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1 Frame order theory

1.1 Frame order
1.1.1 The ordering of a vector
Let wu(t) be a time dependent vector defined within an arbitrary fixed frame F as

u(t) = [8:,6,,0.]" (S1)

where §; is the time dependent direction cosine between the unit vector and the axis ¢ of frame F. Key for
understanding the statistical mechanics of a second rank rotational process is the time dependence of the
outer product

P(t) = p(t) @ p(t), (52)
82 6.6, 0.6,
= |6,6, 62 5,6.|. S3
Y Y Yy

5.0, 6.5, 02

Assuming statistical mechanical ensemble averaging, the observable expected value of the matrix P(t) is a
matrix which defines the ordering of the vector p(t) within the frame F. This order matrix is

S(t) = Pb), (S4a)

— (6 ® ulD), (S4b)
(02 6,0, 040-

= 6,0, 82 5,.], (S4c)
5.0, 0.0, 02

t|, (54d)

where

Sii(t) = 8:0;. (S5)

Because of the symmetry S;;(t) = S,;(t), the order matrix has 6 unique elements.

Assuming that the time dependent process modulating (t) is much faster than the evolution period ¢yax of
the observed physical interaction, for example the weak molecular alignment process which induces residual
dipolar couplings (RDCs) and pseudo-contact shifts (PCSs) in NMR, the order matrix which gives rise to

the non-isotropic effect is equation S4c at tyax = 0o. Hence the non-zero order matrix is
S(o0) = Syz(oo) Syy(oo) Syz( )| - (S6)
Szz(oo) Szy(oo) SZZ( )

(0.¢]
(0.9]

1.1.2 The ordering of a frame

Let the frame C(t) be time dependent within an arbitrary fixed frame F. After a time period ¢ the shift
from C(0) to C(t) is given by the rotation

Cxx Czy Czz 5mx 5zy 5mz
R(t) = |cys Cyy Cyz| = |0yx Oyy Oyz |, (S7)
Czx Czy Czz 5zm 5zy 6zz



where rotation matrix element c¢;; is equivalent to the direction cosine §;; between axis ¢ of C'(t) and axis
j of C(0). For second rank physical processes modulated by rotational motions, analogously to the outer
product expected value of S4b, the time dependence of the process is governed by the outer product

MNP (t) = R(t) ® R(t) (S8)

This is a rank-4, three dimensional rotational tensor defining the ordering of the frame C(t) after a period ¢
within the original frame C(0). This is the definition of the second degree frame order tensor.

The matrix form of the second degree frame order tensor in rank-2, 9D Kronecker product notation is

022020 6zz6zy 02002z 51y6zz 6zy6zy 511;522 ' 03202z 5mz(szy 022022

SyeOes  Oyeluy Oyelaz ' OyyOus OpyOuy Oyyduez ' Oyzlsw Oyzbuy Oyzlus
X2 (t) = 'im OyazOyy  Oyzlyz | Oyylyz 657; Oyylyz 1 Oyz0ys  Oyz0yy 652 ) (59)

6yz6zz 5yac(szy 5yz(szz | 6yy(szz 5yy(szy 6yy6zz | 6yz6zz 6yz52y 5yz(5zz

Sa0ue Ooabuy Omun  OuyOre OsyOuy OoyOus + 0:20pn 0oabay 0oaOen

| 0%, 00y Oaalas ot OuyOin 02, Oy0us v 0:20ip 0an0ay 02, |

where

0ij0k1 = CijCRi.- (S10)

This is a rank-2, 3D order matrix of rank-2, 3D order matrices. To see this, the T4 rank-4 matrix transpose
of X in Kronecker product notation is

NTM (t) = 6zz6yy 61/161111 62z6yy ! 6zy6yy 6’§y Zy(syy : 6126yy 6y26yy 62261}1} : (Sll)
_6?956_21_/ - _(S_y?éz_y_ _(ng”{sz_y_ :_ Esﬂﬁy_(s'_zy_ - _61_/3/_6?1! .- _6_51/ - _:_(S_E_Z(?Z_y_ _6_y_z(_sz_y_ - (_Sz_zfsz_y_
51161;2 5y16yz 6zm(syz E 5my6yz 6yy6yz 6zy5yz E 6zz6yz 652 6226yz
6116,2,2 6yz(szz 6zz6zz ' 6zy6zz 6yy6zz 6zy6zz ' 69526,2,2 6y26zz ,gz

This 3D tensor can be regarded as a order matrix of order matrices. The 3D matrix in the top left corner
is the ordering of the x-axis with itself, the central matrix is the ordering of the y-axis with itself, and the
bottom right is the ordering of the z-axis with itself. The off-diagonal 3D matrices are the cross-correlations
between the three axes. Using the notation e, e, and e, for the orthogonal axis system of the time dependent
frame C(t), the second degree frame order matrix can be written as

erRer e, Qey e;Qe,
N4 (t) = |, ®es e, D6, e, @e.|. (S12)
e. Qe e, Vey e,Re,

If the rank-2, 3D order matrix between the axes A and B is denoted as

Sas(t) =ea ®ep, (S13)

then the frame order matrix is

Sxx(t) Sxy(t) sz(t)
M7 () = [ Syx(t) Syy(t) Syz(t)|. (S14)
Szx(ﬁ) Szy(ﬁ) Szz(t)
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The frame order matrix is diagonally symmetric, as can be seen in the T4 transpose of the matrix in
rank-2, 9D Kronecker product form (equation S11, hence for the second degree frame order matrix there
are 45 unique elements. For the 9D Kronecker product notation of equation S9, this transformed diagonal
symmetry can be schematically represented as

When rotational symmetries are present in the time modulation of the frame C(¢) then, according to Perrin
(1936), the averages of the double products ¢;¢x where an index appears only once is zero. In this case,
the active frame order matrix elements are

7 R v I o
___________ OpaOoz 1 - 0u20e o
SR T SRR T A ST . .
@ = |52 | o | pon
o SR L Oyylae L Oysbny
. | R o 30y -
52, | 52, | 52,

This matrix consists of 15 unique elements. It is the weighted sum of the three rank-4 identity matrices I,
IQ and Ig.

1.1.3 The fourth rank identity matrices

According to Spencer (1980), the rank-4 identity matrices are defined as

I = 6;j0me; Qe; e, ey, (S16a)
I = dixdjie; ®ej @er ey, (S16b)
I3 = didrje; ®ej @ep ® ey, (S16¢)

where §;; is the Kronecker delta and e; are the axes. In general, the identity matrix is

I = ()\5ij5kl + [L(Sik(sjl + u5i15kj) e;Qej e X ey. (817)

Expanding S16a to S16¢ to 9D Kronecker product matrix form,

Tl .. 1 . . . 17
L=]1 1 1|, (S18a)
L1 1 1]
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1. . . . . . . o
1 .
1 .
1 .
I, = 1 . , (S18Db)
1 .
1 .
1 .
L : 1]
- ' -
1 .
. 1
1 .
I3 = 1 . (S18c)
. 1
1 .
1 .
L : 1 ]
The identity matrices are related to each other via the rank-4 matrix transposes
Iy = I =1, (S19a)
Iy = I =1, (S19b)
In the case of unrestricted motions, the time limits of the frame order matrix are
NP (t=0) =TI, (S20)
and
XN@(t = 00) = L1,. (S21)

1.1.4 Tensor power of the frame order

The rank-4, 3D frame order tensor of equation S8 on page 13 was derived for second order rotational physical
processes. However this can be generalised for physical processes of all orders. The tensor power of the time
dependent rotation matrix R(t) is defined as

RO"(t) ¥ R(t) @ -+ ® R(t), (S22)

where the outer product is repeated n times. Therefore let the frame order tensor be defined as

X (1) = RE (1), (S23)

where n is the order of the physical process. The rank of the 3D tensors is 2n. The first few frame order
tensors of rank-2, rank-4, rank-6, and rank-8 are

XM (4) = R(1), (S24a)
X3 (t) = R(t) ® R(1), (S24b)
X3 (t) = R(t) ® R(t) @ R(1), (S24c)
X@(t) = R(t) ® R(t) ® R(t) ® R(t) (S24d)



In index and direction cosine notation,

M (1) =85, (S250)
M, () = 050m, (S25b)
NE?l)clmn (t) = 0i50k16mn, (S25c¢)
ME?I)clmnop(t) = 00k10mnOop- (S25d)

1.1.5 The frame order motional eigenframe

The rotation matrices of the general frame order tensor of equation S23 can be decomposed into a time
dependent and time independent components. The original frame X can be defined as the motional eigen-
frame of the system and a new arbitrary frame X’ introduced. The forward transformation from the reference
frame X’ to the motional eigenframe X will be denoted as F, and the time dependent component as F. The
rotation matrix decomposition is

R(t)=E-F(t)-E". (S26)

Assuming the second degree frame order tensor as

XN® = R(t) @ R(t) (S27)

and using the mixed product property

AC® BD = (A® B)(C @ D), (S28)

the arbitrary frame, second degree frame order matrix is

XN® =(E-F(t)-ET) @ (E-F(t) - ET), (S29a)
=(EQE)-(Ft)-ET)® (F(t)-ET), (S29b)
=(EQFE) - (Ft)® F(t))- (ET @ ET), (529c¢)
=(E®E) (FH)®Ft)) (BT @ ET) (S294)

Generalising from the 2" to the n*"-order, the generalised frame order tensor is
X () = E®" . Fon(p) - ETE" (S30)

1.1.6 Rotation to the average position frame of the rigid body

For the modelling aspect of the frame order theory, one more rotation is required. In equation S30, it is
assumed that the starting position for the moving rigid body is that of its motional average. However in the
initial 3D structure, this is not the case and an additional rotation to the average position R,y . is required.
Taking this into account, the generalised frame order tensor is defined as

M(") (t) — E®n FTn(t) . ET®n .RT®n (831)

ave

where F is the eigenframe transformation matrix, F' is the time dependent transformation matrix, Raye is
the rotation from the average domain position to the motional eigenframe, and ®n is the n*" tensor power.
Note that when the motional eigenframe is orthogonal, the transformations £ and F' are rotations matrices.
In applications to physical processes which require numerical integration, pre-rotating the rigid body by Rave
to the average position is equivalent but more numerically efficient. Therefore the R,y can be dropped and
equation S30 used instead.
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1.2 Frame order and the alignment tensor
1.2.1 The RDC and PCS

For the residual dipolar coupling (RDC) and pseudo-contact shift (PCS) NMR phenomena, both effects
are governed by the partial molecular alignment tensor A. For a two domain molecular system, when one
domain is internally aligned with for example a paramagnetic lanthanide ion within a magnetic field, the
other domain experiences a reduced alignment A due to the interdomain motions.

1.2.1.1 The RDC The residual dipolar coupling is given by

D=di"-A-p (S32)

where # is the internuclear unit vector, d is the dipolar constant defined as

3 po vrysh

21 dm (r)3 "’

(S33)

to is the permeability of free space, ~; is the gyromagnetic ratio of the nucleus ¢, i is Planck’s constant
divided by 27, {r) is the time averaged internuclear distance, the factor of % is to convert the constant from
radians per second to Hertz, and the factor of three is associated with the alignment tensor. In the presence
of an alignment tensor reduction, and assuming that the fast vibrational and librational internal motions of
the vector are statistically self-decoupled from the rigid body motions, the RDC is simply

D=di" A7 (S34)

as the vector 7 is considered time independent in the molecular reference frame.

1.2.1.2 The PCS The pseudo-contact shift equation is simply

po 15T 1 R
§="12 — A S35
A B? |r|5r " (835a)
— L5 T A-#, (S35b)
Ir|
11 R
= r X (S35c¢)

where A is the alignment tensor, x is the magnetic susceptibility tensor, # is the lanthanide to nuclear unit
vector, and c is the PCS constant defined as

o 15KT
“Tum B

(S36)

The alignment tensor reduction process is complicated by the inverse |r|” normalisation factor, as r is not
time independent in the molecular reference frame.

1.2.2 Alignment tensor reduction

The statistical mechanics behind the alignment tensor reduction can be expressed as
. tmax
y </ RYQ) A R(Qt)dt> , (S37)
0

where the angular brackets denote the ensemble averaging, the time integration is for a single molecule over
the evolution period of the physical interaction, €; are the SO(3) rotational angles describing the change in
position of the moving rigid body, and A is the full alignment tensor. Here the alignment tensor has been
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created by an averaging of the partially restricted Brownian diffusion process of the non-moving component,

again both over the ensemble and time, as

A= </Otm R G- R(Qt)dt>,

(S38)

where G is the molecular frame. It is assumed that the alignment process of the non-moving domain and

the motions of the moving domain are decoupled.

Using the ergodic hypothesis, the averaging process which generates the reduced alignment tensor can be

simplified as
A=R1 AR,
=RT-A-R.

The index notation for a tensor rotation is

= ZRkileTkl-
Kl

Therefore the reduced alignment tensor in index notation is

A= ZWCUAM,
- Z Mkzlekl’

where XN is a rank-4, 3D orientational tensor which will be called the frame order tensor.

Expanding the sum,

Ay =M Ave + M, Ay + M A
+ MwaAW + DdylyJAyy + Myzzy Y=
+ M Az M Ay + X, A
As
A=A

i Jis

Aze = —Ags — Ayy,
equation S43 becomes
Ajj = (Mmizj - Nziz_j) Aga + (Nym - Mzizj) Ayy
(Mg My ) Awy (Mg M) Awe (X + M) Ay

iy J

(S39a)
(S39b)

(S40)

(S41)

(S42)

(S43)

(S44a)
(S44b)

(S45)

A single element of the reduced tensor is simply a linear combination of all elements of the original tensor

multiplied by constants consisting of different combinations of frame order matrix components.

Converting from the rank-2, 3D, symmetric and traceless space of alignment tensors to the rank-1, 5D space,

a non-linear frame order superoperator can be written as

T3
A=Np-A
In matrix notation, this is
A MZ(E(E(E - MZ(L‘Z(L‘ Mymym - ZTZXT Mmmym + Myfl/‘fEfE MIIZI + Mzmmm Myfl/‘Z‘T + MZ(L‘y"E
Ayy Mmymy - MZyZy Myyyy T Mayzy Mryyy + Myymy MryZy + Mzwy Myyzg + Mzwy
AZZ Mzzzz T Naxzz Mymyz T Nazzz Mzzyz + Myzzz Mmmzz + szmz Myzzz + Mzwyz
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Let
{A07 Al; AQ; AS; A4} = {Azza Ayyv Amya AzZ7 Ayz} ) (848)

and assuming the rank-2, 9D Kronecker product form of NZ(-?) using numerical indices where {i,j} =
0,1,...,8, then

Ao Moo - M8O My — M8O Nm + Mso M20 + N6O M50 + M?O Ao

Ay M04 - D<]84 M44 - D<]84 D<]14 + M34 M24 + D<]64 M54 + D<]74 Ay

Ay | = M01 - D<]81 M41 - D<]81 Mll + M31 M21 + D<]61 M51 + D<]71 | Az (849)
X . —
X —

40
As Moz - Ms2 42 Ms2 M12 + Msz M22 + M62 Msz + M72 As
Ay M05 - M85 45 M85 D<J15 + M35 M25 + M65 M55 + D<J75 Ay

For the alignment tensor, the 81 elements of the frame order matrix have recombined into 25 unique scaling
factors.

1.2.3 The alignment tensor is the anisotropic part of a frame order matrix

The alignment tensor is related to the orientational probability tensor by

A=P—1l (S50)
The P probability tensor is the average orientation position of the molecule, hence is the average molecular
frame F. As this frame is simply the rotation matrix relative to the laboratory frame, then

P

(S51a)
(S51b)

(Sh1c)

—
=
—

I
% = o

Therefore the alignment tensor can then be written as the anisotropic part of the first degree frame order
matrix

A=N1 -1 (S52)

1.3 Single pivoted motions
1.3.1 Atomic level mechanics of the single pivot
For the PCS, the lanthanide ion to nuclear vector is
= PN~ PLast (553)

where py is the Cartesian coordinates of the nucleus of interest and py,s+ is the position of the aligning
lanthanide ion. r is defined in the alignment frame, and p; s+ is constant in this frame. After a forward
rotation to the discrete state 7, the new atomic position in the reference frame is

Pk = Ri - (px — pp) + pp. (S54)
where pp is the pivot point of the rotation. Hence the transformed vector is

Ty = pIZ\I — PLn3+, (S55a)
= R;- (PN —Pp) + PP — Pras+- (S55b)

The set of three vectors are defining this pivoted system are

TLN = PN — PLn3+» (S56a)
TPN = PN — PP, (S56b)
TLP = PP — PLn3+- (S56C)
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Let the pre-rotation vectors be

(0) (0) (0)

N =TLp T TP (S57a)
ro, (S57b)
TIEOPz (S57¢)
The post-rotation vectors are
By B, s
A8 = RO 9, (558)
r&? = TIEOPZ (S58c¢)

The vector rpy is independent of alignment so can be calculated once per atom, and rpp is independent of
alignment and atom position so can be calculate once.

1.3.2 PCS and single pivoted motions

For a single state ¢, the PCS value when substituting S55b into S35 is

d=—=1T A-r. (S59)

Expanding for the single motion of the lanthanide-atom vector rill\)l, this becomes

5= C . T‘I(Jll\)IT A ](-‘11\)1’ (8603)
ey
LN
T
o (e )T A (e RO 2). s
LN
T
5 (f) (P RO A (R RO ) (860c)
LN
= R
LN

+ T(O) -A- 7’%,01\)1 + T(O)T ~A~T£OPZ

+ T(O) LA rioP)’ i (S60d)

Due to the distance normalisation factor in these equations, the symbolic integration for the modelling of
specific motional modes is currently intractable.

1.4 Double pivoted motions

When the motion of a multiple rigid body system can be described as two rotations about two different
pivots, the modulation of the PCS becomes more complicated. Figure S1 shows this motion for a single
lanthanide to atom vector.
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Figure S1: Frame order in the double pivot system. The lanthanide position is denoted by Ln3* or simply
L, the position of the first pivot by Pivy, the position of the second pivot by Pivs, and the position of the
nucleus of interest by ?N. In the vector notation these are L, P, P, and N. The original position is denoted
by (0), the position after the first rotation by (1), and the position after the second rotation by (2). The
first rotation Rgl) about pivot Piv; will shift the position of the nucleus '°N, but the Ln3*, Piv,, and Piv,
positions will not be affected. The second rotation RZ@) about pivot Pivy will shift both 5N and Pivy, but
the Ln3* and Pivy positions will not change. The notation rzy(z) denotes the vector r between the positions
x and y after the rotation number z.
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1.4.1 Atomic level mechanics of the double pivot

The six vectors at the original position are

(0 (0 0) (0
TLI\)I = TLPZQ + T;QPI + TPl)N’
0) _ (0 (0)
Tp,N = Tpyp, T 7P N
70
PiN»
0 0 0
o0, =+ e,
©
TPQ)P17

©
"9,

The six vectors after the first rotation for state ¢, Rz(l), are

1 0 0 1 0
A=, i,

1 0 1 0
T;Q)N = Tl(:’z)Pl + RZ( ) ’ r;fN’

1) (0
PN = RV 'Tél)N’

1 0 0
ril:)’l = T£PZ2 + T;Q)Pl,

1 _ (0
Tpopy = TPoPyo

(€] (0)

LP, — "LP,-

The six vectors after the second rotation for state ¢, R§2), are

2 1 2 1 2 1
o8y =rl, + R ol + RO A
i = B el + Bl

2 2 1

= B il

2) 1) 2) (1)
T£P1 = T£P2 + Rz( ) T;QPN

@ _p® . 0

p,py i PoPyo

2) 1
r£P2 = r£P2 °

1.4.2 PCS and double pivoted motions

As defined in equation S59 on page 20, the PCS for state i is
c
0= —|5

—|r. T;-T'A-Ti.
%

For the double motion of the lanthanide-atom vector T£21\)I, this becomes

5= ¢ T(2)T A (2)

SIS "TLNo

TLN

c 1 2 1 2 n\T 1 2 1 2 1

= 5 (e B ke, R ) A (i + R il BT i)

TLN

T
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1.5 Frame order in rotational Brownian diffusion and NMR relaxation
1.5.1 Free ellipsoidal Brownian diffusion

In Perrin’s equations for free ellipsoidal Brownian diffusion (Perrin, 1934, 1936), the second degree frame
order matrix elements ¢;;¢x; are an essential step of the derivation. From Perrin (1936), the solution for the
ellipsoidal diffusion equation is

—_— _— —(4D;+D i+ )t
Cj;iCkk + CjkCrj = € (49i+D;+9%) , (866)

T =112y ) e (P VIETE) L1 gy (Rt VIESE) (S67)

<N

A B e L Y R PGB RO ) (568)
where
Qi - Qiso

= Di=Piso 569

VLT o

Diso = % Z ZDia (870)

02 _ %ngﬂ" (S71)

i<j

D; are the three diffusion rates, and c¢;; are the direction cosines in the diffusion frame. According to Perrin
(1936), because of the symmetry of the rotation the averages of the double-products ;;¢x where an index
appears only once are zero and the second degree frame order matrix is represented by equation S15 on
page 14. At time t = 0, the frame order matrix simplifies to

XM (0) = I, (S72)

and at time t = oo the matrix decays to
X (00) = L1,. (S73)

1.5.2 NMR relaxation

The free ellipsoid Brownian diffusion equations form the base theory for interpreting NMR relaxation data
- the spheroidal and spherical diffusion equations are simply parametric restrictions of the full ellipsoid
equations. As they are the definition of the frame order matrix, the frame order tensor can be seen as the
modulator of all NMR relaxation processes.
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2 Frame order modelling

2.1 Rigid body motions for a two domain system
2.1.1 Ball and socket joint

For a molecule consisting of two rigid bodies with pivoted inter-domain or inter-segment motions, the most
natural mechanical description of the motion would be that of the spherical joint. This is also known as the
ball and socket joint. The mechanical system consists of a single pivot point and three rotational degrees of
freedom.

2.1.2 Tilt and torsion angles from robotics

To describe the motional mechanics of a ball and socket joint, the Euler angle system is a poor representation
as the angles do not correspond to the mechanical modes of motion. In the field of robotics, many different
orientation parameter sets have been developed for describing three degree-of-freedom joint systems. For
the spherical joint description of intra-molecular rigid body motions, an angle system for describing sym-
metrical spherical parallel mechanisms (SPMs), a parallel manipulator, was found to be ideal. This is the
‘tilt-and-torsion’ angle system (Huang et al., 1999; Bonev and Gosselin, 2006). These angles were derived in-
dependently a number of times to model human joint mechanics, originally as the ‘halfplane-deviation-twist’
angles (Korein, 1985), and then as the ‘tilt/twist’ angles (Crawford et al., 1999).

In the tilt-and-torsion angle system, the rigid body is first tilted by the angle 8 about the horizontal axis a.
The axis a, which lies in the xy-plane, is defined by the azimuthal angle ¢ (the angle is between the rotated
7’ axis projection onto the xy-plane and the x-axis). The tilt component is hence defined by both 6 and ¢.
Finally the domain is rotated about the z’ axis by the torsion angle ¢. The resultant rotation matrix is

R(0,¢,0) = R.(¢) Ry ()R- (0 — ), (S74a)
= Rzyz (U - d)a 95 ¢)a (S74b)
CpChCo—¢p — S¢pSo—¢p —CpChSoc—¢p — S¢pCo—¢p  CpSH
= | 54CoCo—¢ + CSg—¢ —5¢CoSc—¢ + CeCo—g S¢S0 | » (S74c)
—S¢Co—¢ 80Sc—¢ Co

where ¢,, = cos(n) and s, = sin(n) and R.,. is the Euler rotation in zyz axis rotation notation where

a=0— ¢, (S75a)
B=0, (S75b)
v = ¢. (S75¢)

As 0 = a+ 7, it can be seen that both these Euler angles influence the torsion angle, demonstrating the
problem with this parameterisation.

