Supplementary Table S1. List of 206 sorghum (Sorghum bicolor L. Moench) accessions from NIAS, Genebank.
	No.
	Geography/Group
	Cultivar Name
	Origin

	1
	East Asia
	OOTOYO-MURA ZAIRAI
	Japan(Kochi)

	2
	East Asia
	TAKAKIMI
	Japan(Iwate)

	3
	East Asia
	IKEDACHO MATSUO ZAIRAI
	Japan(Tokushima)

	4
	East Asia
	KOUCHI OUKAWA ZAIRAI
	Japan(kochi)

	5
	East Asia
	DANGOMOROKOSHI
	Japan(Ibaraki)

	6
	East Asia
	TOKIBI
	Japan(Mie)

	7
	East Asia
	HIMEKI ZAIRAI
	Japan(Hyogo)

	8
	East Asia
	KIKUCHI ZAIRAI
	Japan(Kumamoto)

	9
	East Asia
	AKAHO
	Japan(Gun)

	10
	East Asia
	KANAGAWAZAIRAI
	Japan(Kanagwa)

	11
	East Asia
	72-10-10-5        
	Japan

	12
	East Asia
	TAKAKIBI
	Japan

	13
	East Asia
	KOUCHI MONOBE ZAIranAI
	Japan(Kochi)

	14
	East Asia
	COL/NAGASAKI/1994/MAFF/114
	Japan(Nagasaki)

	15
	East Asia
	KIBI OGASAWARAZAIranAI
	Japan(Iwate)

	16
	East Asia
	YATABU
	Japan(Okinawa)

	17
	East Asia
	CHAKIBI
	Japan(Kochi)

	18
	East Asia
	KIBI
	Japan(Shimane)

	19
	East Asia
	KIBI
	Japan(Kagoshima)

	20
	East Asia
	TOUHOKUZAIranAI 35
	Japan(Iwate)

	21
	East Asia
	CHIBAKURO
	Japan(Chiba)

	22
	East Asia
	ZAIranAISHU 51-12
	Japan(Iwate)

	23
	East Asia
	KIKUCHI ZAIranAI KUMA 101
	Japan(Kumamoto)

	24
	East Asia
	TOKUSHIMA ZAIranAI
	Japan(Tok)

	25
	East Asia
	AKAKIBI
	Japan(Ibaraki)

	26
	East Asia
	76-7-31  
	Japan

	27
	East Asia
	MOROKOSHI
	Japan(Ibaraki)

	28
	East Asia
	72-10-8-2        
	Japan

	29
	East Asia
	73-10-25-9       
	Japan

	30
	East Asia
	HANGETSUTOSUI
	Korea

	31
	East Asia
	KOUSHUU ZAIRAISHU
	Korea

	32
	East Asia
	CHAL WAXY SORGHUM
	Korea

	33
	East Asia
	KOUBOUSHI
	Korea

	34
	East Asia
	MOCTAC LOCAL
	Korea

	35
	East Asia
	SENKINHAKU
	Korea

	36
	East Asia
	CHOONCHAN LOCAL
	Korea

	37
	East Asia
	KOKKAKU SOHANSHIN
	Korea

	38
	East Asia
	KOKKAKU 2
	Korea

	39
	East Asia
	KOKKAKU SOUSHINHAN
	Korea

	40
	East Asia
	72-8-13  
	Taiwan

	41
	East Asia
	AI HUI
	China
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	No.
	Geography/Group
	Cultivar Name        
	Origin

