Table S1. Details of the 107 rice genotypes 
	Code 
	Genotype
	Designation/ IET No
	Type
	Source
	Area of cultivation/geographical origin
	Cross combination
	Features

	C1
	DRR Dhan 44
	RP5127-9-3-IR93376-B-B-130 (IET 22081)
	Indica  cultivar
	ICAR-IIRR
	Uttarakhand, Haryana and Bihar states of India
	IR 71700-247-1-1-2 / IR 03L120
	Drought tolerant

	C2
	Cottondora Sannalu
	MTU 1010 (IET 15644)
	Indica  cultivar
	PJTSAU
	Andhra Pradesh and Telangana states of India
	Krishnaveni/IR 64
	Popular high yielding variety, widely grown mega variety of India, also considered for aerobic cultivation

	C3
	Warangal Samba
	WGL 14 (IET 18043)
	Indica  cultivar
	PJTSAU
	Telangana, India
	BPT5204 /ARC-5984//BPT-3291
	High yielding, bacterial blight tolerant variety with desirable cooking quality traits

	C4
	Krishna Hamsa
	RP 1451-92-21-9 (IET 9219)
	Indica  cultivar
	ICAR-IIRR
	Andhra Pradesh and Telangana
	Rasi/Fine Gora
	Seedling stage cold tolerance and reproductive stage heat tolerance

	C5
	Swarna
	MTU 7029 (IET 7041)
	Indica  cultivar
	ICAR-IIRR
	Widely adapated across Indian states
	Vasista/Mahsuri
	High adaptability, low nitrogen responsive, Bacterial Blight tolerant variety with stable yield, widely grown mega variety of India

	C6
	Samba Mahsuri
	BPT 5204 (IET 11521)
	Indica  cultivar
	PJTSAU
	Andhra Pradesh and Telangana states of India
	GEB 24/TN1/Mahsuri
	Popular high yielding variety with preferred cooking quality traits, widely grown mega variety of India

	C7
	Tellahamsa
	RNR 10754 (IET 1899)
	Indica  cultivar
	PJTSAU
	Telangana, India
	HR12/TN1
	Seedling stage cold tolerance and reproductive stage heat tolerance

	C8
	Telangana sona
	RNR 15048
	Indica cultivar
	PJTSAU
	Telangana, Karnataka, Andhra Pradesh, Tamilnadu states of India
	MTU 1010/JGL 3855
	Blast resistance, High HRR, Super fine grain 

	C9
	Kunaram Sannalu
	KNM 118
	Indica cultivar
	PJTSAU
	Andhra Pradesh and Telangana states of India
	MTU 1010/ JGL 13595
	Super fine grain 

	V1
	DRR Dhan 52
	RP5125-12-5-3-B-IR84898-B (IET 23354)
	Indica cultivar
	ICAR-IIRR
	Haryana, Gujarat, Bihar and Odisha  states of India
	IR78877-208-B-1-1/IR78878-53-2-2-2
	Heat tolerance

	V2
	PR 123
	..
	Indica cultivar
	PAU, Ludhiana
	Punjab, India
	PR 116///PR 108/IRRI 76//PR 106-P2
	Resistant to all the ten pathotypes of bacterial blight 

	V3
	Nep Rau (Maybelle)
	IRGC78629
	Tropical japonica accession
	ICAR-IIRR
	USA
	..
	..

	V4
	KNM 733
	Kunarm rice 1
	Indica cultivar
	PJTSAU
	Telangana, India
	..
	leaf blast resistant

	V5
	PR 114
	PAU 1605-5-3-2-3-2 (IET 15607)
	Indica cultivar
	PAU, Ludhiana
	Punjab, India
	TN1/Patong 32//PR 106*4///IR8
	BLB resistant

	V6
	E 2040
	..
	IRRI Collection
	IRRI-STRASA
	..
	..
	..

	V7
	PR 127
	..
	Indica cultivar
	PAU, Ludhiana
	Punjab, India
	 
	..

	V8
	Jarava
	B 90-15 (IET 15420)
	Indica cultivar
	ICAR-IIRR
	Saline 
	B32 Sel.4/O. rufipogon//B29-6
	Saline tolerant

	V9
	SN 38
	..
	Wild introgression line
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	..

	V10
	Azhoghi
	..
	Landrace
	ICAR-IIRR
	North eastern part of India
	..
	..

	V11
	Shobini
	RNR 2354 (IET 21260)
	Indica cultivar
	PJTSAU
	Bihar, Chattisgarh, MP, Gujarat, Andhra Pradesh, Telangana states of India
	RNR M7 / RNR-19994
	Scented

	V12
	Sumathi
	RNR 19933 
	Indica cultivar
	PJTSAU
	Telangana, India
	Chandan / Pakistan basmati
	Scented

	V13
	Erramallelu
	WGL 20471 (IET 8079)
	Indica cultivar
	PJTSAU
	Telangana, India
	BC 5-55/W 12708
	Gallmidge resistant and tolerant to water stress conditions

	V14
	Rajendra 
	RNR 12329 (IET 11058)
	Indica cultivar
	PJTSAU
	Telangana, India
	IJ 52/T (N) 1
	Drought and cold tolerance

	V15
	SN 108
	..
	Wild Introgression line
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	..

	V16
	SR-1
	P 1121-92-8-1-3-3 (IET 18004)
	Indica cultivar
	IARI
	..
	(Basmati 370 and Type 3???) Pusa 614-1-2/Pusa 614-2-4-3
	Scented

	V17
	KPS 2874
	..
	Minikit entry
	PJTSAU
	Telangana, India
	MTU 1001/NLR 34449
	BPH and Salinity tolerance

	V18
	IR 62266-42-6-2
	..
	IRRI Collection
	IRRI-STRASA
	..
	..
	..

	V19
	Jagitial Rice 1
	JGL 24423
	Indica cultivar
	PJTSAU
	Telangana, India
	MTU 1010/ NLR 34449//MTU 1010
	BPH and Blast tolerance

	V20
	WGL 962
	..
	Minikit entry
	PJTSAU
	Telangana, India
	(BPT5204/ GEB 24/ BPT 5204/Shatabdi)
	Super fine grain 

	V21
	PR 122
	..
	Indica cultivar
	PAU, Ludhiana
	Punjab, India
	PR 108 /IRRI-76//PR 106-P1
	BLB resistant

	V22
	Puttige
	IRGC 52588
	IRRI Collection
	IRRI-STRASA
	..
	..
	..

