Supplementary Table 1. Proteins identified in anti-dynamin-1 immunoprecipitations of mouse retina

[image: image1.emf]Proteins Accesion No.

Peptide 

Matches** Function IP-1 IP-2

160 kDa heat shock protein, mitochondrial P63038 13 MC

 

260S acidic ribosomal protein P0 P14869 5 TL

 

360S ribosomal protein L4 Q9D8E6 6 TL



460S ribosomal protein L6 P47911 3 TL

 

560S ribosomal protein L7  P14148 3 TL

 

660S ribosomal protein L12 * P35979 3 TL

 

760S ribosomal protein L18 P35980 2 TL

 

860S ribosomal protein L23a P62751 3 TL



9Actin-beta * P60710 29 CYT

 

10Actin-gamma P63260 92 CYT

 

11Actin-alpha 2 P62737 49 CYT

 

12ADP/ATP translocase 2 * P51881 2 MC



13Alpha-enolase * P17182 10 GL

 

14ATP synthase subunit alpha, mitochondrial * Q03265 5 IT, MC

 

15ATP synthase subunit beta, mitochondrial * P56480 7 IT, MC

 

16Baculoviral IAP repeat-containing protein 1a Q9QWK5 2 AP



17Beta-actin-like protein 2 * Q8BFZ3 2 CYT

 

18Cadherin-2 P15116 12 CA

 

19Cadherin-4 P39038 4 CA

 

20Calcium-binding mitochondrial carrier protein Aralar1 Q8BH59 4 MC

 

21Catenin alpha-1 P26231 6 CYT, CA



22Catenin alpha-2 Q61301 19 CYT, CA

 

23Catenin beta-1 Q02248 15 CA, mRNA, CYT

 

24Catenin delta-2  O35927 7 CA, mRNA

 

25Clathrin heavy chain 1 Q68FD5 9 MT, SP

 

26Complement C1q subcomponent subunit C * Q02105 3 CP



27Coronin-2B  Q8BH44 4 CYT



28Cytochrome b-c1 complex subunit 2, mitochondrial Q9DB77 3 MC



29Cytochrome c oxidase subunit 2 P00405 7 MC

 

30Cytochrome c oxidase subunit 4 isoform 1, mitochondrial P19783 3 MC



31Desmoplakin * E9Q557 5 CJ, CYT



32Dynamin-1 P39053 306 MT, SP

 

33Dynamin-2 P39054 22 MT, SP



34Dynamin-3 Q8BZ98 106 MT, SP

 

35Erlin-2  Q8BFZ9 2 IS



36F-actin-capping protein subunit alpha-1 P47753 3 CYT



37F-actin-capping protein subunit alpha-2 P47754 4 CYT



38F-actin-capping protein subunit beta P47757 2 CYT



39Gephyrin Q8BUV3 2 CYT, CJ, SP, MT



40Glutamine synthetase * P15105 5 MC



41Glutathione S-transferase Mu 7 * Q80W21 2 CM, SR

 

42Glyceraldehyde-3-phosphate dehydrogenase * P16858 28 GL, AP

 

43G patch domain-containing protein 8 A2A6A1 2 mRNA



44Guanine nucleotide-binding protein G(t) subunit alpha-1 * (Transducin alpha-1) P20612 8 PT

 

45Guanine nucleotide-binding protein G(o) subunit alpha P18872 3 PT



46Guanine nucleotide-binding protein G(olf) subunit alpha Q8CGK7 2 PT



47Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 * (Transducin beta-1) P62874 5 PT



48Heat shock 70 kDa protein 1A Q61696 5 SR



49Heat shock cognate 71 kDa protein * P63017 12 SR, mRNA

 

50Hemoglobin subunit alpha P01942 8 OX

 

51Hemoglobin subunit epsilon-Y2  P02104 2 OX



52Heterogeneous nuclear ribonucleoprotein K P61979 4 mRNA



53Heterogeneous nuclear ribonucleoprotein M Q9D0E1 10 mRNA

 

54Heterogeneous nuclear ribonucleoprotein U Q8VEK3 3 mRNA



55Importin subunit beta-1 P70168 2 MT



56IQ motif and SEC7 domain-containing protein 3  Q3TES0 11 MT, CYT

 

57Junction plakoglobin * Q02257 6 CYT

 

58Kremen protein 1 Q99N43 2 CA



59Lamin-B1 P14733 3 CYT



60L-lactate dehydrogenase A chain P06151 2 CM, GL



61Lima1 Q9ERG0 2 CYT

 

62Lysozyme C-1 P17897 3 AM



63Myelin expression factor 2 Q8C854 4 mRNA



64Myeloperoxidase P11247 2 AM



65Microtubule-associated protein 1B P14873 3 CYT, SP, MT

 

66Myosin light polypeptide 6  Q60605 3 MT



67Myosin regulatory light chain 12B Q3THE2 2 MT

 

68Mysoin-IV Q5SX39 5 MT



69Myosin-Va Q99104 23 MT

 