	42
	East Asia
	NUO GAO LIANG
	China

	43
	East Asia
	ER BAI SHE YAN
	China

	44
	East Asia
	LIAOZA 1 
	China

	45
	East Asia
	BIG WHITE HULL
	China

	46
	East Asia
	XIONG YUE 334
	China

	47
	East Asia
	DA ZHAI LIN HUANG JIAO GAO LIANG
	China

	48
	East Asia
	KAI 64
	China

	49
	East Asia
	TAISAIranINOUKOUKOURYAN
	China

	50
	East Asia
	HU 4
	China

	51
	East Asia
	CHI 7321
	China

	52
	East Asia
	HU 22
	China

	53
	East Asia
	TA HUNG KAK
	China

	54
	East Asia
	GAO GAN NUO GAO LIANG
	China

	55
	East Asia
	NUO XIAO GAO LIANG
	China

	56
	East Asia
	AI GAO LIANG
	China

	57
	East Asia
	HUNGPANTSE
	China

	58
	East Asia
	TENKOURYAN
	China

	59
	East Asia
	DAIranYUKO(KATSUZAN)
	China

	60
	East Asia
	WHITE BIG BELLIED
	China

	61
	East Asia
	JI 7384
	China

	62
	East Asia
	XIONG YUE 253
	China

	63
	East Asia
	BIG YELLOW AMBRELLA 250
	China

	64
	East Asia
	WHITE SORGHUM
	China

	65
	East Asia
	GOLDEN LIGHT SORGHUM
	China

	66
	East Asia
	KORYANKAI 64
	China

	67
	Southeast Asia
	BATTANBAN
	Cambodia

	68
	Southeast Asia
	AS 5781 HUAN SA PHAUNG AH LPYSU
	Myanmar

	69
	South Asia
	Y. E. (I. P.) INT. TYPE
	India

	70
	South Asia
	KALJANPUR
	India

	71
	South Asia
	SC NO.0217 CI1197
	India

	72
	South Asia
	GOOSENECK
	India

	73
	South Asia
	MARIANGARIJORA MUDDAHIHAL
	India

	74
	South Asia
	DHOOTI ANEHULA
	India

	75
	South Asia
	RABI YANGAR JORA MITHUGADUR
	India

	76
	South Asia
	AS 4136 MASAKA LUWEMEA
	India

	77
	South Asia
	M.35-1 DODDA MAGADI
	India

	78
	South Asia
	JHANJHARALA
	India

	79
	South Asia
	SA 9798 Y. E. KAFIran
	India

	80
	South Asia
	SWEET JOWAR SELECTED
	India

	81
	South Asia
	PI 248293
	India

	82
	South Asia
	JALWARA
	India
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	No.
	Geography/Group
	Cultivar Name
	Origin

	83
	South Asia
	M 35-1 DODDA MAGADI
	India

	84
	South Asia
	GOKUWASE INDOSHU
	India

	85
	South Asia
	IS 8722
	India

	86
	South Asia
	EC 21434 SB 77
	India

	87
	South Asia
	SA 9020 A
	India

	88
	South Asia
	MN 405
	India

	89
	South Asia
	119475 COL/PAK/1989/IBPGR/2386(2)
	Pakistan

	90
	South Asia
	119513 COL/PAK/1991/IBPGR/2724(2)
	Pakistan

	91
	South Asia
	119485 COL/PAK/1989/IBPGR/2420(1)
	Pakistan

	92
	South Asia
	119487 COL/PAK/1989/IBPGR/2427(5)
	Pakistan

	93
	South Asia
	119488 COL/PAK/1989/IBPGR/2439(1)
	Pakistan

	94
	South Asia
	119489 COL/PAK/1989/IBPGR/2444(1)
	Pakistan

	95
	South Asia
	119494 COL/PAK/1989/IBPGR/2550(1)
	Pakistan

	96
	South Asia
	119496 COL/PAK/1989/IBPGR/2553(4)
	Pakistan

	97
	South Asia
	COL/PAK/1989/IBPGR/2411(1)
	Pakistan

	98
	South Asia
	COL/PAK/1989/IBPGR/2416(2)
	Pakistan

	99
	South Asia
	COL/PAK/1989/IBPGR/2592(7)
	Pakistan

	100
	South Asia
	87-9-21-3-1     
	Pakistan

	101
	South Asia
	87-9-21-3-2     
	Pakistan

	102
	South Asia
	COL/PAK/1989/IBPGR/2390(2)
	Pakistan

	103
	South Asia
	COL/PAK/1989/IBPGR/2391(1)
	Pakistan

	104
	South Asia
	COL/PAK/1989/IBPGR/2410(1)
	Pakistan

	105
	South Asia
	COL/PAK/1989/IBPGR/2549(1)
	Pakistan

	106
	South Asia
	COL/PAK/1991/IBPGR/2748(7)
	Pakistan

	107
	South Asia
	COL/PAK/1989/IBPGR/2590(2)
	Pakistan

	108
	South Asia
	 RED TYRI
	Pakistan

	109
	South Asia
	COL/PAK/1989/IBPGR/2272(1)
	Pakistan

	110
	South Asia
	COL/PAK/1989/IBPGR/2369(1)
	Pakistan

	111
	South Asia
	COL/PAK/1989/IBPGR/2371(4)
	Pakistan

	112
	South Asia
	COL/PAK/1989/IBPGR/2574(1)
	Pakistan

	113
	South Asia
	COL/PAK/1989/IBPGR/2581(1)
	Pakistan

	114
	South Asia
	COL/PAK/1989/IBPGR/2587(2)
	Pakistan

	115
	South Asia
	COL/PAK/1989/IBPGR/2543(2)
	Pakistan

	116
	South Asia
	COL/PAK/1989/IBPGR/2550(2)
	Pakistan

	117
	South Asia
	COL/PAK/1989/IBPGR/2593(10)
	Pakistan

	118
	South Asia
	COL/PAK/1989/IBPGR/2345(2)
	Pakistan
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	No.
	Geography/Group
	Cultivar Name
	Origin