	V23
	Edith
	IRGC 1742
	Tropical japonica accession
	ICAR-IIRR
	USA
	..
	..

	V24
	D 4-148
	IRGC 31063
	Tropical japonica accession
	ICAR-IIRR
	Liberia, Sinoe
	..
	..

	V25
	Genit
	IRGC 3272
	IRRI Collection
	IRRI-STRASA
	Argentina
	..
	..

	V26
	Improved Samba Mahsuri
	RP Bio 226
	Indica cultivar
	ICAR-IIRR
	Andhra Pradesh, Telangana, Jharkhand, Chattisgarh, Maharashtra, Gujarat, Odisha, Bihar states of India
	BPT 5204*2/S 1113
	Fine grain BLB resistant variety

	V27
	SN 13
	..
	Wild Introgression line-BIL 
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	..

	V28
	Palembang Kuning
	IRGC 18425
	Tropical japonica accession
	ICAR-IIRR
	Indonesia, Lampung
	..
	..

	V29
	RNR 26113
	..
	Advanced stabilized culture
	PJTSAU
	Hyderabad, India
	Tellahamsa/Varalu
	..

	V30
	RNR 11718
	..
	Minikit entry
	PJTSAU
	Hyderabad, India
	MTU1010/NLR 34449
	multiple resistant (Blast, BLB, Brown Spot, Sheath Rot, no discoloration, salinity and moderate tolerance to BPH)

	V31
	HKR 120
	IR 19661-150-2-2-1 (IET 9261)
	Indica cultivar
	KAUL
	,,
	PTB 33-4/IR 3403-267-1
	..

	V32
	Carolina Gold
	IRGC 1723
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	..

	V33
	Oryzica Sabana 10 (Sacia 1) (TACU)
	IRGC 117027
	Tropical japonica accession
	ICAR-IIRR
	Bolivia
	..
	..

	V34
	SN 163
	..
	Wild Introgression line
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	..

	V35
	Govind
	UPR 82-1-7-2-1-1 (IET 6155)
	Indica cultivar
	KAUL
	..
	IR 20/IR 24
	Rainfed upland

	V36
	PR 124 
	..
	Indica cultivar
	PAU, Ludhiana
	Punjab, India 
	..
	..

	V37
	PR 113
	PAU 2333-25-2 (IET 15100)
	Indica cultivar
	PAU, Ludhiana
	Punjab, India 
	IR 8// RP 2151-173-1 8/IR8*4
	BLB resistant

	V38
	SN 116
	..
	Wild Introgression line
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	wild introgression line

	V39
	Inia Yerbal 
	IRGC 1172456
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	 

	V40
	Ketan Donggo
	IRGC 54201
	Tropical japonica accession
	ICAR-IIRR
	Indonesia, Nusa Tenggara Barat
	..
	 

	V41
	Krishna
	RNR 2458 (IET 21492)
	Indica cultivar
	PJTSAU
	Telanagana and Andhra Pradesh states of India
	Chandan/ BPT 5204
	Blast resistant

	V42
	..
	IRGC 7486
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	 

	V43
	SR-2
	..
	Indica cultivar
	PAU, Ludhiana
	..
	..
	BLB resistant, scented

	V44
	RNRH-78
	..
	Hybrid
	PJTSAU
	Hyderabad, India
	..
	 

	V45
	JBB 661-1
	RP 5364-
	Breeding line
	ICAR-IIRR
	Hyderabad, India
	RP Bio 226/IRGC 39050//MTU 1081
	 

	V46
	SN 25
	..
	Wild Introgression line
	ICAR-IIRR
	Hyderabad, India
	Swarna*2/O.nivara
	wild introgression line

	V47
	Sheethal
	WGL 283 (IET 20987)
	Indica cultivar
	PJTSAU
	Telangana, India
	Chaitanya/TellaHamsa
	Cold tolerant

	V48
	RNR 21278
	..
	Minikit entry
	PJTSAU
	Telangana, India
	RNR 2645/NLR 34449
	Dwarf, leaf blast resistant

	V49
	RNR 15435
	..
	Minikit entry
	PJTSAU
	Telangana, India
	RNR 17818/Vasumathi
	Aromatic Long Grain

	V50
	RNR 29197
	..
	Advanced stabilized culture
	PJTSAU
	Telangana, India
	CN 1757-5-3-7 MLD -18/RNR 15048
	Advanced breeding line

	V51
	SRAC34997
	..
	ICAR-IIRR
	ICAR-IIRR
	..
	..
	..

	V52
	Bathukamma
	JGL 18047
	Indica cultivar
	PJTSAU
	Telangana, India
	MTU 1010/ JGL 13595
	tolerant to blast

	V53
	TOS 724
	IRGC 11108
	Tropical japonica accession
	ICAR-IIRR
	USA
	..
	..

	V54
	Khau Tra Bong (Doongara) 
	IRGC 78392
	Tropical japonica accession
	ICAR-IIRR
	Australia
	..
	..

	V55
	Jagityal Samba
	JGL 3844
	Indica cultivar
	PJTSAU
	Telangana, India
	Samba mahsuri/ARC 5984//Kavya
	Resistant to gall midge biotype 1,3,5 and 6 

	V56
	IR 80310-12- B-1-3-B
	..
	IRRI Collection
	IRRI-STRASA
	..
	..
	..

	V57
	Varalu
	WGL 14377 (IET 14848)
	Indica cultivar
	PJTSAU
	Telangana, India
	Erramallelu (WGL 20471)/Heera (CR 544-1-2)
	Extra early duration variety suitable for contingency situation

	V58
	Chiayi-wu-ku
	..
	IRRI Collection
	IRRI-STRASA
	..
	..
	..

	V59
	RNR 15459
	..
	Minikit entry
	PJTSAU
	Telangana, India
	RNR 17818/Chittimutyalu
	Scented

	V60
	SR-3
	..
	Indica cultivar
	ICAR-IIRR
	..
	..
	Scented

	V61
	KNM 1638
	..
	Minikit entry
	PJTSAU
	Telangana, India
	JGL 11727/JGL 17004
	Blast resistant

	V62
	Pranahitha
	JGL 11727 (IET 19978)
	Indica cultivar
	PJTSAU
	Telangana, India
	JGL 420/MTU 1001
	suitable for aerobic condition

	V63
	Siddi
	WGL 44
	Indica cultivar
	PJTSAU
	Telangana, India
	BPT 5204/ARC 5984// Kavya/// Kavya/ BPT 5204
	Gallmidge resistant

	V64
	Pant Dhan 4
	..
	Indica cultivar
	GBPAUT
	Uttarakhand, India
	IR 262 / Remadja
	..