70Myosin-VI Q64331 21 MT

 

71Myosin-9  Q8VDD5 17 MT

 

72Myosin-10  Q61879 35 MT

 

73Myosin-14 Q6URW6 19 MT

 

74NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7 Q9Z1P6 2 MC



75NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10 Q9DCS9 2 MC



76Nestin Q6P5H2 2 MT, CYT, NG

 

77Neurofilament light polypeptide P08551 3 CYT, MT

 

78Nucleolar protein 56  Q9D6Z1 4 TL



79Peripherin-2 P15499 5 PT



801-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-3  P51432 3 IS



816-phosphofructokinase, liver type P12382 9 GL

 

82Plakophilin-4 Q68FH0 9 CA, CYT

 

83Pleckstrin homology domain-containing family A member 6 Q7TQG1 4 IS



84Polyadenylate-binding protein 1 P29341 2 mRNA



85Poly(rC)-binding protein 1 P60335 2 mRNA



86Poly(U)-binding-splicing factor PUF60 * Q3UEB3 20 mRNA, AP

 

87Probable ATP-dependent RNA helicase DDX5 * Q61656 5 mRNA

 

88Protein KIAA1967 homolog Q8VDP4 6 mRNA

 

89Pyruvate kinase isozymes M1/M2 * P52480 2 CM, GL



90Reticulon-4 Q99P72 2 NG



91RNA-binding protein 14 Q8C2Q3 3 mRNA

 

92Rhodopsin P15409 4 PT

 

93Rho GTPase-activating protein 32 Q811P8 8 SP, IS, MT

 

94Rootletin Q8CJ40 7 CYT

 

95Serine/arginine-rich splicing factor 1 Q6PDM2 5 mRNA

 

96Serine/threonine-protein phosphatase PP1-beta catalytic subunit P62141 3 CM, mRNA



97Serine/threonine-protein phosphatase PGAM5, mitochondrial  Q8BX10 6 MC

 

98Sodium/potassium-transporting ATPase subunit alpha-1 Q8VDN2 3 IT



99Sodium/potassium-transporting ATPase subunit alpha-2 Q6PIE5 4 IT

 

100Sodium/potassium-transporting ATPase subunit alpha-3 Q6PIC6 12 IT



101Solute carrier family 2, facilitated glucose transporter member 1 P17809 2 CM



102Spectrin (fodrin) alpha chain, brain P16546 26 CYT, SP

 

103Spectrin (fodrin) beta chain, brain 1 Q62261 25 CYT, SP

 

104Spectrin alpha chain, erythrocyte P08032 5 CYT



105Spectrin beta chain, erythrocyte P15508 3 CYT



106Splicing factor 3B subunit 1 Q99NB9 3 mRNA



107Splicing factor 3B subunit 3 Q921M3 6 mRNA



108SRC kinase signaling inhibitor 1 Q9QWI6 29 CYT, SP

 

109Synaptic vesicle membrane protein VAT-1 homolog-like Q80TB8 3 SP



110Synaptotagmin-1 * P46096 6 CJ, SP



111Testican-2 Q9ER58 2 NG

 

112Transcriptional activator protein Pur-alpha P42669 3 mRNA



113Transcriptional activator protein Pur-beta O35295 3 mRNA

 

114Tight junction protein ZO-1 P39447 2 CJ



115TOM1-like protein 2 Q5SRX1 2 MT



116Tropomodulin-2 Q9JKK7 5 CYT

 

117Tubulin alpha-1A chain * P68369 24 CYT

 

118Tubulin alpha-4A chain P68368 14 CYT

 

119Tubulin beta-2A chain * Q7TMM9 22 CYT



120Tubulin beta-4B chain * P68372 26 CYT

 

121Tubulin beta-5 chain * P99024 27 CYT

 

122Vimentin * P20152 31 MT

 

123V-type proton ATPase 116 kDa subunit a isoform 1 Q9Z1G4 12 IT, SP

 

124V-type proton ATPase catalytic subunit A P50516 6 IT

 

125V-type proton ATPase subunit B, brain isoform P62814 3 IT



126V-type proton ATPase subunit d 1 P51863 8 IT

 

127Voltage-dependent anion-selective channel protein 1 * Q60932 3 MC, IT



128Voltage-dependent anion-selective channel protein 2 Q60930 3 MC, IT



Peptide hits which did not reach statistical significance as determined by Matrix Science Mascot were omitted from the results.

All Keratins and Histone H2B types (10 types) were omitted from the results.

