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

NG2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

NG4             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

VA2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

WY2             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

WY3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

WY4             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

VA3             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

WY1             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

WY5             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

VA4             GAGGAGACTGGTGGTGATTGGTCGATTACGTCGGAGCGTGTTGGATGTACGACGCGAAAG

                ******************* ****************************************

                                            (2)                                            (3)
AS1             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TCCTCCTACTCT

AS3             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TCCTCCTACTCT

AS4             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TCCTCCTACTCT

JL4             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

JL1             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

JL2             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

JL3             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

JL5             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

TR2             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

TR4             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

NG5             AAAGAGGAGAGGAGGGTAGGTGGTGGCGAATTTACTTCTCCTCCTCCTCCTTCTCTTTCT

VA1             AAAGAGGAGAGGA-----GGTGGTGGCGAATTTACTTCTCCTCCTCCGTTCTCTTTCTCC

VA5             AAAGAGGAGAGGAG-------GGTGGCGAATTTACTTCTCCTCCTCCGTTCTCTTTCTCC

NG1             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

TR1             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

TR3             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

TR5             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

AS2             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

AS5             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

NG3             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

NG2             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

NG4             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

VA2             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

WY2             AGAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

WY3             AA---------------GGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

WY4             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

VA3             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

WY1             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

WY5             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

VA4             AAAGAGGAGAGGAGGGTGGGTGGTGGCGAATTTACTTCTCCTCCTCC-TTCTCTTTCTCT

                *                    **************************    **    ** 

                                                                          (4)

AS1             TTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

AS3             TTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

AS4             TTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

JL4             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

JL1             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

JL2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

JL3             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

JL5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

TR2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

TR4             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

NG5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

VA1             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

VA5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

NG1             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

TR1             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

TR3             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

TR5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

AS2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

AS5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

NG3             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

NG2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

NG4             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

VA2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAATACACGTTCACGTTCATATTACGTTTA

WY2             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

WY3             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

WY4             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

VA3             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

WY1             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

WY5             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

VA4             CTCTCTCTCATTCGCGACATCTCAAAACGTGAAT--ACGTTCACGTTCATATTACGTTTA

                 *********************************  ************************

                                                                                  (5)

AS1             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGC--GGCTTTATTAAATACGTCG

AS3             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGC--GGCTTTATTAAATACGTCG

AS4             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGC--GGCTTTATTAAATACGTCG

JL4             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

JL1             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

JL2             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

JL3             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

JL5             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

TR2             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

TR4             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

NG5             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

VA1             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

VA5             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

NG1             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

TR1             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

TR3             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

TR5             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

AS2             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

AS5             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

NG3             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

NG2             TCGAAATGTGAACGTGTAGAGCGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

NG4             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

VA2             TCGAAATGTGAACGTGTAGAGTGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

WY2             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

WY3             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

WY4             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

VA3             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

WY1             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

WY5             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

VA4             TCGAAATGTGAACGTGTAGAATGTAACCGCGATTCGAGCGGGGCTTTATTAAATACGTCG

                ********************  *****************  *******************

                                                                                                         (6)

AS1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTAAAGTCTTCGA----GG

AS3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTAAAGTCTTCGA----GG

AS4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTAAAGTCTTCGA----GG

JL4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGCTTATCGTATAGTCTCGGG----GC

JL1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

JL2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

JL3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

JL5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

TR2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

TR4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

NG5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

VA1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGAGCGCGC

VA5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGAGCGCGC

NG1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGG----GC

TR1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

TR3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

TR5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

AS2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

AS5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

NG3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

NG2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

NG4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

VA2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA----GC

WY2             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

WY3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

WY4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTCGA------

VA3             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA------

WY1             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA------

WY5             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA------

VA4             TCGCCTATGTATTATACTATAGTCGTCAATACGTGTTTATCGTATAGTCTTGGA------

                *********************************** ******** *****  *       

AS1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

AS3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

AS4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

JL4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

JL1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

JL2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

JL3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

JL5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

TR2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

TR4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

NG5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

VA1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

VA5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

NG1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

TR1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

TR3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

TR5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

AS2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

AS5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

NG3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

NG2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

NG4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

VA2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

WY2             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

WY3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

WY4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

VA3             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

WY1             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

WY5             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

VA4             GCGCGCGCTCGTGCCGGTCGACGTGTCCGATATTATTCTTTTTGTAATATAAAGGAAATC

                ************************************************************

                                        (7)                   (8)      (9)     (10)            (11)
AS1             GACGTCTGAACCGGGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

