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	S/N
	Genotypes
	Specie Group
	Q
	PCA

	1
	APO
	Indica
	Q1
	P1

	2
	ARICA4
	Hybrid
	Q2
	P2

	3
	ARICA5
	Hybrid
	Q2
	P3

	4
	ART27_190_1_3_3
	Hybrid
	Q2
	P2

	5
	ART27_58_7_1_2
	Hybrid
	Q2
	P2

	6
	ART34_132_8N
	Hybrid
	Q2
	P3

	7
	ART34_134_4D
	Hybrid
	Q2
	P3

	8
	ART34_134_8C
	Hybrid
	Q2
	P1

	9
	ART34_146_4D
	Hybrid
	Q2
	P3

	10
	ART34_146_8N
	Hybrid
	Q2
	P3

	11
	ART34_149_3D
	Hybrid
	Q2
	P3

	12
	ART34_15_2N
	Hybrid
	Q2
	P3

	13
	ART34_15_7D
	Hybrid
	Q2
	P3

	14
	ART34_172_5D
	Hybrid
	Q2
	P3

	15
	ART34_175_7D
	Hybrid
	Q2
	P3

	16
	ART34_222_3D
	Hybrid
	Q2
	P3

	17
	ART34_224_2D
	Hybrid
	Q2
	P3

	18
	ART34_225_4D
	Hybrid
	Q2
	P3

	19
	ART34_250_5D
	Hybrid
	Q2
	P3

	20
	ART34_251_8N
	Hybrid
	Q2
	P3

	21
	ART34_252_3D
	Hybrid
	Q2
	P3

	22
	ART34_50_2D
	Hybrid
	Q2
	P3

	23
	ART34_66_4N
	Hybrid
	Q2
	P3

	24
	ART34_76_3N
	Hybrid
	Q2
	P3

	25
	ART34_76_4C
	Hybrid
	Q2
	P3

	26
	ART34_76_8D
	Hybrid
	Q2
	P3

	27
	ART34_763_8D
	Hybrid
	Q2
	P3

	28
	ART34_79_2N
	Hybrid
	Q2
	P3

	29
	ART34_80_2N
	Hybrid
	Q2
	P3

	30
	ART34_80_4D
	Hybrid
	Q2
	P3

	31
	ART34_80_4N
	Hybrid
	Q2
	P3

	32
	ART34_82_5N
	Hybrid
	Q2
	P3

	33
	ART34_82_7N
	Hybrid
	Q2
	P3

	34
	ART34-20-1D
	Hybrid
	Q1
	P1

	35
	ART34-21-1D
	Hybrid
	Q2
	P2

	36
	ART34-22-1D
	Hybrid
	Q2
	P2

	37
	ART34-23-1D
	Hybrid
	Q2
	P2

	38
	ART34-24-1D
	Hybrid
	Q2
	P2

	39
	ART34-25-1D
	Hybrid
	Q2
	P3

	40
	ART34-26-1D
	Hybrid
	Q2
	P2

	41
	ART34-27-1D
	Hybrid
	Q2
	P2

	42
	ART34-28-1D
	Hybrid
	Q2
	P2

	43
	ART34-29-1D
	Hybrid
	Q2
	P2

	44
	ART34-30-1D
	Hybrid
	Q1
	P1

	45
	ART34-31-1D
	Hybrid
	Q2
	P3

	46
	ART34-32-1D
	Hybrid
	Q2
	P3

	47
	ART35_100_4N
	Hybrid
	Q2
	P3

	48
	ART35_100_7D
	Hybrid
	Q2
	P3

	49
	ART35_103_5D
	Hybrid
	Q2
	P3

	50
	ART35_103_7D
	Hybrid
	Q2
	P3

	51
	ART35_105_4D
	Hybrid
	Q2
	P3

	52
	ART35_114_6N
	Hybrid
	Q2
	P3

	53
	ART35_116_1D
	Hybrid
	Q2
	P3

	54
	ART35_116_5D
	Hybrid
	Q2
	P3

	55
	ART35_12_2D
	Hybrid
	Q2
	P3

	56
	ART35_121_1D
	Hybrid
	Q2
	P3

	57
	ART35_121_3N
	Hybrid
	Q2
	P3

	58
	ART35_121_4D
	Hybrid
	Q2
	P3

	59
	ART35_121_6N
	Hybrid
	Q1
	P1

	60
	ART35_127_1D
	Hybrid
	Q2
	P3

	61
	ART35_128_8D
	Hybrid
	Q2
	P3

	62
	ART35_130_4N
	Hybrid
	Q2
	P3

	63
	ART35_130_7D
	Hybrid
	Q2
	P3

	64
	ART35_14_8D
	Hybrid
	Q2
	P3

	65
	ART35_149_2D
	Hybrid
	Q2
	P3

	66
	ART35_163_5D
	Hybrid
	Q2
	P3

	67
	ART35_163_8D
	Hybrid
	Q2
	P3

	68
	ART35_170_5D
	Hybrid
	Q2
	P3

	69
	ART35_175_2D
	Hybrid
	Q2
	P3

	70
	ART35_175_8D
	Hybrid
	Q2
	P3

	71
	ART35_178_8D
	Hybrid