* Protein was identified in negative control IP experiment

AM: anti-microbial, AP: apoptosis, CA: cell adhesion, CM: cellular metabolism, CJ: cell junction; CP: complement, CYT; cytoskelton, 

GL: glycolysis, IS: intracellular signaling, IT: ion transport, MC: Mitochondria, mRNA: mRNA processing, 

MT: membrane dynamics and transport, NG: neurogenesis, OX: oxygen binding, PT: phototransduction,  SP: synpase, SR: stress response, TL: translation
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						Selected proteins identified in dynamin-1 immunoprecipitations of mouse retinal homogenate

						Proteins		Accesion No.		Score**		Peptide Matches**		Function		IP-1		IP-2

		1		1		60 kDa heat shock protein, mitochondrial		P63038		339		13		MC		ü		ü

		2		2		60S acidic ribosomal protein P0		P14869		154		5		TL		ü		ü

		3		4		60S ribosomal protein L6		P47911		93		3		TL		ü		ü

		4		5		60S ribosomal protein L7		P14148		121		3		TL		ü		ü

		5		7		60S ribosomal protein L18		P35980		118		2		TL		ü		ü

		6		10		Actin-gamma		P63260		1722		92		CYT		ü		ü

		7		11		Actin-alpha 2		P62737		666		49		CYT		ü		ü

		8		18		Cadherin-2		P15116		217		12		CA		ü		ü

		9		19		Cadherin-4		P39038		114		4		CA		ü		ü

		10		20		Calcium-binding mitochondrial carrier protein Aralar1		Q8BH59		33		4		MC		ü		ü

		11		22		Catenin alpha-2		Q61301		473		19		CYT, CA		ü		ü

		12		23		Catenin beta-1		Q02248		239		15		CA, mRNA, CYT		ü		ü

		13		24		Catenin delta-2		O35927		112		7		CA, mRNA		ü		ü

		14		25		Clathrin heavy chain 1		Q68FD5		195		9		MT, SP		ü		ü

		15		29		Cytochrome c oxidase subunit 2		P00405		245		7		MC		ü		ü

		16		32		Dynamin-1		P39053		7,629		306		MT, SP		ü		ü

		17		34		Dynamin-3		Q8BZ98		2443		106		MT, SP		ü		ü

		18		50		Hemoglobin subunit alpha		P01942		52		8		OX		ü		ü

		19		53		Heterogeneous nuclear ribonucleoprotein M		Q9D0E1		71		10		mRNA		ü		ü

		20		56		IQ motif and SEC7 domain-containing protein 3		Q3TES0		285		11		MT, CYT		ü		ü

		21		61		Lima1		Q9ERG0		51		2		CYT		ü		ü

		22		65		Microtubule-associated protein 1B		P14873		60		3		CYT, SP, MT		ü		ü

		23		67		Myosin regulatory light chain 12B		Q3THE2		64		2		MT		ü		ü

		24		69		Myosin-Va		Q99104		242		23		MT		ü		ü

		25		70		Myosin-VI		Q64331		347		21		MT		ü		ü

		26		71		Myosin-9		Q8VDD5		301		17		MT		ü		ü

		27		72		Myosin-10		Q61879		795		35		MT		ü		ü

		28		73		Myosin-14		Q6URW6		444		19		MT		ü		ü

		29		76		Nestin		Q6P5H2		35		2		MT, CYT, NG		ü		ü

		30		77		Neurofilament light polypeptide		P08551		63		3		CYT, MT		ü		ü

		31		81		6-phosphofructokinase, liver type		P12382		266		9		GL		ü		ü

		32		82		Plakophilin-4		Q68FH0		177		9		CA, CYT		ü		ü

		33		88		Protein KIAA1967 homolog		Q8VDP4		119		6		mRNA		ü		ü

		34		91		RNA-binding protein 14		Q8C2Q3		85		3		mRNA		ü		ü

		35		92		Rhodopsin		P15409		96		4		PT		ü		ü

		36		93		Rho GTPase-activating protein 32		Q811P8		97		8		SP, IS, MT		ü		ü

		37		94		Rootletin		Q8CJ40		51		7		CYT		ü		ü

		38		95		Serine/arginine-rich splicing factor 1		Q6PDM2		119		5		mRNA		ü		ü

		39		97		Serine/threonine-protein phosphatase PGAM5, mitochondrial		Q8BX10		95		6		MC		ü		ü

		40		99		Sodium/potassium-transporting ATPase subunit alpha-2		Q6PIE5		61		4		IT		ü		ü

		41		102		Spectrin (fodrin) alpha chain, brain		P16546		564		26		CYT, SP		ü		ü

		42		103		Spectrin (fodrin) beta chain, brain 1		Q62261		537		25		CYT, SP		ü		ü

		43		108		SRC kinase signaling inhibitor 1		Q9QWI6		515		29		CYT, SP		ü		ü

		44		111		Testican-2		Q9ER58		43		2		NG		ü		ü

		45		113		Transcriptional activator protein Pur-beta		O35295		40		3		mRNA		ü		ü

		46		116		Tropomodulin-2		Q9JKK7		100		5		CYT		ü		ü

		47		118		Tubulin alpha-4A chain		P68368		336		14		CYT		ü		ü

		48		123		V-type proton ATPase 116 kDa subunit a isoform 1		Q9Z1G4		155		12		IT, SP		ü		ü

		49		124		V-type proton ATPase catalytic subunit A		P50516		92		6		IT		ü		ü

		50		126		V-type proton ATPase subunit d 1		P51863		170		8		IT		ü		ü

						Peptide hits which did not reach statistical significance as determined by Matrix Science Mascot were omitted from the results.