2.1.2.1 Modelling torsion An advantage of this angle system is that the tilt and torsion components
can be treated separately in the modelling of domain motions. The simplest model for the torsion angle
would be the restriction

— Omax < 0 < Omax- (S76)

The angle can be completely restricted as omax = 0 to create torsionless models. In this case, the tilt and
torsion rotation matrix simplifies to

= Reys( aﬁ, 0, ¢ (S77b)
C¢C9 + s¢ CySpCo — CpS¢  CeSp
CgSpCo — CeSg  SiCe +Co Sese | - (S77¢c)
—CpSe —S¢Se Co

24



2.1.2.2 Modelling tilt The tilt angles § and ¢ are related to spherical angles, hence the modelling of
this component relates to a distribution on the surface of a sphere. At the simplest level, this can be modelled
as both isotropic and anisotropic cones of uniform distribution.

2.1.3 Model list

For the modelling of the ordering of the motional frame, the tilt and torsion angle system will be used
together with uniform distributions of rigid body position. For the torsion angle opx, this can be modelled
as being rigid (omax = 0), being a free rotor (omax = 7), or as having a torsional restriction (0 < opax < 7).
For the 6 and ¢ angles of the tilt component, the rigid body motion can be modelled as being rigid (6 = 0),
as moving in an isotropic cone, or moving anisotropically in a pseudo-elliptic cone. Both single and double
modes of motion have been modelled. The total list of models so far implemented are:

1. Rigid

Rotor

Free rotor

Isotropic cone

Isotropic cone, torsionless
Isotropic cone, free rotor
Pseudo-ellipse

Pseudo-ellipse, torsionless

© % N o o W

Pseudo-ellipse, free rotor

Double rotor

>—~
e

2.2 Simulation

To validate the derived frame order matrix equations for the models, the real frame order matrix values for
a given parameter set can be simulated. The following relax script was used for simulating the isotropic
cone and pseudo-ellipse frame order matrices. As the other models are parametric restrictions of these two
models, the simpler models were not simulated. The script allows for both an ‘in_frame’ and ‘out_of_frame’
or ‘axis2_1_3’ mode to observe the components both within the motional eigenframe and in a rotated frame.
The value of VAR can be set to ‘IS0’ for selecting the isotropic cone # parameter to vary, or ‘X’, ‘Y’, or ‘Z’ to
vary the pseudo-ellipse 8, 8, and omax parameters respectively.

# relax script.

# Python module imports.

from math import cos, pi, sin, sqrt

from numpy import array, cross, dot, eye, float64, transpose, zeros
from numpy.linalg import norm

from random import uniform

from string import lower

import sys

# relax module imports.

from lib.errors import RelaxError

from lib.geometry.angles import wrap_angles

from lib.geometry.rotations import axis_angle_to_R, R_random_hypersphere, R_to_euler_zyz, tilt_torsion_to_R
from 1lib.linear_algebra.kronecker_product import kron_prod

from lib.text.progress import progress_meter

# Variables.

#MODEL = 'rotor'

#MODEL = 'free_rotor'

#MODEL = 'iso_cone'

#MODEL = 'iso_cone_torsionless'
#MODEL = 'iso_cone_free_rotor'

#MODEL = 'pseudo-ellipse'

#MODEL = 'pseudo-ellipse_torsionless'
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#MODEL = 'pseudo-ellipse_free_rotor'

MODEL = 'double_rotor'

#MODEL_TEXT = 'Rotor frame order model'

#MODEL_TEXT = 'Free rotor frame order model'

#MODEL_TEXT = 'Isotropic cone frame order model'
#MODEL_TEXT = 'Torsionless isotropic cone frame order model'
#MODEL_TEXT = 'Free rotor isotropic cone frame order model'
#MODEL_TEXT = 'Pseudo-ellipse frame order model'
#MODEL_TEXT = 'Torsionless pseudo-ellipse frame order model'
#MODEL_TEXT = 'Free rotor pseudo-ellipse frame order model'
MODEL_TEXT = 'Double rotor frame order model'

SAMPLE_SIZE = 1000000

TAG = 'in_frame'

#TAG = 'out_of_frame'

#TAG = 'axis2_1_3'

# Angular restrictions.
THETA_X = pi / 4
THETA_Y = 3 * pi / 8
THETA_Z = pi / 6

INC = 18

VAR = 'X'

# The frame order eigenframe - I.
if TAG == 'in_frame':
EIG_FRAME = eye(3)

# The frame order eigenframe - rotated.
if TAG == 'out_of_frame'
EIG_FRAME = array([[ 2, -1, 2],
[2, 2, -1],
[-1, 2, 211, float64) / 3.0

# The frame order eigenframe (and tag) - original isotropic cone axis [2, 1, 3].
elif TAG == 'axis2_1_3':

# Generate 3 orthogonal vectors.

vect_z = array([2, 1, 3], float64)

vect_x = cross(vect_z, array([1, 1, 1], float64))

vect_y = cross(vect_z, vect_x)

# Normalise.

vect_x = vect_x / norm(vect_x)
vect_y = vect_y / norm(vect_y)
vect_z = vect_z / norm(vect_z)

# Build the frame.

EIG_FRAME = zeros((3, 3), float64)
EIG_FRAME[:, 0] = vect_x
EIG_FRAME[:, 1] = vect_y
EIG_FRAME[:, 2] = vect_z

class Frame_order:
def __init__(self):
"""Calculate the frame order at infinity.

This is when the starting positions are random.
win

# The file name.
file_name = '_%s_Y%s_theta_s_ensYs.agr' % (MODEL, TAG, lower(VAR), SAMPLE_SIZE)

# Set the initial storage structures.
self.init_storage()

# Init.
index = 0
self.torsion_check = True

# Pre-transpose the eigenframe for speed.
self.eig_frame_T = transpose(EIG_FRAME)

# Generate the angle data structures.
self.angles = []
self.angles_deg = []
for i in range(INC):
# The angle of one increment.
inc_angle = pi / INC

# The angle of the increment.
self.angles.append(inc_angle * (i+1))
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# In degrees for the graphs.
self.angles_deg.append(self.angles[-1] / (2.0%pi) * 360.0)

# Alias the bound checking methods.
if MODEL == 'rotor':
self.inside = self.inside_rotor
self.rotation = self.rotation_z_axis
elif MODEL == 'free_rotor':
self.inside = self.inside_free_rotor
self.rotation = self.rotation_z_axis
elif MODEL == 'iso_cone':
self.inside = self.inside_iso_cone
self.rotation = self.rotation_hypersphere
elif MODEL == 'iso_cone_torsionless':
self.inside = self.inside_iso_cone
self.rotation = self.rotation_hypersphere_torsionless
elif MODEL == 'iso_cone_free_rotor'
self.inside = self.inside_iso_cone
self.rotation = self.rotation_hypersphere
self.torsion_check = False
elif MODEL == 'pseudo-ellipse':
self.inside = self.inside_pseudo_ellipse
self.rotation = self.rotation_hypersphere
elif MODEL == 'pseudo-ellipse_torsionless':
self.inside = self.inside_pseudo_ellipse
self.rotation = self.rotation_hypersphere_torsionless
elif MODEL == 'pseudo-ellipse_free_rotor':
self.inside = self.inside_pseudo_ellipse
self.rotation = self.rotation_hypersphere
self.torsion_check = False
elif MODEL == 'double_rotor':
self.inside = self.inside_double_rotor
self.rotation = self.rotation_double_xy_axes
else:
raise RelaxError("Unknown model 'Y%s'." % MODEL)

# Loop over random starting positions.
while True:

# Printout.

progress_meter(index, a=1000, b=100000)

# Generate the random rotation.
theta, phi, sigma = self.rotation()

# Pre-calculate the R Kronecker outer product for speed.
Rx2 = kron_prod(self.rot, self.rot)

# Loop over the angle incs.
for i in range(INC):
# The new limits.
max_theta_x, max_theta_y, max_theta_z = self.limits(i)

# Inside the cone.
if not self.full[i] and self.inside(i=i, theta=theta, phi=phi, sigma=sigma, max_theta_x=max_theta_x,
max_theta_y=max_theta_y, max_theta_z=max_theta_z):

# Sum of rotations and cross products.
self.first_frame_order[i] += self.rot
self.second_frame_order[i] += Rx2

# Increment the counter.
self.count[i] += 1

# Full.

if self.count[i] == SAMPLE_SIZE:
sys.stdout.write("\b"*100 + "The angle restriction of s deg is complete.\n" % self.angles_deglil)
self.fulll[i] = 1

# Increment the global index.
index += 1

# Break out.
if sum(self.full) == INC:
break

# Average.
self.first_frame_order = self.first_frame_order / float(SAMPLE_SIZE)
self.second_frame_order = self.second_frame_order / float(SAMPLE_SIZE)

# Write the data.
self.write_data(file_name=file_name)
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# Final printout.
sys.stdout.write("Random rotations required: %i\n\n" % index)

def init_storage(self):

"""Initialise the storage structures."""
# Create the average rotation matrix (first order).
self.first_frame_order = zeros((INC, 3, 3), float64)

# Create the frame order matrix (each element is ensemble averaged and corresponds to a different time step).
self.second_frame_order = zeros((INC, 9, 9), float64)

# Init the rotation matrix.
self.rot = zeros((3, 3), float64)
self.rot2 = zeros((3, 3), float64)

# Some data arrays.
self.full = zeros(INC)
self.count = zeros(INC)

# Axes.

self.x_axis = array([1, 0, 0], float64)
self.y_axis = array([0, 1, 0], float64)
self.z_axis = array([0, 0, 1], float64)

def inside_double_rotor(self, i=None, theta=None, phi=None, sigma=None, max_theta_x=None, max_theta_y=None, max_theta_z=
None) :
"""Determine if the frame is inside the limits."""

# Alias the angles.
sigmal, sigma2 = theta, phi

# Check for torsion angle violationms.

if sigmal < -max_theta_y or sigmal > max_theta_y:
return False

if sigma2 < -max_theta_x or sigma2 > max_theta_x:
return False

# Inside.
return True

def inside_free_rotor(self, i=None, theta=None, phi=None, sigma=None, max_theta_x=None, max_theta_y=None, max_theta_z=None
"""Determine if the frame is inside the limits, which for the free rotor is always true."""

# Inside.
return True

def inside_iso_cone(self, i=None, theta=None, phi=None, sigma=None, max_theta_x=None, max_theta_y=None, max_theta_z=None) :
"""Determine if the frame is inside the limits."""

# Check for a torsion angle violation.
if self.torsion_check and (sigma < -max_theta_z or sigma > max_theta_z):
return False

# Check for a tilt angle violation.
if theta > max_theta_x:
return False

# Inside.
return True

def inside_pseudo_ellipse(self, i=None, theta=None, phi=None, sigma=None, max_theta_x=None, max_theta_y=None, max_theta_z=
None) :
"""Determine if the frame is inside the limits."""
# Check for a torsion angle violation.
if self.torsion_check and (sigma < -max_theta_z or sigma > max_theta_z):
return False

# Check for a tilt angle violation.
max_theta = 1.0 / sqrt(cos(phi)**2 / max_theta_x**2 + sin(phi)**2 / max_theta_y**2)
if theta > max_theta:

return False

# Inside.
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return True
def inside_rotor(self, i=None, theta=None, phi=None, sigma=None, max_theta_x=None, max_theta_y=None, max_theta_z=None):
"""Determine if the frame is inside the limits."""
# Check for a torsion angle violation.
if sigma < -max_theta_z or sigma > max_theta_z:
return False
# Inside.
return True
def limits(self, i):

"""Determine the angular restrictions for the increment i."""

# Alias the angle for the increment.
theta = self.angles[i]

# The different angles to vary.

if VAR == 'X':

return theta, THETA_Y, THETA_Z
elif VAR == 'Y':

return THETA_X, theta, THETA_Z
elif VAR == 'Z':

return THETA_X, THETA_Y, theta

def rotation_double_xy_axes(self):
"""Random double rotation around the x- and y-axes and return of torsion-tilt angles"""

# First a random angle between -pi and pi for the y-axis.
sigmal = uniform(-pi, pi)
axis_angle_to_R(self.y_axis, sigmal, self.rot)

# Second a random angle between -pi and pi for the x-axis.
sigma2 = uniform(-pi, pi)
axis_angle_to_R(self.x_axis, sigma2, self.rot2)

# Construct the frame.
frame = dot(self.rot2, self.rot)

# Rotate the frame.
self.rot = dot(EIG_FRAME, dot(frame, self.eig_frame_T))

# Return the two torsion angles, and zero.
return sigmal, sigma2, 0.0

def rotation_hypersphere(self):

"""Random rotation using 4D hypersphere point picking and return of torsion-tilt angles."""
# Generate a random rotation.
R_random_hypersphere(self.rot)

# Rotate the frame.
frame = dot(self.eig_frame_T, dot(self.rot, EIG_FRAME))

# Decompose the frame into the zyz Euler angles.
alpha, beta, gamma = R_to_euler_zyz(frame)

# Convert to tilt and torsion angles (properly wrapped) and return them.
theta = beta

phi = wrap_angles(gamma, -pi, pi)

sigma = wrap_angles(alpha + gamma, -pi, pi)

return theta, phi, sigma

def rotation_hypersphere_torsionless(self):

"""Random rotation using 4D hypersphere point picking and return of torsion-tilt angles."""

# Obtain the random torsion-tilt angles from the random hypersphere method.
theta, phi, sigma = self.rotation_hypersphere()

# Reconstruct a rotation matrix, setting the torsion angle to zero.
tilt_torsion_to_R(phi, theta, 0.0, self.rot)

# Rotate the frame.
self.rot = dot(EIG_FRAME, dot(self.rot, self.eig_frame_T))

# Return the angles.
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return theta, phi, 0.0

def rotation_z_axis(self):

355 """Random rotation around the z-axis and return of torsion-tilt angles"""
357 # Random angle between -pi and pi.

358 angle = uniform(-pi, pi)

360 # Generate the rotation matrix.
361 axis_angle_to_R(self.z_axis, angle, self.rot)

363 # Decompose the rotation into the zyz Euler angles.
364 alpha, beta, gamma = R_to_euler_zyz(self.rot)

366 # Rotate the frame.
367 self.rot = dot(EIG_FRAME, dot(self.rot, self.eig_frame_T))

369 # Convert to tilt and torsion angles (properly wrapped) and return them.
370 theta = beta

371 phi = wrap_angles(gamma, -pi, pi)

372 sigma = wrap_angles(alpha + gamma, -pi, pi)

373 return theta, phi, sigma

376 def write_data(self, file_name=None):
377 """Dump the data to files.

379 Q@keyword file_name: The end part of the files to create. This will be prepended by either 'Sij' or 'Sijkl'.
380 Otype file_name: str

381 win

383 # Open the files.

384 file_1st = open("Sij" + file_name, 'w')

385 file_2nd = open("Sijkl" + file_name, 'w')

386 files = [file_1st, file_2nd]

388 # The headers.

389 for i in range(2):

390 # Alias the file.
391 file = files[il

393 # The titles.

394 file.write("@with gO\n")

395 if i ==

396 file.write("@ world 0, -0.2, 180, 1\n")

397 else:

398 file.write("@ world O, -0.7, 180, 1\n")

399 file.write("@ title \"Simulated frame order matrix elements\"\n")
100 if i ==

101 file.write("@ subtitle \"%s, 1\\Sst\\N degree matrix, %i simulations\"\n" % (MODEL_TEXT, SAMPLE_SIZE))
102 else:
103 file.write("@ subtitle \"%s, 2\\Snd\\N degree matrix, %i simulations\"\n" % (MODEL_TEXT, SAMPLE_SIZE))

105 # Legend.

106 if i ==

107 file.write("@ legend 0.23, 0.55\n")
108 else:

109 file.write("@ legend off\n")

111 # Plot data.

112 file.write("@ xaxis bar linewidth 0.5\n")

113 file.write("@ xaxis label \"Cone half-angle \\xq\\f{}\\s%s\\N (deg.)\"\n" % VAR)
114 file.write("@ xaxis label char size 1.000000\n")

115 file.write("@ xaxis tick major 45\n")

116 file.write("@ xaxis tick major linewidth 0.5\n")
117 file.write("@ xaxis tick minor ticks 3\n")

118 file.write("@ xaxis tick minor linewidth 0.5\n")

119 file.write("@ yaxis bar linewidth 0.5\n")

120 if 1 ==

121 file.write("@ yaxis label \"Order parameter \gS\sij\"\n")
122 else:

123 file.write("@ yaxis label \"Order parameter \gS\sijkl\"\n")
124 file.write("@ yaxis label char size 1.000000\n")

125 file.write("@ yaxis tick major 0.2\n")

126 file.write("@ yaxis tick major linewidth 0.5\n")

127 file.write("@ yaxis tick minor ticks 1\n")

128 file.write("@ yaxis tick minor linewidth 0.5\n")

130 # Header for first order matrix.

131 graph_num = 0
132 for i in range(3):
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for j in range(3):
file_ist.write("@  s%i legend \"\\g<c\\s%s%s\\N>\"\n" % (graph_num, i+1, j+1))
file_1st.write("@ s%i linewidth 0.5\n" % graph_num)
graph_num += 1

# Header for second order matrix.
graph_num = 0
for i in range(3):
for j in range(3):
for k in range(3):
for 1 in range(3):
file_2nd.write("@ s%i legend \"<\\qc\\s%s%s\\N.c\\s%s%s\\N>\"\n" % (graph_num, i+1, j+1, k+1, 1+1))
file_2nd.write("@ s%i linewidth 0.5\n" % graph_num)
graph_num += 1

# Loop over the first rotation matrix index.
graph_num = 0
for i in range(3):
# Loop over the second rotation matrix index.
for j in range(3):
# Header.
file_1st.write("@target GO.S%i\n" % graph_num)
file_1st.write("@type xy\n")

# Loop over each time point.
for k in range(INC):
file_1st.write("%s %s\n" % (self.angles_deglk], self.first_frame_order[k, i, j1))

# Footer.
file_1st.write("&\n")

# Inc.
graph_num += 1

# Loop over the first frame order index.
graph_num = 0
for i in range(9):
# Loop over the second frame order index.
for j in range(9):
# Header.
file_2nd.write('@target GO.S%i\n' % graph_num)
file_2nd.write('@type xy\n')

# Loop over each time point.
for k in range(INC):
file_2nd.write('%s %s\n' % (self.angles_degl[k], self.second_frame_order[k, i, j1))

# Footer.
file_2nd.write('&\n')

# Inc.
graph_num += 1

# No autoscaling.
file_1st.write("Qautoscale onread none\n")
file_2nd.write("Qautoscale onread none\n")

# Close the files.
file_1st.close()
file_2nd.close()

# Calculate the frame order.
Frame_order()

2.3 Rigid frame order model
2.3.1 Rigid model parameterisation

This model consists solely of the six parameters of translation and rotation of the ‘moving’ domain to its
average position. The parameter set is therefore

M =P ={P,, Py, P., P, P3, P}, (S78)
where P; are the average domain position translations and rotations.
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2.3.2 Rigid model equations

2.3.2.1 Rigid model rotation matrices

For the rigid model, there is no motion so the rotation matrix is simply the identity matrix

1. .
R=|. 1 .|. (S79)

2.3.2.2 Rigid frame order matrix

The frame order matrix is

XM = R®n, (S80)

where surface normalisation factor is 1.
2.3.2.2.1 Rigid 15¢ degree frame order

The 1% degree frame order matrix with tensor rank-2 is the identity matrix

XM = R (S81a)

(. 1) (81b)

2.3.2.2.2 Rigid 2”9 degree frame order

The 2" degree frame order matrix with tensor rank-4 is the identity matrix

M@ = po2 (S82a)
1

o e (382b)

2.4 Rotor frame order model

The rotor model is defined by its rotation axis and a pivot point to position the center of the rotation.

2.4.1 Rotor parameterisation

The natural way to parameterise the rotation axis of rotor frame order model is to use a 3D point, the pivot
point, and a unit vector using the spherical angle basis set. This would result in the parameter set

M = Cax + p1, (S83a)
= {E9a E¢} + {pmvpyvpz} . (SS?)b)
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However this is an overparameterisation as the point {p,p,,p-} can lie anywhere on the line defined by
itself and the unit vector. Due to computational truncation artifacts, this results in the pivot point shooting
out to infinity along the line during optimisation.

The minimal set of independent parameters for the rotor model is four. There are many parameterisation of
lines in 3D using this minimal set of four parameters, however many of these suffer from singularity problems
which can be fatal for optimisation. By using geometry of the model together with information about the
molecular system, a parameterisation can be constructed which avoid singularities:

e A point of reference is the PDB frame close to the molecule is chosen, in this case the centre of mass
(CoM) of the total system.

e The point on the line defining the rotation axis closest to the reference point defines an orthogonal
system of the rotation axis to the vector of the CoM to closest point. This point can be optimised with
the parameters p1 = {ps, py,p.} With no singularity problems and minimising truncation artifacts in
the numerical PCS calculation.

e As the rotation axis is perpendicular to the CoM-p; vector, it can be defined using a single angle
of rotation (E2*). The reference starting point for the angle is arbitrarily set to the xy-plane. The
rotation of a unit vector about the CoM-p; centred at p; is smooth, hence singularities are also avoided.

The full parameter set for the rotor model implementation is therefore

M=P+Co+p1 +6, (S84a)
= {PmaPyaPzaPouPBaP'y} + {ng} + {pzapyapz} + {Umax}a (S84b)

where P; are the average domain position translations and rotations, E3* is the single angle defining the
rotation axis, p; are the coordinates of the pivot point, and oy, .« is the torsion half-angle of the rotor motion.

The rotation axis vector in the system is calculated as

Faz = |Ra : (fCoM—m X §)| : (885)

The angle E2* is obtained from 7,4 as
EX = g — arccos(fqy - £), (S86a)
= arcsin(fqz - £), (S86D)

2.4.2 Rotor equations

The only motion is in the torsion angle about the rotation axis.

2.4.2.1 Rotor rotation matrices

Assuming the rotation axis is the z-axis, the rotation matrix is defined as

coso —sinoc 0
R(o)=|sine cosoc 0]. (S87)
0 0 1

2.4.2.2 Rotor frame order matrix

The frame order matrix is

X = / R®™dS / / ds, (S88a)
S S
- / " R 4o / / ds. (S88b)
- s

Omax
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Figure S2: The rotor model simulated and calculated in-frame XM and X@ frame order matrix elements.
The top row corresponds to XM and the bottom to M. In these plots, 0z corresponds to the torsion
half-angle opax. Frame order matrix values have been calculated every 10 degrees.

The surface normalisation factor is

/ ds = / do, (S892)
S —Omax

= 20 max- (S89b)

2.4.2.2.1 Rotor 15 degree frame order

The 1% degree frame order matrix with tensor rank-2 is

XD = /R®1ds// ds, (S90a)
S S
- / RAS / 20max, (S90b)
S

SINC Omax
= ) sincomax - | - (S90c)

2.4.2.2.2 Rotor 279 degree frame order
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The rotor model simulated and calculated out-of-frame XM and X frame order matrix

elements. The top row corresponds to XM and the bottom to X®. In these plots, 67 corresponds to the
torsion half-angle op,.x. Frame order matrix values have been calculated every 10 degrees.

The 27 degree frame order matrix with tensor rank-4 is

M<2>/R®2ds// ds,
S S

:/R®RdS 2T maxs
S

Sos + 1

Sos + 1 Sog — 1
25, .
S20 — 1 Sos + 1

—S2s + 1

N[ =

(S91a)
(S91b)
—S2s + 1
Soo + 1 , (S91c)

284
2Ss

23y

where s, = SInc omax and sqoy = sinc(20max). The active matrix elements which are not zero due to symme-

tries, in Kronecker product double indices from 0 to 8, are

Moo = %sinc(QamaX
Mu = MOO’

M,y = SINC Omax,
M33 = Moov
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My = Noos (S92e)
Mo = Xy, (S92f)
Mo = Moo, (S92g)
M7z = My, (S92h)
Meg =1, (S92i)
Moy = —3 sinc(20max) + 3, (592j)
My = Mos: (S92k)
Mo =0, (S921)
Mgq =0, (S92m)
M, =0, (S92n)
Mg, =0, (5920)
Mg =Ny, (S92p)
My = =Ny, (592q)
My =0, (S92r)
Mg =0, (592s)
X.. =0, (S92t)
M, = (S92u)

2.4.2.2.3 Rotor frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the

implementation of equations S90 and S92 above in the software relax. Frame order matrix XML and M@

values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
XD and X values are shown in figure S2. The out-of-frame XM and X values are shown in figure S3.

