Table S1. Percentage of nucleotide identity between the sequences from Triticum urartu (AA) Aegilops speltoides (BB) and Aegilops taushcii (DD) and their counterparts Triticum aestivum cv Chinese Spring (CS) are reported.

	Species


	Sequence name  
	% Identity with

A Genome of CS

	Triticum urartu
	IG45475-1_Lebanon
	98.47

	Triticum urartu
	IG115817-2_Jordan
	98.47

	Triticum urartu
	IG44831-3_Syria  
	98.47

	Triticum urartu
	IG45108-4_Turkey  
	98.47

	Triticum urartu
	IG45477-5_Iran    
	98.19

	
	Sequence name  


	% Identity with 

B Genome of CS

	Aegilops speltoides var speltoides
	IG48766-1_Lebanon
	95.61

	Aegilops speltoides var speltoides
	IG46811-2_Turkey
	96.44

	Aegilops speltoides var ligustica
	IG46812-3_Turkey
	95.73

	Aegilops speltoides var ligustica
	IG46593-4_Syria
	96.15

	Aegilops speltoides var speltoides
	IG46597-5_Syria
	96.30

	
	Sequence name  

	% Identity with 

D Genome of CS

	Aegilops tauschii Coss. subsp. tauschii var. meyeri (Griseb.) Tzvelev
	AE525-1_Iran
	99.44

	Aegilops tauschii Coss. subsp. strangulata (Eig) Tzvelev
	AE526-2_Iran
	99.44

	Aegilops tauschii Coss.
	AE527-3_Iran
	99.44

	Aegilops tauschii Coss.
	AE541-4_Iran
	99.02

	Aegilops tauschii Coss.
	AE1068-5_Syria
	99.02