						All Keratins and Histone H2B types (10 types) were omitted from the results.

						* Protein was identified in negative control IP experiment

						** Highest scores within experiments reported

						AM: anti-microbial, AP: apoptosis, CA: cell adhesion, CM: cellular metabolism, CJ: cell junction; CP: complement, CYT; cytoskelton,

						GL: glycolysis, IS: intracellular signaling, IT: ion transport, MC: Mitochondria, mRNA: mRNA processing,

						MT: membrane dynamics and transport, NG: neurogenesis, OX: oxygen binding, PT: phototransduction,  SP: synpase, SR: stress response, TL: translation
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						Selected proteins identified in dynamin-1 immunoprecipitations of mouse retinal homogenate

						Proteins		Accesion No.		Score**		Peptide Matches**		Function		IP-1		IP-2

		1		1		60 kDa heat shock protein, mitochondrial		P63038		339		13		MC		ü		ü

		2		2		60S acidic ribosomal protein P0		P14869		154		5		TL		ü		ü

		3		4		60S ribosomal protein L6		P47911		93		3		TL		ü		ü

		4		5		60S ribosomal protein L7		P14148		121		3		TL		ü		ü

		5		6		60S ribosomal protein L12 *		P35979		106		3		TL		ü		ü

		6		7		60S ribosomal protein L18		P35980		118		2		TL		ü		ü

		7		9		Actin-beta *		P60710		1024		29		CYT		ü		ü

		8		10		Actin-gamma		P63260		1722		92		CYT		ü		ü

		9		11		Actin-alpha 2		P62737		666		49		CYT		ü		ü

		10		13		Alpha-enolase *		P17182		82		10		GL		ü		ü

		11		14		ATP synthase subunit alpha, mitochondrial *		Q03265		116		5		IT, MC		ü		ü

		12		15		ATP synthase subunit beta, mitochondrial *		P56480		140		7		IT, MC		ü		ü

		13		17		Beta-actin-like protein 2 *		Q8BFZ3		38		2		CYT		ü		ü

		14		18		Cadherin-2		P15116		217		12		CA		ü		ü

		15		19		Cadherin-4		P39038		114		4		CA		ü		ü

		16		20		Calcium-binding mitochondrial carrier protein Aralar1		Q8BH59		33		4		MC		ü		ü

		17		22		Catenin alpha-2		Q61301		473		19		CYT, CA		ü		ü

		18		23		Catenin beta-1		Q02248		239		15		CA, mRNA, CYT		ü		ü

		19		24		Catenin delta-2		O35927		112		7		CA, mRNA		ü		ü

		20		25		Clathrin heavy chain 1		Q68FD5		195		9		MT, SP		ü		ü

		21		29		Cytochrome c oxidase subunit 2		P00405		245		7		MC		ü		ü

		22		32		Dynamin-1		P39053		7,629		306		MT, SP		ü		ü

		23		34		Dynamin-3		Q8BZ98		2443		106		MT, SP		ü		ü

		24		41		Glutathione S-transferase Mu 7 *		Q80W21		42		2		CM, SR		ü		ü

		25		42		Glyceraldehyde-3-phosphate dehydrogenase *		P16858		679		28		GL, AP		ü		ü

		26		44		Guanine nucleotide-binding protein G(t) subunit alpha-1 * (Transducin alpha-1)		P20612		174		8		PT		ü		ü

		27		49		Heat shock cognate 71 kDa protein *		P63017		378		12		SR, mRNA		ü		ü

		28		50		Hemoglobin subunit alpha		P01942		52		8		OX		ü		ü

		29		53		Heterogeneous nuclear ribonucleoprotein M		Q9D0E1		71		10		mRNA		ü		ü

		30		56		IQ motif and SEC7 domain-containing protein 3		Q3TES0		285		11		MT, CYT		ü		ü

