
GO:0016137 (0.0157)

glycoside metabolic

process

6/372 | 104/37767

GO:0016138 (0.0276)

glycoside biosynthetic

process

5/372 | 79/37767

GO:0016143 (0.0112)

S-glycoside metabolic

process

5/372 | 62/37767

GO:0008152 (0.0123)

metabolic process

134/372 | 10614/37767

GO:0044281 

small molecule

metabolic process

GO:0009056 

catabolic process

GO:0044238 

primary metabolic

process

GO:0009058 

biosynthetic process

GO:0044237 

cellular metabolic

process

GO:0043170 

macromolecule metabolic

process

GO:0019748 (0.0112)

secondary metabolic

process

14/372 | 489/37767

GO:0009664 (0.000769)

plant-type cell

wall organization

7/372 | 79/37767

GO:0009827 (7.5e-05)

plant-type cell

wall modification

7/372 | 50/37767

GO:0009415 (7.54e-05)

response to water

13/372 | 240/37767

GO:0009414 (0.000903)

response to

water deprivation

11/372 | 229/37767

GO:0019752 

carboxylic acid

metabolic process

GO:0032787 (0.0196)

monocarboxylic acid

metabolic process

12/372 | 408/37767

GO:0009791 (6.5e-13)

post-embryonic development

37/372 | 705/37767

GO:0009845 (1.79e-07)

seed germination

11/372 | 83/37767

GO:0048316 (1.91e-10)

seed development

29/372 | 530/37767

GO:0009790 (7.76e-09)

embryonic development

26/372 | 535/37767

GO:0009793 (6.47e-08)

embryonic development

ending in seed dormancy

23/372 | 465/37767

GO:0044262 

cellular carbohydrate

metabolic process

GO:0034637 (0.0416)

cellular carbohydrate

biosynthetic process

7/372 | 177/37767

GO:0009737 (2.13e-09)

response to

abscisic acid stimulus

23/372 | 378/37767

GO:0042180 

cellular ketone

metabolic process

GO:0006082 

organic acid

metabolic process

GO:0019915 (0.000392)

lipid storage

5/372 | 24/37767

GO:0048608 (5.79e-06)

reproductive structure

development

30/372 | 978/37767

GO:0010154 (3.07e-10)

fruit development

29/372 | 557/37767

GO:0009651 (0.00299)

response to

salt stress

13/372 | 366/37767

GO:0042538 (0.00701)

hyperosmotic salinity

response

5/372 | 54/37767

GO:0044242 (0.0214)

cellular lipid

catabolic process

5/372 | 74/37767

GO:0090066 

regulation of

anatomical structure size

GO:0032535 

regulation of

cellular component size

GO:0007275 (1.11e-09)

multicellular organismal

development

56/372 | 2020/37767

GO:0009831 (0.000568)

plant-type cell

wall modification during multidimensional cell growth

5/372 | 27/37767

GO:0009719 (0.000522)

response to

endogenous stimulus

27/372 | 1068/37767

GO:0009725 (0.000137)

response to

hormone stimulus

27/372 | 982/37767

GO:0009825 (0.00544)

multidimensional cell

growth

5/372 | 50/37767

GO:0042547 (0.000742)

cell wall

modification during multidimensional cell growth

5/372 | 29/37767

GO:0000003 (2.98e-05)

reproduction

32/372 | 1186/37767

GO:0022414 (2.03e-05)

reproductive process

32/372 | 1161/37767

GO:0016042 (0.0358)

lipid catabolic

process

5/372 | 85/37767

GO:0044248 (0.029)

cellular catabolic

process

17/372 | 746/37767

GO:0016051 

carbohydrate biosynthetic

process

GO:0010033 (0.00569)

response to

organic substance

28/372 | 1342/37767

GO:0071554 

cell wall

organization or biogenesis

GO:0071555 

cell wall

organization

GO:0071669 

plant-type cell

wall organization or biogenesis

GO:0042545 (4.63e-05)

cell wall

modification

10/372 | 123/37767

GO:0040007 

growth

GO:0016049 

cell growth

GO:0065007 

biological regulation

GO:0065008 

regulation of

biological quality

GO:0033036 (0.0469)

macromolecule localization

12/372 | 462/37767

GO:0010876 (2.78e-09)

lipid localization

9/372 | 24/37767

GO:0009266 

response to

temperature stimulus

GO:0009409 (0.0358)

response to cold

10/372 | 328/37767

GO:0032502 (3.07e-10)

developmental process

62/372 | 2304/37767

GO:0003006 (1.84e-06)

reproductive developmental

process

31/372 | 978/37767

GO:0048856 (6.98e-09)

anatomical structure

development

49/372 | 1726/37767

GO:0009828 (0.00233)

plant-type cell

wall loosening

5/372 | 40/37767

GO:0032501 (1.18e-09)

multicellular organismal

process

57/372 | 2094/37767

GO:0006629 (0.00153)

lipid metabolic

process

22/372 | 841/37767

GO:0044255 

cellular lipid

metabolic process

GO:0005975 (0.00544)

carbohydrate metabolic

process

21/372 | 866/37767

GO:0019538 

protein metabolic

process

GO:0019760 (0.0112)

glucosinolate metabolic

process

5/372 | 62/37767

GO:0009987 

cellular process

GO:0019757 (0.0112)

glycosinolate metabolic

process

5/372 | 62/37767

GO:0044249 

cellular biosynthetic

process

GO:0006950 (0.00683)

response to stress

41/372 | 2320/37767

GO:0006970 (0.000769)

response to

osmotic stress

15/372 | 408/37767

GO:0006972 (0.0123)

hyperosmotic response

5/372 | 64/37767

GO:0006508 (0.000419)

proteolysis

23/372 | 810/37767

GO:0043436 

oxoacid metabolic

process

GO:0042221 (0.000903)

response to

chemical stimulus

41/372 | 2085/37767

GO:0051179 (0.011)

localization

35/372 | 1922/37767

GO:0009628 (0.00246)

response to

abiotic stimulus

31/372 | 1471/37767

GO:0050896 (0.000769)

response to stimulus

67/372 | 4057/37767

GO:0008361 

regulation of

cell size

GO:0006790 

sulfur metabolic

process

GO:0008150 

biological_process


