Table S1. List of 59 exotic and 33 Indian genotypes with selection history ranked in ascending order according to the difference in heat susceptibility index. 
	RANK
	GENOTYPE NO
	GENOTYPE
	SELECTION HISTORY
	CATEGORY

	Exotic genotypes

	1
	G-24
	SOKOLL/WBLL1
	PTSS02Y00021S-0Y-030ZTM-040SY-040M-31Y-0M-0SY-0B-0Y
	HT

	2
	G-51
	PASTOR//HXL7573/2*BAU/3/WBLL1
	PTSS02Y00023S-0Y-030ZTM-040SY-040M-13Y-0M-0SY-0Y-0Y
	HT

	3
	G-40
	EXCALIBUR
	RAC177(Sr26)/Uniculm492//RAC311s
	HT

	4
	G-19
	GRANERO INTA
	CM49641-9Y-1M-2Y-3Y-0M-1P-0P-0ARG-0Y
	HT

	5
	G-22
	PASTOR
	CM85295
	HT

	6
	G-21
	SSRT14
	BV-09\CSIROMULGCPF\8
	HT

	7
	G-11
	SOKOOL
	PASTOR/3/ALTAR-84/AE.SQ(TR.TA)//OPATA-M-85 (CMSS97M00316S-0P20M-0P20Y-60M-010Y)
	HT

	8
	G-7
	BAV92/SERI
	CMSS96Y04084S-0Y-1B-93TLA-0B-0Y-112B-0Y
	HT

	9
	G-12
	BERKUT
	Irene/Babax//Pastor-IRENA/BAVIACORA-M-92//PASTOR
	HT

	10
	G-59
	TEPOCA/RABE
	CMBW91M04354S-27M-010Y-03M-0Y-5M-0Y-0HTY
	HT

	11
	G-55
	QH_221-3
	BV-09\CSIROMULGCPF\18
	HT

	12
	G-15
	PASTOR//HXL7573/2*BAU/3/WBLL1
	PTSS02Y00023S-0Y-030ZTM-040SY-040M-19Y-0M-0SY-0B-0Y
	HT

	13
	G-57
	CHIRYA 7
	CHINESE-SPRING/AG.CU//GLENNSON-81/3/ALONDRA/PAVON-76/4/NINGMAI-4/OLESEN//ALONDRA/YANGMAI-4
	HT

	14
	G-56
	KAUZ/AA//KAUZ
	CMBW90M4839-0TOPY-14M-1Y-010M-010Y-6M-015Y-0Y-0HTY
	HT

	15
	G-42
	ATTILA
	CM85836-50Y-0M-0Y-3M-0Y
	HT

	16
	G-58
	RAC 875
	RAC-655/3/Sr21/4*LANCE//4*BAYONET
	HT

	17
	G-23
	KUKRI/EXCALIBUR
	-DH_E043-0Y
	HT

	18
	G-25
	SOKOLL
	CMSS97M00316S-0P20M-0P20Y-43M-010Y-0Y-0Y
	HT

	19
	G-16
	W15.92/4/PASTOR//HXL7573/2*BAU/3/WBLL1
	PTSS02B00102T-0TOPY-0B-0Y-0B-11Y-0M-0SY-0B-0Y-0Y
	HT

	20
	G-36
	MEX94.2.19//SOKOLL/WBLL1
	PTSS02B00096T-0TOPY-0B-0Y-0B-33Y-0M-0SY-0Y-0Y
	MHT

	21
	G-20
	BABAX
	CM92066
	MHT

	22
	G-17
	MEX94.27.1.20/3/SOKOLL//ATTILA/3*BCN
	PTSS02B00132T-0TOPY-0B-0Y-0B-38Y-0M-0SY-0B-0Y
	MHT

	23
	G-27
	SOKOLL/WBLL1
	PTSS02Y00021S-0Y-030ZTM-040SY-040M-5Y-0M-0SY-0B-0Y
	MHT

	24
	G-31
	WBLL4/NURSIT
	PTSS01B00006S-099B-026Y-0B-0Y-0B-7Y-0M-0SY-0B-0Y