	119
	South Asia
	COL/PAK/1989/IBPGR/2580(2)
	Pakistan

	120
	South Asia
	COL/PAK/1989/IBPGR/2598(1)                  
	Pakistan

	121
	South Asia
	87-9-20-2-1   
	Pakistan

	122
	South Asia
	87-9-20-4-1   
	Pakistan

	123
	South Asia
	87-9-21-3-3     
	Pakistan

	124
	South Asia
	COL/PAK/1989/IBPGR/2416(2)
	Pakistan

	125
	South Asia
	COL/PAK/1989/IBPGR/2592(7)
	Pakistan

	126
	South Asia
	ALLAKH
	Bangladesh

	127
	South Asia
	EC 18868
	Nepal

	128
	South Asia
	JUNELO
	Nepal

	129
	Southwest Asia
	PI 229486 VULGARE
	Iran

	130
	Southwest Asia
	HAZERA 6014
	Israel

	131
	Africa
	E 9
	Chad

	132
	Africa
	PI 282834
	Chad

	133
	Africa
	E 17
	Congo

	134
	Africa
	MAKHOTLONG I
	Lesotho

	135
	Africa
	TENANT WHITE
	Lesotho

	136
	Africa
	NYAKASOBA BEST
	Lesotho

	137
	Africa
	MAKHOTLONG II
	Lesotho

	138
	Africa
	AIT BRAHIM
	Morocco

	139
	Africa
	CODY
	Morocco

	140
	Africa
	KOURNIANIA
	Morocco

	141
	Africa
	PHATSAI
	Morocco

	142
	Africa
	SCHROCK
	Morocco

	143
	Africa
	ESHOME
	South Africa

	144
	Africa
	E 232 INGWARUMA PEARLY
	South Africa

	145
	Africa
	AW 70/12 DL/59/1532
	South Africa

	146
	Africa
	E 233 BARNARD RED
	South Africa

	147
	Africa
	RED KAFIR
	South Africa

	148
	Africa
	S.BASUTORUM DL/60/97
	South Africa

	149
	Africa
	EAR FROM PIETESBURG DL/60/107
	South Africa

	150
	Africa
	RADAR
	South Africa

	151
	Africa
	SWAZI RED
	South Africa

	152
	Africa
	WHITE KAFIran
	South Africa

	153
	Africa
	S. SACCHARATUM DL/59/1544 SUGARDIP
	South Africa

	154
	Africa
	PINK KAFIran
	South Africa

	155
	Africa
	WAIN DL/60/760
	South Africa

	156
	Africa
	1824 NTULI RED EX SWAZIsraelAND L/60/13
	South Africa

	157
	Africa
	E 238 BIranD PROOF
	South Africa
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	No.
	Geography/Group
	Cultivar Name
	Origin