	V65
	Polasa prabha
	JGL 384
	Indica cultivar
	PJTSAU
	Telangana, India
	BPT 5204/Kavya
	Gallmidge resistant

	V66
	SR-4
	..
	Indica cultivar
	ICAR-IIRR
	Punjab, India 
	..
	Scented

	V67
	RNRH 100
	..
	Hybrid
	PJTSAU
	Telangana
	..
	..

	V68
	SR-5
	..
	Indica cultivar
	ICAR-IIRR
	Punjab, India
	..
	Scented

	V69
	Prathyumna
	JGL 17004 (IET 22027)
	Indica cultivar
	PJTSAU
	Telangana and Andhra Pradesh states of India
	Varalu/Karimnagar Samba
	Rainfed upland

	V70
	Anjana
	JGL 11118
	Indica cultivar
	PJTSAU
	Telangana, India
	IET 8585/JGL 1798
	Tolerant to gall midge, BLB and cold

	V71
	SR-6
	IET 14710
	Indica cultivar
	ICAR-IIRR
	..
	PLS from Pak. Basmati
	Scented

	V72
	Jagityal Sannalu
	JGL 1798 (IET 16534)
	Indica cultivar
	PJTSAU
	Telangana, India
	BPT 5204/ Kavya
	Gallmidge resistant

	V73
	Jagitial mahsuri
	JGL 11470 (IET 19574)
	Indica cultivar
	PJTSAU
	Telangana, India
	JGL 418/Gedongbetan
	Multiple gall midge biotype resistance

	V74
	Sahbhagi Dhan
	IR 74371-70-1-1-CRR-1 (IET 19576)
	Indica cultivar
	PJTSAU
	..
	IR 55419-04/Wayrarem
	Rainfed upland

	V75
	PR 121
	..
	Indica cultivar
	PAU, Ludhiana
	..
	..
	..

	V76
	RNR 28361
	..
	Advanced stabilized culture
	PJTSAU
	Telangana, India
	Bhadrakali/NSN 20894
	BPH Resistant

	V77
	JGL 32429
	..
	Minikit entry
	PJTSAU
	Telangana, India
	JGL 3855/MTU II 187-1-2-1
	Advanced breeding line

	V78
	Haorei Machang
	..
	NE-landrace
	ICAR-IIRR
	North eastern part of India
	..
	..

	V79
	IAC 164 (Miramono) 
	IRGC 117255
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	..

	V80
	(Indane)
	IRGC 33130
	Tropical japonica accession
	ICAR-IIRR
	Myanmar
	..
	..

	V81
	RHS 107-2-1-2TB-1JM (SACIA 4) (Jisunu)
	IRGC 117028
	Tropical japonica accession
	ICAR-IIRR
	Bolivia
	..
	..

	V82
	Warangal sannalu
	WGL 32100 (IET 18044)
	Indica cultivar
	PJTSAU
	Telangana, India
	Divya/BPT 5204
	..

	V83
	Karimnagar samba
	JGL 3855 (IET 20155)
	Indica cultivar
	PJTSAU
	Telangana, India
	BPT 5204/ARC 5984//Kavya (to check double slash??)
	Gallmidge biotype1 resistance

	V84
	SR-7
	..
	Indica cultivar
	ICAR-IIRR
	..
	..
	Scented

	V85
	Warangal Rice 1
	WGL 915
	Indica cultivar
	PJTSAU
	Telangana, India
	SN 22R/IRBBN 39
	Suitable for poha and Puffed rice

	V86
	RNRH 95
	..
	Hybrid
	PJTSAU
	Telangana, India
	..
	..

	V87
	Beaq Penyalin
	IRGC 43343
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	..

	V88
	SR-8
	..
	Indica cultivar
	ICAR-IIRR
	Haryana and Punjab states of India
	PLS from local basmati landrace
	Scented

	V89
	RNRH 39
	..
	Hybrid
	PJTSAU
	Telangana, India
	..
	..

	V90
	RNRH 15
	..
	Hybrid
	PJTSAU
	Telangana, India
	..
	..

	V91
	WGRH 15
	..
	Hybrid
	PJTSAU
	Telangana, India
	..
	..

	V92
	70S
	..
	wild introgression line
	ICAR-IIRR
	..
	..
	..

	V93
	JGL 28545
	..
	Minikit entry
	PJTSAU
	Telangana, India
	JGL 11727/BPT 5204
	Blast resistant

	V94
	DRR Dhan 45
	RP 5886-HP 3-IR80463-B39-3 (IET 23832)
	Indica cultivar
	ICAR-IIRR
	Karnataka, Tamil Nadu and Andhra Pradesh states of India
	IR 73707-45-3-2-3/IR 77080-B-34-3
	Zinc rich cultivar

	V95
	Sugandha samba
	RNR 2465 (IET 21045)
	Indica cultivar
	PJTSAU
	Telangana and Andhra Pradesh states of India
	RNR M7 (BPT 5204 mutant-Early samba) / RNR-19994
	Aromatic Medium Slender

	V96
	CUBA 65
	IRGC 10658
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	..

	V97
	RP 2068-18-3-5
	..
	Breeding line 
	ICAR-IIRR
	Hyderabad, India
	TN1/Veluchitheera
	resistance to BPH & GM and used as a resistant check in BPH and GM screeninng trials

	V98
	TOANG
	IRGC 19144
	Tropical japonica accession
	ICAR-IIRR
	..
	..
	..


