Supplementary Figure S1 

Fadeouts and Interepidemic periods (adapted from [1])
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Figure S1. (a) This figure illustrates the classic relationship between population size and number of measles fadeouts as seen in pre-vaccination England and Wales from 1944-1964.  Red line indicates CCS [2].  (b) Schematic showing the relationship between interepidemic periods and reintroductions for measles.  Introduced cases end interepidemic periods and therefore determine their length.  Infrequent or few introductions (red arrows) produce long interepidemic periods (left) whereas frequent or many introduced cases produce short interepidemic periods (right) 
 ADDIN EN.CITE 

[3, 4]
.  See discussion for application to meningitis.
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