Fig. S1. Maximum likelihood tree representing relationships among fifty Cladonia borealis and the outgroup Cladonia gracilis based on (A) non-intron domain and (B) LSU intron of partial SSU, ITS1-5.8S-ITS2, and partial LSU rDNA region. Thickened branches indicate those that were conserved in the ML, parsimony, and NJ trees. Bootstrap values of the ML, parsimonious tree, and NJ tree (both 1000 replicates) were indicated on corresponding branches. Abbreviations of the geographical origin are as follows: King KG, King George Island; SV, Svalbard, Norway; PA, Punta Arenas, Chile
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Fig. S2. LSU intron-hypothesis tree
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Table S1. Topology tests under varying constraint

	Tree No.
	KSa test 
	SHb test 

	MP – best 1
	best
	0.667

	MP – best 2
	1.0000
	1.000

	ML – best
	1.000
	best

	MP – constraint 1 
	0.1574
	0.148

	MP – constraint 2
	0.1574
	0.148

	MP – constraint 3
	0.1574
	0.118

	MP – constraint 4
	0.1574
	0.118

	ML – constraint 
	0.1574
	0.148


a KS: Kishino-Hasegawa test with MP criteria

b SH: Shimodaira-Hasegawa test with ML criteria 