	MHT

	25
	G-48
	SERI M 82
	CM33027-F-15M-500Y-0M-87B-0Y-0MEX
	MHT

	26
	G-5
	PUB94.15.1.12/WBLL1
	PTSS02Y00027S-011Y-0B-0Y-0B-7Y-0M-0SY-0Y-0Y
	MHT

	27
	G-28
	HARTOG
	CM8399-D-4M-4Y-2M-2Y-0M
	MHT

	28
	G-45
	GLADIUS
	-0AUS
	MHT

	29
	G-18
	BAV92/SERI
	CMSS96Y04084S-0Y-1B-52TLA-0B-0Y-55B-0Y-0B-0Y-0M-0Y-0Y
	MHT

	30
	G-37
	SB165
	CMSS96Y04051S-0Y-1B-16TLA-0B-0Y-5B-0Y-0AUS
	MHT

	31
	G-54
	SSRW47
	BV-09\CSIROMULGCPF\3
	MHT

	32
	G-26
	KUKRI/RAC875
	-DH_R214-0Y-0Y
	MHT

	33
	G-44
	CHEN/AE.SQ//2*OPATA/3/FINSI
	CMSA00M00128S-0Y
	MHT

	34
	G-49
	WYALKATCHEM
	-0AUS
	MHT

	35
	G-53
	QG_170-4.1
	BV-09\CSIROMULGCPF\19
	MHS

	36
	G-3
	FRTL//ATTILA/3*BCN
	PTSS02Y00011S-0Y-0B-0Y-0B-17Y-0ZTB-0SY-0B-0Y
	MHS

	37
	G-39
	VOROBEY
	CMSS96Y02555S-040Y-020M-050SY-020SY-34M-0Y
	MHS

	38
	G-9
	OLIMPIA2/SLM
	-0Y-0Y-0Y
	MHS

	39
	G-32
	RAC 655
	BV-09\CSIROMULGCPF\37
	MHS

	40
	G-43
	KUKRI
	-0Y-0Y
	MHS

	41
	G-8
	SILVERSTAR
	BV-09\CSIROMULGCPF\1
	MHS

	42
	G-35
	PASTOR//HXL7573/2*BAU/3/MEX94.2.19//ATTILA/3*BCN
	PTSS02B00094T-0TOPY-0B-0Y-0B-3Y-0ZTB-0SY-0Y-0Y
	MHS

	43
	G-2
	NACOZARI F 76
	CM5287-J-1Y-2M-2Y-3M-0Y-0MEX-0Y
	MHS

	44
	G-29
	AUS30518
	CMSA00M00114S-3M-2Y-0AUS
	MHS

	45
	G-46
	PJ62/GB55
	II8156-0Y
	MHS

	46
	G-10
	DRYSDALE
	-0AUS
	MHS

	47
	G-4
	JANZ
	QT3685
	MHS

	48
	G-41
	SITELLA
	CM74005-8M-1Y-03M-5Y-2B-0Y-1B-0Y-0ECU-0Y-0Y
	MHS

	49
	G-38
	PUB94.15.1.12/FRTL
	PTSS02B00071S-0Y-0B-0Y-0B-18Y-0ZTB-0SY-0B-0Y
	MHS

	50
	G-47
	BAW898
	CM92354-33M-0Y-0M-6Y-0B-0BGD-0Y
	MHS

	51
	G-34
	KRICHAUFF
	-0AUS
	MHS

	52
	G-50
	PASTOR//HXL7573/2*BAU/3/SOKOLL/WBLL1
	PTSS02B00098T-0TOPY-0B-0Y-0B-14Y-0M-0SY-0B-0Y
	MHS

	53
	G-1
	BAV92/SERI
	CMSS96Y04084S-0Y-1B-93TLA-0B-0Y-106B-0Y-0Y-0Y-0Y-0Y
	MHS

	54
	G-33
	AUS30523
	CMSA00M00114S-39M-3Y-0AUS
	MHS

	55
	G-13
	MEX94.2.19/PUB94.15.1.12
	PTSS02B00074S-0Y-0B-0Y-0B-32Y-0M-0SY-0Y-0Y
	HS

	56
	G-14
	PASTOR//HXL7573/2*BAU/3/CMH82.575/CMH82.801
	PTSS01B00012S-099B-0Y-010ZTM-040SY-18M-0Y-0SY-0Y-0Y
	HS

	57
	G-6
	SSRT09
