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SUPPLEMENTARY MATERIAL 
	Supplementary Table 1. Sequence types and clonal complexes (CCs) observed among serogroups and partition of the data into disease and carrier isolates



	
	No. of disease isolates/no. of carrier isolates among different serogroups

	CC and ST
	A
	B
	C
	W135
	X
	Z
	29E
	NG
	Total

	CC ST-4821
	0/1
	1/13
	71/127
	0/1
	
	
	
	0/8
	72/150

	3200
	
	0/2
	1/1
	
	
	
	
	
	1/3

	3436
	
	0/1
	
	0/1
	
	
	
	0/1
	0/3

	4820
	
	
	2/2
	
	
	
	
	
	2/2

	4821
	
	0/1
	65/115
	
	
	
	
	0/4
	65/120

	4831
	
	
	1/0
	
	
	
	
	
	1/0

	4832
	
	
	0/2
	
	
	
	
	
	0/2

	4833
	
	
	0/1
	
	
	
	
	
	0/1

	4837
	
	
	0/1
	
	
	
	
	
	0/1

	4896
	
	
	1/0
	
	
	
	
	
	1/0

	4897
	0/1
	
	
	
	
	
	
	
	0/1

	5463
	
	
	1/0
	
	
	
	
	
	1/0

	5473
	
	
	0/1
	
	
	
	
	0/3
	0/4

	5474
	
	0/1
	
	
	
	
	
	
	0/1

	5584
	
	0/1
	
	
	
	
	
	
	0/1

	5610
	
	0/3
	
	
	
	
	
	
	0/3

	5614
	
	0/2
	
	
	
	
	
	
	0/2

	5618
	
	0/1
	
	
	
	
	
	
	0/1

	5664
	
	0/1
	
	
	
	
	
	
	0/1

	5798
	
	1/0
	
	
	
	
	
	
	1/0

	6928
	
	
	0/4
	
	
	
	
	
	0/4

	
	
	
	
	
	
	
	
	
	

	CC ST-5
	45/19
	1/1
	2/6
	
	
	
	
	0/1
	48/27

	4898
	0/1
	
	
	
	
	
	
	
	0/1

	5082
	2/0
	
	
	
	
	
	
	
	2/0

	5083
	1/0
	
	
	
	
	
	
	
	1/0

	5084
	
	
	1/0
	
	
	
	
	
	1/0

	5114
	0/1
	
	
	
	
	
	
	
	0/1

	5466
	0/1
	
	
	
	
	
	
	
	0/1

	7
	42/16
	1/1
	1/6
	
	
	
	
	0/1
	44/24

	
	
	
	
	
	
	
	
	
	

	CC ST-41/44
	
	0/6
	
	
	
	
	
	
	0/6

	3532
	
	0/1
	
	
	
	
	
	
	0/1

	5635
	
	0/5
	
	
	
	
	
	
	0/5

	
	
	
	
	
	
	
	
	
	

	CC ST-32
	
	1/2
	
	
	
	
	
	
	1/2

	32
	
	0/1
	
	
	
	
	
	
	0/1

	5665
	
	0/1
	
	
	
	
	
	
	0/1

	6930
	
	1/0
	
	
	
	
	
	
	1/0

	
	
	
	
	
	
	
	
	
	

	CC ST198
	
	0/1
	0/2
	
	0/1
	
	0/1
	0/2
	0/7

	2146
	
	0/1
	0/2
	
	0/1
	
	0/1
	0/2
	0/7

	
	
	
	
	
	
	
	
	
	

	CC ST-174
	
	
	
	
	
	
	
	0/1
	0/1

	2977
	
	
	
	
	
	
	
	0/1
	0/1

	
	
	
	
	
	
	
	
	
	

	CC ST-11
	
	
	1/0
	3/1
	
	
	
	
	4/1

	11
	
	
	
	3/1
	
	
	
	
	3/1

	658
	
	
	1/0
	
	
	
	
	
	1/0

	
	
	
	
	
	
	
	
	
	

	CC ST-103
	
	
	
	
	1/0
	
	
	
	1/0

	5944
	
	
	
	
	1/0
	
	
	
	1/0

	
	
	
	
	
	
	
	
	
	

	CC ST-1
	0/2
	
	
	
	
	
	
	
	0/2

	3
	0/1
	
	
	
	
	
	
	
	0/1

	5555
	0/1
	
	
	
	
	