AS3             GACGTCTGAACC-GGCAATGATGCCG---CGTCGCCCCAAC--GATCGACTCGAATCGAC

AS4             GACGTCTGAACC-GGCGGCAATGATGCCGCGTCG--CCAAC--GATCGACTCGAATCGAC

JL4             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

JL1             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

JL2             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

JL3             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

JL5             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

TR2             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

TR4             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

NG5             GACGTCTGAACC-GGCAATAATGATGC--CGTCG--CCAAC--GATCGAC--------AC

VA1             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

VA5             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

NG1             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

TR1             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

TR3             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

TR5             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

AS2             GACGTCTGAACG-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

AS5             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

NG3             GACGTCTGAACC-GGCAATAATGATGC--CGTCG--CCAAC--GATCGAC--------AC

NG2             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

NG4             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

VA2             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

WY2             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

WY3             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

WY4             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAAC--GATCGAC--------AC

VA3             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAACGAGATCGAC--------AC

WY1             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAACGAGATCGAC--------AC

WY5             GACGTCTGAACC-GGCAATGATGATGC--CGTCG--CCAACGAGATCGAC--------AC

VA4             GACGTCTGAACC-GGCAATGATGATTC--CGTCG--CCAACGAGATCGAC--------AC

                ***********  ***    ***      *****  *****  *******        **

AS1             GCGTTATAGATTTATATCTATATATTTCTATCT

AS3             GCGTTATAGATTTATATCTATATATTTCTATCT

AS4             GCGTTATAGATTTATATCTATATATTTCTATCT

JL4             GCGTTATAGATTTATATCTATATATTTCTATCT

JL1             GCGTTATAGATTTATATCTATATATTTCTATCT

JL2             GCGTTATAGATTTATATCTATATATTTCTATCT

JL3             GCGTTATAGATTTATATCTATATATTTCTATCT

JL5             GCGTTATAGATTTATATCTATATATTTCTATCT

TR2             GCGTTATAGATTTATATCTATATATTTCTATCT

TR4             GCGTTATAGATTTATATCTATATATTTCTATCT

NG5             GCGTTATAGATTTATATCTATATATTTCTATCT

VA1             GCGTTATAGATTTATATCTATATATTTCTATCT

VA5             GCGTTATAGATTTATATCTATATATTTCTATCT

NG1             GCGTTATAGATTTATATCTATATATTTCTATCT

TR1             GCGTTATAGATTTATATCTATATATTTCTATCT

TR3             GCGTTATAGATTTATATCTATATATTTCTATCT

TR5             GCGTTATAGATTTATATCTATATATTTCTATCT

AS2             GCGTTATAGATTTATATCTATATATTTCTATCT

AS5             GCGTTATAGATTTATATCTATATATTTTTATCT

NG3             GCGTTATAGATTTATATCTATATATTTCTATCT

NG2             GCGTTATAGATTTATATCTATATATTTCTATCT

NG4             GCGTTATAGATTTATATCTATATATTTCTATCT

VA2             GCGTTATAGATTTATATCTATATATTTCTATCT

WY2             GCGTTATAGATTTATATCTATATATTTCTATCT

WY3             GCGTTATAGATTTATATCTATATATTTCTATCT

WY4             GCGTTATAGATTTATATCTATATATTTCTATCT

VA3             GCGTTATAGATTTATATCTATATATTTCTATCT

WY1             GCGTTATAGATTTATATCTATATATTTCTATCT

WY5             GCGTTATAGATTTATATCTATATATTTCTATCT

VA4             GCGTTATAGATTTATATCTATATATTTCTATCT

                *************************** *****

Supplementary Fig. 1b.  MUSCLE alignment of the ITS2 sequences from thirty individuals of O.longicollis (Olivier)
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Supplementary Fig. 2. Mismatch distribution curves of the individuals of Odoiporus longicollis (Olivier) from six locations based on (a) the ITS1 region  (b) the ITS2 region and (c) the concatenated ITS1 and ITS2 data.
SUPPLEMENTARY  TABLES

Supplementary Table 1.  List of Odoiporus longicollis (Olivier) individuals examined showing their ITS1 and ITS2 spacer lengths, GC content and their GenBank accession numbers