2.5 Free rotor frame order model

This is similar to the rotor model but with no torsional restriction. Hence oyax = 7, and the integration

limits change to
/ do = / do. (S93)

Omax

2.5.1 Free rotor parameterisation

The full parameter set for the free rotor model implementation is

M =P+ €+ py, (S94a)
= {PIaPyaPZaPOuPﬂ’PW} + {ng} + {pwapy’pZ}’ (894b)

where P; are the average domain position translations and rotations, E5* is the single angle defining the
rotation axis, and p; are the coordinates of the pivot point.

2.5.2 Free rotor equations

2.5.2.1 Free rotor rotation matrices

The rotation matrix is defined in equation S87.
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Figure S4: The free rotor model simulated and calculated in-frame XL and X® frame order matrix
elements. The top row corresponds to XM and the bottom to X?). In these plots, as no motional order
parameters exist for the model — as the rotor angle o ranges from —m to 7 rather than —opax t0 Omax as
in the rotor model — 6z corresponds to nothing. Frame order matrix values have been calculated every 10

degrees.
2.5.2.2 Free rotor frame order matrix

The frame order matrix is

X = / R®"dS / / ds, (S95a)
S S

(S95b)

I
T
3 3

eyl

®
3

o,

Q
\
o

o,

»n

The surface normalisation factor is

/dS:/ do, (S96a)
S —7

= 27. (S96D)

2.5.2.2.1 Free rotor 15t degree frame order
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Figure S5: The free rotor model simulated and calculated out-of-frame X1 and M@ frame order matrix
elements. The top row corresponds to XM and the bottom to X®). In these plots, as no motional order
parameters exist for the model — as the rotor angle o ranges from —7 to 7 rather than —opmax t0 Omax as
in the rotor model — 0z corresponds to nothing. Frame order matrix values have been calculated every 10

degrees.

The 1% degree frame order matrix with tensor rank-2 is

MO = / R®1dS / / ds, (S97a)
S S
_ / RdS / or, (S97b)
S

(S97¢)

2.5.2.2.2 Free rotor 2" degree frame order
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The frame order matrix in Kronecker product notation is fixed as

l . . . l
2 1 1 2
2 2
11
M@= |1 D (S98)
2 2

2.5.2.2.3 Free rotor frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S97 and S98 above in the software relax. Frame order matrix X and X@
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
X and M@ values are shown in figure S4. The out-of-frame XV and M values are shown in figure S5.

2.6 Isotropic cone frame order model
2.6.1 Isotropic cone parameterisation

In this model, the tilt component of the tilt and torsion angle system is modelled simply as

0 < Opax. (599)

The torsion angle restriction of S76 on page 24 is used for the modelling of the torsion component. A uniform
distribution of rigid body positions within these bounds is assumed.

The isotropic cone model of the ball and socket joint consists of a single pivot point, a single unit z-vector
of the motional eigenframe defining the cone axis, and the maximum cone opening and torsion half-angles.
Including the average domain position, the parameter set is therefore

M =P + Cax + p1 + G, (S100a)
= {Pz;PyaPzaPaaPﬂan} + {EHaE¢} + {pzapyapz} + {emaxaamax} s (SlOOb)

where P; are the average domain position translations and rotations, F; are the spherical angles defining the
cone axis, p; are the coordinates of the pivot point, and 6,,,x and opax are the maximum cone opening and
torsion half-angles respectively.

2.6.2 Isotropic cone equations

2.6.2.1 Isotropic cone rotation matrices
The rotation matrix is the full torsion-tilt rotation matrix of equation S74c on page 24.
2.6.2.2 Isotropic cone frame order matrix

The frame order matrix is

X = / R®"dS / / ds, (S101a)
S S
Omax T Omax
= / / R®"sin9d9d¢da// ds. (S101Db)
— -7 JO S

Omax
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Isotropic cone frame order model, ™ degree matrix, 1000000 simulations
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Figure S6: The isotropic cone model simulated and calculated in-frame M) frame order matrix elements.
In these plots, x corresponds to the cone opening half-angle 6 and 6z to the torsion half-angle op,.x. When
the half-angle is not varied, the angle is fixed to either § = 7/4 or omax = 7/6. Frame order matrix values

have been calculated every 10 degrees.

The surface normalisation factor is

Omax ™ Omax
/ s :/ / / sin 6 d6 de do,
S —Omax J—m J0O

= / (1 — cosOmax) dodo,

Omax

= / 27 (1 — co8 Opmax) do,

Omax

= 470 max (1 — €08 Opmax) -

2.6.2.2.1 Isotropic cone 15t degree frame order

The 1%¢ degree frame order matrix with tensor rank-2 is

MO =

/R®1ds// ds,
S S

/ RdS/ Ao max (1 — €08 Omax)
s

SINC O max (€S Omax + 3)

SINC Omax (€08 Omax + 3)
2
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Figure S7: The isotropic cone model simulated and calculated in-frame X frame order matrix elements.
In these plots, fx corresponds to the cone opening half-angle 6 and 67 to the torsion half-angle oyax. When
the half-angle is not varied, the angle is fixed to either § = 7/4 or opax = 7/6. Frame order matrix values
have been calculated every 10 degrees.

2.6.2.2.2 Isotropic cone 2”9 degree frame order

The 29 degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker
product double indices from 0 to 8

Moo = i sinc(20max ) (cos2 Omax + 4 €08 Omax + 7) + 1—12 (cos2 Omax + €OS Omax + 4) , (S104a)
M, = ﬁ sinc(20max ) (cos2 Omax + 4 €08 Omax + 7) + % (cosOmax + 1), (S104b)
Moo = % sinc(20max) (2 €082 Omax + 5 €OS Oppax + 5) , (S104c)
Moy =N, (5104d)
Xy = Moo, (S104e)
M55 = Mo, (S104f)
Mes = Moo, (S104g)
M7z = Moy, (S104h)
Mg = 3 (c08? Ormax + €OS Omax + 1) , (S104i)
Moy = fﬁ sinc(20max ) (C082 Omax + 4 €08 Omax + 7) + % (0052 Omax + €08 Omax + 4) , (S104j)
M, = Ny, (5104k)
Mg = =2 (08” Omax + €OS Omax — 2) (S1041)
Mgo = Mog: (S104m)
M, = Mogs (S104n)
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Figure S8: The isotropic cone model simulated and calculated out-of-frame XL frame order matrix ele-

ments. In these plots, fx corresponds to the cone opening half-angle # and 67 to the torsion half-angle o ax.
When the half-angle is not varied, the angle is fixed to either § = 7/4 or omax = 7/6. Frame order matrix

values have been calculated every 10 degrees.

Mg, = Mo (S1040)
M3 = 2—14 sinc(20max ) (COS2 Omax + 4 €08 Omax + 7) - i (cosOmax + 1), (S104p)
My = M s, (S104q)
Mo = %sinc(QamaX) (0052 Omax + COS Omax — 2) , (S104r)
Mgy = Mo (S104s)
M5r = Myg, (5104t)
75 = Mo (5104u)

2.6.2.2.3 Isotropic cone frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S103 and S104 above in the software relax. Frame order matrix XD and ¥@
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
X values are shown in figure S6 and X2 in figure S7. The out-of-frame XM values are shown in figure S8
and X@ in figure S9.
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Figure S9: The isotropic cone model simulated and calculated out-of-frame X frame order matrix ele-
ments. In these plots, fx corresponds to the cone opening half-angle 6 and 07 to the torsion half-angle oy, ax.-
When the half-angle is not varied, the angle is fixed to either § = 7/4 or omax = 7/6. Frame order matrix

values have been calculated every 10 degrees.

2.7 Torsionless isotropic cone frame order model
2.7.1 Torsionless isotropic cone parameterisation

As this is simply the isotropic cone model with the torsion angle set to zero, opax = 0, the models parameters

are

M =P+ Cax + p1 + G, (S105a)
= {Pz;PyaPzaPaaPﬂaP’y} + {E93E¢>} + {pzapyapz} + {emax}a (8105b)

where P; are the average domain position translations and rotations, E; are the spherical angles defining the
cone axis, p; are the coordinates of the pivot point, and 6, is the maximum cone opening half-angle.

2.7.2 Torsionless isotropic cone equations

2.7.2.1 Torsionless isotropic cone rotation matrices
The torsionless rotation matrix is defined in equation S77c.

2.7.2.2 Torsionless isotropic cone frame order matrix

43



Simulated frame order matrix elements

Torsionless isotropic cone frame order model, ™ degree matrix, 1000000 simulations

0.8

0.6 —

ij

Order parameter S,

02—

04— i

90
Cone half-angle 8, (deg.)

Simulated frame order glatrix elements

Torsionless isotropic cone frame order model, 2™ degree matrix, 1000000 simulations

o
o
T

54
o
T

o
=
T

o
5}
T

Order parameter SW

Figure S10:

degrees.

Calculated frame order matrix elements
Isotropic cone, torsionless frame order model, ™ degree matrix

T T T T T T T T T T T T T
0.8 — —
- 06— -
o
"
8 L 4
g - <CI/
g 041 — <, —
= — %
© o2 6> B
<c,;>
[ <€ )
ol %>
\’C.U/\
02 | | |
’ 45 90 135 180
Cone half-angle 8, (deg.)
Calculated frame order matrix elements
Isotropic cone, torsionless frame order model, 2" degree matrix
1 T T T T T T T T T T T T T
08—
0.6 —
2 041
@
5 L
g 021
g
g L 4
&
5 0
2
S L 4
02 —
-04 - T —
0.6 — —
L L L | L L L | L L L | L L L
0 45 135 180

The torsionless isotropic cone model simulated and calculated in-frame XD and M® frame
order matrix elements. The top row corresponds to M and the bottom to X®. In these plots, 0x
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The frame order matrix is

=
2

= / R®"dS / / ds, (S106a)
S S

T Omax
= / / R®"sinf df d¢ / / ds. (S106b)
—xJo S

The surface normalisation factor is

T Omax
/ s = / / sin 6 d6 do, (S107a)
S —m JO

- / (1= €08 Opma) b, (S107b)

=27 (1 — cos Omax) - (S107c)

2.7.2.2.1 Torsionless isotropic cone 1% degree frame order

The 1% degree frame order matrix with tensor rank-2 is

M“)/R@lds// ds,
S S

/ RdAS / 27 (1 — cos Omax) (5108b)
S

(5108a)
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Simulated frame order matrix elements
Torsionless isotropic cone frame order model, ™ degree matrix, 1000000 simulations
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fx corresponds to the cone opening half-angle §. Frame order matrix values have been calculated every 10

degrees.

oS Omax + 3

N

€OS Omax + 3

(S108c)
2 (cosOmax + 1)

2.7.2.2.2 Torsionless isotropic cone 2"? degree frame order

The 29 degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker

product double indices from 0 to 8

N = o
[} = (=}

w
w

[0 -~ D o
o) ~ [=2] ot

XXXXXQXXXXX
=

o
=

= 57 (308 Omax + 6 oS Oax + 15) , (S109a
= ﬁ (cos2 Omax + 10 cos Opax + 13) , (S109b
2 (4 c08® Onax + 10 €08 Opax + 10) (S109¢
My, (S109d
= Moo, (5109
= Ny, (S109f
M, (S109¢g
M, (S109h
% (0032 Omax + €08 Opax + 1) , (S109i
= 51 (08 Omax — 208 Oax + 1), (S109j
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Mo = Moy
Mos = —% (0052 Omax + €08 Omax — 2)
Mgo = Mog:
Mg = Ny
Mgy = Mog;
M5 = Moy,
M3 = Moy
Mog = —Mog)
Mgy = —Mog,
Ms7 = —Mos,
D<]75 _MO8‘

After factorisation, the equations are

(=}
(=}

N =
no =

w
w

i
=~

= o 0 ~ [}
o > ¢ -~ [=2)

XXXXXXUXXXXXX
ot

o
[¢9)

<

[0

0

<

48

<

84

<

13
My
M6
Mo
57
M

75

— % (co8 Omax + 1)2 + %,
= o (08 Omax + 5)% — 1

— % ((4005 Omax + 5)2 + 15) ,

"
[,

[}
(=)

N
[N~}

Il
XXMXXX
[N~}

N
[

% (2 cos Opmax + 1)2 + i,

[

= 2—14 (€08 Omax — 1)2,

<

04>
1

= —5 (cos Omax + 2) (cos Omax —

=N

= M08’

08”

= Mg,
= Moy
= Moy
= Mg
= Mg
—NX
—NX

08>

08"

1), (S1101

2.7.2.2.3 Torsionless isotropic cone frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the

implementation of equations S108 and S110 above in the software relax. Frame order matrix XM® and M@

values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
XM and X values are shown in figure S10. The out-of-frame XM and X values are shown in figure S11.
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Simulated frame order matrix elements

Free rotor isotropic cone frame order model, I degree matrix, 1000000 simulations
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Figure S12: The free rotor isotropic cone model simulated and calculated in-frame XD and X@ frame order
matrix elements. The top row corresponds to XM and the bottom to X . In these plots, fx corresponds
to the cone opening half-angle 6. Frame order matrix values have been calculated every 10 degrees.

2.8 Free rotor isotropic cone frame order model
2.8.1 Free rotor isotropic cone parameterisation

For the free rotor variation of the isotropic cone model, the torsion angle restriction is absent and the model

parameters are

(S111a)
(S111b)

M=P+ Ex +p1 + 6,
= {PIaPyaPZaPaaPﬁvp’Y}+ {E97E¢} + {pm7py;pz} + {emax},

where P; are the average domain position translations and rotations, E; are the spherical angles defining the
cone axis, p; are the coordinates of the pivot point, and 6.« is the maximum cone opening half-angle.

2.8.2 Free rotor isotropic cone equations

2.8.2.1 Free rotor isotropic cone rotation matrices

The rotation matrix is the full torsion-tilt rotation matrix of equation S74c on page 24.

2.8.2.2 Free rotor isotropic cone frame order matrix
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Simulated frame order matrix elements
Free rotor isotropic cone frame order model, I degree matrix, 1000000 simulations
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Figure S13: The free rotor isotropic cone model simulated and calculated out-of-frame XL and M@
frame order matrix elements. The top row corresponds to XM and the bottom to X®. In these plots,
fx corresponds to the cone opening half-angle . Frame order matrix values have been calculated every 10

degrees.

The frame order matrix is

M<">:/R®”ds// ds,
S S

T T O max
= / / / R®"sinfdfd¢do / ds.
-7 J—mJO S

The surface normalisation factor is

[ as=
s

(1 — €08 Omax) -

Omax
t/ sin 0 do de do,
0

.1,

:/ / (1 — cos Omax) dodo,
L,

=47

27 (1 — €08 Opmax) do,

2.8.2.2.1 Free rotor isotropic cone 15¢ degree frame order
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The 1% degree frame order matrix with tensor rank-2 is

MO = /R®1ds// ds, (S114a)
S S

= /RdS/ 27 (1 — o8 Omax) (S114b)
s

(S114c)

1
5 .
COS Omax + 1

2.8.2.2.2 Free rotor isotropic cone 2™ degree frame order

The 2" degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker
product double indices from 0 to 8

Moo = % (0052 Omax + €08 Omax + 4) , (S115a)
M, = i (cosOmax + 1), (S115b)
X,, =0, (S115c¢)
Mo, =M, (S115d)
M= Noo (S115e)
M. =0, (S115f)
Mge =0, (S115g)
M., =0, (S115h)
Mgs = % (cos2 Omax + €08 Omax + 1) , (S1151)
Moy = Moo (S115j)
Mo = N0 (S115k)
Mos = =5 (€08” Omax + €OS Omax — 2) , (S1151)
Mo = Mg (S115m)
Mg = Mg (S115n)
Moy = Mg, (S1150)
M3 =—NX, (S115p)
Mo = =Ny, (S115q)
My =0, (S115r)
M =0, (S115s)
M. =0, (S115t)
M..=0 (S115u)

2.8.2.2.3 Free rotor isotropic cone frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S114 and S115 above in the software relax. Frame order matrix XM and X@
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
M@ and X values are shown in figure S12. The out-of-frame XM and X values are shown in figure S13.
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Figure S14: The pseudo-elliptic cone. The top three representations are for 6, = 30° and 6, = 50°. The
bottom three representations are for 6, = 20° and 6, = 160°. The z-axis passes through the cone apex and
the centre of the cone. The x- and y-axes are orthogonal and, in these examples, point in the directions of
the smallest and greatest cone opening angles respectively.

2.9 Pseudo-ellipse frame order model
2.9.1 Pseudo-ellipse parameterisation

To extend to the next level of motional complexity above the isotropic cone models, an anisotropic cone can
be modelled. This cone is defined via the ball and socket joint pivoted mechanics with an angular restriction
in all three angles. The simplest anisotropic distribution would be to create an ellipse using the standard
quadric surface formula for an elliptic cone

N —) (S116)
Let the two cone opening half-angles of the ellipse be 8, and 8,. For a sphere of radius z = 1 and using the
tilt angles 6 and ¢, a boundary polar angle ,,,x can be modelled as
1 cos? sin?
o sin’o

62 62 02

max x

(S117)

As the quadric constants a, b and ¢ are angles rather than axis lengths, this is not a true ellipse. It will
therefore instead be called a pseudo-ellipse. The form of this pseudo-elliptic cone is shown in figure S14.

The model consists of the average domain position, a single pivot point, the full motional eigenframe, and
the maximum cone opening and torsion half-angles

M=P+¢E+p, +6, (S118a)

= {PzaPyaPZ7PaaPB7P'y} + {EouE,@aE’y} + {pz7py7pz} + {9139y70max}3 (Slle)

where P; are the average domain position translations and rotations, E; are the Euler angles defining the
motional eigenframe, p; are the coordinates of the pivot point, 6, and 6, are the maximum cone opening
half-angles, and op,,x is the torsion half-angle.
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2.9.2 Derivation of a 2D trigonometric function - the pseudo-elliptic cosine

For the surface normalisation factor of the pseudo-elliptic cone, the integral from equation S129b on page 57

/dsz/ m/ (1 — 08 Oumax) dgs o (S119)
s — -7

Omax

1S

When combined with the pseudo-ellipse of equation S117, this becomes the intractable integral

Omax ™ 1
/ s = 1—cos | —— || dodo, (S120)
S cos? ¢ + sin? ¢
- -7 V62 02

Omax

Instead the cosine series expansion will be used

Omax” | Omax  Omax’ | Omax.  Omax'
cosbmax =1 = =+ =~ Te T e T a0 T (8121)
[e%e] _1)»
=Y (2 )' Ormax". (S122)
n=0 ( n)

Integrating each element of the sum over the ¢ parameter and using the assumption that 0,6, > 0 gives

T 0 2
/ g = 70,0,

—T

T O 0.0y o0 o
/ TR, (05 +0y) .

—T

T Gmax6 77.919’5/ 4 202 4
/,,, A do = 5850 (36, + 2070 + 36,,)

T g 70O g0 | agige 36291 1 500)
8! T 322560 V¢ ety D TRery L Ty

—T

T emaxlo 0.0
/ dg = —227V_ (3505 4 200562 + 180402 + 202260 + 350%)

. 10! ~ 232243200
(S123)
Therefore a new two dimension trigonometric function, the pseudo-elliptic cosine, can be defined as
pec(8,0,) = / (1 — cosOmax) do, (S124a)
— 26,0 i _CED" 0.0,). (S124b)
4 (2n 4 2)! Y
Let
a= 93,
2
b=02, (S125)
then the first of the f,,(0,,6,) equations are
fO = 13
fl = 2(1 —+ 2b,
fo = 6a® + 4ab + 6b°,
f3 = 20a® + 12a%b + 12ab® + 2063,
fa = 70a* + 40a3b + 36a%b? + 40ab>® + 70b*,
f5 = 252a° 4+ 140a*b 4+ 120a°b? + 120a2b> + 140ab* + 2520°,
fo = 924a% + 504a®b + 420a*b? + 400a3b® + 420a2b* + 504ab® + 92408,
fr = 3432a" + 1848a°b + 1512a°b? 4 1400a*b> + 1400a®b* + 1512a2b° + 1848ab5 + 343207,
(S126)
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Figure S15: The pseudo-ellipse cosine 2D trigonometric function. This is the surface area on a unit sphere
bounded by the pseudo-elliptic cone.

Or

fo=1,
fi=2(a+b),
fa = 6(a? + b%) + 4ab,
f3 = 20(a® + b) + 12(ab + ab?),
fa =T70(a* +b%) +40(a3b + ab®) + 36422,
f5 = 252(a® + b°) 4+ 140(a’b + ab?) + 120(a>b? + a?b3),
fo = 924(a® + b5) 4+ 504(a®b + ab®) + 420(a*v? + a®b*) + 4004313,
fr =3432(a” +b7) + 1848(a%b + ab®) + 1512(a®b? + a2b°) 4 1400(a*b® + a®b%),
fz = 12870(a® 4 b%) + 6864(a”b + ab”) + 5544(a%b? + a2b%) + 5040(a®b® + a®b°) + 4900ab*,
fo = 48620(a® + b°) 4 25740(a®b + ab®) + 20592(a”b? + a?b”) + 18480(a®b> + ab°) + 17640(a®b* + a*b°),
f1o = 184756(a'® + b10) + 97240(a®b + ab®) 4+ 77220(a®b? + a2b%) + 68640(a” b + a>b7) + 64680(alb* + %) + 63504a°b°,
(S127)

This series expansion up to n = 10 is sufficient for writing a fast and accurate pec function implementation
in computer code. The numerical representation of this function is shown in figure S15.

2.9.3 Pseudo-ellipse equations

2.9.3.1 Pseudo-ellipse rotation matrices

For the pseudo-ellipse model, the full torsion-tilt system is used. The full rotation matrix is given in
equation S74c on page 24.

2.9.3.2 Pseudo-ellipse frame order matrix
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Figure S16: The pseudo-ellipse model simulated and calculated in-frame X frame order matrix elements.

In these plots, fx corresponds to the cone opening half-angle 6, 6y to the cone opening half-angle 6, and 67
to torsion half-angle omax. When the half-angle is not varied, the angle is fixed to either 6, = 7/4, 8, = 37/8
Or Omax = 7/6. Frame order matrix values have been calculated every 10 degrees. The first angle for the
calculated 6x and Oy graphs is set to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be

correctly handled by the numerical integration.
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Figure S17: The pseudo-ellipse model simulated and calculated in-frame X2 frame order matrix elements.
In these plots, 0x corresponds to the cone opening half-angle 0, 6y to the cone opening half-angle 6, and 07
to torsion half-angle omax. When the half-angle is not varied, the angle is fixed to either 6, = 7/4, 8, = 37/8
Or Omax = 7/6. Frame order matrix values have been calculated every 10 degrees. The first angle for the
calculated 0x and 6y graphs is set to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be
correctly handled by the numerical integration.
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Figure S18:

be correctly handled by the numerical integration.
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The pseudo-ellipse model simulated and calculated out-of-frame X frame order matrix
elements. In these plots, 6x corresponds to the cone opening half-angle 6,, 6y to the cone opening half-angle
6, and 6z to torsion half-angle omax. When the half-angle is not varied, the angle is fixed to either 6, = /4,
0, = 37/8 or Omax = /6. Frame order matrix values have been calculated every 10 degrees. The first angle
for the calculated x and @y graphs is set to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot
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Figure S19: The pseudo-ellipse model simulated and calculated out-of-frame X? frame order matrix
elements. In these plots, 8x corresponds to the cone opening half-angle 8,., 6y to the cone opening half-angle
6, and 6z to torsion half-angle omax. When the half-angle is not varied, the angle is fixed to either 6, = /4,
0y = 37/8 or Omax = /6. Frame order matrix values have been calculated every 10 degrees. The first angle
for the calculated 6x and 0y graphs is set to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot
be correctly handled by the numerical integration.
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The frame order matrix is

X = /R®”d5// ds, (S128a)
S S
Omax T Omax
= / / R®"sin0df d¢ do / / ds. (S128b)
— -7 JO S

Omax

The surface normalisation factor is

Omax T BOmax
/ ds = / / / sinf df d¢ do, (5129a)
S — -7 JO

Omax

= / (1 — cos Opmax) dodo, (5129b)
- / " pec(6a, 6,) do, (S129¢)
= 20max pec(fz, 0y). (5129d)

2.9.3.2.1 Pseudo-ellipse 15t degree frame order

The 1% degree frame order matrix with tensor rank-2 consists of the following elements

Moo = %g:tagy) 21 + [ﬂ (COS2 G sin? Omax — 2sin? ¢ cos Omax) d(b} , (5130a)
M, = %g:tagy) 21 + [ﬂ (sin2 G sin® Omax — 2 cos? ¢ cos Omax) d(b} , (S130b)
1 LI
= Omax do. 5130
M22 2Umax pec(917 ey) /77r S : ¢ ( C)

As the trigonometric functions of 6.« cannot be integrated, these components must be numerically inte-
grated.