	
	
	0/1

	
	
	
	
	
	
	
	
	
	

	UA
	0/1
	2/24
	2/15
	0/1
	
	0/1
	
	0/3
	4/45

	4823
	
	
	0/1
	
	
	
	
	
	0/1

	4894
	
	
	0/1
	
	
	
	
	
	0/1

	4895
	
	
	0/1
	
	
	
	
	
	0/1

	4978
	
	
	0/1
	
	
	
	
	
	0/1

	4979
	
	
	
	
	
	0/1
	
	
	0/1

	5113
	0/1
	0/1
	
	
	
	
	
	
	0/2

	5475
	
	
	0/1
	
	
	
	
	
	0/1

	5540
	
	
	1/1
	
	
	
	
	
	1/1

	5541
	
	
	0/1
	
	
	
	
	
	0/1

	5542
	
	0/1
	0/2
	
	
	
	
	
	0/3

	5556
	
	
	0/1
	
	
	
	
	
	0/1

	5567
	
	0/2
	
	
	
	
	
	
	0/2

	5568
	
	
	0/1
	
	
	
	
	
	0/1

	5569
	
	
	0/1
	
	
	
	
	
	0/1

	5587
	
	
	
	0/1
	
	
	
	
	0/1

	5609
	
	0/1
	
	
	
	
	
	
	0/1

	5611
	
	0/2
	
	
	
	
	
	
	0/2

	5612
	
	0/1
	
	
	
	
	
	
	0/1

	5613
	
	0/1
	
	
	
	
	
	
	0/1

	5615
	
	0/3
	
	
	
	
	
	
	0/3

	5616
	
	0/1
	
	
	
	
	
	
	0/1

	5617
	
	0/2
	
	
	
	
	
	
	0/2

	5619
	
	0/1
	
	
	
	
	
	
	0/1

	5620
	
	0/2
	
	
	
	
	
	
	0/2

	5634
	
	0/1
	
	
	
	
	
	
	0/1

	5636
	
	0/1
	
	
	
	
	
	
	0/1

	5662
	
	0/1
	
	
	
	
	
	
	0/1

	5666
	
	0/1
	
	
	
	
	
	
	0/1

	5680
	
	
	0/1
	
	
	
	
	
	0/1

	5740
	
	0/1
	
	
	
	
	
	
	0/1

	5750
	
	
	0/2
	
	
	
	
	
	0/2

	5751
	
	
	1/0
	
	
	
	
	
	1/0

	5819
	
	
	
	
	
	
	
	0/2
	0/2

	5863
	
	1/1
	
	
	
	
	
	0/1
	1/2

	8208
	
	1/0
	
	
	
	
	
	
	1/0

	
	
	
	
	
	
	
	
	
	

	Total 
	45/23
	5/47
	76/150
	3/3
	0/1
	1/1
	0/1
	0/15
	130/241

	NG, non-groupable; UA, unassigned to a clonal complex.


	Supplementary Table 2. MLST types (STs) and Clonal complexes (CCs) observed among years and partition of the data into disease and carrier isolates 


	
	No. of disease isolates/no. of carrier isolates among different years

	CC and ST
	2003-2004
	2004-2005
	2005-2006
	2006-2007
	2007-2008
	Total

	CC ST-4821
	2/26
	19/59
	28/40
	11/10
	12/15
	72/150

	3200
	
	0/2
	1/1
	
	
	1/3

	3436
	
	0/1
	
	0/1
	0/1
	0/3

	4820
	
	2/2
	
	
	
	2/2

	4821
	2/25
	15/43
	26/37
	11/8
	11/7
	65/120

	4831
	
	1/0
	
	
	
	1/0

	4832
	
	0/2
	
	
	
	0/2

	4833
	
	0/1
	
	
	
	0/1

	4837
	0/1
	
	
	
	
	0/1

	4896
	
	1/
	
	
	
	1/0

	4897
	
	0/1
	
	
	
	0/1

	5463
	
	
	1/0
	
	
	1/0

	5473
	
	
	0/1
	
	0/3
	0/4

	5474
	
	
	0/1
	
	
	0/1

	5584
	
	0/1
	
	
	
	0/1

	5610
	
	0/3
	
	
	
	0/3

	5614
	
	0/2
	
	
	
	0/2

	5618
	
	0/1
	
	
	
	0/1

	5664
	
	
	
	0/1
	
	0/1

	5798
	
	
	
