A COG Function Classification of Consensus Sequence

A ANA processing and modification (9~1.08%]

B: Chromatin structure and dynamics [1-0.12%]

C: Eneray production and conversion [48-5.76%]

D: Ce |, cell dwvision,

E: Aming acid ranspart and metabolsm [56-6.88°%]
F: Nucleotide ransport and metaboksm [5-0.6%]
(G: Carbohycrale ransport and metabsism [81-0.
H: Cosnayme ransgor and metabolism (12-1.44%)

1: Lipid transport and metabolism [30~3.61%]

J: Transiation, ribasamal stauclure and biogenesis [11+1.32%]
K: Transcrgtion [64-7.72%)

L Replcation, recombinalion and repair [49~5 5%

: Cell walimembeans/enveloge biogenesis [32-3.85%]

N: Cell moility [0~0%]

o

17-2.05%)

P Inorganic ion transpant and metabolism [36-4 66°%]
o biosynihesis, iransport |
R General funclion prediclion anly [150~18.05%]

5: Function unknown [34-4.0%5%]

T: Signal iransduction mechanisms [65~7.52%)]

U: Intzacefllar traffcking. secretion, and vesiular ianspon [3-0.36%]

V: Defense mechanisms [15=1.81%]

W: Extracellular structures [0-0%]

¥: Nuclear structure [0-0%]
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| A: ANA processing and modification (39~1.2%]

8: Chromatin structure and dynamics [10~0.31%)

C: Energy production and conversion [140-4.3%]
‘o6l division,

12%)
E: Amino acid transport and meftabolism [177-5.43%)]

F: Nucleotide transport and metaboksm [25-0.77%)

G: Carbohydrate iransport and meftabolism [250-7.67%)

H: Coenzyme transport and metabolism (66~2.03%]

1: Lipid transport and metabolism [109~3.35%]

: Transtation, 54%)

K: Transcription [281~8.62%]

L- Replication, recombination and repair [269-8.26%]

N: Cell motiity (2+0.06%]

- modification, he
P inorganic lon transpont and metabolism [121-3.71%]
o

[168-5.16%)

33%)
R: General function prediclion only (624~19.15%)

5: Function unknown [128~3 83%)

T: Signal transduction mechanisms [272-8.35%)

U: Intraceihlar trafficking, secretion. and vesicular transpor [26-0.8%]

V- Defense mechanisms [49~1.5%]

W Extracelular strucures (0-0%]

: Nuclear structure [0-0%)

2: Cproskeleton [46~1.41%]



