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Fig. S1. Distribution of internal positive control (IPC) Ct values for all M-gene bead tests (n=415) which did not show evidence of inhibition.  Total testing included 184 individual and 144 pooled swabs plus the relevant rRT-PCR controls (see Methods).
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Fig. S2. The fit of the logit regression model (solid line) to the number of samples that have a Ct value versus time since infection using the M wet PCR for cloacal swabs (asterisk) for a) cloacal swabs and b) the buccal swabs.  
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Fig. S3. The fit of the logit regression model (solid line) to the number of samples that have a Ct value versus time since infection using the M gene bead PCR for cloacal swabs (asterisk) for a) cloacal swabs and b) the buccal swabs.  

Table S1. Simple calculation of the loss of BHIB volume due to introduction and withdrawal of (i) single and (ii) pooled swabs

	
	
	
	

	Tubes 1-4:  Single swab
	
	
	

	Tubes 5-8: Five swabs
	
	
	

	
	
	
	
	

	Tube no.
	Pre vol
	Post vol
	Vol loss after addition & removal of swab(s)
	Average volume loss

	1
	990
	960
	30
	25

	2
	995
	980
	15
	

	3
	980
	940
	40
	

	4
	975
	960
	15
	

	5
	980
	840
	140
	124

	6
	980
	900
	80
	

	7
	980
	850
	130
	

	8
	965
	820
	145
	