	
	1/0
	1/0

	6928
	
	
	
	
	0/4
	0/4

	
	
	
	
	
	
	

	CC ST-5
	0/3
	33/13
	3/6
	7/2
	5/3
	48/27

	4898
	0/1
	
	
	
	
	0/1

	5082
	
	2/0
	
	
	
	2/0

	5083
	
	1/0
	
	
	
	1/0

	5084
	
	1/0
	
	
	
	1/0

	5114
	
	0/1
	
	
	
	0/1

	5466
	
	0/1
	
	
	
	0/1

	7
	0/2
	29/11
	3/6
	7/2
	5/3
	44/24

	
	
	
	
	
	
	

	CC ST-41/44
	
	0/5
	
	
	0/1
	0/6

	3532
	
	
	
	
	0/1
	0/1

	5635
	
	0/5
	
	
	
	0/5

	
	
	
	
	
	
	

	CC ST-32
	
	0/1
	0/1
	
	1/0
	1/2

	32
	
	
	0/1
	
	
	0/1

	5665
	
	0/1
	
	
	
	0/1

	6930
	
	
	
	
	1/0
	1/0

	
	
	
	
	
	
	

	CC ST198
	0/1
	0/2
	
	0/3
	0/1
	0/7

	2146
	0/1
	0/2
	
	0/3
	0/1
	0/7

	
	
	
	
	
	
	

	CC ST-174
	
	
	
	0/1
	
	0/1

	2977
	
	
	
	0/1
	
	0/1

	
	
	
	
	
	
	

	CC ST-11
	
	1/0
	1/0
	1/0
	1/1
	4/1

	11
	
	
	1/
	1/
	1/1
	3/1

	658
	
	1/
	
	
	
	1/0

	
	
	
	
	
	
	

	CC ST-103
	
	
	
	1/0
	
	1/0

	5944
	
	
	
	1/0
	
	1/0

	
	
	
	
	
	
	

	CC ST-1
	
	0/1
	0/1
	
	
	0/2

	3
	
	0/1
	
	
	
	0/1

	5555
	
	
	0/1
	
	
	0/1

	
	
	
	
	
	
	

	UA
	0/1
	0/21
	2/16
	0/3
	2/4
	4/45

	4823
	0/1
	
	
	
	
	0/1

	4894
	
	0/1
	
	
	
	0/1

	4895
	
	0/1
	
	
	
	0/1

	4978
	
	0/1
	
	
	
	0/1

	4979
	
	
	0/1
	
	
	0/1

	5113
	
	0/2
	
	
	
	0/2

	5475
	
	
	0/1
	
	
	0/1

	5540
	
	
	1/1
	
	
	1/1

	5541
	
	
	0/1
	
	
	0/1

	5542
	
	
	0/2
	
	0/1
	0/3

	5556
	
	
	0/1
	
	
	0/1

	5567
	
	
	0/2
	
	
	0/2

	5568
	
	
	0/1
	
	
	0/1

	5569
	
	
	0/1
	
	
	0/1

	5587
	
	0/1
	
	
	
	0/1

	5609
	
	0/1
	
	
	
	0/1

	5611
	
	0/2
	
	
	
	0/2

	5612
	
	0/1
	
	
	
	0/1

	5613
	
	0/1
	
	
	
	0/1

	5615
	
	0/3
	
	
	
	0/3

	5616
	
	0/1
	
	
	
	0/1

	5617
	
	0/2
	
	
	
	0/2

	5619
	
	0/1
	
	
	
	0/1

	5620
	
	
	0/2
	
	
	0/2

	5634
	
	0/1
	
	
	
	0/1

	5636
	
	
	0/1
	
	
	0/1

	5662
	
	0/1
	
	
	
	0/1

	5666
	
	0/1
	
	
	
	0/1

	5680
	
	
	0/1
	
	
	0/1

	5740
	
	
	0/1
	
	
	0/1

	5750
	
	
	0/2
	
	
	0/2

	5751
	
	
	1/0
	
	
	1/0

	5819
	
	
	
	
	0/2
	0/2

	5863
	
	
	
	0/1
	1/1
	1/2

	8208
	
	
	
	
	1/0
	1/0

	
	
	
	
	
	
	

	Total 
	2/31
	53/102
	34/64
	20/19
	21/25
	130/241

	NG, non-groupable; UA, unassigned to a clonal complex.