Table S2. Analysis of variance (ANOVA), CD comparisons, descriptive statistics and heritability estimates in 107 rice genotypes  
	Source
	d. f
	DFF
	PH (cm)
	PL (cm)
	PN
	GN
	TW (g)
	SPY (g)
	PM
	SHF (%)
	SHD (%)
	DP

	Treatment adjusted

	Block (ignoring Treatments)
	6
	62.27 ** 
	801.95 ** 
	10.23 ** 
	58.77 ** 
	2830ns 
	12.09 ns 
	54.18 ns 
	83.16 ** 
	758.4 ** 
	28.19 ns 
	131.77 ** 

	Treatment (eliminating Blocks)
	106
	106.73 ** 
	457.5 ** 
	8.07 ** 
	12.45 ns 
	5849 ** 
	30.43 ** 
	139.92 ** 
	101.96** 
	76.62 ** 
	163.41 ** 
	359.31 ** 

	Treatment: Check
	8
	635.3 ** 
	829.05 ** 
	31.46 ** 
	12.11 ns 
	27636** 
	144.52 ** 
	340.21 ** 
	635.3 ** 
	179.54 ** 
	519.08 ** 
	669.72 ** 

	Treatment: Test and Test vs. Check
	98
	63.58 ** 
	427.17 ** 
	6.16 ** 
	12.47 ns 
	4070 ** 
	7.81
	123.57 ** 
	58.42 ** 
	68.21 ** 
	134.38 ** 
	333.97 ** 

	Residuals
	48
	0.52
	37.52
	2.85
	13.15
	1510
	7.81
	48.22
	0.52
	27.32
	65.09
	0.52

	Block adjusted

	Treatment (ignoring Blocks)
	106
	110.24** 
	497.67 ** 
	8.24 ** 
	13.75ns 
	5978 ** 
	30.85 ** 
	140.27** 
	106.65 ** 
	94.69 ** 
	162.98 ** 
	366.75** 

	Treatment: Check
	8
	635.3 ** 
	829.05 ** 
	31.46** 
	12.11ns 
	27636** 
	144.52** 
	340.21** 
	635.3 ** 
	179.54** 
	519.08** 
	669.72** 

	Treatment: Test vs. Check
	1
	238.59** 
	3359.48** 
	44.27** 
	27.76ns 
	704 ns 
	14.21 ns 
	490.29** 
	132.91 ** 
	277.57** 
	143.01 ns 
	987.16** 

	Treatment: Test
	97
	65.61 ** 
	440.83 ** 
	5.95 ** 
	13.74ns 
	4246 ** 
	21.65 ** 
	120.17** 
	62.78 ** 
	85.8 ** 
	133.81**  
	335.37** 

	Block (eliminating Treatments)
	6
	0.32 ns 
	92.41 *  
	7.23 *  
	35.78 *  
	540 ns 
	4.68 ns 
	48 ns 
	0.32 ns 
	439.17** 
	35.92 ns 
	0.32 ns 

	Residuals
	48
	0.52
	37.52
	2.85
	13.15
	1510.6
	7.81
	48.22
	0.52
	27.32
	65.09
	0.52

	CD between a Test Treatment and a Control Treatment
	
	0.81
	6.9
	1.9
	4.09
	43.8
	3.15
	7.83
	0.81
	5.89
	9.09
	0.81

	CD between check Treatment Means
	
	0.39
	3.27
	0.9
	1.94
	20.77
	1.49
	3.71
	0.39
	2.79
	4.31
	0.39

	CD between Two Test Treatments (Different Blocks)
	
	1.07
	9.13
	2.52
	5.41
	57.94
	4.16
	10.35
	1.07
	7.79
	12.03
	1.07

	CD between Two Test Treatments (Same Block)
	
	1.02
	8.66
	2.39
	5.13
	54.97
	3.95
	9.82
	1.02
	7.39
	11.41
	1.02

	Mean+SE
	 
	89±0.79
	121±1.94
	23±0.24
	19±0.33
	178±6.41
	19.8±0.46
	34±1.05
	120±0.78
	13.04±0.85
	11.94±1.12
	31±1.72

	SD
	 
	8.2
	20.08
	2.45
	3.45
	66.3
	4.71
	10.82
	8.03
	8.83
	11.59
	17.78

	Range
	 
	65-107
	84-171
	17.89-29.1
	12-30
	64-359
	6.51-28.91
	11.35-66.04
	95-136
	0-50.16
	0-55.11
	6-90

	Skewness
	 
	-0.19 ns
	0.78 **
	0.34 ns
	0.2 ns
	0.81 **
	-0.19 ns
	0.57 *
	-0.12 ns
	1.28 **
	1.38 **
	1.6 **

	Kurtosis
	 
	3.01 ns
	2.96 ns
	2.68 ns
	3.37 ns
	3.3 ns
	2.42 ns
	3.18 ns
	3.05 ns
	5.37 **
	4.67 **
	5.36 **

	PCV (%)
	
	9.06
	17.4
	10.61
	19.06
	36.66
	23.5
	32.24
	6.6
	71.06
	96.92
	59.6

	GCV (%)
	
	9.02
	16.64
	7.66
	3.94
	29.42
	18.79
	24.95
	6.58
	58.66
	69.45
	59.55

	Heritability (bs)
	
	99.21
	91.49
	52.13
	4.26
	64.43
	63.94
	59.87
	99.17
	68.16
	51.36
	99.85

	GA as % of mean
	
	18.54
	32.84
	11.41
	1.68
	48.72
	31
	39.82
	13.51
	99.92
	102.68
	122.77


Table S3. Eigen values, contribution of variability and factor loading for the principal component axis in 107 rice genotypes
	 Character
	PC-1
	PC-2
	PC-3
	PC-4
	PC-5
	PC-6
	PC-7
	PC-8
	PC-9
	PC-10
	PC-11

	Days to 50% flowering
	18.22
	0.006
	16.81
	10.54
	0.15
	1.27
	0.03
	7.61
	0.1
	1.56
	43.67

	Plant height (cm)
	1.03
	24.97
	4.37
	5.32
	16.12
	0.77
	0.04
	24
	22.5
	0.41
	0.36

	Panicle number 
	5.93
	1.05
	14.2
	1.03
	1.46
	56.2
	6.8
	2.13
	1.73
	7.45
	1.93

	Panicle length (cm)
	7.88
	20
	0.1
	0.08
	2.39
	6.01
	32.6
	29.2
	0.41
	0.82
	0.5

	Grain number
	11.55
	13.61
	0.37
	12.75
	9.79
	4.46
	4.21
	3.38
	1.95
	36.06
	1.83

	1000 grain weight (g)
	14.19
	0.48
	7.84
	0.78
	28.97
	8.88
	5.69
	1.99
	0.03
	31.09
	0.001

	Single plant yield (g)
	1.6
	20.9
	10.78
	3.78
	9.33
	2.45
	20.2
	0.54
	11.4
	18.7
	0.19

	Physiological maturity
	19.91
	0.18
	17.54
	3.35
	3
	0.03
	0.52
	1.72
	4.97
	1.2
	47.54