	Location

(Individual No.)
	GenBank Accession

   ITS1
	ITS1 Length 
(bp)
	ITS1 GC content 
(%)
	Genbank Accession

   ITS2
	ITS2 Length 
(bp)
	ITS2 GC content   
(%)

	Assam 1
	KF225405
	976 
	38.4
	KF225435
	478
	50.0



	Assam 2
	KF225406
	980 
	38.4
	KF225436
	491 
	50.2

	Assam 3
	KF225407
	968 
	38.2
	KF225437
	486 
	50.3

	Assam 4
	KF225408
	970 
	38.0
	KF225438
	487 
	49.9

	Assam 5
	KF225409
	961 
	37.8
	KF225439
	491 
	49.9

	Jalgaon 1
	KF225410
	970 
	37.6
	KF225440
	489 
	49.9

	Jalgaon 2
	KF225411
	976 
	37.8
	KF225441
	489 
	49.9

	Jalgaon 3
	KF225412
	986 
	37.6
	KF225442
	489 
	50.2



	Jalgaon 4
	KF225413
	973 
	37.4
	KF225443
	489
	50.1

	Jalgaon 5
	KF225414
	976
	37.6


	KF225444
	489
	50.1

	Narayangaon 1
	KF225415
	974
	37.6
	KF225445
	493 
	50.1

	Narayangaon 2
	KF225416
	976 
	37.8
	KF225446
	493  
	49.9

	Narayangaon 3
	KF225417
	972
	37.6
	KF225447
	493
	50.1

	Narayangaon 4
	KF225418
	974 
	37.6
	KF225448
	493 
	49.8

	Narayangaon 5
	KF225419
	974 
	37.6
	KF225449
	489  
	49.9

	Trichy 1
	KF225420
	974 
	37.6
	KF225450
	491 
	49.9

	Trichy 2
	KF225421
	975 
	37.8
	KF225451
	489 
	49.9

	Trichy 3
	KF225422
	975 
	37.6
	KF225452
	491  
	49.9

	Trichy 4
	KF225423
	980 
	37.6
	KF225453
	489 
	49.9



	Trichy 5
	KF225424
	979 
	37.8
	KF225454
	486
	50.3

	Vaishali 1
	KF225425
	974 
	37.6


	KF225455
	493  
	49.9

	Vaishali 2
	KF225426
	986 
	37.6
	KF225456
	493 
	49.8

	Vaishali 3
	KF225427
	989 
	37.6
	KF225457
	488 
	49.9

	Vaishali 4
	KF225428
	976 
	37.6
	KF225458
	488  
	50.3

	Vaishali 5
	KF225429
	989 
	37.8
	KF225459
	491 
	49.8

	Wayanad 1
	KF225430
	965 
	37.6
	KF225460
	488 
	50.1

	Wayanad 2
	KF225431
	965 
	37.8
	KF225461
	486
	49.6

	Wayanad 3
	KF225432
	965 
	37.8
	KF225462
	471 
	49.8

	Wayanad 4
	KF225433
	965 
	37.8
	KF225463
	486 
	49.9

	Wayanad 5
	KF225434
	966 
	37.8
	KF225464
	488  
	50.0


Supplementary Table 2. Simple repeats present in (a) the ITS1 and (b) ITS2 sequences of the thirty individuals of Odoiporus longicollis (Olivier)

(a)

	Indel No.
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11

	Repeat unit
	(TGA)
	(TAC)
	(CAA)
	(CG)
	(TGT)
	(CG)
	(TA)
	(TCG)
	(AT)
	(ATG)
	(AC)

	Hap 1
	4, 6
	3 
	6, 9 with A→T change in one repeat unit
	2, 3
	2
	2
	6, 7
	3
	8 - 10
	1
	7 - 9