2.9.3.2.2 Pseudo-ellipse 2”4 degree frame order

The 29 degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker
product double indices from 0 to 8

™

1

=— |4 inc(20max 2
Moo 12 pec(0y, 0y) ™ (sine(20max) + )+/

—T

sinc(20max) (2 sin? 0 ax cOS> qﬁ( (2 cos® ¢ — 1) €08 Omax
+ 6sin® qb) — 208 Omax (2 cos? 10) (4 cos? ¢ — 5) + 3))

+ 2cos? ¢ oS Opnax (sin2 Omax + 2) — 6 ¢c0S Opnax d(b} ,

(S131a)

™

M= m » sinc(20max ) ( $in? Omax (4 cos? ¢ sin? gb( €0S Omax

1
[47r sinc(20max )+ /

— 3) + 3) — 16 cos? ¢ sin? ¢ cos Hmax) (S131b)

+ 3sin? Opax dqb] ,
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92 = 768;2((221,&;3) lfm — [W 2 cos” ¢ cos” Opmax + 35in* ¢ cos? Oimax dqﬁ] , (S131c)

M35 = Ny, (S131d)
1 . o . . .
M, = m [477( sinc(20max) + 2)—|— /_Tr sinc(20max) (2 sin? O,y ax sin? qﬁ( (2 sin® ¢ — 1) oS Omax
+ 6 cos® gb) — 208 Omax (2 sin? ¢ (4 sin® ¢ — 5) + 3)>
+ 25sin? ¢ €08 O nax (sin2 Omax + 2) — 6 oS Opax d(b} ,
(S131e)
M., = %% [57r — [W 25in? ¢ cos® Opax + 3 €082 ¢ €082 Oipax dqﬁ] , (S131f)
Mgs = Moo, (S131g)
M7z = Ngs, (S131h)
1 ™
=— |27 — 3 omaxd 9 1311
Mgg 3 pec(d,.0,) [ T /_7r cos qb] (S131i)

s

sinc(20max ) <2 sin? 0,5 COS? gb( (2 sin? ¢ — 1) €08 O pax

—T

1 .
NO4 = m [47T (2 — SlnC(20’max)) +/

— 6sin? (b) + 2 08 Omax (2 cos? ¢ (4 cos® ¢ — 5) + 3))

+ 2 cos? ¢ oS Omax (sim2 Omax + 2) — 6 oS Omax dqb] ,

(S1315)

™

M0 = m 47 (2 — sinc(20max)) + [ﬂ sinc(20max ) <2 $in? O ax SN2 (b( (2 cos? ¢ — 1) €08 O pax
— 6 cos? qﬁ) + 2 ¢oS Omax (2 sin? ¢ (4 sin? ¢ — 5) + 3))
+ 2sin? ¢ €08 Opax (sim2 Omax + 2) — 6 cosOmax dqb] ,
(S131k)
1 us
= — |27 — max 2 '2max 2 1311
Mos S pec(0,.0,) [ T /_WCOSH cos” ¢ (sin® Omax + 2) dqﬁ}, (S1311)
= Ta A N i 2 max 2(1-2 2 emax in? emax 2
Mg 12 pec(ly, 0y) 8m+ [W sinc(20 )< ( cos” ¢) cos (sin +2) > Sty
m

+ 208> Opax — 6 €OS Oppax dqb] ,
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1 s
=— |27 — max in? in? max 2 131
M5 S pec(0m.0y) [ T [WCOSH sin® ¢ (sin® Orax + 2) dqb], (S131n)

1 us
-~ |8r— inc(20max) [ 2 (1 — 2 cos® max (SI0° Onax + 2
Mgy 2 pectn.y) [871‘ /_wsmc( Oma )( ( cos qb) c0S Oma (sm Omax + )) 1o
0
— 208> Orax + 6 oS Omax d(b} ,
1 . T . .
M, = m [477 sinc(20max )+ [ﬂ sinc(20max) (sm2 Omax (4 cos? ¢ sin? ¢ cos Opmax
—12cos? ¢sin® ¢ + 3) — 16 cos? psin® ¢ cos Qmax> (S131p)
— 38in? Omax dqb] ,
M31 = M13’ (S131q)
sinc(omax 4
Mo = _W&;@j) 2 + /_F cos® ¢ (cos® Ormax — 3OS Omax) dqﬁ} , (S131r)
Mgy = My, (S131s)
sinc(omax T
M., = _W&;@j) 21 + /_F sin” ¢ (cos3 O max — 3 COS Hmax) dqb] , (5131t)
M., =N, (S131u)

As the trigonometric functions of 6.« cannot be integrated, these components must be numerically inte-
grated. All other frame order matrix elements can be numerically shown to be zero.

2.9.3.2.3 Pseudo-ellipse frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S130 and S131 above in the software relax. Frame order matrix XM® and @
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
MM values are shown in figure S16 and X2 in figure S17. The out-of-frame MM values are shown in
figure S18 and X in figure S19.

2.10 Torsionless pseudo-ellipse frame order model

The first simplification of the pseudo-ellipse frame order model, which can be very useful for restricted motion
systems such as CaM complexed with target peptides, would be to have no torsional motions.
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Figure S20: The torsionless pseudo-ellipse model simulated and calculated in-frame X frame order matrix
elements. In these plots, fx corresponds to the cone opening half-angle 6, and 6y to the cone opening half-
angle 0,. When the half-angle is not varied, the angle is fixed to either 6, = w/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.

2.10.1 Torsionless pseudo-ellipse parameterisation

This model is the pseudo-ellipse model with the torsion angle set to zero, omax = 0. The model parameters

are therefore

M=P+E+p1+6, (S132a)
= {PCEvavPZvPGHPﬁaP’Y}+ {EOHEﬁvE’Y} + {vapy’pz} + {9I,99}7 (8132b)

where P; are the average domain position translations and rotations, E; are the Euler angles defining the
motional eigenframe, p; are the coordinates of the pivot point, and 6, and 0, are the maximum cone opening

half-angles.

2.10.2 Torsionless pseudo-ellipse equations

2.10.2.1 Torsionless pseudo-ellipse rotation matrices

Setting the torsion angle o to zero in the full torsion-tilt rotation matrix of equation S74c, the matrix
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Simulated frame order matrix elements
Torsionless pseudo-ellipse frame order model, 2™ degree matrix, 1000000 simulations

Calculated frame order matrix elements
Pseudo-ellipse, torsionless frame order model, 2" degree matrix
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Figure S21: The torsionless pseudo-ellipse model simulated and calculated in-frame X frame order matrix
elements. In these plots, 0x corresponds to the cone opening half-angle 6, and 6y to the cone opening half-
angle 6,. When the half-angle is not varied, the angle is fixed to either 6, = w/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.
becomes
cos? ¢ cos 0 + sin? ¢ cos ¢sin ¢ cosf — cospsing cos@sinb
R(6,¢) = [ cos¢sin g cosf — cos psin ¢ sin? ¢ cos 0 + cos? ¢ sin ¢ sin 0 (5133)
— cos ¢ sin 6 —sin¢sin @ cosf
2.10.2.2 Torsionless pseudo-ellipse frame order matrix
The frame order matrix is
M) = / R®" 4S8 / / ds, (S134a)
S S
™ Omax
= / / R®™sin0df de / ds. (S134b)
—xJo S
The surface normalisation factor is
T Omax
/ ds = / / sin # d6 do, (S135a)
S -7 JO
- / (1= €08 Opma) b, (S135b)
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Figure S22: The torsionless pseudo-ellipse model simulated and calculated out-of-frame XD frame order
matrix elements. In these plots, 8x corresponds to the cone opening half-angle 6,, and 6y to the cone opening
half-angle 6,,. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.

= pec(6y,0,). (S135c¢)
2.10.2.2.1 Torsionless pseudo-ellipse 15t degree frame order
The 1% degree frame order matrix with tensor rank-2 consists of the following elements
My, = m o + [ 7; (0052 b2 e — 2in? ¢ cos 9max) ds|, (S136a)
M, = m o + [ 7; (sin2 b2 Oy — 2 082 b COS 9max) ds|, (S136b)
M,, = m [ 7; sin® Omax do. (S136¢)

As the trigonometric functions of 0y, cannot be symbolically integrated, these components must be numer-

ically integrated.

2.10.2.2.2 Torsionless pseudo-ellipse 2"? degree frame order

62



Simulated frame order matrix elements
Pseudo-ellipse frame order model, 2" degree matrix, 1000000 simulations

Calculated frame order matrix elements
Pseudo-ellipse frame order model, 2" degree matrix

1 T T T T T T T T T T T T T T T 1 T T T T T T T T T T T
0.8 —
0.6 —
B 04 oS
5 T 5
g 02 - E g
s — s
s r = s
k=3 — — k=3
5 or —— = 5
S — 1 S
02 e
04 — 04— —
0.6 — — -0.6 — —
| | | | | |
0 45 90 135 180 0 45 90 135 180
Cone half-angle 8, (deg.) Cone half-angle 6, (deg.)
Simulated frame order matrix elements Calculated frame order matrix elements
Pseudo-ellipse frame order model, 2" degree matrix, 1000000 simulations Pseudo-ellipse frame order model, 2" degree matrix
1 T T T T T T T T T T T T 1 T T T T T T T T
08— 0.8
0.6 — 0.6
2 041 2 0
© ©
5 f 5
g 02r g2 o
51 g
= [ =
5 of 3
S r — S
02 = -0.2
04 — 04 _
0.6 — — -0.6 — —
L L L | L L L | L L L | L L L L L L | L L | L L | L L
0 45 135 180 0 45 135 180

90
Cone half-angle OY (deg.)

0
Cone half-angle OY (deg.)

Figure S23: The torsionless pseudo-ellipse model simulated and calculated out-of-frame X frame order
matrix elements. In these plots, 6x corresponds to the cone opening half-angle 6,, and fy to the cone opening
half-angle ,. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.

The 24 degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker

product double indices from 0

™

N — 1 3 +/
0 = 3pec(ly,0,) | )

to 8

(COS4 ¢ 08 Omax + 3 cos? ¢ sin’ (b) sin? O ax

(S137a)
— (3sin® ¢ + cos® ¢) cos Omax do |,
1 s
M =— |2 2 2 in? emax 3si 4 3 4 i 29max
1= G ecBt) w+[w( cos? ¢sin? ¢ cos +3sin® ¢ + 3cos” ¢) sin S137b)
— 8cos® ¢sin? ¢ cos Omax dd |,
1 ™
M,y = m 5m — /_Tr 2052 ¢ 08> Oppax + 35102 ¢ €082 Opax Ao |, (S137c)
My, = X, . (5137d)
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M, = pec(0.0) 3+ [W (sin* ¢ cos Omax + 3 cos® ¢ sin® ¢) sin? Opax

(S137e)
— (sin* ¢ + 3 cos® ¢) cos Omax dqﬁ} ,
1 ™
M., = m lfm — / 25in? ¢ cos? Opax + 3 cos? ¢ €052 Ormax dqﬁ] , (5137f)
p z, Yy -7
Mgs = Mo, (S137g)
M7 = M5, (S137h)
M., = L -2 - /7T 08> Orpax Ao (S137i)
88 Spec(em’ey) ™ . max ) 1
1 i s
Mo, = W T+ / (0052 ¢ sin? ¢ cos Omax — 3 cos® ¢ sin? qb) sin? Omax
L (S137j)
— 4 cos® psin? ¢ cos Omax dqb] ,
Mo = Moy (S137k)
1 ™
Mg = W 27 + / 08 ¢ cos? Opmax — 3 cos? ¢ COS Omax d(b} , (S1371)
zy Yy -7
Mgo = Mos: (S137m)
Mg = m 21 + / sin? ¢ cos® Opmax — 3sin? @ cos Omax d(b} , (S137n)
zy Yy -7
Mgy = Ny, (S1370)
Mz =Noy (S137p)
M3y = Moy (S137q)
Mos = — g0, (S137r)
Mgy = =My, (S137s)
Msr = —Myg, (S137t)
Mzs = —Myg- (S137u)
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2.10.2.2.3 Torsionless pseudo-ellipse frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S136 and S137 above in the software relax. Frame order matrix XML and M@
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
XM values are shown in figure S20 and X2 in figure S21. The out-of-frame MM values are shown in
figure S22 and X in figure S523.

2.11 Free rotor pseudo-ellipse frame order model
2.11.1 Free rotor pseudo-ellipse parameterisation

The free rotor model is the pseudo-ellipse model with the torsion angle restriction absent. Its parameters
are

M=P+¢E+p, +6, (S138a)
= {PCEvavPZvPGHPﬁaP’Y} + {EOHEﬁvE’Y} + {vapy’pz} + {9I,99}7 (Slgsb)

where P; are the average domain position translations and rotations, E; are the Euler angles defining the
motional eigenframe, p; are the coordinates of the pivot point, and 6, and 6, are the maximum cone opening
half-angles.

2.11.2 Free rotor pseudo-ellipse equations

2.11.2.1 Free rotor pseudo-ellipse rotation matrices

The rotation matrix is the full torsion-tilt rotation matrix of equation S74c on page 24.

2.11.2.2 Free rotor pseudo-ellipse frame order matrix

The frame order matrix is

X = / R®"™dS / / ds, (S139a)
S S
T T O max
- / / / R®"sin0d0 dg do / / ds. (S139b)
-7 J—mJO S

The surface normalisation factor is

T T Omax
/ ds = / / / sinf df d¢ do, (S140a)
S —nmJ—mJO

= / / (1 — cosOmax) dodo, (5140Db)
= / pec(0,,0,) do, (S140c¢)
= 2w pec(fy, 0y). (5140d)

2.11.2.2.1 Free rotor pseudo-ellipse 15t degree frame order
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Figure S24: The free rotor pseudo-ellipse model simulated and calculated in-frame X frame order matrix
elements. In these plots, fx corresponds to the cone opening half-angle 6, and 6y to the cone opening
half-angle 6. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.

The 1%¢ degree frame order matrix with tensor rank-2 is

MO = /R®1ds// ds, (S141a)
S S

= /RdS/27rpec(9I,9y), (S141b)
S

1 T P .

sin? O pmax
2.11.2.2.2 Free rotor pseudo-ellipse 2" degree frame order

The 2"? degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker

product double indices from 0 to 8

1 T

MOO = m 4 — [W COS2 ¢ COS3 Gmax +3 Sin2 (;5 COS Qmax dd) s (Sl42a)
= A A i emaxd ’ 142b
M 4 pec(6y,0,) /—w o ¢ ® :
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Simulated frame order matrix elements
Free rotor pseudo-ellipse frame order model, 2" degree matrix, 1000000 simulations
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Figure S25: The free rotor pseudo-ellipse model simulated and calculated in-frame X® frame order matrix
elements. In these plots, fx corresponds to the cone opening half-angle 6, and 6y to the cone opening
half-angle ,. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.
M,, =0,
Mgz = My,

o= e )

M55 =0,

Mg =0,

M?? =0,

Mg = __ 2 — /F c08® Omax do |
3pec(bs,6,) _W

Moy = My,
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Simulated frame order matrix elements

Free rotor pseudo-ellipse frame order model, ™ degree matrix, 1000000 simulations
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Calculated frame order matrix elements
Pseudo-ellipse, free rotor frame order model, ™ degree matrix
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The free rotor pseudo-ellipse model simulated and calculated out-of-frame XD frame order

matrix elements. In these plots, 8x corresponds to the cone opening half-angle 6,, and 6y to the cone opening
half-angle 6,,. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.
Mo = My
s = S 2 -
M., = U -47'( + /77
80 6 pec(Oy, 0,) I _,r
Mg = e _2” + /W
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08> Orpax — 3 COS Omax do|,

sin® ¢ (€08 Omax — 3 €08 Omax) do|,
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Figure S27: The free rotor pseudo-ellipse model simulated and calculated out-of-frame X frame order
matrix elements. In these plots, 6x corresponds to the cone opening half-angle 6,, and fy to the cone opening
half-angle ,. When the half-angle is not varied, the angle is fixed to either 6, = 7/4 or 6, = 37/8. Frame
order matrix values have been calculated every 10 degrees. The first angle for the calculated elements is set
to 0.01 degrees as a pseudo-ellipse cone opening angle of 0.0 cannot be correctly handled by the numerical

integration.

Mo = 0. (S1420)
Mg, =0, (S142s)
N, =0, (S142t)
M5 = 0. (S1420)

2.11.2.2.3 Free rotor pseudo-ellipse frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S141 and S142 above in the software relax. Frame order matrix XD and ¥@
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
XM® values are shown in figure S24 and X2 in figure S25. The out-of-frame XM® values are shown in
figure S26 and X2 in figure S27.
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2.12 Double rotor frame order model

The eigenframe of the motion of the double rotor model is characterised by two pivot points and two rotor
axes. To simplify the modelling, the two axes are assumed to be orthogonal. Due to the nature of the RDC
and PCS data used, it may not be possible to distinguish deviations from orthogonality from the noise.

2.12.1 Double rotor parameterisation

Assuming the axes are orthogonal for the model, the size of the set of non-redundant parameters is 15. To
eliminate the redundant parameters, the geometry of the system can be used to construct a 3D eigenframe
of the motion consisting of three Euler angles:

x-axis This axis of the eigensystem can be defined as a vector parallel to the 1% rotor axis.
y-axis This axis of the eigensystem can be defined as a vector parallel to the 2™ rotor axis.

z-axis This can be defined as a vector parallel to the line of shortest distance connecting the two rotor axes.
As x and y are orthogonal by definition of the model, the line of shortest distance will be orthogonal
to both x and y.

The two pivot points defining the position in space of the two rotor axes define the system. Using the above
eigenframe, these can be parameterised using only four parameters:

15t pivot point This is defined using three coordinates and is located at the intersection of the 15 rotor
axis and the line of shortest distance between the axes.

274 pivot point This is defined as the intersection of the 2°¢ rotor axis and the line of shortest distance.
Using the z-axis of the eigenframe and the 15% pivot, the 3D position can be defined as a simple
displacement, pg.

The set of all parameters of the system is therefore
M=P+E+p1+p2+6, (S143a)

= {sz Pyv P, Py, Pg, P’y} + {Eaa Eﬁv E’y} =+ {px,pyvpz} + {pd} + {Umam UmaX,Q}v (Sl43b)

where P; are the average domain position translations and rotations, F; are the eigenframe Euler angles, p;
are the coordinates of the 15 pivot point, py is the displacement for the 2" pivot point, and Omax,i are the
two torsion half-angles of the rotors.

2.12.2 Double rotor equations
The double rotor model consists of two standard rotations, the first about the x-axis and the second about

the y-axis. Hence the frame order matrix is simply the integration over both torsion angles of the Kronecker
product of the product of the R, and R, rotation matrices, divided by the surface area normalisation factor.

2.12.2.1 Double rotor rotation matrices

The individual rotations are

coso; 0 sinog

R,(01) = 0 1 0 , (S144a)
—sinoy 0 cosoy
1 0 0

Ry(02) =10 cosoy —sinos |. (S144b)

0 sinos COS 09
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Simulated frame order matrix elements

Calculated frame order matrix elements
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Figure S28: The double rotor model simulated and calculated in-frame M) frame order matrix elements.
In these plots, fx corresponds to the torsion half-angle omax,1 and 6y to the torsion half-angle omax,2. When
the half-angle is not varied, the angle is fixed to either oyax,1 = m/4 Or Omax,2 = 37/8. Frame order matrix

values have been calculated every 10 degrees.

The full rotation is then

R(O’l, O'2>

Ry (02) - Ry(al)v

COs 01 0 sin o
sin o7 sin oo CcosSoy — COSOq Sinog
—sinopcosoy  Sinos  COSOp COSO9

2.12.2.2 Double rotor frame order matrix

The frame order matrix is

K ()

/Umax,Z
—Omax,2

The surface normalisation factor is

/Umax,l
—Omax,1

Omax,2

Jos=]

Omax,2
= 2O—max,l
—Omax,2

/R(01,02)®nd5// dS,

S S

R(01302)®n dgmax,l dUmax,Q// ds.
S

Omax,1
dgmax,l dgmax,2;

Omax,2 Y —Omax,1

dUmax,? )
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Simulated frame order matrix elements Calculated frame order matrix elements

Double rotor frame order model, 2" degree matrix, 1000000 simulations Double rotor frame order model, 2" degree matrix
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Figure S29: The double rotor model simulated and calculated in-frame X frame order matrix elements.
In these plots, #x corresponds to the torsion half-angle omax,1 and 6y to the torsion half-angle oymax,2. When
the half-angle is not varied, the angle is fixed to either oyax,1 = 7/4 Or Omax,2 = 37/8. Frame order matrix

values have been calculated every 10 degrees.

= 4o—rnax,lo—maxﬂ- (Sl48C)
2.12.2.2.1 Double rotor 15¢ degree frame order
The un-normalised 15* degress frame order matrix with tensor rank-2 is
M = / R(o1,05)" dS, (S149a)
S
= / ’ /  R(01,0) d0max.1 A0max.2, (S149D)
4 8in(0max,1)Tmax,2 . .
= ) 48in(0max,2) Omax, 1 ) . (S149c¢)
4 5In Omax,1 SN Omax,2
After normalisation, the full frame order matrix is
SINC Omax, 1 . .
MO = . SINC Omax,2 . . (5150)

SINC Omax,1 SINC Omax,2

2.12.2.2.2 Double rotor 2”4 degree frame order
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Figure S30: The double rotor model simulated and calculated out-of-frame X () frame order matrix elements.
In these plots, Ox corresponds to the torsion half-angle omax,1 and 6y to the torsion half-angle omax,2. When
the half-angle is not varied, the angle is fixed to either oyax,1 = m/4 Or Omax,2 = 37/8. Frame order matrix

values have been calculated every 10 degrees.

The 29 degree frame order matrix with tensor rank-4 consists of the following elements, using Kronecker

product double indices from 0 to 8

Moo = 3 (8inC(20max,1) + 1), (S151a)
X, = sinC Omax,1 8INC Omax,2, (S151b)
Moy = £ Sinc omax,2 (sinc(2omax,1) + 1), (S151c¢)
M35 = Ny, (S151d)
My = 3 (sinc(20max,2) + 1), (S151e)
My = % SINC Omax,1 ( SINC(20max2) + 1), (S151f)
Mgs = Ny, (S151g)
M7z = Ngs, (S151h)
Mg = 7 (SI0C(20max,1) + 1) (sin¢(20max,2) + 1), (S151i)
Moy = 0, (S1513)
Mo = 1 (SInc(20max,1) — 1) (sinc(20mmax,2) — 1), (S151k)
Mos = =5 (SIn¢(20max,1) — 1), (S1511)
Mso i (sinc(20max,1) — 1) (sinc(2omax,2) + 1), (S151m)
My = = (SINC(20max,1) + 1) (Sinc(20max,2) — 1) , (S151n)
Mgy = —3 (SINC(20max,2) — 1), (S1510)
M5 =0, (S151p)

73



Simulated frame order matrix elements Calculated frame order matrix elements

Double rotor frame order model, 2" degree matrix, 1000000 simulations Double rotor frame order model, 2" degree matrix
1 T T T T T T T T T T T T 1 T T T T T T T T
T T T T T T
0.8 —
0.6 —
B oS
o} r o}
g 02 g
s s
s r s
f=3 k=3
5  0F 5
2 2
o r o r —
-02 - -02 - =
04 - 04 _
-0.6 — — -0.6 — —
| | | | | |
0 45 90 135 180 0 45 90 135 180
Cone half-angle 8, (deg.) Cone half-angle 8, (deg.)
Simulated frame order matrix elements Calculated frame order matrix elements
Double rotor frame order model, 2™ degree matrix, 1000000 simulations Double rotor frame order model, 2" degree matrix
1 T T T T T T 1
08
0.6 —
2 04 2
@ @
g r g
g 02 g
g g
g r g
& &
5 0F 5
= =
B B
o r o
02
04 — 04 _
-0.6 — — -0.6 — —
L L | L L L | L L L
0 45 135 180 0 45 135 180

Figure S31: The double rotor model simulated and calculated out-of-frame X ) frame order matrix elements.
In these plots, #x corresponds to the torsion half-angle omax,1 and 6y to the torsion half-angle oyax,2. When
the half-angle is not varied, the angle is fixed to either oyax,1 = 7/4 Or Omax,2 = 37/8. Frame order matrix

values have been calculated every 10 degrees.

