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Supplementary Figure S1.  DNA sequence alignment around the novel VRN-H1 intron 1 deletion.  Hv = wild-type sequences (cv. Strider, GenBank accession AY750993); Hs = wild barley (accession HorID 3873).  The identical 6 bp motifs flanking the 5’ and 3’ deletion breakpoints (characteristic of illegitimate recombination following double-stranded break repair) are boxed.