	BV-09\CSIROMULGCPF\5
	HS

	58
	G-52
	SOKOLL//W15.92/WBLL1
	PTSS02B00088T-0TOPY-0B-0Y-0B-5Y-0M-0SY-0B-0Y
	HS

	59
	G-30
	SSRW35
	BV-09\CSIROMULGCPF\2
	HS

	Indian genotypes

	1
	G-62
	SONALIKA
	II54-388 /AN/3/YT54/N10B/LR 64
	HT

	2
	G-85
	HI 1500
	PBW 173/GW 196
	HT

	3
	G-63
	WH 730
	n CPAN 2092/ Improved Lok I
	HT

	4
	G-73
	FLW 18
	
	HT

	5
	G-65
	HI 1544
	HW 2002*2//STREMPALLI/PNC 5
	HT

	6
	G-61
	RAJ 3765
	HD2402/VL639
	MHT

	7
	G-87
	HD 2877
	
	MHT

	8
	G-68
	HI 1563
	MACS 2496*2/MC 10
	MHT

	9
	G-66
	HD 2932
	KAUZ/STAR//HD 2643
	MHT

	10
	G-75
	DBW 14
	RAJ 3765/PBW 343
	MHT

	11
	G-83
	WR 544
	Kalyansona/HD1999//HD2204/DW38
	MHT

	12
	G-89
	HI 1531
	HI 1182/CPAN 1990
	MHT

	13
	G-60
	NI 5439
	REMP 80/3*NP710
	MHT

	14
	G-71
	DBW 17
	CMH79A.95/3*CNO-79//RAJ-3777
	MHT

	15
	G-78
	WH 147
	E4870/C286/C273/4/S339/PV18
	MHT

	16
	G-80
	GW 366
	DL 802-3/GW 23
	MHT

	17
	G-88
	GW 322
	HW 2002*2//STREMPALLI/PNC 5
	MHT

	18
	G-69
	PBW 550
	WH 594/RAJ 3858//W 485
	MHT

	19
	G-70
	HD 2864
	DL 509-2/ DL 377-8
	MHT

	20
	G-76
	HW 2004
	C 306 *7 //TR 380-14 #7 /3 AG14
	MHT

	21
	G-79
	MP 4010
	ANGOSTURA 88
	MHT

	22
	G-72
	PBW 343
	ND/VG9144//KAL/BB/3/YACO/4/VEE #5
	MHT

	23
	G-82
	WL 711
	ALD'S'/HUAC//HD2285/3/HFW-17 
	MHT

	24
	G-67
	GW 273
	CPAN2084/VW 205
	MHT

	25
	G-81
	HD 2987
	HI 1011/HD 2348//MENDOS//IWP72/DL 153-2
	MHT

	26
	G-64
	HI 617
	SELECTION FROM C 306
	MHT

	27
	G-77
	HD 2781
	BOW /C 306 //C591/HW 2004
	MHS

	28
	G-90
	PBW 175
	HD 2160 /WG 1025
	MHS

	29
	G-74
	NW 2036
	BOW/CROW/BUC/PVN
	MHS

	30
	G-84
	HD 2967
	ALD/COC//URES/HD 2160 M/HD 2278
	MHS

	31
	G-86
	C 306
	RGN/CSK3 //2*C591/3/C217/N14 //C281
	MHS

	32
	G-92
	HALNA 
	HD 1982/K816
	HS

	33
	G-91
	WH 157
	NP876/S308//CNO/8156
	HS


HT=heat tolerant; MHT=medium heat tolerant; MHS=Medium heat susceptible; HS=heat susceptible	




	



Table  S2. Allele data in wheat accessions for 82 SSR markers.	
	Sl. No.
	Marker
	Location
	No of alleles
	Major allele frequency
	PIC
	RP