M3 =0, (S151q)
Mo = 2 SINC Omax 2 (Sinc(20max,1) — 1), (S151r)
Mgy = Mg, (S151s)
My, = 1 sincomax,1 (sine(20max,2) — 1), (S151t)
M7s = N7 (S151u)

2.12.2.2.3 Double rotor frame order matrix simulation and calculation

The frame order matrix element simulation script from Section 2.2, page 25 was used to compare the
implementation of equations S150 and S151 above in the software relax. Frame order matrix X and X?
values were both simulated and calculated, both within and out of the motional eigenframe. The in-frame
X values are shown in figure S28 and X in figure S29. The out-of-frame XM values are shown in

figure S30 and X2 in figure S31.

2.13 Frame order axis permutations

Multiple local minima exist in the optimisation space for the isotropic and pseudo-elliptic cone frame order
models. In the case of the pseudo-ellipse, the eigenframes at each minimum are identical, however the 6,,

0, and omax half-angles are permuted. Because of the constraint 6, < 6, in the pseudo-ellipse model,
there are exactly three local minima (out of 6 possible permutations). In the isotropic cone, the 6, = 6,
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Table S1: The pseudo-ellipse motional eigenframe and half-angle permutations implemented in the frame_
order.permute_axes user function.

Condition Permutation name Cone half-angles Axes

(07,6 T nax] [,y 2]

0r < 0y < Omax Self! 02,0y, Omax] [x,y, Z]
A [0z, Tmax, 0y] [—2,y, ]

B [0y, Tmax; 0] [z, 2, 9]

0 < Omax < Oy Self! [0z,0y, Omax] [x,y, 2]
A [0z, Tmax, O] [~2z,y,7]

B [Tmax; Oy, 0] [z, —z,y]

Omax < 0z < 0y Self! 0,6y, O’max] [x,y, Z]
A [Umax; 0z, Hy] [ya 2, 'T]

B [Tmax, Oy, Oz ] [, —2,y]

L' The first optimised solution.

condition collapses this to two. The multiple minima correspond to permutations of the motional system -
the eigenframe x, y and z-axes as well as the cone opening angles 6, 0,, and onax associated with these
axes. But as the mechanics of the cone angles is not identical to that of the torsion angle, only one of the
three local minima is the global minimum.

As the minfx library used in the frame order analysis implemented in relax currently only implements local
optimisation algorithms, and because a global optimiser cannot be guaranteed to converge to the correct
minima, a different approach is required:

e Optimise to one solution.
e Duplicate the data pipe for the model as ‘permutation A’.
e Permute the axes and amplitude parameters to jump from one local minimum to the other.
e Optimise the new permuted model, as the permuted parameters will not be exactly at the minimum.
e Repeat for the remaining ‘permutation B’ solution (only for the pseudo-ellipse models).
These steps have been incorporated into the automated analysis protocol in relax.

The permutation step has been implemented as the frame_order.permute_axes user function in relax. It
is complicated by the fact that 0, is defined as a rotation about the y-axis and 6, is about the x-axis. See
table S1 on page 75 for the pseudo-ellipse model permutations. These are also illustrated in figure S32 on
page 76.

For the isotropic cone model, the same permutations exist but with some differences:

e The x and y axes are not defined in the x-y plane, therefore there are only two permutations (the first
solution and ‘permutation A’).

e Any axis in the x-y plane can be used for the permutation, however different axes will result in different
2
x° values.

e As 0, =0,, the condition 0, < omax < 8, can only exist if the torsion and cone angles are identical.
e Permutations A and B create identical cones as the x and y axes are equivalent.
The new isotropic cone angle is defined as
0, + 0,

= Y 152
0 . (S152)

The isotropic cone axis permutations are shown in figure S33 on page 77.
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F

Figure S32: Pseudo-ellipse axis permutations. This uses synthetic data for a rotor model applied to CaM,
with the rotor axis defined as being between the centre of the two helices between the domains (the centre
of all cones in the figure) and the centre of mass of the C-terminal domain, and the rotor half-angle set to
30°. The condition ¢, < 6y < opax is shown in A and B. The condition 6, < opax < 8y is shown in C
and D. The condition omax < 0, < 6, is shown in E and F. A, C, and E are the axis permutations for a
set of starting half-angles and B, D, and F are the results after low quality optimisation demonstrating the
presence of the multiple local minima. In these cone representations, the z-axis associated with the torsion
angle oax is in the centre of the cone and is shown in red. As a reference, the free CaM structures of 1J70
and 1J7P from Chou et al. (2001) are shown. Only the backbone atoms are shown as solid spheres coloured
from blue at the N-terminus to red at the C-terminus.
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Figure S33: Isotropic cone axis permutations. This uses synthetic data for a rotor model applied to CaM,
with the rotor axis defined as being between the centre of the two helices between the domains (the centre
of all cones in the figure) and the centre of mass of the C-terminal domain, and the rotor half-angle set to
30°. The condition 6 < opax is shown in A and B. The condition 0. < 0 is shown in C and D. A and
C are the axis permutations for a set of starting half-angles and B and D are the results after low quality
optimisation demonstrating the presence of the multiple local minima. In these cone representations, the
z-axis associated with the torsion angle o,y is in the centre of the cone and is shown in red. As a reference,
the free CaM structures of 1J70 and 1J7P from Chou et al. (2001) are shown. Only the backbone atoms
are shown as solid spheres coloured from blue at the N-terminus to red at the C-terminus.
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2.14 Linear constraints for the frame order models

Linear constraints are implemented for the frame order models using the log-barrier constraint algorithm in
minfx, as this does not require the derivation of gradients.

The pivot point and average domain position parameter constraints in Angstrom are:

~500 < P, < 500, (S153a)
—500 < P, < 500, (S153b)
—500 < P, < 500, (S153¢)
~999 < p, < 999, (S153d)
—999 < p, < 999, (S153e)
—999 < p. < 999. (S153f)

These translation parameter restrictions are simply to stop the optimisation in the case of model failures.
Converting these to the A -z > b matrix notation required for the optimisation constraint algorithm, the
constraints become

1 0 0 0 0 0 —500
-1 0 0 0 0 0 —500
0 1 0 0 0 0 —500
0 -1 0 0 0 0 P, —500
0 0 1 0 0 0 P, —500
0 0 -1 0 0 0 P, —500

> S154

0 0 0 1 0 0 Pz —999 ( )
0 0 0 -1 0 0 Dy —999
0 0 0 0 1 0 D —-999
0 0 0 0 -1 0 —999
0 0 0 0 0 1 —999
0 0 0 0 0 -1 —999

For the order or motional amplitude parameters of the set &, the constraints used are

0<o<m, (S155a)

0<0, <0, <, (S155b)

0 < omax < 7, (S155¢)

0 <opmaxao < (S155d)

These reflect the range of validity of these parameters. Converting to the A -x > b notation, the constraints

are
1 0 0 0 0 0
-1 0 0 0 0 —T
0 1 0 0 0 0
0O -1 0 0 0 0 —T
0o -1 1 0 0 0 0
0 0 1 0 0 0y > 0 (5156)
0 0 -1 0 0 Omax -
0 0 0 1 0 Omax,2 0
0 0 0O -1 0 —T
0 0 0 0 1 0
0 0 0 0 -1 -7

The pseudo-elliptic cone model constraint 0, > 6, is used to simplify the optimisation space by eliminating
symmetry.

78


https://gna.org/projects/minfx/

3 Computation time and the numerical integration of the PCS

The numerical integration of the PCS using standard quadratic integration for the frame order models is
impractical and cannot be used. A rough estimate for the computation time required for a full analysis of all
the frame order models using the fastest single core computers in 2013 is in the order of 107 years. Therefore
a number of tricks have been implemented to speed up the calculations.

3.1 Numerical integration techniques

The numerical integration is approximated as

(2 =2

/de%V(f)j:V N , (S157)
where the angular brackets are the means. As the average PCS value in the frame order models is defined
as

0= / 5dS// ds, (S158)
S S
then
- 2y _ ()2
5~ (f) & w (S159)

This simply means that the average PCS value of a set of N domain positions which satisfy the constraints
of the current model parameter values can be used as the back-calculated PCS value for the model.

The simplest method to calculate the PCS value would be to generate a uniform distribution of domain
positions. The PCS value is calculated for each state in the distribution of N structures and then averaged.
However this technique has non-ideal convergence properties, hence the number N needs to be high to obtain
a reasonable estimate of the PCS value. Two techniques with better convergence properties are the Monte
Carlo integration algorithm and the quasi-random integration algorithms.

3.1.1 Monte Carlo numerical integration

As the convergence properties are better than that of a uniform distribution, the Monte Carlo integration
algorithm is a viable option for using the PCS in the frame order analysis. Less states N are required for a
reasonable estimate of the back-calculated PCS value. By randomly selecting N orientations of the domain
which lie within the cone half-angle limits, back-calculating the PCS value for each state, and then averaging
over all N states, the PCS value for the model can be numerically integrated. The original implementation
in the software relax used this technique.

3.1.2 Quasi-random numerical integration — Sobol’ point sequence

Although the Monte Carlo numerical integration algorithm is a huge improvement on both the quadratic
integration and the uniform distribution numerical integration techniques, it was nevertheless still too slow
for optimising the frame order models. Therefore the quasi-random integration techniques were investigated,
specifically using the Sobol’ point sequence (Sobol’, 1967).

To implement the numerical integration of the PCS using the quasi-random Sobol’ sequence, the LGPL li-
cenced Sobol library of John Burkardt and Corrado Chisari from http://people.sc.fsu.edu/~jburkardt/
py_src/sobol/sobol.html was integrated into the software relax.

For each point coordinate s;, the following functions were used to translate from linear space sampling to
rotational space

0 = arccos(2s; — 1), (5160a)
6 = 2rs;. (S160b)
o =2m(s; — 1), (S160c)
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where 6 is the frame order tilt angle (the angle of rotation about the x-y plane rotation axis), ¢ is the angle
defining the x-y plane rotation axis, and o is the torsion angle (the angle of rotation about the z’ axis). Each
frame order model uses a different set of 6, ¢, and o angles, therefore 1D, 2D, and 3D Sobol’ sequences are
generated.

3.1.3 Oversampling the Sobol’ sequence points

As generating Sobol’ points is computationally expensive, for speed this operation occurs during target
function initialisation prior to optimisation. Hence the Sobol’ points are not dynamically generated and a
special algorithm is required to ensure adequate 1D, 2D and 3D sampling in the torsion-tilt angle space.
The problem is that as the number of dimensions M increases, the density of a fixed N number of points in
the M dimensions decreases. For example if a fixed value of NV is chosen so that the pseudo-ellipse model is
properly sampled, then the rotor model will be severely oversampled and take far too long to optimise. The
protocol implemented in the software relax (d’Auvergne and Gooley, 2008) to avoid this problem is:

e Generate N.Ov.10M points, where N is the maximum number of Sobol” points to be used, Ov is the
oversampling factor defaulting to 1, and M is the dimensions of the torsion-tilt angle space.

e Convert all Sobol’ points into torsion-tilt angles.
e Convert all angles to rotation matrices.
During optimisation, the following two checks are implemented:
e Skip points outside of the limits of the current parameter values.
e Terminate the loop over the Sobol’ points once N is reached.

For most cases, N should be reached. However if the cone or torsion half-angles are extremely small, then
the points used may be less than N. This is therefore monitored and printed out after each optimisation step
in relax. For these cases, Ov can be increased for better sampling. This is implemented in the relax frame_
order.sobol_setup user function.

3.2 Parallelization and running on a cluster

Four different attempts at parallelizing the calculations in relax using the MPI 2 protocol resulted in no
speeds up. In each case, the calculations were up to 2 times slower. It appears as though the data transfer
of the PCS, atomics positions, vectors, etc. between nodes is slower than the calculations. As parallelization
for speeding up the calculations can only achieve around two orders of magnitude faster calculations, the
technique was abandoned.

3.3 Frame order model nesting

The concept of model nesting is used to hugely speed up the optimisation in the automated protocol. The
most complex models have 15 independent parameters, and performing a grid search over 15 dimensions of
the pseudo-ellipse frame order model is not feasible when using PCS numerical integration. The idea is to
use the optimised parameters of a simpler model as the starting point for a more complex model, avoiding
the need for a grid search for those copied parameters. This appears to work as the PCS value is dominated
by the average domain position, hence the average domain parameters are very similar in all models.

3.3.1 Model categories

The modelling of the o torsion angle gives a number of categories of related models, those with no torsion,
those with restricted torsion, and the free rotors.
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3.3.1.1 No torsion

When o = 0, the following models are defined:
e Rigid,
e Isotropic cone, torsionless,

e Pseudo-ellipse, torsionless.

3.3.1.2 Restricted torsion

When 0 < ¢ < 7, the following models are defined:
e Rotor,
e [sotropic cone,

e Pseudo-ellipse.

3.3.1.3 Free rotors

When o = 7, i.e. there is no torsional restriction, the following models are defined:
e Free rotor,
e Isotropic cone, free rotor,

e Pseudo-ellipse, free rotor.

3.3.1.4 Multiple torsion angles

This covers a single model — the double rotor.

3.3.2 Parameter categories

There are three major parameter categories — the average domain position, the eigenframe of the motion,
and the amplitude of the motion.

3.3.2.1 Average domain position

Let the translational parameters be
T={P;, Py, P.}, (S161)

and the rotational or orientational parameters be

O = {P.,Ps, P} (S162)

Two full average position parameter sets used in the frame order models are

PB=%F+9O={P,, P, P., P, P3P}, (S163a)
P = {P,,P,,P.,P3,P,}. (S163b)
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Table S2: The nesting of frame order model parameters and the resultant grid search dimensionality. The
boxes highlight parameter sets which are optimised in the initial grid search. The start of each train of
arrows are the optimised parameters which will be copied for the more complex model and excluded from
the grid search. The non-nested gird search dimensionality is given in brackets.

Model Parameter sets Order parameters Grid search
dimensionality
Rigid - - - - 6 (6)
Rotor - - - -\L - 5 (11)
Isotropic cone - 6] - Omax - 1(13)
Pseudo-ellipse - 0, O max - 4 (15)
Isotropic cone, torsionless) P - 0 - - - 0 (12)
Pseudo-ellipse, torsionless) 3 - 0z 0y - - 0 (14)
Free rotor - - - - - 5(9)
Isotropic cone, free rotor - 0 - - - 0 (11)
Pseudo-ellipse, free rotor - 0,7 0y - - 0 (13)
Double rotor - - [Tmax] Omax.2 3 (15)

3.3.2.2 The motional eigenframe

This consists of either the full eigenframe or a single axis, combined with the pivot point(s) defining the
origin of the frame(s) within the PDB space. The eigenframe parameters themselves are

éaﬁ'y = {Eom Eﬁa E’Y} ) (8164a)
6ax = {E97 Ed)} ) (8164b)
er = {E¥}. (S164c)

The pivot parameter sets are
pl = {pmapyapz}; (8165a)
p2 = {pa}, (S165b)

3.3.2.3 The rigid body ordering

The parameters of order are

G = {97 9357 9y7 Omax Umax,Q} . (8166)

3.3.3 Frame order parameter nesting in the automated protocol

The parameter nesting used in the automated protocol is shown in table S2. This massively collapses the
dimensionality of the initial grid search.

3.4 PCS subset

Another trick that can be used to speed up the optimisation is to use a subset of all PCS values. The PCS
data for a rigid domain can consist of hundreds of data points. Rather than using all these values, a very
small subset of data points well chosen throughout the 3D structure — far apart, in rigid locations, and all
nearby atoms having a similar value — can be used for the initial grid search and optimisation. As the PCS
is most sensitive to the average domain position and less to the amplitude of motions, if the subset of atoms
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is well chosen the optimisation minimum for the subset should be very close to the optimisation minimum
for the full data set. The subset minimum optimisation should be about two orders of magnitude faster as
the number of PCS data points are linearly correlated with computation time. At the end of the analysis, a
final stage of slower optimisation using all PCS data can be performed to find the full data set minimum.

In the case of the CaM analyses, a subset of five points was used. In the peptide bound calmodulin analyses,
the H data of residues {Tyr 99, Val 108, Glu 114, Glu 119, Arg 126} was used. As data was not available
for the same residues in the free calmodulin analysis, instead the proton data for residues {Tyr 99, Met 109,
Lys 115, Glu 119, Glu 127} was used.

3.5 Optimisation

Due to the numerical integration of the PCS, optimisation is extremely slow. A number of optimisation
techniques can help speed up this part including using a low precision initial grid search, a zooming grid
search, an alternating grid search, and zooming precision optimisation.

3.5.1 Low precision grid search

Using 10,000 Sobol’ points appears to be the minimum while still delivering about 2-3 decimal places of
accuracy for the frame order models (when values are not close to zero). But rather than using this number
of points, 100 can be used in the initial grid search. This is not accurate enough from the parameter
perspective, but is close enough to the real minimum (local or global, see section 2.13 on page 74). This
speeds up the calculation by two orders of magnitude.

3.5.2 The zooming grid search

This is implemented in the software relax rather than in the minfx optimisation library. As the grid search
is parallelised to run on a cluster using OpenMPI, it can sometimes be advantageous to use a fine grid search
to find a better optimisation starting position for the Nelder-Mead simplex algorithm. Rather than simply
increasing the number of increments in the grid search, iteratively performing the grid search while zooming
into the optimised parameter values is a more efficient alternative. This zooming grid search can be seen in
the frame order optimisation script on page 104.

3.5.3 The alternating grid search

For finding the average domain position in the rigid frame order model, an alternating grid search has been
implemented in the automated analysis protocol. The idea is to speed up the slow 6D grid search by first
searching over the 3D rotational space, then the 3D translational space. The grid is then zoomed by one level
and alternating grid search is repeated. As this technique does not guarantee convergence, it is not turned
on by default. The results from the alternation should be carefully checked and the technique avoided if the
average domain position is not reasonable.

3.5.4 Zooming precision optimisation

One trick is to perform an iterative optimisation whereby each iteration increases in precision. For this the
function tolerance cutoff for optimisation is used. But the use of the amount of sampling through the Sobol’
sequence can result in much greater speed ups. The reason is because each point in the Sobol’ sequence
requires a fixed amount of time to calculate the PCSs for all spins, so time is linearly correlated with the
number of points.

Using the synthetic CaM data within relax (at test_suite/shared data/frame order/cam/), the ideal
number of Sobol” points was found to be {100, 1000, 10000}. This is combined with a function tolerance
cutoff of {le72, 1e73, le7*}.
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3.6 Error analysis
3.6.1 Low precision Monte Carlo simulations

The propagation of errors via Monte Carlo simulation, which is extremely computationally expensive, can
also be sped up. By only using a small number of simulations (50 to 100), 100 Sobol’ points, and a function
tolerance of le-3, the computational time required for Monte Carlo simulations can be dramatically reduced.
However, despite using the lower quality settings, with the current implementation of the frame order theory
this error analysis is currently not computationally feasible.
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4 Model-free motions in CaM-peptide complexes

The fast picosecond to nanosecond dynamics of a number of CaM-peptide complexes have been studied and
published in the literature. The data from one of these studies (Frederick et al., 2007) is available from the
BMRB (Biological Magnetic Resonance Data Bank):

Complex BMRB Entry ID
CaM-KKalpha 15183
CaM-Kl1p 15184
CaM-eNOSp 15185
CaM-smMLCKp 15186
CaM-DPEs 15187
CaM-nNOSp 15191

The model-free order parameters S? from these systems were used to identify mobile residues which will be
excluded in all analyses. The exclusion limit was arbitrarily chosen as S? < 0.8. The values are show in
figure S34, with the residues to be excluded circled.
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Figure S34: CaM-peptide model-free order parameters, as published in Frederick et al. (2007). Circled
residues will be excluded from all analyses. Mobility in these residues modulates the RDC and, to a smaller
extent, the PCS and should therefore not be used for the alignment tensor optimisation or frame analysis
which both rely on rigid body assumptions.
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5 DMotions in the CaM-IQ 2BE6 X-ray crystallographic structure

5.1 Domain displacements in CaM-1Q

The Kabsch algorithm is used for determining the translations and rotations of rigid bodies and is the
standard algorithm for superimposition of two identical structures. It is also the basis of the fit-to-mean
algorithm which consists of a repetitive fitting of each structure to a mean structure. Here the algorithm is
used for determining the displacements in the CaM-IQ crystal structure.

5.2 Finding the motional pivot in CaM-1IQ
5.2.1 The motional pivot algorithm

The aim is to iteratively find the focal point of all motions. The Kabsch algorithm consists of a translation
of one centroid onto the other, followed by a rotation to superimpose 3D structures. However, by specifying
one centroid location for all structures in the PDB frame, the translation is eliminated and only the rotation
remains. This is a pivoted rotation which, if the centroids are not located at the pivot point, causes the
centroid positions to translate.

The RMSD between the superimposed models is calculated and adapted into a target function return value,
whereby the parameters are simply the atomic [z, y, 2] positions of the pivot being optimised. This allows the
motional pivot point to be optimisation via the Nelder-Mead simplex algorithm. Once found, the structures
are superimposed using this pivot point as the centroid position. The algorithm has been implemented in
the relax user function structure.find pivot.

Combined with the motional pivot algorithm, the following relax script was used to determine the pivot
position and the domain displacements. This is for the example of the C-domain motions.

"""Script for determining the double pivot point motions of the CaM-IQ X-ray structure C-domain motions."""

# Python module imports.
from numpy import array
from pipe_control.structure.mass import pipe_centre_of_mass

class Pivot_finder:
def __init__(self):
"""Find the pivot point."""