		31		57		Junction plakoglobin *		Q02257		91		6		CYT		ü		ü

		32		61		Lima1		Q9ERG0		51		2		CYT		ü		ü

		33		65		Microtubule-associated protein 1B		P14873		60		3		CYT, SP, MT		ü		ü

		34		67		Myosin regulatory light chain 12B		Q3THE2		64		2		MT		ü		ü

		35		69		Myosin-Va		Q99104		242		23		MT		ü		ü

		36		70		Myosin-VI		Q64331		347		21		MT		ü		ü

		37		71		Myosin-9		Q8VDD5		301		17		MT		ü		ü

		38		72		Myosin-10		Q61879		795		35		MT		ü		ü

		39		73		Myosin-14		Q6URW6		444		19		MT		ü		ü

		40		76		Nestin		Q6P5H2		35		2		MT, CYT, NG		ü		ü

		41		77		Neurofilament light polypeptide		P08551		63		3		CYT, MT		ü		ü

		42		81		6-phosphofructokinase, liver type		P12382		266		9		GL		ü		ü

		43		82		Plakophilin-4		Q68FH0		177		9		CA, CYT		ü		ü

		44		86		Poly(U)-binding-splicing factor PUF60 *		Q3UEB3		613		20		mRNA, AP		ü		ü

		45		87		Probable ATP-dependent RNA helicase DDX5 *		Q61656		120		5		mRNA		ü		ü

		46		88		Protein KIAA1967 homolog		Q8VDP4		119		6		mRNA		ü		ü

		47		91		RNA-binding protein 14		Q8C2Q3		85		3		mRNA		ü		ü

		48		92		Rhodopsin		P15409		96		4		PT		ü		ü

		49		93		Rho GTPase-activating protein 32		Q811P8		97		8		SP, IS, MT		ü		ü

		50		94		Rootletin		Q8CJ40		51		7		CYT		ü		ü

		51		95		Serine/arginine-rich splicing factor 1		Q6PDM2		119		5		mRNA		ü		ü

		52		97		Serine/threonine-protein phosphatase PGAM5, mitochondrial		Q8BX10		95		6		MC		ü		ü

		53		99		Sodium/potassium-transporting ATPase subunit alpha-2		Q6PIE5		61		4		IT		ü		ü

		54		102		Spectrin (fodrin) alpha chain, brain		P16546		564		26		CYT, SP		ü		ü

		55		103		Spectrin (fodrin) beta chain, brain 1		Q62261		537		25		CYT, SP		ü		ü

		56		108		SRC kinase signaling inhibitor 1		Q9QWI6		515		29		CYT, SP		ü		ü

		57		111		Testican-2		Q9ER58		43		2		NG		ü		ü

		58		113		Transcriptional activator protein Pur-beta		O35295		40		3		mRNA		ü		ü

		59		116		Tropomodulin-2		Q9JKK7		100		5		CYT		ü		ü

		60		117		Tubulin alpha-1A chain *		P68369		627		24		CYT		ü		ü

		61		118		Tubulin alpha-4A chain		P68368		336		14		CYT		ü		ü

		62		120		Tubulin beta-4B chain *		P68372		725		26		CYT		ü		ü

		63		121		Tubulin beta-5 chain *		P99024		720		27		CYT		ü		ü

		64		122		Vimentin *		P20152		558		31		MT		ü		ü

		65		123		V-type proton ATPase 116 kDa subunit a isoform 1		Q9Z1G4		155		12		IT, SP		ü		ü

		66		124		V-type proton ATPase catalytic subunit A		P50516		92		6		IT		ü		ü

		67		126		V-type proton ATPase subunit d 1		P51863		170		8		IT		ü		ü

						Peptide hits which did not reach statistical significance as determined by Matrix Science Mascot were omitted from the results.

						All Keratins and Histone H2B types (10 types) were omitted from the results.

						* Protein was identified in negative control IP experiment

						** Highest scores within experiments reported

						AM: anti-microbial, AP: apoptosis, CA: cell adhesion, CM: cellular metabolism, CJ: cell junction; CP: complement, CYT; cytoskelton,

						GL: glycolysis, IS: intracellular signaling, IT: ion transport, MC: Mitochondria, mRNA: mRNA processing,

						MT: membrane dynamics and transport, NG: neurogenesis, OX: oxygen binding, PT: phototransduction,  SP: synpase, SR: stress response, TL: translation
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for supplement

		