	1
	barc148
	1A
	2
	0.90
	0.169
	0.208

	2
	wmc24
	1A
	2
	0.73
	0.317
	1.083

	3
	wmc95
	1A/5D
	2
	0.58
	0.368
	1.667

	4
	wmc728
	1B
	3
	0.50
	0.504
	1.229

	5
	cfa2147
	1D
	2
	0.68
	0.342
	0.646

	6
	wmc339
	1D
	6
	0.38
	0.688
	1.646

	7
	cfd168
	2A
	3
	0.91
	0.164
	0.188

	8
	gwm95
	2A
	4
	0.56
	0.426
	1.667

	9
	wmc658
	2A
	2
	0.55
	0.372
	1.792

	10
	wmc149
	2A/2B/5B
	3
	0.72
	0.384
	0.563

	11
	gwm374
	2B
	3
	0.89
	0.196
	0.229

	12
	wmc361
	2B
	3
	0.64
	0.369
	1.438

	13
	wmc382
	2B
	6
	0.53
	0.503
	0.979

	14
	wmc661
	2B
	3
	0.85
	0.236
	0.354

	15
	gwm301
	2D
	2
	0.58
	0.368
	0.833

	16
	wmc41
	2D
	2
	0.93
	0.126
	0.292

	17
	wmc601
	2D
	3
	0.79
	0.300
	0.771

	18
	cfd79
	3A
	2
	0.82
	0.249
	0.708

	19
	wmc169
	3A
	4
	0.52
	0.515
	1.667

	20
	wmc532
	3A
	3
	0.66
	0.450
	1.125

	21
	wmc264
	3A/5D
	3
	0.55
	0.492
	1.125

	22
	gwm247
	3B
	5
	0.60
	0.517
	2.021

	23
	gwm493
	3B
	4
	0.56
	0.508
	1.667

	24
	wmc291
	3B
	3
	0.70
	0.366
	1.146

	25
	wmc777
	3B
	3
	0.47
	0.530
	2.000

	26
	cfd9
	3D
	2
	0.98
	0.040
	0.083

	27
	gdm72
	3D
	2
	0.93
	0.126
	0.292

	28
	wmc552
	3D
	2
	0.59
	0.366
	1.625

	29
	wmc656
	3D
	3
	0.57
	0.497
	1.125

	30
	wmc48
	4A/4B/4D
	3
	0.76
	0.308
	0.479

	31
	wmc617
	4A/4B/4D
	2
	0.65
	0.353
	1.417

	32
	wmc161
	4A/5D
	5
	0.42
	0.594
	2.208

	33
	wmc283
	4A/7A
	5
	0.78
	0.319
	0.854

	34
	gwm6
	4B
	3
	0.96
	0.079
	0.146

	35
	wmc349
	4B
	2
	0.61
	0.362
	1.542

	36
	wmc546
	4B
	6
	0.34
	0.686
	1.688

	37
	gwm66
	4B/5B
	2
	0.63
	0.359
	0.750

	38
	gwm624
	4D
	2
	0.97
	0.059
	0.125

	39
	wmc331
	4D
	8
	0.52
	0.655
	1.646

	40
	wmc622
	4D
	2
	0.74
	0.311
	1.042

	41
	barc186
	5A
	4
	0.52
	0.477
	1.271

	42
	gwm186
	5A
	6
	0.36
	0.678
	2.250

	43
	gwm304
	5A
	3
	0.54
	0.502
	1.583

	44
	gwm639
	5A
	3
	0.69
	0.425
	0.854

	45
	wmc159
	5A
	2
	0.64
	0.356
	1.458

	46
	barc21
	5B
	2
	0.56
	0.371
	1.750

	47
	gwm335
	5B
	4
	0.73
	0.404
	0.604

	48
	wmc289
	5B
	2
	0.58
	0.368
	0.833

	49
	wmc508
	5B
	5
	0.80
	0.311
	0.458

	50
	wmc537
	5B
	6
	0.46
	0.635
	2.000

	51
	wmc734
	5B
	2
	0.90
	0.169
	0.417

	52
	wmc75
	5B
	3
	0.92
	0.150
	0.250

	53
	cfd29
	5D
	2
	0.63
	0.359
	1.500

	54
	cfd8
	5D
	2
	0.63
	0.359
	1.500

	55
	gwm174
	5D
	3
	0.58
	0.475
	1.458

	56
	gwm190
	5D
	2
	0.67
	0.346
	1.333

	57
	wmc765
	5D
	3
	0.83
	0.259
	0.604

	58
	gwm459
	6A
	2
	0.54
	0.373
	0.917

	59
	wmc145
	6A
	3
	0.59
	0.380
	0.854

	60
	cfd13
	6B
	3
	0.85
	0.239
	0.583

	61
	gwm219
	6B
	2
	0.84
	0.229
	0.313

	62
	gwm508
	6B
	3
	0.59
	0.417
	1.625

	63
	gwm88
	6B
	2
	0.59
	0.366
	1.625

	64
	wmc486
	6B
	2
	0.57
	0.370
	1.708

	65
	barc54
	6D
	2
	0.51
	0.375
	1.958

	66
	gdm132
	6D
	2
	0.70
	0.333
	1.208

	67
	gwm325
	6D
	4
	0.52
	0.457
	1.958

	68
	barc121
	7A
	2
	0.81
	0.258
	0.750

	69
	gwm276
	7A
	3
	0.70
	0.366
	0.604

	70
	wmc479
	7A
	3
	0.77
	0.340
	0.917

	71
	wmc525
	7A
	3
	0.47
	0.555
	2.000

	72
	gwm635
	7A/7D
	2
	0.83
	0.239
	0.667

	73
	gwm537
	7B
	2
	0.65
	0.353
	1.417

	74
	gwm577
	7B
	2
	0.61
	0.362
	1.542

	75
	wmc273
	7B
	5
	0.49
	0.618
	1.583

	76
	wmc364
	7B
	3
	0.74
	0.332
	0.521

	77
	wmc517
	7B
	3
	0.54
	0.388
	1.813

	78
	wmc76
	7B
	3
	0.79
	0.285
	0.812

	79
	gwm295
	7D
	2
	0.59
	0.366
	0.813

	80
	gwm428
	7D
	4
	0.66
	0.464
	0.708

	81
	wmc438
	7D
	2
	0.90
	0.169
	0.417

	82
	wmc506
	7D
	3
	0.51
	0.443
	0.979


PIC=Polymorphic Information Content; Rp=Resolving Power
