Supplemental Table 1. Information of primers and probes for TaqMan allelic discrimination.
	Polymorphism
	Sequence (5’-3’)

	MXA rs2071430
	Primer
	F: CCGAGAACCTGCGTCTCC

	
	
	R: CGCGAAGAAATGAAACTCACAGAC

	
	Probe
	FAM-CGTTTCTGCGCCCG

	
	
	HEX-CGTTTCTGCTCCCG

	MXA rs17000900
	Primer
	F: CCGAGAACCTGCGTCTCC

	
	
	R: CGCGAAGAAATGAAACTCACAGAC

	
	Probe
	FAM-CAAGTGCTGCAGGTG

	
	
	HEX-CAAGTGCTGAAGGTG

	IL28B rs1298075
	Primer
	F: TGAGGTGCTGAGAGAAGTCAAATT

	
	
	R: CGCTACCCCGGCAAATATT

	
	Probe
	FAM-CTAGAAACGGACGTGTC

	
	
	HEX-CTAGAAACAGACGTGTCT


Supplemental Table 2. Association of selected polymorphisms with EVR.
	Genotype
	EVR
	N-EVR
	OR (95% CI)
	P value

	rs2071430
	
	
	
	

	GG
	102(50.8)
	37(56.1)
	
	

	GT
	80(39.8)
	24(36.4)
	1.09(0.52-2.29)
	0.817

	TT
	19(9.4)
	5(7.6)
	 1.83(0.33-10.13)
	0.487

	Dom
	
	
	1.03(0.51-2.06)
	0.942

	Add
	
	
	1.20(0.65-2.19)
	0.562

	rs17000900
	
	
	
	

	CC
	155(74.2)
	47(72.3)
	
	

	AC
	49(23.4)
	15(23.1)
	1.13(0.49-2.58)
	0.779

	AA
	5(2.4)
	3(4.6)
	0.12(0.01-1.52)
	0.102

	Dom
	
	
	0.97(0.45-2.12)
	0.949

	Add
	
	
	0.78(0.39-1.55)
	0.480

	rs1298075
	
	
	
	

	AA
	188(87.4)
	38(55.1)
	
	

	AG
	17(7.9)
	26(37.7)
	0.24(0.10-0.57)
	0.001

	GG
	10(4.7)
	5(7.3)
	0.33(0.07-1.52)
	0.155

	Dom
	
	
	0.25(0.11-0.56)
	0.001

	Add
	
	
	0.38(0.20-0.71)
	0.003


Logistic regression analyses adjusted for age, gender, GLU, AFP, platelets. Abbreviation: N-EVR, non-early virological response; EVR, early virological response

