SUPPLEMENTARY MATERIAL TABLE AND FIGURE CAPTIONS

TABLES
Table S1. Results for differences in the distributions (Two-Sample T-Test) and variance (Levene Test) of Neotoma mass and diet (δ13C and δ15N) between specimens from Zesch Cave (Collection ID 40685) versus Hall’s Cave (Collection ID 41229) within the time interval 22,400-15,800 cal yr BP.

Table S2. Measurements of first upper and lower molars of modern Neotoma from the Bell Museum of Natural History (MMNH) and the Museum of Southwestern Biology (MSB). Mean lengths of upper left (ULM1) and right (URM1), lower left (LLM1) and right (LRM1) first molars are given with standard error (SE).

Table S3. Results for changes in the distributions and variance of Neotoma mass and diet (δ13C and δ15N) for pre- (22,400-12,700 cal yr BP) and post-extinction (12,700-0 cal yr BP) time bins. * Welsh Two-Sample T-Test used to account for unequal variances between groups.

Table S4. Tukey Honest Significant Differences (Diff.) on ANOVA of mass (p<0.05, df=14/451), 13C (p<0.001, df=14/291), and 15N (p<0.01, df=14/291) across all time interval. Significant p-values are bolded.

Table S5. Results of AIC and multiple linear models comparing mass and diet (δ13C and δ15N) to climate and community metrics (richness, turnover, similarity to modern). Models were run on maximum and median mass due to the potential for multiple species of Neotoma. Precipitation (mm) (Precip), maximum and minimum temperature (oC) (Max_Temp and Min_Temp) were extracted from the CCM3 (Lorenz et al. 2016a,b). Significant p-values are bolded. 

Table S6. Results of linear models comparing mass and diet in Neotoma. Significant p-values are bolded. 

Table S7. Results of sliding window linear models for maximum and median mass (g) of Neotoma against climate (precipitation and temperature) and community (richness, turnover and similarity to modern). Turnover here is the calculated Sorenson as similarity to the youngest time interval. Each window included 6 time intervals as given in cal yr BP in Table 1. Rows with significant p-values are bolded.

FIGURES
Figure S1. Changes in Neotoma across the megafaunal extinction event. Boxplots show mean and interquartile ranges for A) mass, B) δ13C and C) δ15N distributions of the Neotoma, before (pre-) and after (post-) the megafaunal extinction.

Figure S2. Bayesian standard ellipse area for Neotoma through time. Bayesian standard ellipse area (SEAB) from δ13C and δ15N bone collagen values for Neotoma across 15 time intervals (as midpoint), 50%, 90% and 95% credible intervals (gray boxes) and mean values (black dots).
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