	158
	Africa
	SOGALANE
	South Africa

	159
	Africa
	MILO PET. 139/51 EX TANGANYIKA
	Central Africa

	160
	Africa
	117 SBI 20
	Central Africa

	161
	Africa
	HEGARI MALOWAR
	Sudan

	162
	Africa
	143 DINDERAWI 1
	Sudan

	163
	Africa
	REDBINE 655
	Sudan

	164
	Africa
	E 1089
	Sudan

	165
	Africa
	LAMBAS
	Sudan

	166
	Africa
	DINDERAWI 1
	Sudan

	167
	Africa
	240 WAD UMM BENEIN
	Sudan

	168
	Africa
	MUGBASH WHITE
	Sudan

	169
	Africa
	B-112
	Sudan

	170
	Africa
	E 1091
	Sudan

	171
	Africa
	109 TONJI
	Sudan

	172
	Africa
	E 1094
	Sudan

	173
	Africa
	ACCA KODRI 30
	Sudan

	174
	Africa
	ZA113 DAWA PAS PARA
	Nigeria

	175
	Africa
	AS 4547 JARDIRA
	Nigeria

	176
	Africa
	MN 1277 MUHEYAR
	Nigeria

	177
	Africa
	KA 24
	Nigeria

	178
	Africa
	PI 221543 Q 2/3/61
	Nigeria

	179
	Africa
	BC 59 MERE
	Nigeria

	180
	Africa
	AS 4548 TI2 YANDER
	Nigeria

	181
	Africa
	PI 221615
	Nigeria

	182
	Africa
	MN 401
	Algeria

	183
	Africa
	S. VULGARE 72-726-7
	Uganda

	184
	Africa
	S. VULGARE 72-728-1
	Uganda

	185
	Africa
	E 276 FRAMIDA
	Uganda

	186
	Africa
	UGANDA L1
	Uganda

	187
	Africa
	E 75
	Uganda

	188
	Africa
	E 83
	Uganda

	189
	Africa
	S. VULGARE 71-728-3
	Uganda

	190
	Africa
	E 67
	Uganda

	191
	Africa
	MORABA 74
	Ethiopia

	192
	Africa
	THIBA　RED
	Ethiopia

	193
	Africa
	SC112
	Ethiopia

	194
	Africa
	GIZA 3/59
	Ethiopia

	195
	Africa
	PI 329762
	Ethiopia

	196
	Africa
	AKLMOI　WHITE
	Kenya

	197
	Africa
	E 959
	Kenya

	198
	Africa
	PI 152748 C
	Kenya

	No.
	Geography/Group
	Cultivar Name
	Origin

	199
	Africa
	WAD YABOO 132/53
	Zimbabwe

	200
	Africa
	CAPE COLO 28/53
	Zimbabwe

	201
	Africa
	TSETA LOCAL NATURE TYPE 27/51
	Zimbabwe

	202
	Africa
	CAPE CALO 28/53 EX
	Zimbabwe

	203
	Africa
	WADYABGO
	Zimbabwe

	204
	Africa
	AS 5885 MALA MATUBA
	Zimbabwe

	205
	Africa
	AS 4637 NHORONGO NENPI
	Tanzania

	206
	Africa
	E 37
	Tanzania


Supplementary Table S2. Sorghum descriptors used in this study.
	No.
	Traits/ characteristics
	Trait abbreviation
	Evaluation method
	Type of assessment
	Stage of observation
	Descriptor referred

	1
	Peduncle length
	Pend (cm)
	Neck length emerged from flag leaf sheath to the base of panicle
	MS
	maturity
	IBPGR/ICRISAT

	2
	Rachis length
	Rac (cm)
	Length from the neck node to the base of top branching zone
	MS
	maturity
	NIAS

	3
	Panicle length 
	PanL(cm)
	Length from the base of the head  to the tip
	MS
	maturity
	NIAS

	4
	Total number of node
	TotN (number)
	Total node on the rachis
	MS
	maturity
	IBPGR/ICRISAT

	5
	Total number of branch
	TotB (number)
	Total primary branch on the rachis
	MS
	maturity
	IBPGR/ICRISAT

	6
	Maximum primary branch length
	MaxLBZ (cm)
	Length of longest branches (middle third of panicle )
	MS
	maturity
	IBPGR/ICRISAT

	7
	Panicle type
	PanT (type)
	Inflorescence compactness at maturity
	VG
	maturity
	NIAS

	8
	Panicle shape
	PanS (stage)
	Inflorescence shape at maturity
	VG
	maturity
	IBPGR/ICRISAT

	9
	Panicle diameter
	PanD (mm)
	natural position at the widest part of head
	MS
	maturity
	IBPGR/ICRISAT

	10
	Panicle width
	PanW (mm)
	natural position at the thickness of  head
	MS
	maturity
	IBPGR/ICRISAT

	11
	Panicle exsertion
	PanEx (stage)
	position of  peduncle emergence  between /5fe2 of flag leaf and  inflorescence based
	MS
	maturity
	IBPGR/ICRISAT

	12
	Plant total height
	PanH (cm)
	   From ground to the tip of panicle at 50% flowering (Length of main stalk)
	MS
	maturity
	IBPGR/ICRISAT

