Supplementary Tables and Figures

Table S1. Classification of 40 wheat genotypes into the tolerant, intermediate and sensitive group based on HSI on grain yield

	Genotype
	HSI
	Response
	Genotype
	HSI
	Response

	WH 730
	0.25
	Tolerant
	DHARWAR DRY
	0.51
	Intermediate

	HD 2967
	0.30
	Tolerant
	HI 1563
	0.91
	Intermediate

	CHIRYA 3
	0.30
	Tolerant
	SIDS 1
	0.91
	Intermediate

	BWL 1771
	0.31
	Tolerant
	SONORA 64
	0.92
	Intermediate

	PBN 51
	0.32
	Tolerant
	K 9465
	0.93
	Intermediate

	DBW 14
	0.33
	Tolerant
	PBW 343
	0.95
	Intermediate

	BWL 0924
	0.35
	Tolerant
	BWL 9022
	0.96
	Intermediate

	RAJ 4083
	0.37
	Tolerant
	IC 118737
	1.01
	Senstive

	RAJ3765
	0.40
	Tolerant
	ARIANA 66
	1.01
	Senstive

	HD 2864
	0.40
	Tolerant
	TEPOKO
	1.02
	Senstive

	HD3086
	0.42
	Tolerant
	IC 32586
	1.02
	Senstive

	RAJ 4037
	0.45
	Tolerant
	SERI 82
	1.02
	Senstive

	IC 532653
	0.48
	Tolerant
	BABAX
	1.02
	Senstive

	GIZA 168
	0.48
	Tolerant
	OTHERY EZYPT
	1.03
	Senstive

	GIZA 155
	0.48
	Tolerant
	IC 252874
	1.04
	Senstive

	SUNSTAR
	0.48
	Tolerant
	C 306
	1.06
	Senstive

	SALEMBO
	0.49
	Tolerant
	BACANORA 88
	1.14
	Senstive

	BWL 0814
	0.49
	Tolerant
	BWL 1793
	1.19
	Senstive

	BARKARA
	0.49
	Tolerant
	IEPACARABE
	1.20
	Senstive

	CUS/79/PRULLA
	0.50
	Intermediate
	IC 212185
	1.24
	Senstive


Table S2. Allele number (Na), chromosome location and polymorphism information content recorded in 40 genotypes with 52 SSR markers
	S.No.
	Marker
	Number of 
alleles
	PIC 
Value
	Chromosome
location
	Reference

	1
	gwm111
	5
	0.43
	2B/4A/6D/7B
	Roder et al. (1998)

	2
	barc101
	4
	0.49
	2B/3B
	Somers et al. (2004)

	3
	barc124
	3
	0.51
	2A/B/D
	Somers et al. (2004)

	4
	barc137
	3
	0.33
	1B
	Somers et al. (2004)

	5
	cfd21
	4
	0.50
	7D/1D
	Somers et al. (2004)

	6
	cfd37
	3
	0.48
	5D/6D
	Somers et al. (2004)

	7
	cfd43
	2
	0.44
	2D
	Lowe et al. (2011)

	8
	cfd49
	5
	0.49
	5D/7A
	Paillard et al. (2003)

	9
	cfd39
	3
	0.50
	4B/4D/5A
	Somers et al. (2004)

	10
	gwm11
	3
	0.49
	1A/B
	Somers et al. (2004)

	11
	gwm293
	3
	0.46
	5B/5D/7B
	Lowe et al. (2011)

	12
	gwm75
	3
	0.50
	1A
	Somers et al. (2004)

	13
	gwm325
	4
	0.50
	6B/6D
	Somers et al. (2004)

	14
	wmc89
	3
	0.50
	4A/B/D
	Somers et al. (2004)

	15
	wmc397
	4
	0.50
	6B/6D
	Somers et al. (2004)

	16
	wmc407
	3
	0.43
	2A
	Somers et al. (2004)

	17
	wmc408
	3
	0.50
	1D
	Lowe et al. (2011)

