Table S2: SSR primer sequences, the best annealing temperature and their positions, used for the genetic divergence analysis in foxtail millet
	No.
	SSR marker
	Primer sequence (F 5’-3’ and R 3’-5’)
	Annealing temperature oC
	Chromosome location
	Reference

	1
	SICAAS7094
	CGATTGCTTGGTGGTCTAGC
	56
	Chr.7
	A

	
	
	GGATCTCTAGCCTGCCTGTG
	
	
	

	2
	SICAAS8034
	GCTCTCTGTCGCAGTAGCTGTA
	58
	Chr.8
	A

	
	
	AACCTAGGACTCCAATTAACAACG
	
	
	

	3
	SICAAS9027
	AACTCACGGGGAGCTCGGAGAC
	56
	Chr.9
	A

	
	
	TCCTGCGCTCTCTTCCTCGACA
	
	
	

	4
	SieSSR81
	TCCCCTTCATCTGATTTTCG
	60
	Chr.3
	B

	
	
	CGAGGAAAGACGCCTAACTG
	
	
	

	5
	SieSSR141
	CATGTGCGTCTCAGCAATCT
	60
	Chr.5
	B

	
	
	AGCTGATCGGTGCCAATAAC
	
	
	

	6
	SieSSR237
	ACGTCCATGGTCACAACAAA
	60
	Chr.9
	B

	
	
	TCGCGGCTCATAACAATACA
	
	
	

	7
	SieSSR274
	GTTGCCAAAGAATTTCCTCC
	59
	Chr.7
	B

	
	
	ACGAAGCTATGTGTGGGACC
	
	
	

	8
	SieSSR18
	ACAGGTGGGTGGGTAGAGAATA
	56
	Chr.8
	B

	
	
	TGTCATCAGTTCACCAACTTCC
	
	
	

	9
	SICAAS1008
	GAGACGAAGAATGAAAGGACGA
	53
	Chr.1
	A

	
	
	CGGGGCACCGTTAAAACTA
	
	
	

	10
	SICAAS4004
	AAGAGGTCTGCCTTTGCTTGGCCGT
	60
	Chr.4
	A

	
	
	TGTGTTTGCACAGCAGCCGACGTGT
	
	
	

	11
	SICAAS3090
	CACATGACATGAGGTAGGACTTG
	56
	Chr.3
	A

	
	
	CTGTTGCTGAAGAGTGAGAGGA
	
	
	

	12
	SICAAS4059
	TACCCTTTGGGAACAGATGC
	56
	Chr.4
	A

	
	
	AGGTTGGGAATAACCTTTTTGG
	
	
	

	13
	SICAAS2004
	TGTGTTGCGCTTGATGGTTACCAGCGT
	60
	Chr.2
	A

	
	
	ATCGGGGAGGGCCCAAAACAGAGGA
	
	
	

	14
	SICAAS5051
	TGCAGATGGAGAGTTGGCCTGCAT
	59
	Chr.5
	A

	
	
	ACCGCAGATGTGTTGAGCAGAGAGT
	
	
	

	15
	SICAAS6049
	GCCCATAGTACCCTCCCTAGAC
	56
	Chr.6
	A

	
	
	TGTCCTACTGACCTTCCATCCT
	
	
	

	16
	SITM04
	CGTGTCCTTGTACTCAGCCA
	56
	Chr.1
	C

	
	
	CAATGGTCTCAGGTGTGGTG
	
	
	

	17
	SITM06
	GCTCTCTCCATCCCACATTC
	54
	Chr.3
	C

	
	
	TTCTCCTTCCCTTCCTTTCC
	
	
	

	18
	SITM11
	CTCGCCCATCTCTTCTTCAG
	56
	Chr.4
	C

	
	
	CAAGCACAGGGAAGAGGAGT
	
	
	

	19
	SITM18
	GCTCGCTAACAAAAGAAGAT
	50
	Chr.7
	C

	
	
	AGGTTGAAATGAAGAAGAGG
	
	
	

	20
	SITM22
	TCCAAGTAGTGAAAGTGATA
	50
	Chr.2
	C

	
	
	TTCCTCCTCGTCCTCTTCAT
	
	
	

	21
	SICAAS1006
	ACAGTCTGCACAAAGCAAGAAT
	52

	Chr.1
	A

	
	
	GAAGTCCAAAGAATGCAATGAG
	
	
	

	22
	SICAAS1065
	ATGCATGCTCTGGTTGTGAC
	57
	Chr.1
	A

	
	
	CTGCGAGCAGGTGACAGAT
	
	
	

	23
	SICAAS2072
	CTAGTGTCCCATTTTAGAGCACAT
	58

	Chr.2
	A

	
	
	ATTTCTTCTAGTGCCTGGTTTCAC
	
	
	

	24
	SICAAS2084
	TGTGGCCTAGATCCTGAATATCAT
	58
	Chr.2
	A

	
	
	GTCCCTGGCCTTGAAGTAAATAG
	
	
	

	25
	SICAAS4022
	TCCGGAGCTCATGCGCACACAGTCA
	60
	Chr.4
	A

	
	
	TGAAAGCGTCCGTGCCGTGCATCT
	
	
	

	26
	SICAAS5089
	ATCCCCGTAAACGAATCACA
	55
	Chr.5
	A

	
	
	ATCCCCGTAAACGAATCACA
	
	
	

	27
	SICAAS5072
	TATGGTACACTACTCTGCCCCTCT
	60
	Chr.5
	A

	
	
	TATGGTACACTACTCTGCCCCTCT
	
	
	

	28
	SICAAS6054
	ATTCTTAATCGCAGCACAGACA
	52
	Chr.6
	A

	
	
	GGCTGCCAAACTAACCCTAATA
	
	
	

	29
	SICAAS6023
	CCCCTCTCCTTTCTCTCCCTA
GTAGAGCCAGCTGATGGACTG
	52
	Chr.6
	A

	30
	SICAAS6024
	ACACCAACCAACCAACCAAC
	53
	Chr.6
	A

	
	
	GGGCCCATGTCAAAAGCTA
	
	
	

	31
	SICAAS7040
	CCGTCCTCTTGTGTTTCTTCCT
	60
	Chr.7
	A

	
	
	ATGGCCTCTGAATGTGGGTACT
	
	
	

	32
	SICAAS7089
	TGAGTTATGGAGTCACAGGGAGTA
	58
	Chr.7
	A

	
	
	TGAAGCAGCCCTATATGAGTATGA
	
	
	

	33
	SICAAS9004
	GGGACAGGGACATGGTGGCA
	57
	Chr.9
	A

	
	
	GGGGGATGGAAGAGAGGGACCG
	
	
	

	34
	SICAAS9075
	TGCTACGCCACAAGCCCACAAAC
	61
	Chr.9
	A

	
	
	CACACGCACCATGGATCCCACAT
	
	
	

	35
	SICAAS9030
	GCAAGCAACAGTCCATGGCCGA
	59
	Chr.9
	A

	
	
	GCTGCGAGCTTGCGTGACAGA
	
	
	

	36
	SieSSR346
	GAAACCTCACGCAAACCCTA
	60
	Chr.3
	B

	
	
	TCATCACAGGCTTGTTCTCG
	
	
	

	37
	SieSSR275
	CAGCTAGCACACAAATCCGA
	60
	Chr. 8
	B

	
	
	CGGATTTCCTACAGCGAGAG
	
	
	



Note: A: (Zhang et al., 2014), B: (Venkata Suresh et al., 2013), C: (Lin et al., 2011)
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