	Dormancy period
	8.02
	1.77
	0
	44.24
	10.84
	6.79
	8.77
	4.67
	10.7
	0.81
	3.32

	Shattering by hand fist (%)
	11.56
	8.99
	5.84
	10.81
	2.7
	4.83
	5.31
	19.4
	30
	0.08
	0.4

	Shattering by horizontal dropping (%)
	0.05
	7.99
	22.09
	7.26
	15.2
	8.24
	15.7
	5.36
	16.1
	1.77
	0.2

	Eigen value
	2.66
	1.96
	1.68
	1.07
	0.91
	0.85
	0.58
	0.45
	0.39
	0.29
	0.16

	Percentage of variance
	24.15
	17.83
	15.30
	9.74
	8.29
	7.72
	5.23
	4.06
	3.58
	2.67
	1.43

	Cumulative per cent of variance
	24.15
	41.98
	57.28
	67.02
	75.31
	83.03
	88.26
	92.32
	95.90
	98.57
	100.00


Table S4. Individual contribution of PCA among 107 rice genotypes
	Code
	PC-1
	PC-2
	PC-3
	PC-4
	PC-5
	PC-6
	PC-7
	PC-8
	PC-9
	PC-10
	PC-11

	C-1
	0.34620
	0.19548
	0.48699
	0.13202
	0.17502
	0.88464
	0.01859
	0.02404
	0.43195
	0.19217
	0.36673

	C-2
	0.54575
	0.05978
	0.00055
	0.07456
	0.59137
	0.02977
	0.00055
	0.01004
	0.00650
	0.09722
	0.12066

	C-3
	1.13019
	0.05339
	1.07475
	0.08486
	0.01533
	0.01499
	0.04115
	0.15039
	0.12045
	0.07012
	0.19921

	C-4
	0.45055
	0.87916
	0.92555
	0.12789
	0.06930
	0.21631
	0.16068
	0.01011
	0.63851
	0.20870
	0.12322

	C-5
	1.94586
	3.01014
	0.85802
	1.37403
	0.02486
	0.00179
	0.15047
	0.15599
	0.00162
	0.04953
	0.04648

	C-6
	3.95349
	1.81765
	0.64839
	0.03507
	0.20336
	0.01444
	0.00010
	0.00380
	0.10039
	0.30581
	0.13715

	C-7
	0.64138
	0.06502
	0.01340
	0.50554
	0.04744
	0.26464
	0.47690
	0.84095
	0.04565
	0.06189
	0.05909

	C-8
	0.57771
	1.11191
	0.60578
	1.06119
	1.08053
	0.68138
	0.63328
	2.26418
	0.09117
	0.58407
	0.49879

	C-9
	0.35601
	0.01215
	0.02130
	0.00844
	1.55611
	0.37825
	0.29151
	0.05341
	0.04064
	0.35553
	0.06844

	V-1
	0.48613
	0.57811
	0.39584
	0.83034
	0.99241
	2.74403
	0.03521
	2.43998
	1.76478
	1.11164
	1.39383

	V-2
	0.10088
	1.35559
	0.22790
	0.27980
	2.14902
	0.60626
	0.93945
	1.46294
	0.41820
	0.88242
	0.09081

	V-3
	0.20508
	0.00795
	0.04238
	1.30962
	2.20118
	0.30980
	2.79452
	0.03110
	1.10165
	0.95994
	0.04457

	V-4
	0.12939
	0.06022
	0.12461
	0.13232
	1.13299
	0.44889
	0.04911
	3.36043
	0.57729
	0.10965
	0.09720

	V-5
	0.10516
	1.10663
	0.00026
	0.04384
	1.50631
	0.10257
	0.71666
	0.66363
	1.08613
	0.67049
	0.52164

	V-6
	3.71098
	2.78885
	1.33350
	2.05712
	0.04064
	0.18559
	1.75362
	0.74767
	0.00458
	0.06371
	0.30428

	V-7
	0.55247
	0.11932
	0.02922
	0.29841
	0.55342
	0.00310
	0.57970
	3.33794
	1.97073
	2.20799
	0.05042

	V-8
	0.08738
	0.02287
	9.78674
	1.31191
	0.11383
	0.99765
	0.09962
	1.82453
	1.02229
	0.01050
	0.00093

	V-9
	0.01961
	0.63328
	2.20865
	0.06470
	0.37100
	0.07791
	1.72251
	2.14259
	3.07968
	0.26019
	0.42997

	V-10
	7.19180
	1.00246
	0.09143
	1.65774
	0.03445
	0.21850
	0.05331
	1.53601
	0.31702
	0.01861
	0.15737

	V-11
	0.38910
	0.01591
	0.08630
	1.46019
	0.30670
	0.23983
	0.96032
	1.88261
	1.35821
	0.02539
	0.01107

	V-12
	0.04952
	0.01248
	2.78230
	1.14361
	1.66935
	1.22475
	1.28718
	1.54956
	4.93027
	0.49963
	0.01359

	V-13
	0.09605
	1.10061
	0.04226
	0.10459
	0.16629
	2.38360
	0.00151
	0.29033
	0.48311
	0.56181
	0.26492

	V-14
	3.72670
	1.29493
	1.39358
	1.16107
	0.15439
	0.06753
	0.60229
	0.98756
	1.84041
	0.00026
	0.41360

	V-15
	0.07304
	0.09059
	1.37328
	1.71251
	2.17159
	2.81571
	4.74290
	0.13302
	1.64714
	0.19168
	0.04633

	V-16
	4.35974
	2.27742
	1.44283
	1.16688
	0.64892
	2.24448
	0.04558
	4.90443
	1.12520
	0.48772
	0.01075

	V-17
	1.56433
	0.08245
	0.07594
	0.28266
	0.20562
	0.32456
	1.01711
	0.21062
	0.22049
	2.55292
	0.24326

	V-18
	0.31303
	0.07296
	0.31220
	0.35177
	0.57690
	2.70140
	0.66107
	0.10480
	0.16182
	1.45313
	0.24037

	V-19
	0.03560
	0.10040
	0.56605
	0.01975
	0.27291
	0.51332
	0.12482
	0.12945
	0.00041
	0.00440
	0.02252

	V-20
	0.89892
	1.26044
	0.69093
	3.12275
	0.99797
	0.21046
	2.68174
	0.10295
	0.02622
	0.45208
	0.12749

	V-21
	0.62532
	0.26586
	0.73119
	0.14808
	3.78471
	0.36635
	0.27159
	0.04624
	0.15759
	0.04447
	0.32692

	V-22
	0.57311
	0.11050
	8.87154
	2.89506
	1.24573
	0.03182
	0.53371
	0.03474
	2.10211
	1.21877
	0.04671

	V-23
	0.51823
	1.13613
	0.00856
	0.00761
	0.00017
	0.03093
	0.15361
	6.32946