	13
	Culm length
	CulmL (cm)
	Length from the ground to the neck node of
	MS
	maturity
	NIAS

	14
	Panicle number 
	PanN (number)
	Number of mature panicles per plant
	MG
	Harvesting
	NIAS

	15
	Panicle broader
	PanB ( stage)
	Position of  on panicle broader at maturity
	VG
	maturity
	NIAS

	16
	Grain weight per panicle
	GWP (g)
	Weight of cleaned grains per panicle on main stem
	MG
	after threshing
	NIAS

	17
	Grain number per panicle 
	GNP (number)
	Number of grain per panicle on main stem
	MG
	after threshing
	IBPGR/ICRISAT

	18
	100 grain weight
	GW (g)
	Weight of 100 grain
	MG
	after threshing
	ICRISAT


Type of assessment of characteristics indicated in: MG : Measurement by a single observation of a group of plants or parts of plants, MS : Measurement of a number of individual plants or parts of plants, VG : Visual assessment by a single observation of a group of plants or parts of plants, VS : Visual assessment by observation of individual plants or parts of plants   Descriptors Referred: National Institute of Aerobiological Sciences (NIAS), The International Board for Plant Genetic Resources (IBPGR), International Crops Research Institute for the Semi-Arid Tropics (ICRIST).
Supplementary Table S3. Path coefficient analysis  of  yield and its component traits.
	Cause and effect 
	Correlation 
	P_value
	Cause and effect 
	Correlation 
	P_value
	Cause and effect 
	Correlation 
	P_value
	Cause and effect 
	Correlation 
	P_value

	Panicle length vs. yield 
	0.218
	<0.01
	Panicle width vs yield
	0.291
	<0.001
	TotBr vs. yield
	0.213
	<0.01
	GNP
	0.603
	<0.001

	Direct effect 
	0.255
	<0.001
	Direct effect 
	0.343
	<0.001
	Direct effect 
	0.24
	<0.001
	Direct effect 
	0.768
	<0.001

	indirect via TotN
	-0.134
	0.16
	Indirect via PanL
	0.079
	0.11
	Indirect via PanL
	0.08
	0.16
	Indirect via PanL
	_0.005
	0.46

	indirect via MaxLBZ
	0.303
	<0.001
	Indirect via TotN
	-0.093
	0.31
	Indirect via TotN
	0.101
	0.15
	Indirect via TotN
	0.185
	0.07

	Indirect via Rac
	0.548
	<0.001
	Indirect via MaxLBZ
	0.007
	0.38
	Indirect via MaxLBZ
	0.067
	0.27
	Indirect via MaxLBZ
	0.157
	0.48

	Indirect via TotBr
	0.103
	0.06
	Indirect via Rac
	0.233
	0.03
	Indirect via Rac
	0.224
	0.06
	Indirect via Rac
	0.131
	0.38

	Indirect via PanW
	0.106
	0.03
	Indirect via TotBr
	0.149
	0.11
	Indirect via PanW
	0.119
	0.1
	Indirect via PanW
	0.087
	0.1

	Indirect via PanD
	-0.03
	0.41
	Indirect via PanD
	0.262
	<0.001
	Indirect via PanD
	0.199
	0.003
	Indirect via PanD
	0.164
	<0.01

	Indirect via GNP
	0.038
	0.22
	Indirect via GNP
	0.134
	0.14
	Indirect via GNP
	0.1
	0.18
	Indirect via TotBr
	0.095
	0.2

	Total effect
	0.218
	 
	Total effect 
	0.291
	 
	Total effect
	0.213
	 
	Total effect
	0.603
	 


Legend for trait:  Rac: rachis length, PanL: panicle length, MaxLBZ: maximum length of primary branch zone, TotN: total node along rachis, TotBr: total branch per panicle, PanD: panicle diameter, PanW: panicle width, GNP: grain number per panicle.
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	Cause and effect 
	Correlation 
	P_value
	Cause and effect 
	Correlation 
	P_value
	Cause and effect 
	Correlation 
	 P_value
	Cause and effect 
	Correlation 
	P_value

	TotN vs. yield
	-0.097
	
	MaxLBZ vs yield 
	0.015
	
	Rac vs. yield 
	0.039
	
	PanD vs yield 
	0.275
	<0.001

	Direct effect 
	-0.07
	0.24
	Direct effect 
	0.122
	0.098
	Direct effect 
	0.144
	0.038
	Direct effect 
	0.281
	<0.001

	indirect via PanL
	0.011
	0.49
	indirect via PanL
	0.303
	0.02
	indirect via PanL
	0.707
	<0.001
	indirect via PanL
	-0.007
	0.42

	indirect via MaxLBZ
	-0.288
	0.27
	indirect via TotN
	-0.242
	0.29
	indirect via TotN
	0.386
	<0.001
	indirect via Rac
	0.025
	0.36