	Q2
	P3

	72
	ART35_18_7D
	Hybrid
	Q2
	P3

	73
	ART35_23_5D
	Hybrid
	Q2
	P3

	74
	ART35_23_7D
	Hybrid
	Q2
	P3

	75
	ART35_237_3D
	Hybrid
	Q2
	P3

	76
	ART35_238_3D
	Hybrid
	Q2
	P3

	77
	ART35_238_8D
	Hybrid
	Q2
	P3

	78
	ART35_24_7C
	Hybrid
	Q2
	P3

	79
	ART35_24_7D
	Hybrid
	Q2
	P3

	80
	ART35_29_2D
	Hybrid
	Q2
	P3

	81
	ART35_293_8N
	Hybrid
	Q2
	P1

	82
	ART35_38_7D
	Hybrid
	Q2
	P3

	83
	ART35_4_5D
	Hybrid
	Q2
	P3

	84
	ART35_41_4D
	Hybrid
	Q2
	P3

	85
	ART35_41_8D
	Hybrid
	Q2
	P3

	86
	ART35_44_5D
	Hybrid
	Q2
	P3

	87
	ART35_49_4N
	Hybrid
	Q2
	P3

	88
	ART35_49_7D
	Hybrid
	Q2
	P3

	89
	ART35_5_3D
	Hybrid
	Q2
	P3

	90
	ART35_52_7N
	Hybrid
	Q2
	P2

	91
	ART35_59_2N
	Hybrid
	Q2
	P3

	92
	ART35_59_7N
	Hybrid
	Q2
	P3

	93
	ART35_68_4D
	Hybrid
	Q2
	P3

	94
	ART35_69_4D
	Hybrid
	Q2
	P3

	95
	ART35_75_4D
	Hybrid
	Q2
	P3

	96
	ART35_77_4D
	Hybrid
	Q2
	P3

	97
	ART35_77_5D
	Hybrid
	Q2
	P3

	98
	ART35_78_8D
	Hybrid
	Q2
	P3

	99
	ART35_82_8D
	Hybrid
	Q2
	P3

	100
	ART35_86_6D
	Hybrid
	Q2
	P3

	101
	ART35_96_6N
	Hybrid
	Q2
	P3

	102
	AZUCENA
	Japonica
	Q2
	P2

	103
	CAIAPO
	Japonica
	Q2
	P2

	104
	CHINABEST
	Indica
	Q2
	P3

	105
	CIRAD358
	Japonica
	Q1
	P1

	106
	CIRAD394
	Japonica
	Q2
	P2

	107
	CIRAD403
	Japonica
	Q2
	P2

	108
	CIRAD409
	Japonica
	Q2
	P2

	109
	CIRAD488
	Japonica
	Q2
	P2

	110
	CT13_582_15_M
	Japonica
	Q2
	P2

	111
	CURINGA
	Indica
	Q2
	P2

	112
	DOURADO
	Japonica
	Q2
	P2

	113
	EBONYILB
	Japonica
	Q2
	P2

	114
	FARO63
	Japonica
	Q2
	P2

	115
	FARO64
	Japonica
	Q2
	P2

	116
	FARO65
	Japonica
	Q2
	P2

	117
	IAC120
	Japonica
	Q2
	P2

	118
	IAC47
	Japonica
	Q1
	P1

	119
	IGBEMORED
	Japonica
	Q2
	P2

	120
	IGUAPECATETO
	Japonica
	Q2
	P2

	121
	IR7267_12_2_3
	Japonica
	Q1
	P1

	122
	IRAT109
	Japonica
	Q2
	P2

	123
	IRAT112
	Japonica
	Q2
	P2

	124
	IRAT13
	Japonica
	Q2
	P2

	125
	IRAT133
	Japonica
	Q1
	P1

	126
	IRAT144
	Japonica
	Q2
	P2

	127
	IRAT170
	Japonica
	Q2
	P2

	128
	IRAT2
	Japonica
	Q2
	P2

	129
	IRAT212
	Japonica
	Q2
	P2

	130
	IRAT216
	Japonica
	Q2
	P2

	131
	IRAT226
	Japonica
	Q2
	P2

	132
	IRAT257
	Japonica
	Q2
	P2

	133
	IRAT362
	Japonica
	Q2
	P2

	134
	IRAT364
	Japonica
	Q2
	P2

	135
	ITA128
	Japonica
	Q2
	P2

	136
	ITA301
	Japonica
	Q1
	P1

	137
	LAC23
	Japonica
	Q2
	P2

	138
	MOROBEREKAN
	Indica
	Q2
	P2

	139
	NERICA1
	Hybrid
	Q2
	P2

	140
	NERICA10
	Hybrid
	Q2
	P2

	141
	NERICA11
	Hybrid
	Q2
	P1

	142
	NERICA12
	Hybrid
	Q2
	P2

	143
	NERICA13
	Hybrid
	Q2
	P2

	144
	NERICA14
	Hybrid
	Q2
	P2

	145
	NERICA15
	Hybrid
	Q2
	P2

	146
	NERICA16
	Hybrid