	1.26132
	1.55111
	0.38630

	V-24
	0.46277
	0.00783
	0.05638
	0.61698
	0.66050
	3.02710
	4.60887
	0.16984
	0.60729
	0.75814
	0.56059

	V-25
	0.91116
	0.00163
	0.50419
	0.19506
	0.95813
	0.47527
	0.94168
	0.80569
	5.05311
	0.30630
	0.33229

	V-26
	3.90621
	2.77639
	0.20290
	0.17834
	0.00007
	0.03116
	0.02223
	0.09271
	0.80687
	1.19225
	0.62714

	V-27
	0.31958
	0.96161
	1.07621
	2.21948
	0.04049
	0.00954
	0.70922
	0.04912
	0.14184
	0.70827
	0.08158

	V-28
	1.39059
	1.19532
	1.22708
	1.37814
	0.07929
	0.72638
	1.22235
	0.49740
	1.30979
	0.06810
	0.14234

	V-29
	0.21450
	0.63795
	0.13189
	0.08109
	0.29057
	0.78865
	0.05273
	0.21640
	0.09851
	0.18015
	0.03625

	V-30
	0.46643
	4.40388
	0.67062
	0.18724
	0.54491
	5.25454
	2.97394
	0.02449
	0.02229
	6.15656
	0.00017

	V-31
	1.19243
	0.00387
	1.36743
	0.04123
	0.10569
	0.05978
	0.26245
	0.01615
	0.21701
	0.15906
	0.02007

	V-32
	3.61082
	0.02478
	7.50690
	0.23177
	1.92494
	0.47524
	1.24076
	0.15603
	0.33257
	0.46770
	0.00000

	V-33
	0.77633
	0.77531
	1.17983
	1.41461
	0.16347
	1.05533
	2.57989
	0.03226
	1.33528
	0.09886
	0.15701

	V-34
	0.02432
	4.17350
	0.42258
	0.71510
	1.30027
	0.29628
	2.31302
	0.08760
	4.99388
	0.12771
	0.25776

	V-35
	0.93857
	0.20868
	0.14778
	0.39911
	3.41274
	0.07051
	1.01161
	0.00370
	3.32860
	0.25824
	0.03713

	V-36
	1.16679
	0.07442
	0.00000
	0.32135
	2.79435
	0.73714
	1.25796
	0.55727
	1.14961
	3.31707
	0.05759

	V-37
	0.03597
	0.00658
	0.12665
	1.44059
	1.51326
	1.44521
	0.10280
	1.18227
	0.98028
	0.63282
	0.09054

	V-38
	0.19949
	0.00871
	2.34371
	1.29069
	1.16404
	1.72007
	1.00021
	0.80027
	2.73851
	0.01154
	0.64519

	V-39
	0.75559
	0.41003
	0.11389
	0.49135
	0.32234
	0.01002
	1.77062
	0.01961
	0.04859
	1.68464
	0.49254

	V-40
	0.12729
	0.02986
	0.71548
	0.00253
	0.76942
	1.44390
	0.05061
	0.51137
	0.35531
	0.88180
	0.01928

	V-41
	0.02809
	0.00795
	1.26090
	0.79279
	1.04658
	0.47483
	0.13267
	0.11701
	1.11023
	0.70631
	0.17042

	V-42
	0.03987
	0.16931
	1.14153
	0.05961
	0.00331
	1.13582
	0.11081
	1.04949
	1.08340
	1.63926
	0.08898

	V-43
	1.27630
	0.03307
	1.00136
	9.52341
	2.15505
	1.12350
	1.62496
	1.76051
	0.12100
	0.76279
	1.70076

	V-44
	0.03080
	0.19463
	1.39334
	0.03346
	0.67427
	0.95111
	0.44344
	1.19552
	0.30495
	0.12062
	0.03650

	V-45
	2.55237
	1.06192
	0.07245
	0.66038
	0.30690
	0.43335
	0.75414
	4.10912
	2.62928
	0.78993
	0.19172

	V-46
	2.08074
	2.81992
	0.21384
	1.64929
	0.01459
	0.65852
	0.95045
	0.63159
	0.12062
	0.00056
	0.02827

	V-47
	1.45643
	0.06387
	0.12294
	0.11146
	0.00803
	0.00445
	1.14287
	0.81825
	0.06337
	0.18641
	0.23566

	V-48
	0.46360
	0.33733
	2.05952
	0.07279
	0.02888
	0.50760
	0.99826
	0.48499
	0.21828
	0.04299
	0.01216

	V-49
	0.00874
	0.29697
	0.12756
	0.21458
	0.02149
	1.83372
	1.59289
	0.00272
	2.42674
	1.15025
	0.41601

	V-50
	0.28173
	1.74778
	1.04908
	0.31983
	0.00059
	0.03581
	0.15170
	0.32647
	1.47687
	1.40932
	0.11760

	V-51
	0.34906
	0.80284
	0.18389
	1.16164
	0.85516
	0.65679
	3.49680
	0.42445
	0.54320
	3.86566
	0.21825

	V-52
	0.04153
	1.00158
	0.24395
	0.16786
	0.23388
	0.00165
	1.20849
	0.30716
	0.41531
	6.03860
	0.19291

	V-53
	0.40719
	2.47590
	1.58398
	0.32940
	2.17697
	1.42276
	0.40326
	0.43243
	1.00175
	1.88315
	0.00318

	V-54
	0.05631
	2.05474
	1.57518
	0.44276
	2.01237
	0.90133
	0.11619
	0.06676
	0.21503
	0.26137
	0.00400

	V-55
	0.50977
	0.16408
	0.93111
	0.02593
	0.00026
	0.44411
	0.20657
	0.80297
	0.12309
	0.19618
	0.36794

	V-56
	0.72270
	0.40288
	0.21606
	0.04447
	1.83768
	1.08470
	0.19115
	0.00007
	0.98555
	0.26567
	0.02217

	V-57
	0.07066
	0.03701
	1.48839
	0.01885
	0.01714
	3.53841
	0.61512
	1.36949
	0.63241
	0.02065
	0.13396

	V-58
	0.96067
	2.81115
	0.25273
	0.79197
	0.16341
	0.50126
	0.13354
	0.47391
	1.76687
	0.04491
	0.08646

	V-59
	2.32635
	1.46659
	1.43743
	0.02244
	7.10220
	0.34228
	1.08053
	0.10846
	0.42817
	1.03528
	0.01598

	V-60
	0.18396
	2.13690
	0.08688
	7.73637
	0.24514
	0.40766
	0.02967
	0.15243
	1.51996
	1.81756
	0.67775

	V-61
	0.48561
	0.61361
	1.46652
	0.03966
	0.13373
	0.52825
	0.00452
	0.20660
	0.12452
	1.67256
	0.29109

