
Table S1. The list of ten most abundant transcripts from the leaf transcriptome of O. gratissimum as determined from transcripts per kilobase million (TPM) and fragments per kilobase million (FPKM).
	Transcript ID
	Gene name 
	TPM
	FPKM

	TRINITY_DN15831_c1_g13_i1 
	mannose/glucose-specific lectin-like 
	50989.63 
	162656.97

	TRINITY_DN17205_c6_g16_i1 
	L-type lectin-domain containing receptor kinase IX.1-like 
	5647.63 
	18015.94 

	TRINITY_DN14386_c2_g3_i1 
	acid phosphatase 1-like 
	5017.88 
	16007.05 

	TRINITY_DN14617_c1_g8_i2 
	metallothionein-like protein type 3 
	3449.59 
	11004.21 

	TRINITY_DN16868_c1_g10_i2 
	metallothionein-like protein type 2 
	3417.42 
	10901.58 

	TRINITY_DN16868_c1_g14_i1 
	metallothionein-like protein type2 
	2799.37 
	8929.98 

	TRINITY_DN14386_c2_g5_i1 
	acid phosphatase 1-like 
	2466.94 
	7869.54 

	TRINITY_DN15239_c1_g1_i1 
	thiamine thiazole synthase 2 
	2340.09 
	7464.91 

	TRINITY_DN15684_c1_g2_i1 
	pathogenesis-related protein STH-2-like 
	2196.02 
	7005.31 

	TRINITY_DN14274_c3_g2_i3 
	protein EXORDIUM-like 
	2045.49 
	6525.11 
















Table S2. The list of SSR primers designed based on assembled transcripts from the leaf transcriptome of O. gratissimum.
	Transcript ID
	Forward Primer
	Reverse Primer
	Size

	TRINITY_DN17327_c0_g2_i4
	CCATGTCACTCAACTTTCCC
	GGA AGACCTTGGAGGAGA T
	213

	TRINITY_DN14858_c2_g1_i3
	ATCACTCCTTCCCATCTGCA
	GGGCAGAAACAAGAAACTCAGA
	302

	TRINITY_DN15252_c0_g9_i1
	CAGCTCGCAAAAGAAGCTCG
	GCA TTC TGC AAG TAA CCT C
	158

	TRINITY_DN13784_c1_g2_i1
	AGGGATGGAGGCAGGTTTGA
	TTTCGGAAACCCTCCACACC
	202

	TRINITY_DN17209_c1_g2_i1
	TCGTGGCTTCTTCATTGCTG
	TGAAAATAGTCACACACTC
	242

	TRINITY_DN13914_c1_g2_i1
	ACCTTCAGAAATTAAGGGGGAG
	GATGGGAGGAGGCAATGGGC
	195

	TRINITY_DN15137_c2_g4_i1
	TCACTGACTTGTGGCGTTCA
	CGA GCT CGA GTG AAA GTG GA
	165

	TRINITY_DN16254_c1_g10_i1
	GGGCAGGTGATATCGCAGTA
	CCTTTTCAGCCTCGGAACCT
	150

	TRINITY_DN14998_c0_g13_i1
	CAGCAGCAAAACCAAGGTGG
	AAATGCAGAGATGGGCCGAA
	178

	TRINITY_DN17341_c0_g1_i5
	GGTTAATAGCAACAATAGAT
	TGCATCAGACTCTTCTTC
	217

	TRINITY_DN14272_c1_g6_i2
	TGGAGTCTGCAAACAGCCAT
	AGAAGAAGGGAGGAGGCCAA
	156

	TRINITY_DN15082_c2_g7_i1
	CTACACAAAACACAGAATTG
	TGCTGGCTGATCATCTTGGG
	144

	TRINITY_DN16501_c2_g6_i1
	ACACCCTTCGAAATCCCACA
	TCTAGCTCAGCCGAGGATGA
	200

	TRINITY_DN15631_c1_g7_i1
	GTGTGTTTCTTAGCTCCGCG
	TCAAAACCCTCCCCTCCAAA
	158

	TRINITY_DN1538_c0_g1_i1
	TGGCGAGACGGTTTTCTTGA
	TCCTCGGCCAAACAAACCTT
	179

	TRINITY_DN16875_c0_g7_i1
	CCAATTATTTCCACCACCACCA
	CGCCGACATCGTCTCATTTG
	152

	TRINITY_DN16641_c1_g15_i1
	GATTGAAGATGATGATATATC
	TGTCTTCTGTGGAGTCACCC
	142

	TRINITY_DN13311_c1_g1_i1
	ACCTTGGTGATACGGGTTCG
	AGAGAGATCTCCAGCAGCCA
	150

	TRINITY_DN13317_c2_g17_i1
	GCCGCCACCAAGATTCATCA
	GAACAGATGATGAAGGCCGC
	129

	TRINITY_DN16916_c0_g7_i2
	CGCGGCAAGGAAAACTGTTT
	AGTTTACGGTCGACTACGGC
	168

	TRINITY_DN12837_c1_g19_i2
	ATCAACAAGGGCAATGTGCG
	GGATGGTTGTGAACTGGACCT
	150

	TRINITY_DN14683_c3_g2_i1
	ATCTCGTTCCATCTTCGCCC
	AACAACCAGATGCGAGGACC
	157

	TRINITY_DN9143_c0_g1_i1
	CTCTGCAACGCTCAAATGA
	CCAACTTCATCTCGTCCATT
	196

	TRINITY_DN8933_c0_g1_i1
	CCCAAAAGCGAAAACGAC
	CTTCTTCATATCGTCCAGCT
	181

	TRINITY_DN17274_c0_g5_i4
	CTAAAGCAGGACATCCTCAT
	CGCTCAAAAGGCTCAATTC
	200

	TRINITY_DN16789_c1_g3_i2
	TACGAGCGAAGACTCGGCG
	CTCTCTCCCTCCGCCATTA
	188

	TRINITY_DN16156_c0_g3_i1
	CAGAATCCCAAATCGTCGAA
	CAAGAACCAGCAAACCAAC
	207

	TRINITY_DN15370_c1_g3_i2
	CTCGGCATGGCTCAAAATA
	CAATCCCCCTCTTCTTTTCA
	301

	TRINITY_DN17186_c0_g2_i1
	CTCTTCACTCAGCATTAGCA
	GGGAAACGTCAGAGTGGGGG
	208

	TRINITY_DN16789_c1_g3_i2
	GCGAAGACTCGGCGCACTAC
	GCACTTGACCGACGAACAAC
	209





