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Supplementary Figure 1. Tree view of the complete included
EMEN2 parameter ontology. In addition to generic parameters
common to any scientific endeavor, this includes common data
types and parameters used in cryo-EM projects, including meta-
data from image headers, microscope and freezing apparatus set-
tings, reconstruction metadata, etc.
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Supplementary Figure 2. Tree view of the included EMEN2 protocol ontology. Protocols for common cryo-EM
experiments and data types are included. Users can customize these protocols by creating modified versions. For
non-cryo-EM use, the cryo-EM portion of the ontology can be easily removed.
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Supplementary Figure 3. Additional plotting examples. This scatterplot of CTF B-Factor versus measured defocus,
grouped by the microscope used, shows differences in the quality of data acquired with each instrument. The plot could
alternatively be grouped by specimen, microscopist, date, etc., to see if the differences are spurious or something that
needs to be seriously investigated. The plot is highly interactive and updates dynamically.
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Supplementary Figure 4a. Screenshot tour of additional database features. The main home page features user
administration tools, a table of recently created records, and a list of top-level projects.



m B EmENz: Query xvhﬂmm:mq

/" BNcw Database: webboxer Nl

€ 9 C  © ncmidb.bcm.edu/record/213067 /boxer/ beg K LN

A " fk Visible Count Size Name Actions 0
e HEO® 52

i 400 |Box Set 457451
= E

=

el

Supplementary Figure 4b. Interactive online particle picker. This tool uses EMAN2 on the server to render the
micrographs and boxed particles as tiles that are sent to the browser in real time. The micrograph may be panned and

zoomed, and particles are added with a click and removed with a shift-click. The boxed particles appear in the right
sidebar. Particle coordinates can be imported and exported from EMAN1 and EMAN2.
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Supplementary Figure 4c. Screenshot of the basic query interface for finding records by protocol, user, project, etc.