	Q1
	P1

	147
	NERICA17
	Hybrid
	Q2
	P2

	148
	NERICA18
	Hybrid
	Q2
	P2

	149
	NERICA2
	Hybrid
	Q2
	P3

	150
	NERICA3
	Hybrid
	Q2
	P2

	151
	NERICA4
	Hybrid
	Q2
	P2

	152
	NERICA5
	Hybrid
	Q2
	P2

	153
	NERICA6
	Hybrid
	Q2
	P3

	154
	NERICA7
	Hybrid
	Q2
	P2

	155
	NERICA8
	Hybrid
	Q2
	P2

	156
	NERICA9
	Hybrid
	Q1
	P1

	157
	OFADA1
	Japonica
	Q2
	P2

	158
	OFADA2
	Japonica
	Q2
	P2

	159
	OFADA3
	Japonica
	Q2
	P2

	160
	OFADA4
	Japonica
	Q2
	P2

	161
	OS4
	Japonica
	Q2
	P2

	162
	OS6
	Japonica
	Q2
	P3

	163
	PALAPO
	Indica
	Q1
	P1

	164
	PALAWAN
	Indica
	Q2
	P2

	165
	PAMIRA
	Japonica
	Q2
	P2

	166
	PCT11_1_3_1
	Japonica
	Q2
	P2

	167
	PRIMAVERA
	Japonica
	Q2
	P3

	168
	SABONDAGA
	Japonica
	Q2
	P2

	169
	VANDENA
	Indica
	Q1
	P1

	170
	WAB181_18
	Japonica
	Q2
	P2

	171
	WAB56_104
	Japonica
	Q2
	P2

	172
	WAB56_50
	Japonica
	Q2
	P2

	173
	WAB638_1
	Indica
	Q2
	P3

	174
	WAB99_16
	Japonica
	Q2
	P3

	175
	WABC165
	Japonica
	Q1
	P1

	176
	WAYREM
	Japonica
	Q1
	P1


Table S2. Characteristics of the 7,063 DArT-SNPs based on 176 upland rice germplasm 

	Frequency  of Parameters
	Major Allele
	Minor Allele
	Missing
	Heterozygousity 
	Homozygousity
	PIC

	Minimum
	0.50
	0.05
	0.00
	0.00
	0.00
	0.11

	Maximum
	0.95
	0.50
	0.10
	0.57
	0.94
	0.50

	Average
	0.84
	0.16
	0.02
	0.03
	0.23
	0.25


PIC = Polymorphism Information Content
Table S3. Frequency of transition and transversion SNP types base on 176 upland rice germplasm. 
	SNP Types
	Transitions
	Transversions

	
	C/T
	G/A
	C/A
	A/T
	G/T
	C/G

	Number of allelic sites
	2228
	2216
	712
	700
	682
	525

	Frequency
	31.54
	31.37
	10.08
	9.91
	9.66
	7.43

	Total (Percentage)
	4444 (62.92%)
	2619 (37.08%)


Table S4. Characteristics of the two estimated population structures for 176 upland rice germplasm based on 7,063 DArT-SNP markers.
	Population
	Inferred Cluster
	Mean FST
	Expected Heterozygosity
	No. of Genotype
	Net Nucleotide Distance

	Q1
	0.11
	0.431
	0.3529
	15
	0.4752

	Q2
	0.89
	0.7203
	0.1618
	161
	-


FST= Fixation index
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Figure S1. Clusters of the 176 upland rice germplasm based on Unweighted Pair Group Method with Arithmetic means (UPGMA).
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Figure S2. Clusters of the 176 upland rice germplasm based on Principal Component Analysis.
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Figure S3. Derived statistics (∆K) for each fixed subpopulation (K). K-value ranged from 1 to 10 based on 176 upland rice germplasm.  