				Proteins identified in anti-dynamin-1 immunoprecipitations

				Proteins		Accesion No.		Peptide Matches**		Function		IP-1		IP-2

		1		60 kDa heat shock protein, mitochondrial		P63038		13		MC		ü		ü

		2		60S acidic ribosomal protein P0		P14869		5		TL		ü		ü

		3		60S ribosomal protein L4		Q9D8E6		6		TL				ü

		4		60S ribosomal protein L6		P47911		3		TL		ü		ü

		5		60S ribosomal protein L7		P14148		3		TL		ü		ü

		6		60S ribosomal protein L12 *		P35979		3		TL		ü		ü

		7		60S ribosomal protein L18		P35980		2		TL		ü		ü

		8		60S ribosomal protein L23a		P62751		3		TL		ü

		9		Actin-beta *		P60710		29		CYT		ü		ü

		10		Actin-gamma		P63260		92		CYT		ü		ü

		11		Actin-alpha 2		P62737		49		CYT		ü		ü

		12		ADP/ATP translocase 2 *		P51881		2		MC		ü

		13		Alpha-enolase *		P17182		10		GL		ü		ü

		14		ATP synthase subunit alpha, mitochondrial *		Q03265		5		IT, MC		ü		ü

		15		ATP synthase subunit beta, mitochondrial *		P56480		7		IT, MC		ü		ü

		16		Baculoviral IAP repeat-containing protein 1a		Q9QWK5		2		AP				ü

		17		Beta-actin-like protein 2 *		Q8BFZ3		2		CYT		ü		ü

		18		Cadherin-2		P15116		12		CA		ü		ü

		19		Cadherin-4		P39038		4		CA		ü		ü

		20		Calcium-binding mitochondrial carrier protein Aralar1		Q8BH59		4		MC		ü		ü

		21		Catenin alpha-1		P26231		6		CYT, CA		ü

		22		Catenin alpha-2		Q61301		19		CYT, CA		ü		ü

		23		Catenin beta-1		Q02248		15		CA, mRNA, CYT		ü		ü

		24		Catenin delta-2		O35927		7		CA, mRNA		ü		ü

		25		Clathrin heavy chain 1		Q68FD5		9		MT, SP		ü		ü

		26		Complement C1q subcomponent subunit C *		Q02105		3		CP		ü

		27		Coronin-2B		Q8BH44		4		CYT		ü

		28		Cytochrome b-c1 complex subunit 2, mitochondrial		Q9DB77		3		MC				ü

		29		Cytochrome c oxidase subunit 2		P00405		7		MC		ü		ü

		30		Cytochrome c oxidase subunit 4 isoform 1, mitochondrial		P19783		3		MC		ü

		31		Desmoplakin *		E9Q557		5		CJ, CYT		ü

		32		Dynamin-1		P39053		306		MT, SP		ü		ü

		33		Dynamin-2		P39054		22		MT, SP		ü

		34		Dynamin-3		Q8BZ98		106		MT, SP		ü		ü

		35		Erlin-2		Q8BFZ9		2		IS		ü

		36		F-actin-capping protein subunit alpha-1		P47753		3		CYT		ü

		37		F-actin-capping protein subunit alpha-2		P47754		4		CYT		ü

		38		F-actin-capping protein subunit beta		P47757		2		CYT		ü

		39		Gephyrin		Q8BUV3		2		CYT, CJ, SP, MT				ü

		40		Glutamine synthetase *		P15105		5		MC				ü

		41		Glutathione S-transferase Mu 7 *		Q80W21		2		CM, SR		ü		ü

		42		Glyceraldehyde-3-phosphate dehydrogenase *		P16858		28		GL, AP		ü		ü

		43		G patch domain-containing protein 8		A2A6A1		2		mRNA		ü

		44		Guanine nucleotide-binding protein G(t) subunit alpha-1 * (Transducin alpha-1)		P20612		8		PT		ü		ü

		45		Guanine nucleotide-binding protein G(o) subunit alpha		P18872		3		PT		ü

		46		Guanine nucleotide-binding protein G(olf) subunit alpha		Q8CGK7		2		PT		ü

		47		Guanine nucleotide-binding protein G(I)/G(S)/G(T) subunit beta-1 * (Transducin beta-1)		P62874		5		PT		ü

		48		Heat shock 70 kDa protein 1A		Q61696		5		SR				ü

		49		Heat shock cognate 71 kDa protein *		P63017		12		SR, mRNA		ü		ü

		50		Hemoglobin subunit alpha		P01942		8		OX		ü		ü

		51		Hemoglobin subunit epsilon-Y2		P02104		2		OX		ü

		52		Heterogeneous nuclear ribonucleoprotein K		P61979		4		mRNA				ü

		53		Heterogeneous nuclear ribonucleoprotein M		Q9D0E1		10		mRNA		ü		ü

		54		Heterogeneous nuclear ribonucleoprotein U		Q8VEK3		3		mRNA				ü

		55		Importin subunit beta-1		P70168		2		MT		ü

		56		IQ motif and SEC7 domain-containing protein 3		Q3TES0		11		MT, CYT		ü		ü

		57		Junction plakoglobin *		Q02257		6		CYT		ü		ü

		58		Kremen protein 1		Q99N43		2		CA				ü

		59		Lamin-B1		P14733		3		CYT				ü

		60		L-lactate dehydrogenase A chain		P06151		2		CM, GL		ü

		61		Lima1		Q9ERG0		2		CYT		ü		ü

		62		Lysozyme C-1		P17897		3		AM		ü

		63		Myelin expression factor 2		Q8C854		4		mRNA				ü

		64		Myeloperoxidase		P11247		2		AM		ü

		65		Microtubule-associated protein 1B		P14873		3		CYT, SP, MT		ü		ü

		66		Myosin light polypeptide 6		Q60605		3		MT		ü

		67		Myosin regulatory light chain 12B		Q3THE2		2		MT		ü		ü

		68		Mysoin-IV		Q5SX39		5		MT				ü

		69		Myosin-Va		Q99104		23		MT		ü		ü

		70		Myosin-VI		Q64331		21		MT		ü		ü

		71		Myosin-9		Q8VDD5		17		MT		ü		ü

		72		Myosin-10		Q61879		35		MT		ü		ü

		73		Myosin-14		Q6URW6		19		MT		ü		ü

		74		NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7		Q9Z1P6		2		MC		ü

		75		NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10		Q9DCS9		2		MC		ü

		76		Nestin		Q6P5H2		2		MT, CYT, NG		ü		ü

		77		Neurofilament light polypeptide		P08551		3		CYT, MT		ü		ü

		78		Nucleolar protein 56		Q9D6Z1		4		TL				ü

		79		Peripherin-2		P15499		5		PT		ü

		80		1-phosphatidylinositol-4,5-bisphosphate phosphodiesterase beta-3		P51432		3		IS		ü