# Results table and structures.
self.results_file = open('double_displacements_multi_mechanics.txt', 'w')
self.structs = ['CaM_A', 'CaM_B', 'CaM_C']

# Atom selections.

sele_bb = '@N,CA,C,0'

sele_moving = ':82-144@N,CA,C,0'

sele_displace = ':80-146,503,504,508,509,513,514"'

# Create a data pipe.
pipe.create('double pivot', 'N-state')

# Load the 2BE6 structures with peptide and metals and with MOLMOL attached protons (and hand editing to fix the
mangled MOLMOL PDB file).

structure.read_pdb('2BE6_H_fixed.pdb', dir='../..', set_mol_name=['CaM_A', 'CaM_B', 'CaM_C', 'IQ_D', 'IQ_E', 'IQ_F'],
alt_loc='A")

# Superimpose the N-domain (skipping mobile residues :2-4,42,56-57,76-80, identified from model-free order parameters)
, save the structure, and create the web-of-motion representation.

structure.align(molecules=[self.structs], method='fit to mean', atom_id=':6-41,43-55,58-74@N,C,CA,0', displace_id=['#
CaM_A,IQ_D', '#CaM_B,IQ_E', '#CaM_C,IQ_F'])

structure.write_pdb('original.pdb', force=True)

structure.web_of_motion(molecules=[self.structs], atom_id=sele_bb, file='web_original.pdb', force=True)

structure.web_of _motion(molecules=[['IQ_D', 'IQ_E', 'IQ_F']], atom_id=sele_bb, file='web_original_IQ.pdb', force=True)

# The current RMSD.
structure.rmsd(molecules=[self.structs], atom_id=sele_moving)

# Write out the original C-domain centroid displacements.

structure.displacement(molecules=[self.structs], atom_id=sele_moving)
self.results_file.write("\nOriginal X-ray C-domain displacements:\n")
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self.translations()
self.rotations()

# Find the pivot.
pivot = array([13.120, -13.047, 12.1671) # The original pivot point.
structure.find_pivot(molecules=[self.structs], atom_id=sele_moving, init_pos=pivot)

# Create a visual representation.
self.piv_com()

# Calculate and write out the C-domain pivot displacements.
structure.displacement(molecules=[self.structs], atom_id=sele_moving, centroid=cdp.structure.pivot)
self.results_file.write("\n\nDisplacements from the 1st motional pivot:\n")

self.translations()

self.rotations()

# Superimpose (fit-to-mean), save the structure, and create the web-of-motion representation.

structure.align(molecules=[se1f.structs], method='fit to mean', atom_id=sele_moving, displace_id=sele_displace,
centroid=cdp.structure.pivot)

structure.write_pdb('pivotl_si.pdb', force=True)

structure.web_of_motion(molecules=[self.structs], atom_id=sele_bb, file='web_pivotl_si.pdb', force=True)

structure.web_of _motion(molecules=[['IQ_D', 'IQ_E', 'IQ_F']], atom_id=sele_bb, file='web_pivotl_si_IQ.pdb', force=True

# The current RMSD.
structure.rmsd(molecules=[self.structs], atom_id=sele_moving)

# Find the 2nd pivot.

pivot = array([26.209, -18.539, 7.1021) # An educated guess for an initial optimisation starting position for the
2nd motional pivot.

structure.find_pivot(molecules=[self.structs], atom_id=sele_moving, init_pos=pivot)

# Calculate and write out the C-domain pivot displacements.
structure.displacement(molecules=[self.structs], atom_id=sele_moving, centroid=cdp.structure.pivot)
self.results_file.write("\n\nDisplacements from the 2nd motional pivot:\n")

self.translations()

self.rotations()

# Superimpose (fit-to-mean), save the structure, and create the web-of-motion representation.

structure.align(molecules=[se1f.structs], method='fit to mean', atom_id=sele_moving, displace_id=sele_displace,
centroid=cdp.structure.pivot)

structure.write_pdb('pivot2_si.pdb', force=True)

structure.web_of _motion(molecules=[self.structs], atom_id=sele_bb, file='web_pivot2_si.pdb', force=True)

structure.web_of_motion(molecules=[['IQ_D', 'IQ_E', 'IQ_F']], atom_id=sele_bb, file='web_pivot2_si_IQ.pdb', force=True

# The current RMSD.
structure.rmsd(molecules=[self.structs], atom_id=sele_moving)

# Write out the remaining C-domain centroid displacements.
structure.displacement(molecules=[self.structs], atom_id=sele_moving)
self.results_file.write("\n\nResidual displacements:\n")
self.translations()

self.rotations()

# Centroid superimpose (fit-to-mean), save the structure, and create the web-of-motion representation.

structure.align(molecules=[se1f.structs], method='fit to mean', atom_id=sele_moving, displace_id=sele_displace)

structure.write_pdb('centroid_si.pdb', force=True)

structure.web_of_motion(molecules=[self.structs], atom_id=sele_bb, file='web_centroid_si.pdb', force=True)

structure.web_of _motion(molecules=[['IQ_D', 'IQ_E', 'IQ_F']], atom_id=sele_bb, file='web_centroid_si_IQ.pdb', force=
True)

# The final RMSD.
structure.rmsd(molecules=[self.structs], atom_id=sele_moving)

def piv_com(self):
"""Create a visual representation of the current mechanics as a PDB file."""

# Store the pivot and original C-domain centres of mass.

pivot = cdp.structure.pivot

com = []

com. append (pipe_centre_of _mass(atom_id="'#CalM_A:82-144@N,CA,C,0'))
com.append(pipe_centre_of_mass(atom_id='#CaM_B:82-144@N,CA,C,0'))
com. append (pipe_centre_of _mass(atom_id="'#CalM_C:82-144@N,CA,C,0'))

# A new data pipe.
pipe.create('rep', 'N-state')

# Create a new structure.

for i in range(3):
# The pivot.
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structure.add_atom(atom_name='PIV', res_name='M/i'%i, res_num=i+1, pos=pivot, element='S')

# The CoM
structure.add_atom(atom_name='COM', res_name='M}i'%i, res_num=i+1, pos=com[i], element='S')

# Connect.
structure.connect_atom(index1=2*i, index2=2*i+1)

# Save the structure.
structure.write_pdb('piv_com.pdb', force=True)

# Switch back to the original pipe.
pipe.switch('double pivot')

def rotations(self):

"""Write out the rotations between the structures."""
# Title.
self.results_file.write("\nRotations (deg):\n")

# Header.

self.results_file.write('%-4s ' % '')

for struct in self.structs:
self.results_file.write('%-6s ' % struct)

for struct in self.structs:
self.results_file.write('%-24s ' % struct)

self.results_file.write('\n')

# Values.
for struct in self.structs:
self.results_file.write('%-4s ' % struct)

# The angle.
for struct2 in self.structs:
self.results_file.write('%6.3f ' % (cdp.structure.displacements._rotation_angle[struct] [struct2] / 2.0 / pi *
360.0))

# The axis.

for struct2 in self.structs:
axis = cdp.structure.displacements._rotation_axis[struct] [struct2]
self.results_file.write('[%6.3f, %6.3f, %6.3f] ' % (axis[0], axis[1], axis[2]))

self.results_file.write('\n')

def translations(self):
"""Write out the translations between the structures."""

# Title.
self.results_file.write("\nTranslations (Angstrom):\n")

# Header.

self.results_file.write('%-4s ' % '')

for struct in self.structs:
self.results_file.write('%-6s ' % struct)

for struct in self.structs:
self.results_file.write('%-24s ' % struct)

self.results_file.write('\n')

# Values.
for struct in self.structs:
self.results_file.write('%-4s ' % struct)

# The distance.
for struct2 in self.structs:
self.results_file.write('%6.3f ' % cdp.structure.displacements._translation_distance[struct] [struct2])

# The vector.
for struct2 in self.structs:
vect = cdp.structure.displacements._translation_vector[struct] [struct2]
self.results_file.write('[%6.3f, %6.3f, %6.3f] ' % (vect[0], vect[1], vect[2]))
self.results_file.write('\n')

# Find the pivot.
Pivot_finder()
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Table S3: The C-domain RMSD improvements for the motional pivot algorith starting from the
:6-41,43-55,58-746N,CA,C,0 N-domain superimposed ensemble of states A, B and C of the 2BE6 CaM-1Q
crystal structure.

A B C Global

Starting emsemble 2.000 1.624 3.181 2.26840.812
First motional pivot removal 1.121 0.414 1.008 0.848+0.380
Second motional pivot removal 0.303 0.359 0.333 0.33240.028
Centroid superimposition 0.300 0.347 0.328 0.325%0.024

Table S4: The N-domain RMSD improvements for the motional pivot algorith starting from the
:82-113,117-128,131-145@N,CA,C,0 C-domain superimposed ensemble of states A, B and C of the 2BE6
CaM-IQ crystal structure.

A B C Global

Starting emsemble 3.423 0.974 3.490 2.629+1.434
First motional pivot removal 0.720 0.704 1.118 0.84740.234
Second motional pivot removal 0.430 0.291 0.550 0.42440.129
Centroid superimposition 0.427 0.289 0.550 0.42240.130

5.2.2 C-domain motions

For this analysis, the A, B and C structures of 2BE6 were superimposed over the N-domain backbone
heavy atoms :6-41,43-55,58-74@N,CA,C,0. This excludes mobile residues as identified from model-free order
parameters, see section 4 on page 85. This superimposed ensemble was used as the starting reference.
The C-domain backbone heavy atoms :82-144@N,CA,C,0 were used in the motional pivot algorithm. The
displacement mechanics are given in table S5 and the RMSDs in S3. The first motional pivot point is at
[21.832,5.420, 6.240]. The second motional pivot point is at [—197.885, —170.070, —75.974].

5.2.3 N-domain motions

For this analysis, the A, B and C structures of 2BE6 were superimposed over the C-domain backbone heavy
atoms :82-113,117-128,131-145@N,CA,C,0. This excludes mobile residues as identified from model-free order
parameters, see section 4 on page 85. This superimposed ensemble was used as the starting reference.
The N-domain backbone heavy atoms :6-74@N,CA,C,0 were used in the motional pivot algorithm. The
displacement mechanics are given in table S6 and the RMSDs in S4. The first motional pivot point is at
[15.907, —2.040, —0.381]. The second motional pivot point is at [—14.350, —55.805, 199.808].
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5.2.4 Web of motion

To visualise the motion in the CaM-IQ 2BE6 X-ray crystallographic structure, the software relax was used
to create a PDB file whereby all identical atoms in structures A, B, and C (as well as D, E, and F) are
connected via PDB CONECT records. This is implemented in the structure.web_of_motion user function. The
atoms used in the representation were restricted to the backbone heavy atoms present in all three structures.
The user function was used in the pivot finding script on page 89 and the result displayed in PyMOL together
with a PDB file representing the first motional pivot and CoMs of the moving domain. By superimposing
the atoms :6-41,43-55,58-74@N,CA,C,0, the C-domain motions are represented in figure S35 on page 94.
The N-domain motions seen by superimposing the atoms :82-113,117-128,131-145@N,CA,C,0 are shown in
figure S36 on page 95.

5.2.5 Location of the pivots

In both the C and N-domain analyses, the first motional pivot is located within the superimposed non-
moving domain. Hence the primary mode of motion is the sliding of the moving domain over the peptide
and non-moving domain. For the second pivot, the rotation axes are close to parallel hence the position of
the pivot is less well defined and a single rotation axis would be a better representation. This rotation axis,
in both analyses, pass close to the centre of mass of the moving domain. This second mode of motion can
be seen as the domain rolling and rocking along the IQ peptide axis. No other significant modes of motion
can be extracted from the A, B, and C structures. These two motional modes are clearly visible in the
web-of-motion figure.
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Figure S35: CaM-1Q 2BE6 X-ray structure C-domain web-of-motion. The CaM protein is shown in
rainbow colors (the N-terminus to C as blue to red), the IQ peptide in grey, the Ca?* ions in yellow, and
the corresponding Ln?* ion position in the N60D mutant in olive. The web-of-motion is constructed as
connected equivalent backbone heavy atoms in each of the three crystal structures. The first motional pivot
is shown in purple, and is joined to the 3 CoMs of the moving domain. A pseudo-frame has been defined by
the common atoms of the three IQ peptides. The centre of the peptide is origin, the x-axis points from the
origin to the point of contact between the two closed domains (and the -x direction points to the melting
point between the two domains), the y-axis is the helix axis, and the z-axis points from the origin to the
CoM of the moving domain. The three columns correspond to the three orthogonal views in this frame. The
top row corresponds to the C-domain motions in the X-ray structure whereby the N-domain backbone heavy
atoms have been superimposed. The middle row corresponds to the residual motions after the first pivoted
motion has been subtracted. The bottom row are the residual motions after the second pivoted motion has
been removed.
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Figure S36: CaM-IQ 2BE6 X-ray structure N-domain web-of-motion. The CaM protein is shown in
rainbow colors (the N-terminus to C as blue to red), the IQ peptide in grey, the Ca?* ions in yellow, and
the corresponding Ln®* ion position in the N60D mutant in olive. The web-of-motion is constructed as
connected equivalent backbone heavy atoms in each of the three crystal structures. The first motional pivot
is shown in purple, and is joined to the 3 CoMs of the moving domain. A pseudo-frame has been defined by
the common atoms of the three IQ) peptides. The centre of the peptide is origin, the x-axis points from the
origin to the point of contact between the two closed domains (and the -x direction points to the melting
point between the two domains), the y-axis is the helix axis, and the z-axis points from the origin to the
CoM of the moving domain. The three columns correspond to the three orthogonal views in this frame. The
top row corresponds to the N-domain motions in the X-ray structure whereby the C-domain backbone heavy
atoms have been superimposed. The middle row corresponds to the residual motions after the first pivoted
motion has been subtracted. The bottom row are the residual motions after the second pivoted motion has
been removed.
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Table S7: The CaM domain and 1Q peptide RMSDs for the CaM-1Q 2BE6 X-ray structure. The domains
are superimposed over the backbone heavy atoms. The IQ peptide RMSDs are for residues :1618-1625. Both
backbone and all atom RMSDs are presented. All RMSDs are to the mean structure.

RMSD atoms A B C Global
N-domain superimposition (:6-74@N,CA,C,0)

:1-80@N,CA,C,0 0.437 0.311 0.588 0.4464+0.139
:1-80 0.630 0.525 0.831 0.66240.156
:1618-1625@N,CA,C,0 1.203 1.187 2.346 1.57940.664
:1618-1625 1.226 1.231 2.277 1.57840.605
C-domain superimposition (:82-144@N,CA,C,0)

:81-1486N,CA,C,0 0.337 0.381 0.339 0.35240.025
:81-148 0.593 0.790 0.672 0.68540.099
:1618-1625@N,CA,C,0 0.935 0.921 0.572 0.80940.205
:1618-1625 1.296 0.986 1.142 1.141+0.155

N-domain

C-domain

Figure S37: IQ peptide motions in the CaM-1Q 2BE6 X-ray structure. On the left the C-domain back-
bone heavy atoms of :82-144@N,CA,C,0 were superimposed whereas on the right the N-domain atoms
:6-T4@N,CA,C,0 were superimposed. Only IQ peptide atoms present in all three X-ray structures and of
helical nature are shown (:1618-1625). This demonstrates that the IQ helix is pinned to the C-domain.
When the frame of reference is the N-domain (right), the helix appears to be moving in the direction of the
helix axis. But this is correlated to the C-domain motion.

5.3 The non-moving reference domain in CaM-1Q 2BE6

Using different superimpositions and subsequent root mean square deviation (RMSD) calculations, it is
possible to see that the N-domain is moving while the C-domain and I1Q peptide form a rigid core. For the
1Q peptide, due to flexibility only residues :1615-1625 are in common to structures D, E, and F in the PDB
file (equivalent to the CaM A, B, and C structures respectively). The first few residues were also excluded
as they exhibit a non-helical from in the F structure. The RMSDs are presented in table S7. For the CaM
domains themselves, it can be seen that the C-domain backbone heavy atom RMSD for the backbone heavy
atom superimposed C-domain is significantly lower than that for the N-domain (0.352 vs. 0.446). For the
1Q peptide, both the backbone heavy atom and all atom RMSDs are significantly better in the C-domain
superimposition. Figure S37 clearly shows that the IQ helix is pinned to the C-domain.
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Table S8: Atomic triangulation in CaM 2BEG6 to highlight the crystal motions. The corrected sample
standard deviation (SD) of the interatomic distances shows the variability between the three structures in
the PDB file.

Atom 1 Atom 2 Distance A/D (A) Distance B/E (A) Distance C/F (A) SD (A)
Residues at the head of the clamp

:107@CA :38@0 7.196 7.848 8.668 0.738
:107@CA :1110CG 5.872 5.498 5.355 0.267
:38@0 :1110CG 3.090 3.472 3.383 0.199
IQ peptide to N-domain Ca®"

:16220CA :501,506,5110CA 17.166 17.034 15.249 1.070
:16220CA :502,507,5120CA 19.582 19.408 17.147 1.359
:501,506,5110CA :502,507,5120CA 11.411 12.093 11.714 0.342
IQ peptide to C-domain Ca?*

:16220CA :503,508,5130CA 20.378 21.035 20.662 0.330
:16220CA :504,509,5140CA 22.980 22.909 22.903 0.043
:503,508,513@CA  :504,509,5140CA 11.352 11.290 11.297 0.034
N-domain internal motions

:9@CA :38@CA 24.586 24.449 26.178 0.961
:9@CA :45@CA 29.288 29.135 29.900 0.405
:9QCA :730CA 8.365 8.278 9.861 0.890
:380CA :450CA 15.692 15.478 15.648 0.113
:380CA :730CA 24.737 24.142 26.603 1.284
:45@CA :73@CA 26.255 26.379 27.004 0.402
C-domain internal motions

:85QCA :111@CA 18.212 18.562 18.951 0.369
:85@CA :1180CA 24.558 24.888 24.822 0.175
:85@CA :145@CA 8.317 7.630 7.127 0.598
:111@CA :1180@CA 15.786 15.965 14.928 0.554
:111@CA :145@CA 19.554 18.415 19.338 0.605
:118@CA :1450CA 21.025 20.622 21.693 0.541

5.4 Atomic fluctuations in CaM-IQ 2BE6 — characterising the motion in the
crystal

The motion in the X-ray structure can be quantified by looking at the interatomic fluctuations between the
three structures. These fluctuations can be calculated and visualised in a number of different ways. For the
CaM-IQ complex, the most informative technique is to compare fluctuations between pairs of atoms.

5.4.1 Pairwise interatomic fluctuations

Firstly the distance fluctuations between pairs of atoms can be calculated. The corrected sample standard
deviation (SD) is calculated for the distances between all atom pairs, resulting in a pairwise matrix of SD
values. Importantly these distances are frame independent, as the atoms are from the same structure in the
PDB file. Superimposition hence has no effect. The interatomic distance fluctuations for key atomic pairs in
the structures are shown in table S8. All pairwise distance fluctuations for the backbone C, atoms between
the three structures are plotted in figure S38.

Calculating an orthogonal data set to the distances in a frame independent manner is not possible. However if
structures are superimposed, parallax shifts can be calculated for all atom pairs. The C-domain superimposed
pairwise parallax shifts showing the N-domain motions are shown in figure S39. The N-domain superimposed
pairwise parallax shifts showing the C-domain motions are shown in figure S40.
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Figure S38: Backbone C,, interatomic distance fluctuations in the CaM-1Q 2BE6 X-ray structure. The cor-
rected sample standard deviation (SD) is calculated for the distances between all atom pairs, in Angstrom,

resulting in a pairwise matrix of SD values. This is frame independent and hence is superimposition inde-
pendent.
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Figure S39: Backbone C, interatomic parallax shift fluctuations in the C-domain superimposed CaM-1Q
2BEG6 X-ray structure, showing the N-domain motions. The corrected sample standard deviation (SD) is
calculated for the parallax shift in Angstrom between the interatomic vectors all atom pairs to an average
vector, producing a pairwise matrix of SD values (see the Method section). It is a frame and superimposition
dependent measure close to orthogonal to the frame independent interatomic distance fluctuations.
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Figure S40: Backbone C,, interatomic parallax shift fluctuations in the N-domain superimposed CaM-1Q
2BE6 X-ray structure, showing the C-domain motions. The corrected sample standard deviation (SD) is
calculated for the parallax shift in Angstrom between the interatomic vectors all atom pairs to an average
vector, producing a pairwise matrix of SD values (see the Method section). It is a frame and superimposition
dependent measure close to orthogonal to the frame independent interatomic distance fluctuations.
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5.4.2 Rigid core

From the atomic triangulation table and the distance and parallax shift fluctuation figures, a rigid core can
be defined for the CaM-IQ peptide complex in the X-ray structure. The clearest evidence is in figure S38
on page 98, as this is superimposition independent. The C-domain and IQ peptide are the most internally
rigid elements between the three structures. The distance fluctuation cross-correlations for the 1Q peptide
show that it is rigidly connected to the C-domain rather than the N-domain. In addition to this figure,
table S8 on page 97 shows that the IQ peptide moves relatively more to N-domain Ca?* atoms compared
to the C-domain Ca?* atoms (this can also be seen in the backbone C, atoms in figure S38). Hence the
N-domain moves relative to the C-domain and IQ peptide rigid code.

5.4.3 N-domain internal motions

Intra-domain motions can seen in table S8 on page 97 by comparing the start of helix I and III and ends
of helix IT and IV in both domains (:9@CA, :45eCA, :38eCA and :73eCA for the N-domain; :85@CA, :145@CA,
:1110CA, :1450CA for the C-domain). The largest interatom distance fluctuations are in the N-domain between
the ends of helix IT and TV (:38@CA to :73ecA). This value of 1.3 A is double that of the equivalent atom pair
in the C-domain of 0.6 A. In addition, the N-domain calciums of :501,506,511eCA and :502,507,512QCA move
much more relative to each other with a distance fluctuation of 0.34 A compared to the C-domain calciums
of :503,508,513eCA and :504,509,5146CA with fluctuations of 0.034 A.

In addition to showing the rigid C-domain IQ peptide core, figure S38 on page 98 also highlights the location
of the internal N-domain motions. The loop between the two EF hand motifs and its bracketing helices
(IT and IIT) move relative to N-terminus (helix I) and, to a lesser extent, the C-terminus (helix IV) of the
N-domain.

5.4.4 Maintaining the closed state

By comparing the distance fluctuations of atoms :38@0 and :1110CG in table S8 on page 97, which have
a standard deviation of 0.2 A, it can be concluded that the clamp opening is relatively fixed. This is
also observed in figure S38 where the backbone C, inter-domain distance fluctuations in the region around
residue 38 compared to residue 111 are minor. In the C-domain superimposed parallax shift fluctuations of
figure S39, the region around residue 38 shows the lowest deviation in the N-domain compared to the entire
C-domain. And the N-domain superimposed parallax shift fluctuations of figure S40, the region around
residue 111 shows the lowest deviations in the C-domain compared to all of the N-domain. So, despite the
N-domain internal and external motions, CaM does not open in the X-ray structure.
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6 Data analysis

6.1 Introduction

The analysis consists of two parts. The first is the single structure or ensemble analysis of the combined
RDC and PCS alignment tensor for the non-moving paramagnetically aligned domain or rigid body. The
resultant alignment tensor and optimised paramagnetic Ln3T position is then used as input into the frame
order analysis.

