	
	SpuL5-22

Locus1
	SpuE19

Locus2
	SpuL6-26

Locus3
	SpuL4-3

Locus4
	Spu4-E7

Locus5
	
	
	
	

	
	Na
	N
	He
	Ho
	G-H

	AIT
	3
	8
	2
	2
	5
	63
	0.53172
	0.50676
	0.82

	LONCA
	3
	5
	2
	2
	3
	8
	0.56619
	0.42143
	0.82

	ASC
	3
	7
	2
	2
	4
	22
	0.52262
	0.54545
	0.83

	BON
	3
	6
	2
	2
	4
	16
	0.50202
	0.45000
	0.81

	FRA
	3
	7
	2
	2
	4
	15
	0.58897
	0.42667
	0.81

	GUA
	3
	5
	2
	2
	4
	15
	0.46253
	0.32000
	0.80

	MELA
	3
	6
	2
	2
	4
	20
	0.54821
	0.51000
	0.81

	POG
	3
	4
	2
	2
	4
	15
	0.49103
	0.53333
	0.87

	TOV
	3
	5
	2
	2
	4
	15
	0.53333
	0.50667
	0.79

	VIZ
	4
	7
	2
	2
	5
	27
	0.53152
	0.45926
	0.85

	SPA
	1
	1
	1
	1
	2
	1
	-
	-
	-

	FAN
	1
	3
	1
	2
	3
	2
	0.77778
	1
	0.78

	PIA
	2
	2
	2
	2
	1
	1
	-
	-
	-

	Total
	4
	10
	2
	2
	5
	202
	0.52952
	0.47000
	

	Allelic richness
	1.624
	1.735
	1.307
	1.362
	1.707
	
	
	
	

	Dest
	0.12
	0.20
	0.015
	-0.02
	0.17
	
	
	
	


Table S1. Estimators of genetic diversity in each populations for the five microsatellite loci.  Na, number of alleles; N, number of individuals; He and Ho, expected and observed hetrozygosity; G-W, Garza-Williamson index. Allelic richness and Dest are also given for each locus.