		81		6-phosphofructokinase, liver type		P12382		9		GL		ü		ü

		82		Plakophilin-4		Q68FH0		9		CA, CYT		ü		ü

		83		Pleckstrin homology domain-containing family A member 6		Q7TQG1		4		IS		ü

		84		Polyadenylate-binding protein 1		P29341		2		mRNA		ü

		85		Poly(rC)-binding protein 1		P60335		2		mRNA				ü

		86		Poly(U)-binding-splicing factor PUF60 *		Q3UEB3		20		mRNA, AP		ü		ü

		87		Probable ATP-dependent RNA helicase DDX5 *		Q61656		5		mRNA		ü		ü

		88		Protein KIAA1967 homolog		Q8VDP4		6		mRNA		ü		ü

		89		Pyruvate kinase isozymes M1/M2 *		P52480		2		CM, GL				ü

		90		Reticulon-4		Q99P72		2		NG				ü

		91		RNA-binding protein 14		Q8C2Q3		3		mRNA		ü		ü

		92		Rhodopsin		P15409		4		PT		ü		ü

		93		Rho GTPase-activating protein 32		Q811P8		8		SP, IS, MT		ü		ü

		94		Rootletin		Q8CJ40		7		CYT		ü		ü

		95		Serine/arginine-rich splicing factor 1		Q6PDM2		5		mRNA		ü		ü

		96		Serine/threonine-protein phosphatase PP1-beta catalytic subunit		P62141		3		CM, mRNA		ü

		97		Serine/threonine-protein phosphatase PGAM5, mitochondrial		Q8BX10		6		MC		ü		ü

		98		Sodium/potassium-transporting ATPase subunit alpha-1		Q8VDN2		3		IT				ü

		99		Sodium/potassium-transporting ATPase subunit alpha-2		Q6PIE5		4		IT		ü		ü

		100		Sodium/potassium-transporting ATPase subunit alpha-3		Q6PIC6		12		IT				ü

		101		Solute carrier family 2, facilitated glucose transporter member 1		P17809		2		CM				ü

		102		Spectrin (fodrin) alpha chain, brain		P16546		26		CYT, SP		ü		ü

		103		Spectrin (fodrin) beta chain, brain 1		Q62261		25		CYT, SP		ü		ü

		104		Spectrin alpha chain, erythrocyte		P08032		5		CYT				ü

		105		Spectrin beta chain, erythrocyte		P15508		3		CYT				ü

		106		Splicing factor 3B subunit 1		Q99NB9		3		mRNA				ü

		107		Splicing factor 3B subunit 3		Q921M3		6		mRNA				ü

		108		SRC kinase signaling inhibitor 1		Q9QWI6		29		CYT, SP		ü		ü

		109		Synaptic vesicle membrane protein VAT-1 homolog-like		Q80TB8		3		SP				ü

		110		Synaptotagmin-1 *		P46096		6		CJ, SP				ü

		111		Testican-2		Q9ER58		2		NG		ü		ü

		112		Transcriptional activator protein Pur-alpha		P42669		3		mRNA		ü

		113		Transcriptional activator protein Pur-beta		O35295		3		mRNA		ü		ü

		114		Tight junction protein ZO-1		P39447		2		CJ		ü

		115		TOM1-like protein 2		Q5SRX1		2		MT				ü

		116		Tropomodulin-2		Q9JKK7		5		CYT		ü		ü

		117		Tubulin alpha-1A chain *		P68369		24		CYT		ü		ü

		118		Tubulin alpha-4A chain		P68368		14		CYT		ü		ü

		119		Tubulin beta-2A chain *		Q7TMM9		22		CYT				ü

		120		Tubulin beta-4B chain *		P68372		26		CYT		ü		ü

		121		Tubulin beta-5 chain *		P99024		27		CYT		ü		ü

		122		Vimentin *		P20152		31		MT		ü		ü

		123		V-type proton ATPase 116 kDa subunit a isoform 1		Q9Z1G4		12		IT, SP		ü		ü

		124		V-type proton ATPase catalytic subunit A		P50516		6		IT		ü		ü

		125		V-type proton ATPase subunit B, brain isoform		P62814		3		IT				ü

		126		V-type proton ATPase subunit d 1		P51863		8		IT		ü		ü

		127		Voltage-dependent anion-selective channel protein 1 *		Q60932		3		MC, IT				ü

		128		Voltage-dependent anion-selective channel protein 2		Q60930		3		MC, IT		ü

				Peptide hits which did not reach statistical significance as determined by Matrix Science Mascot were omitted from the results.