	V-62
	1.58219
	1.99662
	0.08706
	0.07486
	0.01155
	0.14652
	0.00009
	0.12333
	0.00198
	0.35875
	0.07012

	V-63
	2.20344
	0.02000
	0.05187
	0.03547
	0.00042
	1.45673
	0.00144
	0.15151
	0.06926
	0.40683
	0.00024

	V-64
	0.16275
	0.14360
	0.13962
	0.86693
	0.93834
	0.25761
	3.11519
	1.04958
	0.04131
	0.13662
	0.00330

	V-65
	2.42703
	1.13579
	0.00540
	0.15786
	0.02728
	0.64080
	3.89994
	0.07077
	0.99449
	0.43501
	0.11376

	V-66
	0.25304
	1.08237
	0.48425
	2.63164
	1.84596
	0.52331
	0.00857
	1.01506
	2.25225
	0.14404
	29.60276

	V-67
	0.04074
	1.44719
	0.13235
	0.54887
	0.06665
	0.06611
	3.02363
	1.45175
	2.02474
	0.00020
	0.00069

	V-68
	0.87102
	0.98744
	0.44372
	7.16224
	0.26332
	2.79495
	1.50409
	0.96488
	0.00684
	0.23833
	0.09683

	V-69
	1.45829
	1.25934
	1.19439
	3.30142
	0.00523
	4.83902
	2.13335
	0.03887
	0.64289
	4.50074
	20.62661

	V-70
	0.05481
	0.01683
	5.42638
	0.01945
	0.40429
	0.49114
	0.02086
	0.12420
	0.12323
	3.76455
	0.07286

	V-71
	4.42383
	0.08382
	0.02349
	6.09747
	2.69243
	0.27704
	0.00906
	0.29103
	0.64241
	1.32582
	2.26256

	V-72
	1.04958
	0.04886
	1.68644
	0.11465
	0.11695
	0.12139
	0.00487
	0.15362
	0.18023
	0.79118
	0.07661

	V-73
	2.07001
	0.65931
	1.26782
	2.92902
	2.00067
	0.05755
	0.82746
	3.40450
	1.51157
	0.38511
	0.01316

	V-74
	1.16065
	2.86890
	0.00235
	0.00011
	1.42197
	1.26558
	0.58911
	0.00923
	0.00909
	3.22576
	0.99604

	V-75
	1.07197
	1.24937
	1.11466
	0.61419
	3.11459
	0.00451
	1.34259
	0.35519
	1.36243
	0.52521
	0.60556

	V-76
	0.01464
	2.56524
	0.36535
	0.82843
	2.82292
	1.63692
	1.10970
	0.75804
	4.43755
	0.35981
	0.04155

	V-77
	0.17503
	0.28991
	1.05807
	0.00115
	1.64802
	0.73080
	0.33352
	0.00834
	0.23346
	0.49337
	0.14266

	V-78
	0.82104
	0.00157
	0.12426
	0.03811
	2.52562
	2.78531
	0.12001
	12.73435
	0.90186
	1.48276
	0.45093

	V-79
	0.28507
	2.38057
	1.68640
	2.85291
	4.06152
	0.12362
	3.76969
	1.12910
	0.32112
	0.00042
	0.42277

	V-80
	0.70936
	1.67270
	0.13141
	1.74206
	1.01850
	0.03805
	2.56951
	0.05670
	2.09280
	1.58349
	0.29232

	V-81
	1.38926
	0.05487
	0.19195
	0.05689
	0.00122
	0.15521
	0.49534
	0.50427
	1.48098
	1.04964
	0.02452

	V-82
	0.03492
	0.03598
	0.58785
	0.16022
	0.01455
	2.65325
	0.85730
	0.12224
	2.73228
	2.03201
	0.29098

	V-83
	3.01202
	0.04609
	0.88718
	1.11095
	0.15727
	0.35957
	2.68647
	1.41494
	0.94509
	0.36513
	0.04098

	V-84
	0.01448
	3.65445
	3.23136
	1.22845
	1.01414
	8.91188
	0.03477
	0.16916
	1.47082
	3.52126
	2.37509

	V-85
	0.43812
	6.93329
	2.88336
	0.00300
	1.34663
	2.73911
	2.75681
	1.10520
	0.00222
	0.32278
	0.42324

	V-86
	0.04184
	0.01085
	0.94833
	0.00002
	0.59905
	1.58513
	0.20806
	0.13968
	0.01277
	1.27557
	0.00690

	V-87
	0.01838
	1.96523
	0.10310
	0.70934
	0.05800
	0.00444
	0.62593
	0.11980
	0.26539
	4.11549
	0.10663

	V-88
	1.15086
	0.80485
	0.14638
	3.97668
	1.81318
	0.46211
	0.14538
	0.03602
	1.69867
	0.20317
	0.29433

	V-89
	0.03418
	0.04861
	0.04334
	0.22845
	0.30099
	0.17853
	0.20396
	3.61280
	0.66234
	0.84066
	0.73898

	V-90
	0.00256
	0.23345
	0.47363
	0.03706
	0.16545
	2.60569
	2.69649
	1.44453
	0.04274
	0.22299
	0.97901

	V-91
	0.10610
	0.23389
	0.08517
	0.06162
	0.80396
	0.07605
	1.83189
	0.03745
	0.04076
	0.01214
	0.21510

	V-92
	1.80390
	0.32683
	0.11103
	0.24626
	2.29525
	0.04626
	0.00583
	0.64746
	0.05172
	0.17965
	0.46099

	V-93
	1.08036
	0.21652
	0.12821
	0.00657
	0.24446
	0.16845
	0.77285
	1.03856
	0.05062
	0.23454
	0.33644

	V-94
	0.01584
	1.17398
	0.19202
	0.78053
	3.58182
	3.26138
	0.00000
	1.58071
	1.48234
	2.33137
	22.20093

	V-95
	2.32761
	1.89465
	0.24367
	0.02270
	1.19980
	1.20313
	0.40065
	1.04521
	0.53844
	0.54866
	0.01154

	V-96
	0.72947
	2.23033
	0.01702
	0.70721
	0.37531
	0.15267
	0.03881
	0.58034
	1.46737
	3.80863
	0.09322

	V-97
	0.02194
	0.59468
	1.13368
	0.24699
	0.88819
	0.42339
	0.11083
	1.58476
	0.01699
	0.12309
	0.07043

	V-98
	0.35360
	0.53096
	0.21306
	0.01065
	0.01254
	0.80754
	0.63663
	3.09877
	0.22546
	0.47244
	0.00544


Table S5. Grouping of 107 rice genotypes into various clusters based on genetic distance 
	Cluster
	No of genotypes
	Genotypes