	18
	wmc474
	3
	0.50
	2A/B
	Somers et al. (2004)

	19
	wmc818
	5
	0.47
	1A/1B
	Somers et al. (2004)

	20
	barc8
	2
	0.48
	1B
	Lowe et al. (2011)

	21
	barc229
	4
	0.46
	1D/3B
	Lowe et al. (2011)

	22
	cfd38
	3
	0.50
	6D
	Somers et al. (2004)

	23
	cfd40
	3
	0.50
	5A/5D
	Paillard et al. (2003)

	24
	gwm142
	4
	0.50
	5B
	Lowe et al. (2011)

	25
	gwm148
	4
	0.50
	2B
	Roder et al. (1998)

	26
	gwm484
	3
	0.42
	2D
	Somers et al. (2004)

	27
	gwm527
	3
	0.50
	6D
	Lowe et al. (2011)

	28
	cfd2
	4
	0.44
	2A/1B
	Somers et al. (2004)

	29
	cfd3
	3
	0.46
	5D
	Somers et al. (2004)

	30
	cfd63
	3
	0.47
	1D
	Paillard et al. (2003)

	31
	cfd7
	4
	0.46
	5B/5D
	Somers et al. (2004)

	32
	cfd95
	3
	0.44
	6D
	Lowe et al. (2011)

	33
	wmc491
	2
	0.44
	4A/B
	Somers et al. (2004)

	34
	wmc503
	2
	0.46
	2D
	Somers et al. (2004)

	35
	wmc73
	5
	0.45
	5B
	Somers et al. (2004)

	36
	wmc906
	2
	0.43
	7A
	Lowe et al. (2011)

	37
	wmc93
	2
	0.44
	1A/1D
	Somers et al. (2004)

	38
	cfd58
	3
	0.45
	1D
	Paillard et al. (2003)

	39
	cfd60
	4
	0.45
	5B
	Somers et al. (2004)

	40
	gwm45
	4
	0.42
	1B
	Lowe et al. (2011)

	41
	gwm294
	5
	0.43
	2A
	Roder et al. (1998)

	42
	wmc222
	3
	0.42
	1D
	Somers et al. (2004)

	43
	wmc420
	4
	0.41
	4A
	Somers et al. (2004)

	44
	barc183
	4
	0.44
	2B/6D
	Somers et al. (2004)

	45
	barc219
	4
	0.41
	2D
	Lowe et al. (2011)

	46
	barc320
	4
	0.41
	5D
	Lowe et al. (2011)

	47
	barc49
	4
	0.44
	5D/7A
	Somers et al. (2004)

	48
	cfd11
	5
	0.40
	2B/6D
	Somers et al. (2004)

	49
	gwm34
	4
	0.42
	3B
	Roder et al. (1998)

	50
	gwm44
	4
	0.41
	4A/7D
	Somers et al. (2004)

	51
	gwm83
	4
	0.43
	5B
	Roder et al. (1998)

	52
	wmc27
	4
	0.42
	2B/5D
	Somers et al. (2004)


Table S3. Descriptive statistics for four traits recorded in 40 genotypes

	Trait
	Minimum
	Maximum
	Mean
	Mean Standard 

error
	CV (%)

	CTD I
	5.38
	9.34
	7.243
	0.417
	8.136

	CTD II
	3.71
	7.81
	6.176
	0.42
	9.625

	CTD III
	0.455
	6.945
	3.77
	0.018
	0.679

	NDVI I
	67.285
	83.19
	0.75
	0.317
	0.593

	NDVI II
	43.695
	74.31
	0.63
	0.288
	0.637

	NDVI III
	22.495
	62.12
	0.45
	0.272
	0.843

	MSI
	13.675
	49.06
	31.222
	1.628
	7.375

	HSI 
	0.345
	0.945
	0.611
	0.069
	15.946
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Fig. S1. Mean weekly minimum and maximum temperature during crop growing period under late sown condition
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Fig. S2. Frequency distribution of CTD, NDVI, MSI and HSI traits used for association mapping