				All Keratins and Histone H2B types (10 types) were omitted from the results.

				* Protein was identified in negative control IP experiment

				** Highest matches within experiments reported

				AM: anti-microbial, AP: apoptosis, CA: cell adhesion, CM: cellular metabolism, CJ: cell junction; CP: complement, CYT; cytoskelton,

				GL: glycolysis, IS: intracellular signaling, IT: ion transport, MC: Mitochondria, mRNA: mRNA processing,

				MT: membrane dynamics and transport, NG: neurogenesis, OX: oxygen binding, PT: phototransduction,  SP: synpase, SR: stress response, TL: translation



P63038

P14869

Q9D8E6

P47911

P14148

P35979

P35980

P62751

P60710

P63260

P62737

P51881

P17182

Q03265

P56480

Q9QWK5

Q8BFZ3

P15116

P39038

Q8BH59

P26231

Q61301

Q02248

O35927

Q68FD5

Q02105

Q8BH44

Q9DB77

P00405

P19783

E9Q557

P39053

P39054

Q8BZ98

Q8BFZ9

P47753

P47754

P47757

Q8BUV3

P15105

Q80W21

P16858

A2A6A1

P20612

P18872

Q8CGK7

P62874

Q61696

P63017

P01942

P02104

P61979

Q9D0E1

Q8VEK3

P70168

Q3TES0

Q02257

Q99N43

P14733

Q9ERG0

P17897

Q8C854

P11247

P14873

Q60605

Q3THE2

Q5SX39

Q99104

Q64331

Q8VDD5

Q61879

Q6URW6

Q9Z1P6

Q9DCS9

Q6P5H2

P08551

Q9D6Z1

P15499

P51432

P12382

Q68FH0

Q7TQG1

P29341

P60335

Q3UEB3

Q61656

Q8VDP4

P52480

Q99P72

Q8C2Q3

P15409

Q811P8

Q8CJ40

P62141

Q8BX10

Q8VDN2

Q6PIE5

Q6PIC6

P17809

P16546

Q62261

P08032

P15508

Q99NB9

Q921M3

Q9QWI6

Q80TB8

P46096

Q9ER58

P42669

O35295

P39447

Q5SRX1

Q9JKK7

P68369

P68368

Q7TMM9

P68372

P99024

P20152

Q9Z1G4

P50516

P62814

P51863

Q60932

Q60930

P06151

Q6PDM2



categories

		

		Cytoskeleton (16)						Membrane dynamics and transport (14)										Synapse (9)						Other (6)

		actin gamma						Clathrin heavy chain 1										dynamin-1						phosphfructokinase

		actin alpha 2						dynamin-1										dynamin-3						hemoglobin

		catenin alpha 2						dynamin-3										rho gtpase activating protein 32						rhodopsin

		catenin beta 1						IQ motif and SEC7 domain-containing protein 3										src kinase signalling inhibitor 1						Testican-2

		lima 1						Myosin regulatory light chain 12B										Clathrin heavy chain 1						Nestin

		map1b						Myosin-Va										Spectrin alpha chain, brain						rho gtpase activating protein 32

		neurofilament light polypeptide						Myosin-VI										Spectrin beta chain, brain 1

		rootletin						Myosin-9										V-type proton ATPase 116 kDa subunit a isoform 1

		Spectrin alpha chain, brain						Myosin-10										map1b

		Spectrin beta chain, brain 1						Myosin-14

		src kinase signalling inhibitor 1						Nestin

		tropomodulin 2						Rho GTPase-activating protein 32

		tubulin alpha 4a chain						map 1b

		IQ motif and SEC7 domain-containing protein 3						neurofilament light polypeptide

		Nestin

		Plakophilin-4

		mRNA processing (7)										Mitochondria (4)

		Heterogeneous nuclear ribonucleoprotein M										Calcium-binding mitochondrial carrier protein Aralar1

		Protein KIAA1967 homolog										Cytochrome c oxidase subunit 2

		Serine/arginine-rich splicing factor 1										Serine/threonine-protein phosphatase PGAM5, mitochondrial

		RNA-binding protein 14										60 kDa heat shock protein, mitochondrial

		Transcriptional activator protein Pur-beta

		Catenin beta-1

		Catenin delta-2

		Cell adhesion (6)				Ion transport (4)												Translation (4)

		Cadherin-2				Sodium/potassium-transporting ATPase subunit alpha-2												60S acidic ribosomal protein P0

		Cadherin-4				V-type proton ATPase 116 kDa subunit a isoform 1												60S ribosomal protein L6

		Catenin alpha-2				V-type proton ATPase catalytic subunit A												60S ribosomal protein L7

		Catenin beta-1				V-type proton ATPase subunit d 1												60S ribosomal protein L18

		Catenin delta-2

		Plakophilin-4