6.2 The N-state model analysis scripts

For determining the alignment tensor and paramagnetic Ln®* position from the RDC and PCS data, the
N-state model or ensemble analysis in the software relax has been used. The script used was:

# Optimisation as described in Book 6, p126.

# Python imports.
from numpy import array

# relax imports.
from 1lib.physical_constants import NH_BOND_LENGTH_RDC

# Create a data pipe for all the data.
pipe.create('CaM N-dom', 'N-state')

# Load the CaM structure.
structure.read_pdb('2BE6_core_II_III.pdb', dir='../../../../structures/2BE6_superimpose/Ndom_II_III', set_mol_name=['CaM_A', '
IQ_A', 'Metals_A', 'CaM_B', 'IQ_B', 'Metals_B', 'CaM_C', 'IQ_C', 'Metals_C'])

# Load the spins.
structure.load_spins('@N', from_mols=['CaM_A', 'CaM_B', 'CaM_C'], mol_name_target='Call’', ave_pos=False)
structure.load_spins('@H', from_mols=['CaM_A', 'CaM_B', 'CaM_C'], mol_name_target='CaM', ave_pos=False)

# Select only the superimposed spins (skipping mobile residues :2-4,42,56-57,76-80, identified from model-free order
parameters) .

select.spin(':17-41,43-55,58-67', change_all=True)

select.display()

# Define the magnetic dipole-dipole relaxation interaction.
interatom.define(spin_id1='@N‘, spin_id2='e@H', direct_bond=True)
interatom.set_dist(spin_id1='@N', spin_id2='G@H', ave_dist=NH_BOND_LENGTH_RDC)
interatom.unit_vectors(ave=False)

# Set the nuclear isotope and element.
spin.isotope(isotope='15N", spin_id='GN"')
spin.isotope(isotope='1H', spin_id='@H')

# The alignment data.

align_data = [
['dy', 'RDC_DY_111011_spinID.txt', 'PCS_DY_200911.txt', 900.00423401],
['tb', 'RDC_TB_111011_spinID.txt', 'PCS_TB_200911.txt', 900.00423381],
['tm', 'RDC_TM_111011_spinID.txt', 'PCS_TM_200911.txt', 900.00423431],
['er', 'RDC_ER_111011_spinID.txt', 'PCS_ER_200911.txt', 899.90423151],
['yb', 'RDC_YB_110112_spinID.txt', 'PCS_YB_211111.txt', 899.90423111],
['ho', 'RDC_HO_300512_spinID.txt', 'PCS_HO_300412.txt', 899.80423481]

# Loop over the alignments.

for i in range(len(align_data)):
# Alias the data.
TAG = align_datal[i] [0]
RDC_FILE = align_datali] [1]
PCS_FILE = align_datali] [2]
FRQ = align_datal[i] [3]

# RDCs.

rdc.read(align_id=TAG, file=RDC_FILE, dir='../..', data_type='D', spin_idl_col=1, spin_id2_col=2, data_col=3, error_col=4)
# PCSs.

pcs.read(align_id=TAG, file=PCS_FILE, dir='../..', res_num_col=1, data_col=2, error_col=4, spin_id='GN')
pcs.read(align_id=TAG, file=PCS_FILE, dir='../..', res_num_col=1, data_col=3, error_col=4, spin_id='GH')

# The temperature.
spectrometer.temperature(id=TAG, temp=303.0)
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# The frequency.
spectrometer.frequency(id=TAG, frq=FRQ, units='MHz')

# The paramagnetic centre (average Ca2+ position).

ave = array([7.608, 5.402, 16.725]) + array([7.295, 4.684, 16.168]) + array([7.338, 5.275, 16.086])
ave = ave / 3

paramag.centre(pos=ave)

# Set up the model.
n_state_model.select_model('fixed')

# Tensor optimisation.

print ("\n\n# Tensor optimisation.\n\n")
minimise.grid_search(inc=5)
minimise.execute('newton', constraints=False)
state.save('tensor_only_fit', force=True)

# Optimisation of everything.
paramag.centre(fix=False)
minimise.execute('bfgs‘, constraints=False)

# PCS structural noise.
print ("\n\n# Tensor optimisation with PCS structural noise.\n\n")
pcs.structural_noise(rmsd=0.3, sim_num=10000, file='structural_noise.agr', force=True)

# Optimisation of everything.
paramag.centre(fix=False)
minimise.execute('bfgs‘, constraints=False)

# Monte Carlo simulations.
monte_carlo.setup(number=500)
monte_carlo.create_data()
monte_carlo.initial_values()
minimise.execute('bfgs‘, constraints=False)
monte_carlo.error_analysis()

# Show the tensors.
align_tensor.display()

# Q-factors.
rdc.calc_q_factors()
pcs.calc_q_factors()

# Correlation plots.
rdc.corr_plot(file=“rdc_corr.agr“, force=True)
pcs.corr_plot(file="pcs_corr.agr", force=True)

# Save the program state.
state.save('tensor_fit', force=True)

Statistics for the tensors, including the matrix or inter-tensor angles, the singular value decomposition (SVD)
values and condition number, and a printout of the tensors for copying directly in the frame order analysis
script, are obtained via the script:

# Script for determining the tensor angles and SVD values of the CaM-IQ tensors.

# Load the state.
state.load('tensor_fit')

# Loop over the alignment tensors, producing a string of relax user function commands.
print("\nTensor strings for relax input:")
string = ""
for A in cdp.align_tensors:
string += "align_tensor.init(tensor='Y%s', params=(%s, %s, %s, %s, %s), param_types=2)\n" % (A.name, A.Axx, A.Ayy, A.Axy,
A.Axz, A.Ayz)
string += "align_tensor.init(tensor='Y%s', params=(%s, %s, %s, %s, %s), param_types=2, errors=True)\n" % (A.name, A.Axx_err
, A.Ayy_err, A.Axy_err, A.Axz_err, A.Ayz_err)
print (string)

# The matrix angles.
align_tensor.matrix_angles(basis_set=0)
align_tensor.matrix_angles(basis_set=1)

# The SVD analysis.

align_tensor.svd(basis_set=0)
align_tensor.svd(basis_set=1)

103



6.3 The frame order analysis scripts

The following is one of the scripts used for the CaM-IQ domain motion analysis:

"""Script for black-box Frame Order analysis.

This is for the CaM-IQ data.

The free rotor pseudo-elliptic cone model is not used in this script as the cone X and Y opening angles cannot be

differentiated with simply RDC and PCS data, hence this model is perfectly approximated by the free rotor isotropic
cone.

# Python module imports.
from numpy import array
from time import asctime, localtime

# relax module imports.
from auto_analyses.frame_order import Frame_order_analysis, Optimisation_settings

# Analysis variables.

# The frame order models to use.
MODELS = [
'rigid',
'rotor',
'iso cone',
'pseudo-ellipse’,
'iso cone, torsionless',
'pseudo-ellipse, torsionless',
'double rotor'

# The number of Monte Carlo simulations to be used for error analysis at the end of the protocol.
MC_NUM = 10

# Rigid model optimisation setup.
OPT_RIGID = Optimisation_settings()
OPT_RIGID.add_grid(inc=21, zoom=0)
OPT_RIGID.add_grid(inc=21, zoom=1)
OPT_RIGID.add_grid(inc=21, zoom=2)
OPT_RIGID.add_grid(inc=21, zoom=3)
OPT_RIGID.add_min(min_algor='simplex')

# PCS subset optimisation setup.

OPT_SUBSET = Optimisation_settings()

OPT_SUBSET.add_grid(inc=11, zoom=0, sobol_max_points=100)
OPT_SUBSET.add_grid(inc=11, zoom=1, sobol_max_points=100)
OPT_SUBSET.add_grid(inc=11, zoom=2, sobol_max_points=100)
OPT_SUBSET.add_min(min_algor="'simplex', func_tol=1le-2, sobol_max_points=100)

# Full data set optimisation setup.

OPT_FULL = Optimisation_settings()

OPT_FULL.add_grid(inc=11, zoom=2, sobol_max_points=100)
OPT_FULL.add_grid(inc=11, zoom=3, sobol_max_points=100)
OPT_FULL.add_min(min_algor='simplex', func_tol=le-2, sobol_max_points=100)
DPT_FULL.add_min(min_algor=‘simplex', func_tol=1e-3, sobol_max_points=1000)
OPT_FULL.add_min(min_algor='simplex', func_tol=le-4, sobol_max_points=10000)

# Monte Carlo simulation optimisation setup.

OPT_MC = Optimisation_settings()
OPT_MC.add_min(min_algor='simplex', func_tol=1e-3, sobol_max_points=100)

# Set up the base data pipes.

# The data pipe bundle to group all data pipes.
PIPE_BUNDLE = "Frame Order (%s)" % asctime(localtime())

# Create the base data pipe containing only a subset of the PCS data.
SUBSET = "Data subset - " + PIPE_BUNDLE
pipe.create(pipe_name=SUBSET, pipe_type='frame order', bundle=PIPE_BUNDLE)

# Read the structures.
structure.read_pdb('2BE6_bb_ndom_truncN.pdb', dir='../../../structures/2BE6_superimpose', set_mol_name='N-dom')
structure.read_pdb('pivot_superimpose_truncC.pdb', dir='../../../structures/2BE6_superimpose/Ndom_pivot_point', set_mol_name='

C-dom")

# Set up the 15N and 1H spins.
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structure.load_spins(spin_id=‘@N', mol_name_target='CaM', ave_pos=False)
structure.load_spins(spin_id=‘@H', mol_name_target='CaM', ave_pos=False)
spin.isotope(isotope='15N', spin_id='@N')

spin.isotope(isotope='1H', spin_id='GH')

# Define the magnetic dipole-dipole relaxation interaction.
interatom.define(spin_id1='@N', spin_id2='@H', direct_bond=True)
interatom.set_dist(spin_id1='©N‘, spin_id2='CH', ave_dist=1.041 * 1e-10)
interatom.unit_vectors()

# Deselect mobile spins and vectors (from the CaM model-free order parameters from the BMRB).
deselect.spin(':2-4")
deselect.spin(':42')
deselect.spin(':56-57")
deselect.spin(':76-82")
deselect.spin(':114-117")
deselect.spin(':129-130")
deselect.spin(':146-148")
deselect.interatom(':2-4")
deselect.interatom(':42")
deselect.interatom(':56-57")
deselect.interatom(':76-82")
deselect.interatom(':114-117")
deselect.interatom(':129-130")
deselect.interatom(':146-148")

# The lanthanides and data files.

1n = ['dy', 'tb', 'tm', 'er', 'yb', 'ho'l]

pcs_files = [
'PCS_DY_200911.txt"',
'PCS_TB_200911.txt',
'PCS_TM_200911.txt"',
'PCS_ER_200911.txt"',
'PCS_YB_211111.txt"',
'PCS_HO_300412.txt"'

]

pcs_files_subset = [
'PCS_DY_200911_subset.txt',
'PCS_TB_200911_subset.txt',
'PCS_TM_200911_subset.txt',
'PCS_ER_200911_subset.txt',
'PCS_YB_211111_subset.txt',
'PCS_HO_300412_subset.txt'

]

rdc_files = [
'RDC_DY_111011_spinID.txt',
'RDC_TB_111011_spinID.txt',
'RDC_TM_111011_spinID.txt',
'RDC_ER_111011_spinID.txt',
'RDC_YB_110112_spinID.txt',
'RDC_HO0_300512_spinID.txt'

]
# The spectrometer frequencies for Luigi's measurements (matching the above lanthanide ordering, taken from the acqus SFO1
parameter) .

pes_frq = [
701.2533001, # Dy3+.
701.2533002, # Tb3+.
701.2533005, # Tm3+.
701.2533003, # Er3+.
701.2533004, # Yb3+.
701.2533005 # Ho3+.

]

rdc_frq = [
900.00423401, # Dy3+.
900.00423381,  # Tb3+.
900.00423431, # Tm3+.
899.90423151,  # Er3+.
899.90423111,  # Yb3+.
899.80423481, # Ho3+.

]

# Loop over the alignments.
for i in range(len(ln)):
# Load the RDCs.
rdc.read(align_id=1n[i], file=rdc_files[i], dir='../../../align_data/CaM_IQ/', spin_idl_col=1, spin_id2_col=2, data_col=3,
error_col=4)

# The 1H PCS (only a subset of “5 spins for fast initial optimisations).

pcs.read(align_id=1n[i], file=pcs_files_subset[i], dir='../../../align_data/CaM_IQ/', res_num_col=1, data_col=3, error_col
=4, spin_id='G@H')
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# The temperature and field strength.
spectrometer.temperature(id=ln[i], temp=303.0)
spectrometer.frequency(id=1n[i], frgq=rdc_frq[i], units="MHz")

# Set up the tensors from the CaM-IQ ABC :6-74@N,CA,C,0 N-state model fit.

align_tensor.init(tensor='Dy N-dom', align_id='dy', params=(-0.000895122969134, 0.000200206126748, 0.000350783562498, 0
.000789321179176, -0.000185956794915) , param_types=2)

align_tensor.init(tensor='Dy N-dom', align_id='dy', params=(1.2293468401e-05, 1.74966511177e-05, 1.07296910627e-05, 1
.21471537359e-05, 9.98472771055e-06), param_types=2, errors=True)

align_tensor.init(tensor='Tb N-dom', align_id='tb', params=(-0.000386773980249, -0.000252229451755, 0.000289345115245, 0
.00077454551221, -0.000411564842864), param_types=2)

align_tensor.init(tensor='Tb N-dom', align_id='tb', params=(9.08568851197e-06, 1.25046911688e-05, 9.13279347879e-06, 8
.66699785438e-06, 8.17084290029e-06), param_types=2, errors=True)

align_tensor.init(tensor='Tm N-dom', align_id='tm', params=(0.000138832563763, 0.00019276873546, -0.000401761891364, -0
.00053984778662, 0.000385156710458), param_types=2)

align_tensor.init(tensor='Tm N-dom', align_id='tm', params=(7.45028293534e-06, 1.15087527652e-05, 7.80160598908e-06, 7
.48687231235e-06, 8.44077530542e-06), param_types=2, errors=True)

align_tensor.init(tensor='Er N-dom', align_id='er', params=(0.00013266928235, 6.08491225722e-05, -0.000249892897607, -0
.000344865388853, 0.000118692962249), param_types=2)

align_tensor.init(tensor='Er N-dom', align_id='er', params=(6.24728334522e-06, 8.68937486363e-06, 7.96726504939¢-06, 6
.43064935791e-06, 1.00354375045e-05), param_types=2, errors=True)

align_tensor.init(tensor='Yb N-dom', align_id='yb', params=(0.000150564392882, -7.59743643441e-05, -0.00013958907081, -0
.000188379895441, 0.000102722198261), param_types=2)

align_tensor.init(tensor='Yb N-dom', align_id='yb', params=(4.42731599871e-06, 5.1565091874e-06, 5.18051425981e-06, 3
.9225664592e-06, 4.49007020445e-06), param_types=2, errors=True)

align_tensor.init(tensor='Ho N-dom', align_id='ho', params=(-0.000307522207243, 2.76511812842e-05, 0.000152789357344, 0
.000307999279733, -0.000235201851074) , param_types=2)

align_tensor.init(tensor='Ho N-dom', align_id='ho', params=(6.56971189673e-06, 1.0420422445e-05, 8.05282585054e-06, 7
.42469124453e-06, 7.25413636142e-06), param_types=2, errors=True)

# Define the domains.
domain(id='N', spin_id=":1-78")
domain(id='C', spin_id=":80-148")

# The tensor domains and reductions.
full = ['Dy N-dom', 'Tb N-dom', 'Tm N-dom', 'Er N-dom', 'Yb N-dom', 'Ho N-dom']
red = ['Dy C-dom', 'Tb C-dom', 'Tm C-dom', 'Er C-dom', 'Yb C-dom', 'Ho C-dom']
ids = ['dy', 'tb', 'tm', 'er', 'yb', 'ho']
for i in range(len(full)):
# Initialise the reduced tensors (fitted during optimisation).
align_tensor.init(tensor=red[i], align_id=ids[i], params=(0, 0, 0, 0, 0))

# Set the domain info.
align_tensor.set_domain(tensor=full[i], domain='N")
align_tensor.set_domain(tensor=red[i], domain='C')

# Specify which tensor is reduced.
align_tensor.reduction(full_tensor=full[i], red_tensor=red[i])

# Set the reference domain.
frame_order.ref_domain('N')

# Set the initial pivot point.
pivot = array([ 21.863, 5.270, 5.934])
frame_order.pivot(pivot, fix=False)

# Set the paramagnetic centre position.
paramag.centre(pos=[6.518, 8.520, 13.767])

# Duplicate the PCS data subset data pipe to create a data pipe containing all the PCS data.
DATA = "Data - " + PIPE_BUNDLE

pipe.copy(pipe_from=SUBSET, pipe_to=DATA, bundle_to=PIPE_BUNDLE)

pipe.switch(DATA)

# Load the complete PCS data into the already filled data pipe.
for i in range(len(ln)):
# The 15N PCS.
pcs.read(align_id=1n[i], file=pcs_files[i], dir='../../../align_data/CaM_IQ/', res_num_col=1, data_col=2, error_col=4,
spin_id='@N")

# The 1H PCS.
pcs.read(align_id=1n[i], file=pcs_files[i], dir='../../../align_data/CaM_IQ/', res_num_col=1, data_col=3, error_col=4,
spin_id='GH")

# Execution.
fizizizizizizisizisizisd
# Do not change!

Frame_order_analysis(data_pipe_full=DATA, data_pipe_subset=SUBSET, pipe_bundle=PIPE_BUNDLE, results_dir=None, opt_rigid=
OPT_RIGID, opt_subset=0PT_SUBSET, opt_full=0PT_FULL, opt_mc=0PT_MC, mc_sim_num=MC_NUM, models=MODELS)
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Once this analysis has been completed then, a refinement step is required. This is due to the low amount
of motion in the system which causes the pivot point to be less well defined and hence strongly affected by
artifacts of discrete sampling of a continuous and uniform distribution. The collapse of certain cone open
half-angles and torsion angles to zero also causes the number of Sobol’ points NV to sometimes be zero. The
refinement script is:

"""Script for black-box Frame Order analysis.
This is for the CaM-IQ data.
The free rotor pseudo-elliptic cone model is not used in this script as the cone X and Y opening angles cannot be

differentiated with simply RDC and PCS data, hence this model is perfectly approximated by the free rotor isotropic

cone.
nun

# Python module imports.
from time import asctime, localtime

# relax module imports.
from auto_analyses.frame_order import Frame_order_analysis, Optimisation_settings

# Analysis variables.

# The frame order models to use.
MODELS = [
'rigid',
'rotor',
'iso cone',
'pseudo-ellipse’,
'iso cone, torsionless',
'pseudo-ellipse, torsionless',
'double rotor'

# The number of Monte Carlo simulations to be used for error analysis at the end of the protocol.
MC_NUM = 10

# Full data set optimisation setup.
OPT_FULL = Optimisation_settings()
UPT_FULLAadd_min(min_algor=‘simplex', func_tol=1le-4, quad_int=True)

# Monte Carlo simulation optimisation setup.

OPT_MC = Optimisation_settings()
OPT_MC.add_min(min_algor="'simplex', func_tol=1e-3, quad_int=True)

# Set up the base data pipes.

# The data pipe bundle to group all data pipes.
PIPE_BUNDLE = "Frame Order (%s)" % asctime(localtime())

# Execution.
L2322 202 0
# Do not change!

Frame_order_analysis(pipe_bundle=PIPE_BUNDLE, results_dir='refinement', pre_run_dir='.', opt_full=0PT_FULL, opt_mc=0PT_MC,
mc_sim_num=MC_NUM, models=MODELS)
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CaM-1Q RDC and PCS data
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The pseudocontact shift data (PCS) for the calmodulin-1Q peptide complex (CaM-1Q).
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Residue Dy3+ Th3+ Tm3t Br3t yb3+ Ho3 T Error

N H N H N H N H N H N H
126 Arg -0.121 -0.207 -0.159 -0.163 0.161 0.136 0.115 0.081 0.080 0.051 -0.049 -0.088 0.1
127 Glu -0.157 -0.191 -0.175 -0.154 0.065 0.121 0.034 0.071 0.018 0.041 -0.075 -0.085 0.1
128 Ala -0.179 -0.211 -0.188 -0.184 0.149 0.160 0.095 0.094 0.069 0.055 -0.084 -0.093 0.1
129 Asp -0.093 -0.186 -0.114 -0.171 0.130 0.149 0.072 0.087 0.054 0.050 -0.063 -0.083 0.1
130 Ile -0.135 -0.169 -0.157 -0.180 0.103 0.144 0.055 0.075 0.029 0.040 -0.086 -0.085 0.1
131 Asp -0.149 -0.140 -0.204 -0.154 0.180 0.134 0.083 0.073 0.050 0.041 -0.094 -0.070 0.1
132 Gly -0.244 -0.135 -0.244 -0.135 0.178 0.117 0.105 0.063 0.068 0.036 -0.129 -0.067 0.1
133 Asp -0.247 -0.145 -0.225 -0.149 0.154 0.126 0.098 0.068 0.073 0.039 -0.111 -0.078 0.1
134 Gly -0.135 -0.166 -0.157 -0.153 0.097 0.134 0.062 0.077 0.041 0.047 -0.077 -0.077 0.1
135 Gln -0.153 -0.196 -0.200 -0.184 0.179 0.159 0.106 0.089 0.071 0.055 -0.082 -0.092 0.1
136 Val -0.217 -0.271 -0.227 -0.257 0.181 0.226 0.109 0.128 0.073 0.079 -0.105 -0.126 0.1
137 Asn -0.153 -0.240 -0.174 -0.260 0.150 0.213 0.086 0.112 0.056 0.064 -0.093 -0.123 0.1
138 Tyr -0.293 -0.254 -0.397 -0.307 0.345 0.258 0.145 0.129 0.083 0.069 -0.170 -0.137 0.1
139 Glu -0.239 -0.203 -0.308 -0.266 0.267 0.237 0.144 0.121 0.085 0.064 -0.136 -0.111 0.1
140 Glu -0.133 -0.211 -0.220 -0.262 0.220 0.219 0.118 0.112 0.077 0.058 -0.097 -0.114 0.1
141 Phe -0.214 -0.277 -0.291 -0.319 0.346 0.271 0.201 0.142 0.133 0.075 -0.109 -0.140 0.1
142 Val -0.366 -0.284 -0.460 -0.364 0.340 0.292 0.284 0.135 0.083 0.066 -0.217 -0.156 0.1
143 Gln -0.251 -0.231 -0.318 -0.298 0.211 0.235 0.089 0.114 0.033 0.048 -0.181 -0.128 0.1
144 Met -0.171 -0.259 -0.247 -0.301 . . 0.148 0.134 0.097 0.064 -0.098 -0.127 0.1
145 Met -0.391 -0.327 -0.501 -0.392 0.308 0.314 0.146 0.166 0.049 0.075 -0.236 -0.164 0.1
146 Thr -0.388 -0.256 -0.491 -0.345 0.327 0.283 0.175 0.147 0.074 0.057 -0.214 -0.132 0.1
78 Asp 0.305 0.238 -0.376 -0.445 0.307 0.322 0.131 0.118 -0.031 -0.070 0.024 0.037 0.1
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Table S10: The residual dipolar coupling data (RDC) for the calmodulin-1Q peptide complex (CaM-1Q).