	Hap 2
	3
	4
	7
	2
	1
	1
	5
	6
	4
	2
	9

	Hap 3
	3
	4
	5
	2
	1
	1
	5
	6
	4
	2
	7

	Hap 4
	3
	4
	7
	2
	1
	1
	5
	5
	4
	2
	6

	Hap 5
	3
	4
	5
	2
	1
	1
	5
	5
	4
	2
	6

	Hap 6
	7
	2
	9 with A→T change in one repeat unit
	3
	2
	2
	6
	3
	8
	1
	8

	Hap 7
	6
	3
	6 with A→T change in one repeat unit
	2
	2
	2
	7
	3
	9
	1
	9

	Hap 8
	4
	3
	9 with A→T change in one repeat unit
	3
	2
	2
	6
	3
	9
	1
	8

	Hap 9
	6
	3
	6 with A→T change in one repeat unit
	3
	2
	2
	6
	3
	9
	1
	10

	Hap 10
	6
	3
	9 with A→T change in one repeat unit
	3
	2
	2
	6
	3
	8
	1
	9

	Hap 11
	6
	3
	9 with A→T change in one repeat unit
	3
	2
	2
	7
	3
	9
	1
	10

	Hap 12
	4
	3
	5
	3
	2
	2
	5
	3
	10
	1
	8

	Hap 13
	4
	3
	5
	3
	2
	2
	5
	3
	10
	1
	8

	Hap 14
	4
	3
	5
	3
	2
	2
	5
	3
	10
	1
	8

	Hap 15
	4
	3
	5
	3
	2
	2
	5
	3
	10
	1
	8


(b)

	Indel No.
	1
	2
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11

	Repeat unit
	(GTC)
	(GGGT)
	`AGAGGAGAGGA’ stretch.
	(CTC)
	(AC)
	Stretch of `G’
	(GC)
	(GGC)
	(CG)
	Stretch of `C’
	`GA’
	Stretch of `TCGAATCG’

	Hap 1
	2
	2
	Present
	5
	1
	2
	5
	1
	1
	2
	1
	-

	Hap 2
	5
	2
	Present
	3
	1
	4
	5
	1
	1
	2
	1
	-

	Hap 3
	2
	2
	Present
	5
	1
	2
	5
	1
	1
	4
	1
	Present

	Hap 4
	2
	2
	Present
	5
	1
	2
	5
	2
	2
	2
	1
	Present

	Hap 5
	5
	2
	Present
	3
	1
	4
	5
	1
	1
	2
	1
	-

	Hap 6
	5
	2
	Present
	4
	1
	4
	5
	1
	1
	2
	1
	-

	Hap 7
	5
	2
	Present
	4
	1
	4
	5
	1
	1
	2
	1
	-

	Hap 8
	5
	2
	Present
	3
	2
	4
	5
	1
	1
	2
	1
	-

	Hap 9
	5
	2
	Present
	3
	2
	4
	5
	1
	1
	2
	1
	-

	Hap 10
	5
	2
	Present
	3
	2
	4
	5
	1
	1
	2
	1
	-

	Hap 11
	5
	2
	Present
	3
	2
	4
	5
	1
	1
	2
	1
	-

	Hap 12
	5
	2
	Present
	4
	1
	4
	5
	1
	1
	2
	1
	-

	Hap 13
	5
	2
	Present
	3
	2
	4
	4
	1
	1
	2
	1
	-

	Hap 14
	5
	0, 1
	Present
	3
	2
	4
	7
	1
	1
	2
	1
	-

	Hap 15
	4
	2
	Present
	3
	1
	4
	4
	1
	1
	2
	2
	-

	Hap 16
	4
	2
	Present
	3
	1
	4
	4
	1
	1
	2
	2
	-

	Hap 17
	4
	2
	Present
	3
	1
	4
	4
	1
	1
	2
	1
	-

	Hap 18
	4
	1
	Absent
	3
	1
	4
	4
	1
	1
	2
	1
	-


Supplementary Table 3.  Summary AMOVA analysis of the individuals from different locations based on (a) ITS1 region, (b) ITS2 region, and (c) Concatenated ITS1 + ITS2 regions.

(a)
	Source of variation
	  Degrees of freedom
	    Sum of Squares
	      % of variation

	Among Pops
	5
	193.733
	53%

	Within Pops
	24
	140.400
	47%

	Total
	29
	334.133
	100%


(b)
	Source of variation
	Degrees of freedom
	Sum of squares
	% of variation

	Among Pops
	5
	105.333
	36%

	Within Pops
	24
	130.800
	64%

	Total
	29
	236.133
	100%


(c)
	Source of variation
	Degrees of freedom
	Sum of squares
	% of variation

	Among Pops
	5
	291.300
	45%

	Within Pops
	24
	273.800
	55%

	Total
	29
	565.100
	100%
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