Supplemental Materials

Ancestry Informative Markers

The larger data set of all participants who provided genetic data included 37 ancestry marker SNPs that, in a previous study, differentiated Hispanics from non-Hispanic Caucasians (see Tian et al., 2007). These were recoded to ensure that the direction of effect for each SNP’s relation to Hispanic ancestry was negative, with scores of 0, 1, and 2 reflecting high, medium and low levels of Hispanic ancestry, respectively. After trichotomizing, a principal components analysis on these 37 SNPs indicated that the first component explained 18.99% of the variance, with only an additional 3.36% and 3.11% accounted for by the second and third, respectively. The scree plot indicated that the first component had an eigenvalue of 7.025, and the second through ninth components had eigenvalues between 1.243 and 1.020. Based on these findings, analyses used one component. Of the 37 ancestry marker SNPs, 32 loaded on this one component, with loadings at least as large as 0.3 or –0.3. These 32 SNPs were included in a factor analysis in Mplus, using Maximum Likelihood estimation. These factor scores significantly correlated with self-reported ethnicity, both in the larger data set (r = 0.86, p < 0.001) and in the current sample (r = 0.83, p < 0.001), suggesting that this ancestry gene score significantly differentiated between non-Hispanic Caucasians and Hispanics. This variable was coded such that lower scores indicate higher levels of Hispanic ancestry. Mplus fit statistics generally indicated good fit to the data (RMSEA = 0.025, CFI = 0.943, SRMR = 0.027). 

Table S.1. SNPs included in the Ancestry Gene Score

	
	SNP
	Gene

	1.
	rs883399
	ADAM17

	2.
	rs1572396
	ATRNL1

	3.
	rs730570
	C14orf70

	4.
	rs953786
	C18orf17

	5.
	rs1931059
	DLGAP3

	6.
	rs262838
	DOCK2

	7.
	rs6587216
	EPN2

	8.
	rs9847748
	FAM19A4

	9.
	rs762656
	HCFC1

	10.
	rs1475930
	IGLC3

	11.
	rs901304
	KCNH7

	12.
	rs2384319
	KIF3C

	13.
	rs1417999
	LOC347275

	14.
	rs1648180
	LOC387820

	15.
	rs9937955
	LOC729945

	16.
	rs1951936
	MPP7

	17.
	rs300152
	MSGN1

	18.
	rs4478653
	MTAP

	19.
	rs7995033
	MTMR6

	20.
	rs2065160
	NFASC

	21.
	rs7504
	NR0B2

	22.
	rs1638567
	POLD4

	23.
	rs734329
	PPP1R2P9

	24.
	rs2165139
	RBP2

	25.
	rs2065982
	RFC3

	26.
	rs814597
	ROPN1L

	27.
	rs2439522
	SDC2

	28.
	rs1426654
	SLC24A5

	29.
	rs1418032
	STK35

	30.
	rs9295009
	WDR27

	31.
	rs2380316
	WDR44

	32.
	rs17638989
	ZNF564


Moderation Analysis of Children’s Perception of Family Conflict by Children’s Impulsivity

Children with higher impulsivity may perceive more conflict, rather than conflict actually predicting children’s impulsivity. As a check of this alternative hypothesis we examined whether the correlations among children’s rating of family conflict in late childhood and an average of mothers’ and fathers’ ratings of family conflict in late childhood varied significantly based on high vs. low children’s impulsivity in late childhood. To test this we ran multigroup analyses in Mplus splitting the sample by high vs. low children’s impulsivity in late childhood (mean split and 1SD above/below the mean split) and using a chi-square difference test to see if the correlations were significantly different when freed vs. constrained across groups. There was no evidence of children’s reporter bias of family conflict by children’s level of impulsivity in late childhood.
Table S.2. Correlation between parent and child reports of family conflict at high and low levels of children’s impulsivity, and chi-square tests
	
	Correlation at High Impulsivity
	Correlation at Low Impulsivity
	(2 Difference

	Child impulsivity: mean split
	0.15**
	0.10, p = 0.053
	(2 (1) = 0.47, p = 0.50

	Child impulsivity: split 1 SD above/below mean 
	0.16*
	0.17, p = 0.10
	(2 (1) = 0.01, p = 0.92


*p < 0.05, **p < 0.01, ***p < 0.001.