	I. 
	70
	DRR Dhan44, Cotton Dora Sannalu, Warangal Samba, Krishna Hamsa, Swarna, Samba Mahsuri, Tellahamsa, Telangana Sona, Kunaram Sannalu, PR123, IRGC78629, KNM 733, PR 114, PR 127, Shobini, Erramallelu, KPS 2874, IR 62266-42-6-2, Jagitial Rice1, WGL 962, PR 122, Improved Samba Mahsuri, BIL-SN13, IRGC18425, RNR 26113, HKR120, IRGC117027, Govind, PR124, PR113, IRGC 1172456, IRGC 54201, Krishna, IRGC7486, RNRH-78, BIL-SN 25, Sheethal, RNR 21278, RNR 15435, RNR 29197, Bathukamma, IRGC78392, Jagitial Samba, IR 80310-12- B-1-3-B, Varalu, Chiayi-wu-ku, KNM 1638, Pranahitha, Siddi, Pant Dhan 4, Polasa Prabha, RNRH 100, Anjana, Jagitial Sannalu, PR121, JGL32429, IRGC117028, Warangal Sannalu, Karimnagar Samba, RNRH 95, IRGC43343, RNRH39, RNRH15, WGRH15, 70S, JGL28545, Sugandha Samba, IRGC10658, RP 2068-18-3-5, IRGC19144 


	II. 
	6
	DRR Dhan52, E 2040, Azhoghi, Rajendra, IRGC 31063, Genit


	III. 
	4
	BIL-SN163, JBB 661-1, IRGC117255, IRGC 33130 


	IV. 
	3
	BIL-SN108, SRAC34997, SR-8


	V. 
	2
	IRGC1742, Haorei Machang


	VI. 
	2
	IRGC11108, RNR15459


	VII. 
	3
	BIL-SN38, Puttige, Jagitial Mahsuri


	VIII. 
	4
	BIL-SN116, SR-3, SR-5, SR-6


	IX. 
	3
	Sahbhagi Dhan, RNR 28361, Warangal Rice 1


	X. 
	2
	SR-4, DRR Dhan 45


	XI. 
	1
	Jarava


	XII. 
	1
	Sumathi


	XIII. 
	1
	SR-1


	XIV. 
	1
	RNR11718


	XV. 
	1
	IRGC1723


	XVI. 
	1
	SR-2


	XVII. 
	1
	Prathyumna


	XVIII. 
	1
	SR-7


Table S6. Average intra (Bold values) and inter-cluster D2 values for eleven characters in 107 genotypes of rice (Oryza sativa L.)
	
	C-1
	C-2
	C-3
	C-4
	C-5
	C-6
	C-7
	C-8
	C-9
	C-10
	C-11
	C-12
	C-13
	C-14
	C-15
	C-16
	C-17
	C-18

	C-1 
	14.04
	20.3
	22.6
	22.3
	25.6
	21.9
	23.6
	24.5
	23.3
	49.5
	23.5
	24.0
	29.8
	29.5
	25.2
	31.0
	51.4
	34.8

	C-2
	
	13.7
	32.6
	24.8
	29.8
	28.9
	30.0
	30.1
	30.0
	54.8
	41.0
	25.0
	20.5
	33.9
	25.2
	40.4
	57.3
	49.6

	C-3
	
	
	13.0
	34.7
	30.0
	33.8
	21.8
	32.0
	36.3
	62.0
	24.5
	29.7
	35.2
	47.4
	27.5
	38.3
	50.9
	53.1

	C-4
	
	
	
	13.2
	23.5
	24.0
	29.6
	23.0
	29.3
	55.8
	25.7
	28.7
	25.0
	24.1
	19.6
	28.4
	59.8
	34.8

	C-5
	
	
	
	
	8.1
	27.4
	42.6
	33.4
	36.8
	57.5
	28.7
	34.2
	40.7
	44.0
	29.1
	50.9
	68.9
	42.9

	C-6
	
	
	
	
	
	9.7
	31.5
	31.6
	34.6
	62.7
	44.0
	23.9
	36.7
	37.5
	25.5
	34.7
	56.0
	30.8

	C-7
	
	
	
	
	
	
	15.8
	33.1
	28.44
	59.1
	23.3
	25.6
	29.0
	31.1
	41.2
	41.8
	57.0
	40.9

	C-8
	
	
	
	
	
	
	
	15.6
	32.5
	57.6
	31.4
	43.5
	22.4
	45.5
	23.0
	19.1
	61.0
	43.1

	C-9
	
	
	
	
	
	
	
	
	16.6
	58.1
	27.6
	38.9
	37.1
	35.6
	35.6
	42.3
	62.2
	48.5

	C-10
	
	
	
	
	
	
	
	
	
	17.2
	55.3
	55.9
	63.5
	61.4
	64.4
	66.7
	23.6
	58.5

	C-11
	
	
	
	
	
	
	
	
	
	
	0.0
	30.2
	39.8
	29.6
	50.4
	39.1
	73.9
	26.6

	C-12
	
	
	
	
	
	
	
	
	
	
	
	0.0
	22.7
	34.4
	42.8
	38.5
	61.0
	21.3

	C-13
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
	53.6
	34.8
	27.0
	65.7
	46.4

	C-14
	
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
	42.3
	41.2
	75.8
	31.5

	C-15
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
	19.4
	50.9
	59.6

	C-16
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
	62.2
	36.7

	C-17
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
	88.2

	C-18
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	0.0
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Figure S1. Mean phenotypic distribution for 11 yield, shattering and dormancy related traits in rice germplasm
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Figure S2.  Schematic representation of 107 rice genotypes in 18 clusters through D2 analysis