	Indirect via Rac
	0.409
	<0.001
	Indirect via Rac
	0.072
	0.45
	indirect via MaxLBZ
	0.409
	0.049
	indirect via TotN
	0.027
	0.46

	Indirect via TotBr
	0.143
	0.08
	Indirect via TotBr
	0.099
	0.24
	Indirect via TotBr
	0.104
	0.07
	indirect via MaxLBZ
	0.083
	0.44

	Indirect via PanW
	-0.09
	0.28
	Indirect via PanW
	-0.065
	0.39
	Indirect via PanW
	0.023
	0.31
	Indirect via TotBr
	0.081
	0.07

	Indirect via PanD
	-0.022
	0.43
	Indirect via PanD
	0.042
	0.47
	Indirect via PanD
	-0.055
	0.45
	Indirect via PanW
	0.403
	<0.001

	Indirect via GNP
	-0.164
	0.07
	Indirect via GNP
	0.088
	0.46
	Indirect via GNP
	-0.008
	0.41
	Indirect via GNP
	0.126
	0.06

	Total effect
	-0.097
	 
	Total effect
	0.015
	 
	Total effect
	0.039
	 
	Total effect
	0.275
	 


Legend for trait:  Rac: rachis length, PanL: panicle length, MaxLBZ: maximum length of primary branch zone, TotN: total node along rachis, TotBr: total branch per panicle, PanD: panicle diameter, PanW: panicle width, GNP: grain number per panicle.
        Supplementary Table S4. Spearman correlation coefficients among quantitative traits of 206 sorghum accessions.
	Traits 
	Pend
	Rac
	PanL
	PanH
	CulmL
	MaxLBZ
	TotN
	TotBr
	GNP
	GWP
	GW
	PanD
	PanN
	PanW

	Pend
	1
	
	
	
	
	
	
	
	
	
	
	
	
	

	Rac
	-0.20**
	1
	
	
	
	
	
	
	
	
	
	
	
	

	PanL
	-0.09
	0.52***
	1
	
	
	
	
	
	
	
	
	
	
	

	PanH
	0.01
	0.17*
	0.36***
	1
	
	
	
	
	
	
	
	
	
	

	CulmL
	0.01
	0.1
	0.23***
	1***
	1
	
	
	
	
	
	
	
	
	

	MaxLBZ
	-0.11
	0.05
	0.46***
	0.15*
	0.09
	1
	
	
	
	
	
	
	
	

	TotN
	0.09
	0.29***
	-0.01
	-0.01
	0.01
	-0.17*
	1
	
	
	
	
	
	
	

	TotBr
	-0.20**
	0.25***
	0.33***
	0.30***
	0.26***
	0.16*
	0.12
	1
	
	
	
	
	
	

	GNP
	-0.17*
	0.08
	0.14
	0.18**
	0.19**
	0.07
	-0.06
	0.14
	1
	
	
	
	
	

	GWP
	-0.16*
	0.12
	0.22**
	0.23***
	0.22**
	0.06
	-0.05
	0.21**
	0.60***
	1
	
	
	
	

	GW
	-0.11
	-0.01
	-0.01
	-0.05
	-0.05
	-0.08
	-0.01
	0.01
	-0.09
	0.19**
	1
	
	
	

	PanD
	-0.08
	-0.03
	0.08
	0.13
	0.14*
	0.04
	-0.01
	0.17*
	0.21**
	0.27***
	0.03
	1
	
	

	PanN
	-0.09
	0.14*
	0.24***
	0.23***
	0.21**
	0.07
	-0.05
	0.15*
	0.1
	0.18*
	0.06
	0.22**
	1
	

	PanW
	-0.18*
	0.17*
	0.31***
	0.09
	0.06
	0.11
	-0.08
	0.13
	0.23***
	0.29***
	0.04
	0.31***
	0.27***
	1


*P<0.05, ** P<0.01, ***P<0.001, respectively.

Legend for trait:  Pend: peduncle length, Rac: rachis length, PanL: panicle length, MxLBZ/MaxLBZ: maximum length of primary branch zone, TotN: total node along rachis, TotBr: total branch per panicle, PanD: panicle diameter, PanW: panicle width, PanH: plant height, CulmL: culm length, GNP: grain number per panicle, GWP: total grain weight per panicle, GW:100 grain weight, PanN: panicle number per plant. 
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