Spin ID 1 Spin ID 2 Dy3+ Th3+ Tm3+ Er3t Yb3+ Ho3t Error
14@N [4@H -6.41 -7.56 6.94 4.59 . -2.57 1.0
:5@QN :5@H -21.55  -25.91 24.22 11.70 7.82 -11.64 1.0
:6@QN :6@H 6.54 10.64 -8.53 . B 6.44 1.0
:7T@N :7T@H 8.25 6.73 -9.59 . -3.16 7.65 1.0
:9QN :9@H 3.69 6.38 -5.15 . . 4.06 1.0
:10@N :10@H 16.18 15.58 -12.90 -4.01 . 10.96 1.0
112@N [12@H -9.12 . . . 1.39 . 1.0
:13@N :13@H 15.64 19.03 -13.23 -4.72 -3.49 10.35 1.0
14@N [14@H . 10.68 -10.06 . -4.89 8.06 1.0
:15@N :15@H -3.17 -0.83 -5.61 . -0.76 2.52 1.0
116@N \16@H . 10.67 . . -0.83 4.99 1.0
[17@N J17@H . 20.51 -16.54 . . 11.37 1.0
:18@N :18@H 8.74 -0.49 -7.58 . -3.87 4.19 1.0
:19@N \19@H -6.47 -1.22 . . 1.61 1.44 1.0
:20@N :20@H B 20.19 -14.65 . -4.58 14.71 1.0
:21@N :21@H . 26.95 -14.99  -10.72 -5.04 9.18 1.0
:22@N :22@H . 21.40 -17.52 -9.48 . . 1.0
:23@N :23@H . -10.77 8.10 1.21 -0.80 -3.72 1.0
:24@N :24@H . -1.85 6.18 . . 2.10 1.0
:26@QN :26@H B . . . 1.74 1.0
:29@N :29@H . . . . 7.66 . 1.0
:30@N :30@H . -34.57 28.58 . 8.88  -19.10 1.0
:31@N :31@H B . 26.18 18.48 10.12 1.0
:33@N :33@H -30.02 . 24.39 12.87 6.73 . 1.0
:34@QN :34@H -33.37 -34.94 31.04 15.85 B -16.45 1.0
:35@N :35@H -37.07 -29.48 24.65 15.24 12.04 -16.05 1.0
:37@N :37@H . . . . 7.17 . 1.0
:39@N :39@H -20.41  -19.36 17.97 . . -10.88 1.0
:40@N 140@H 5.96  -12.15 8.56 1.10 -1.69 -2.65 1.0
:41QN :41@H B . . . B 2.77 1.0
144@N :44@H 9.99 -1.73 -5.57 -5.36 -5.17 2.07 1.0
145@N [45@H 3.33 7.92 -9.02 -2.24 -2.44 6.59 1.0
:46@QN :46@H -2.04 . 0.23 2.74 2.23 1.39 1.0
[47@N [47@H . -6.41 . . 2.85 -4.85 1.0
149@QN :49@H . . -11.61 -1.55 -0.89 7.99 1.0
:50@N :50@H B . 8.14 . 4.91 -3.16 1.0
:51@N 51@H . . . . 0.27 1.0
:52@N :52@H . . . . -3.03 1.0
:53@N :53@H . . . . 0.55 1.0
:54@N :54@H . . . . 7.31 1.0
:55@N :55@H . . . . 1.88 1.0
71@N 71@H . . . . -5.12 1.0
73@N 73@H . . . 10.46 2.00 1.0
7T4@N 7T4@H . . . 0.07 -3.88 . 1.0
:82@N :82@H . . . . . -0.73 1.0
:84@QN :84@H B . . . B -4.21 1.0
:85@N :85@H . -4.97 -5.34 . -1.53 -0.44 1.0
:86@N :86@H . . 0.72 1.01 3.09 . 1.0
:87@N :87@H -32.93 . 7.42 . . -10.73 1.0
:88@N :88@H -13.49 . 0.56 2.63 0.67 . 1.0
:89@N :89@H . -7.60 -3.38 -1.50 . -4.35 1.0
:90@N :90@H . -20.85 . 7.06 6.18  -12.19 1.0
:91@N :91@H . . 2.66 . 2.67 -3.26 1.0
:92@N :92@H -9.86 -8.60 -3.45 -1.29 -1.27 -2.45 1.0
:93@N :93@H -35.04  -19.77 . 4.45 2.60  -12.66 1.0
:95@N :95@H 24.28 33.03 -17.63 -8.91 -5.38 15.04 1.0
:96@N :96@H 12.33 . 2.99 -0.71 0.82 1.29 1.0
:97TQN :97TQH B 14.44 . . -1.87 6.60 1.0
:99@N :99@H 18.13 9.87 -9.48 -2.64 -3.39 7.79 1.0
:100@N :100@H 8.74 4.88 -10.61 -3.83 -4.48 5.94 1.0
:101@N :101@H 21.21 18.43 -14.26 -5.72 -5.29 12.10 1.0
:102@N :102@H -22.94  -20.34 23.47 12.30 6.24  -11.84 1.0
:103@N :1103@H . -26.85 22.39 9.78 5.47  -10.21 1.0
:104@N :104@H -2.22  -17.95 15.33 7.21 1.95 1.0
:105@N 1105@H -21.55  -26.59 22.41 11.73 5.73  -11.30 1.0
:106@N :106@H -25.43  -31.04 28.51 13.67 8.46  -13.53 1.0
:107@N :107@H . . 20.70 5.96 1.94 -7.61 1.0
1108@N :108@H . -18.27 . 6.18 -0.63 -4.35 1.0
:109@N :109@H -20.34 . . 13.18 6.22 1.0
1110@N :110@H -11.28  -20.62 19.32 8.52 5.00 -7.94 1.0
:111@N :111@H 2.48 -14.42 12.00 3.54 B -3.64 1.0
1112@N 1112@H -14.90 . . . . -8.23 1.0
1113@N :113@H -18.00  -16.52 14.67 7.92 5.16 -8.63 1.0
1117@N 1117@H 6.17 8.47 -7.64 -1.70 -1.92 5.46 1.0
1118@N 1118@H . -1.60 . -3.72 -2.71 -0.40 1.0
1119@N :119@H 11.57 2.89 -4.56 -3.60 . 2.57 1.0
1120@N 1120@H 8.16 -3.23 -1.62 . . 3.65 1.0
1124@N :124@H 7.34 . 0.76 -2.03 -3.32 . 1.0
1126@N 1126@H 7.21 . -4.70 -4.27 -3.51 2.53 1.0
1127@N 1127@H 10.95 -5.45 0.18 -2.50 -3.58 . 1.0
:128@N :128@H -2.48 . -3.44 -1.34 -3.50 0.14 1.0
1129@N 1120@H . 13.50 -13.42  -12.10 -4.39 4.12 1.0
1131@N 1131@H 7.19 3.82 -0.50 -0.57 -2.46 4.33 1.0
:132@N :132@H -25.42  -28.60 26.49 14.52 . -12.11 1.0
:133@N :133@H -37.09 . 11.35 5.13 6.98 . 1.0
1134@N :134@H -0.04 2.90 -3.43 1.35 1.45 3.32 1.0
:135@N :135@H 10.75 -6.30 0.83 -2.43 -3.18 2.81 1.0
:136@QN :136@H 14.28 2.33 -5.79 -2.35 -4.24 7.19 1.0
:137@N :137@H 21.66 19.78 -15.47 -6.57 -6.81 11.83 1.0
:138@N :138@H . . -0.40 -1.16 -0.34 2.04 1.0
:139@N :139@H B -20.44 19.41 10.24 6.68 -10.12 1.0
141@N 141@H 9.69 8.36 0.86 -1.88 -0.52 2.45 1.0
:143@N :143@H -22.88 -28.62 21.12 10.81 6.70 -11.72 1.0
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8 CaM-IQ X-ray crystallographic structure N-state ensemble anal-
ysis

8.1 Alignment tensor analysis

For the alignment tensor analysis, the mobile residues :2-4,42,56-57,76-81,114-116,129-130,146-148 were
excluded from the analysis. This includes both the superimpositions and the N-state model alignment tensor
analysis.

8.1.1 ABC ensemble

The initial paramagnetic centre was set to (6.253, 8.602, 14.081), the average of the three Ca?t positions
corresponding to the lanthanide position. All other parts of the N-state model analysis script matches the
script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Ags, Ayy, Azy, Az, Ayz) in full precision are

34

APYT = (— 9.491067029473e~* + 8.540360763240e 6,

2.578283366769¢ % 4+ 9.183787241137¢ 6,
3.627848964555¢ % + 7.062761319029¢ 6,
7.349943442642¢~* + 7.849294590459¢ ¢,

—1.710884250888¢ ~* + 7.191744837076e—6) : (S167a)

AT — (- 4248878551030 + 7319972064650,

—2.776094375720e % + 8.752323103788¢
3.327095746318¢ ™4 + 6.195471615385¢ ¢,
7.752478916558¢ % + 6.657761966002¢ 6,
—3.388605708088¢ 4 + 6.879388271896&6) , (S167b)

3+

AT = (1.729327483898e_4i 5.867677594203¢ 6,

2.010495949407e % + 8.177538188964¢ 6,
—4.075796059217¢~* + 6.105061504855¢ ¢,
—5.285186357088¢ % + 5.954983401576¢ °,

3.306727317121e " & 6.322746339294e—6), (S167c)

3+

AR = (1.536318211006641 5.209991435235¢ 6,

4.802713496121e7° + 7.003322407647¢ 6,
—2.452188878529¢ ~* + 5.888718310431e 6,
—3.318700861347e % + 5.503295977648¢ 6,

8.287129284008¢ ° + 6.231084788199&6), (S167d)

AYPTT = (1.629617001693e_4i 3.916623446892¢°,

—7.429238328359¢ ~° + 4.446225953257¢ 6,
—1.384482004236¢~* + 4.070498198250¢e ¢,
—1.826063423599¢ ™% + 3.846361822678¢ ¢,

9.062236740912¢ 7 + 3.413168912036e—6), (S167¢)

AR — ( — 3.265761897213¢ ™4 + 5.781478748791e~°,
2.714527569226e ~° + 8.091009944399¢ 6,
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1.673187321063¢ % + 5.817426100078¢ 5,
3.037797578970e % + 5.879966819803¢ ¢,

—2.086541103879¢ "+ + 5.921761719650(376) .

(S167f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.448931090411497,
8.204779560646754, 13.403419970257001), a shift of 0.8095 A. The additional PCS error simulated using
structural noise is shown in figure S41. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S42. The final optimised x? value is 2225.192606, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc
Dy3*t  0.15522860459758411
Th3+ 0.16294992225053570
Tm3t  0.17983379136013200

Er3t  0.18762863113675732
Yb3T  0.28989791290643147
Ho®*  0.19812371760770892

Qpcs

0.04848350814123243
0.10591944141245802
0.08905214043046673
0.08930468976448984
0.12437600592075962
0.10757836573887698

the inter-tensor matrix angles in degrees are

Dy3+ Th3+ Tmst Er3t  Yb3t Ho3t+
Dyt 0.0 278 1434 152.0 159.5 179
Th3+ 27.8 0.0 1634 161.5 151.5 185
Tm3t 1434 163.4 0.0 15.8 26.7 155.7
Er3t  152.0 161.5 15.8 0.0 209 155.5
Yb3t  159.5 151.5 26.7  20.9 0.0 162.1
Ho®*t 17.9 185 155.7 155.5 162.1 0.0

the singular values for the tensors are 5.1760e™3, 1.3205e73, 5.3479e~%, 3.4532¢~%, 8.1799¢7°, and the
condition number is 63.2765.

8.1.2 A structure

The initial paramagnetic centre was set to (6.382, 9.047, 14.457), the superimposition shifted Ca?* position
corresponding to the lanthanide position. All other parts of the N-state model analysis script matches the
script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Ays, Ayy, Azy, Aszz, Ayz) in full precision are

Yy LAxy, Axz,

3+

APYT = ( —9.915690208160e % + 8.575480444104¢ ",

3.226890232602¢~* + 9.265085166701e
2.217463043855¢ 4 + 6.662734183022¢ 9,
6.901869839371e % + 7.767457631129¢ °,

—1.319063649807e~* + 7.679032365682e*6) ,

ATHH ( — 4.605190589773¢ 4 4 7.364550228968¢C,
—2.014042684622¢ =4 + 7.776764812044¢ 6,
2.804085601266e % + 6.207179634192¢ 6,

7.647788318043¢ ™ + 6.960989290280e ¢,
—3.374867176139%¢ 4 + 6.367497377495e—6) ,

3+

AT — (2.141454987212541 6.056489181864¢ 5,

1.535648576268¢* 4 7.616114672560e %,
—3.749636742194e~* 4 5.603874622792¢ 6,

112

(S5168a)

(S168b)



PCS standard deviation (ppm)

Figure S41:
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Structural noise simulation for the CaM-IQ X-ray ABC ensemble. The simulated structural
error, with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured PCS
error. The PCS structural error is compared to the distance from the paramagnetic centre to illustrate
the relationship between the two. The atomic positions were randomised 10,000 times with the lanthanide
position assumed fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard

deviations calculated.

—5.258832836620e 4 + 5.995176827602¢ ¢,
3.201399161700e % + 6.318977195695e—6),

3+

= (1.739341601006e—4 + 5.486778443821e 7,

2.775531944876¢ > + 6.257064148142¢°,
—2.134685209909¢ ~* 4 5.523513181565¢ 6,
—3.293568534476e 4 4+ 5.391196496718e 6,

6.709550101536¢ 5 6.292359020114&6),

b3+

AYPTT = (1.655083871547e—4 + 3.823417606520e 5,
—7.087234981016e ~° + 4.259939544613e 6,
—1.180966492637e~* + 3.885259114836e 5,

—1.843389630232¢ 4 + 3.388535074524¢ ¢,
7.543144719645¢7° + 3.598472863726e—6),

3+

AB’T = ( — 3.394855891409¢ % % 5.458060361035¢ ©,

4.569386336020e " + 7.078158613706¢°,
1.239466320049¢ 4 + 5.708597936943¢ 5,
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RDC and PCS correlation plots for the CaM-1Q X-ray ABC ensemble, demonstrating the

quality of fit of the alignment tensors. For a comparison to the single structure analyses, see the Q factor

plot of figure S49.
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2.931275746141e~* + 5.977561670582¢ ¢,

—1.990882536810e % + 5.759623145868&6) . (S168f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.401791677787254,
7.817978821111978, 13.223567926917227), a shift of 1.7413 A. The additional PCS error simulated using
structural noise is shown in figure S43. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S44. The final optimised x? value is 3909.638443, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc Qpcs
Dy3+ 0.22195942535900634 0.06733440141085106
Th3+ 0.22171321541884995 0.12074163745817801
Tm3t  0.22854717775766542 0.11172293562089985
Er3t 0.23578116076844666 0.10727001852307502
Yb3t  0.33962435644618105 0.21290901643406729
Ho3t 0.26564200646928282 0.13004134880493654

the inter-tensor matrix angles in degrees are

Dy3t Tb3* Tm3t Ert Yb3t Ho3*t
Dy3* 0.0 299 140.1 149.0 157.6  20.0
Th3+ 29.9 0.0 1636 1619 1550 179
Tm3t 140.1 163.6 0.0 170 249 154.7
Er’t  149.0 161.9 17.0 0.0 186 153.8
Yb3t  157.6 155.0 249 18.6 0.0 161.4
Ho3* 20.0 179 154.7 153.8 161.4 0.0

the singular values for the tensors are 4.9622e~3, 1.3840e™3, 4.7579¢~%, 3.4615e~%, 7.7762¢~°, and the
condition number is 63.8119.

8.1.3 B structure

The initial paramagnetic centre was set to (6.033, 8.311, 13.924), the superimposition shifted Ca?* position
corresponding to the lanthanide position. All other parts of the N-state model analysis script matches the
script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Agy, Ayy, Azy, Aszz, Ayz) in full precision are

3+

APYT = (— 9.453964403844e~* 4+ 8.933103442507¢ 6,

2.284778625443e 1 & 8.172145651724e ¢,
3.010333381936e* + 6.990237163111e°,

7.293369413724e 1 + 7.482484437715¢ ¢,
~1.360135902010e* + 7.446798680540e—6) , (S169a)
ATPT — ( — 4.309022963084e % + 7.317560500665¢°,

—2.483315435138¢ % + 8.070497137405¢ 6,
3.174273255451e % 4+ 6.131771659425¢ 6,

7.592233088291e % + 6.329564158983¢ 6,
—3.034830548089¢ ~* + 6.652898846885&6) , (S169b)
AT (1.918410528465e—4 + 6.244170170727¢ 5,

1.730408062149¢ =% + 6.920034763917¢ ",
—3.860475784502¢ % + 5.700322279912¢ ¢,
—5.279104673425¢ 4 + 5.760889979666¢ °,
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Figure S43: Structural noise simulation for the CaM-IQ X-ray A structure. The simulated structural error,
with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured PCS error. The
PCS structural error is compared to the distance from the paramagnetic centre to illustrate the relationship
between the two. The atomic positions were randomised 10,000 times with the lanthanide position assumed
fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard deviations

calculated.

3.073878674821e* + 6.63395995641756) : (S169c)

3+

AP = (1.655324186532e—4 + 5.558876537642e 6,
3.600005141496e~° + 6.344341773722¢°,
—2.283176000040e ~* 4 5.249785868646¢ 5,

—3.282502650075¢* + 5.330136022639%¢ S,
6.572250993389¢ > & 6.731567148748e—6) : (S169d)

b3+

AYPTT = (1.643857221888541 3.850281120812¢ 6,
—7.420191541301e~° + 4.365179159440e 6,
—1.255273038850e ~* + 3.944062234895¢ 6,

—1.841057847479e~* 4 3.735997826289% 6,
8.376092143371e " + 3.45600906753556) : (S169¢)

3+

AT — ( — 3.290358300222¢ % + 5.864418117735¢ 6,

3.478402364409¢ 5 £ 7.124873827243¢ 5,
1.365228179724e % + 5.703842257499¢ ©,
3.008384430955¢ % + 5.801811484536¢ S,
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Figure S44: RDC and PCS correlation plots for the CaM-1Q X-ray A structure, demonstrating the quality
of fit of the alignment tensors. For a comparison to the ABC ensemble and other single structure analyses,

see the Q factor plot of figure S49.
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—1.941568787290e* + 5.854041299559e—6) : (S169f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.428434064366026,
8.002157905451305, 13.334747598511317), a shift of 0.7739 A. The additional PCS error simulated using
structural noise is shown in figure S45. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S46. The final optimised x? value is 3923.738269, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc Qpcs
Dy3*t  0.23692776014729308 0.05183901697480064
Th3+ 0.23726673537702830 0.13092912655175992
Tm3T  0.21269414040409623 0.11424308536230408
Er3t 0.22250227228341038 0.09918953668958083
Ybh3+ 0.32181908673479120 0.15158013849587468
Ho3t 0.26454644416510592 0.13393079983243047

the inter-tensor matrix angles in degrees are

Dy3+ Th3+t Tmst Er3t  Yb3t Ho3t+
Dy3+ 0.0 26.6 143.7 152.6 158.3 17.7
Th3+ 26.6 0.0 163.9 162.3 1529 18.6
Tm?+  143.7 163.9 0.0 16.4 25.7 1549
Er3+ 152.6 162.3 16.4 0.0 204 1544
Yb3*t 1583 152.9 25.7 204 0.0 161.7
Ho3* 177 186 1549 1544 161.7 0.0

the singular values for the tensors are 5.0459e¢3, 1.2638e3, 4.8463e~%, 3.5560e~*, 8.1067¢~°, and the
condition number is 62.2435.

8.1.4 C structure

The initial paramagnetic centre was set to (6.352, 8.344, 13.917), the superimposition shifted Ca?* position
corresponding to the lanthanide position. All other parts of the N-state model analysis script matches the
script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Agz, Ayy, Azy, Azz, Ayz) in full precision are

3+

APYT = ( — 7.638816493571e % + 7.824369004785¢ 6,

1.043626976600e % + 9.018695506196¢ 9,
5.368859232458¢ 4 + 7.324174332968¢ ¢,

7.058885008597e 4 & 7.755722891661e°,
—2.138475040814e~* + 7.024508624307e—6) , (S170a)
AT — ( — 3.415524084023¢~* 4 7.087784158215¢ 6,

—3.554948469022¢~* + 7.977800742094¢ 6,
3.581059640966¢e ~* + 6.920828576074¢e °,

7.325719795996e % + 6.734105127634¢e 6,
—3.490124936822¢* + 6.175925821400(376) : (S170b)
AT (9.930137664664e—5 + 5.751458454742¢ 6

2.580807975963e % + 7.772249650002¢ ¢,
—3.882836752667¢ % + 6.087005287886e 6,
—4.528098012047¢ "4 + 5.513484132819¢°,

3.428544992904e 4 + 6.03396082902156) : (S170c)
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Figure S45: Structural noise simulation for the CaM-IQ X-ray B structure. The simulated structural error,
with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured PCS error. The
PCS structural error is compared to the distance from the paramagnetic centre to illustrate the relationship
between the two. The atomic positions were randomised 10,000 times with the lanthanide position assumed
fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard deviations
calculated.

3+

AETT = (1.000491479404e_4j: 5.026100234379¢ ¢,

9.533751213040e ° + 6.462833366390¢°,
—2.556414578656¢* + 5.777302647732¢ 6,
—3.055393313165¢* + 5.405305538217¢ 6,

1.033793372416e* + 6.239360051960&6) : (S170d)

b3+

AYPT = (1.296805577980e—4 + 3.845790029701e 5,
—6.056137706407e 5 + 4.475718622171e ",
—1.494973541323e % + 4.536007089973¢ 6,

—1.519147864308¢ 4 + 3.371831772031e ",
1.211684720451e % + 3.423888017167e—6) , (S170e)

3+

AHO™T ( — 2.771359990921e % + 5.696556587417¢ 6,

4.201086689927¢ 7% + 6.457469204253¢ 6,
2.089670419921e~* + 6.083501828887¢
2.589869308179¢ % + 5.319960714036e 6,

—2.216541742199¢ 4 + 5.228351025428&6). (S170f)
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Figure S46: RDC and PCS correlation plots for the CaM-1Q X-ray B structure, demonstrating the quality

of fit of the alignment tensors. For a comparison to the ABC ensemble and other single structure analyses,
see the Q factor plot of figure S49.
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The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.915353884439865,
9.058201456659956, 13.446919404500864), a shift of 1.0239 A. The additional PCS error simulated using
structural noise is shown in figure S47. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S48. The final optimised x? value is 6298.455655, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc Qpcs
Dy3*  0.26970105893377438 0.10014111957252725
Th3+ 0.23312647335303216 0.17368580348425630
Tm3t  0.34595539881829773 0.15704839801434362
Er3t 0.30505684285625945 0.14453208396551656
Yb3t  0.47807523938386004 0.13532200028324678
Ho3t 0.34153848702347328 0.14769748135898669

the inter-tensor matrix angles in degrees are

Dy3+ Th3+ Tm3t+ Er3t  Yb3+t  Ho3t
Dy3+ 0.0 253 1476 156.2 1574 17.1
Th3+ 25.3 0.0 1629 161.8 1470 21.8
Tm3t 1476 162.9 0.0 155 288 156.0
Er’t 1562 161.8 15.5 0.0 26.4 155.0
Y3t 1574 147.0 28.8  26.4 0.0 162.7
Ho®t 171 21.8 156.0 155.0 162.7 0.0

the singular values for the tensors are 5.0249e¢73, 1.1293e73, 5.6402e~%, 3.6848¢~%, 1.1232¢~%, and the
condition number is 44.7384.
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Figure S47: Structural noise simulation for the CaM-1Q X-ray C structure. The simulated structural error,
with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured PCS error. The
PCS structural error is compared to the distance from the paramagnetic centre to illustrate the relationship
between the two. The atomic positions were randomised 10,000 times with the lanthanide position assumed
fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard deviations

calculated.
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Figure S48: RDC and PCS correlation plots for the CaM-I1Q X-ray C structure, demonstrating the quality

of fit of the alignment tensors. For a comparison to the ABC ensemble and other single structure analyses,
see the Q factor plot of figure S49.
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Figure S49: Q factor comparison of the ABC ensemble vs. the single structures, showing the better fit for
the ensemble.

8.2 Ensemble vs. single structure comparison

The superiority of the ABC ensemble fit compared to the single structures is demonstrated by the @Q factor
plot of figure S49.
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9 CaM-IQ MD simulation ensemble N-state ensemble analysis

From Russo et al. (2013), both the ensemble of four structures from a molecular dynamics (MD) simulation
combined with the three ABC CaM-1Q X-ray crystallographic structures (4M+2BEG), as well as the seven
MD simulation structures (7M) will be compared. For reference, the 4M ensemble coordinates in PDB format
are attached as the ‘dytmtber best4M_0.pdb’ file and the 7M ensemble as the ‘dytmtber_best7M_0.pdb’ file.

9.1 Alignment tensor analysis

For the alignment tensor analysis, the mobile residues :2-4,42,56-57,76-81,114-116,129-130,146-148 were
excluded from the analysis. This includes both the superimpositions and the N-state model alignment tensor
analysis.

9.1.1 4M-+2BE6 ensemble

The 4M structures were first superimposed to the mean 2BE7 structure to shift it into the same reference
frame as used in all other CaM-IQ analyses, and then as a refinement the four MD simulation structures
and three X-ray structures were all superimposed using the ‘fit-to-mean’ algorithm. The superimposition
was over the N-domain backbone heavy atoms :5-41,43-55,58-75@N,C,CA,0. The initial paramagnetic centre
was set to (6.302, 8.601, 14.217), the average of the seven Ca®* positions corresponding to the lanthanide
position. All other parts of the N-state model analysis script matches the script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Agy, Ayy, Azy, Aszz, Ayz) in full precision are

AP = ( — 9.458909161987e % £ 9.337243948930e 6,

2.229124259325¢ 4 + 9.547251246460¢e ~°,
4.576267320595¢* + 7.439345622361¢ 6,
8.456387849303e % + 8.656611462305¢ 6,

—2.612484209167¢ 4 + 7.499290551068&6), (S171a)

b3+

AT = ( — 4.056302016997¢ % + 7.869111184226¢ 5,

—3.470958485411e % 4+ 9.184571790429¢ 6,
3.448914852101e~* + 6.716420139353¢ ~°,
8.578317742341e~* + 7.730138214199¢

—4.354713742314e* + 6.646363066842e—6) : (S171b)

3+

AT (1.367460047369541 6.512631229371e~,

2.547464075757e~* + 8.295210387134¢ ",
—4.206172188893e~* + 6.547092398078¢F,
—5.867852666419¢ ~* + 6.579334882477¢ 6,

3.985934202312¢ 4 + 6.551868967353&6), (S171c)

AETT — (1.332137334981e_4i 5.432924265556e°,

7.183846460144e~° + 7.066127290004¢ 6,
—2.557145488201e "4 + 6.161179120644¢~°,
—3.704095984234¢ ™% + 6.057969229574¢ ¢,

1.269098661356¢ * + 6.644426378618e—6) , (S171d)

AYP™T = (1.605191444627641 4.253553365262¢°,
—8.007392832667¢ 5 + 4.750525113656¢ C,
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—1.478251641712e~* + 4.758288908479¢ 6,
—2.045013670883e % + 3.998348852576e 6,

1.153169697150e* + 3.740310084295(376) ,

AR ( — 3.235141987406e* + 6.175672545320e 6,

8.162857905182¢ % + 7.857616431122¢ ¢,
1.864368181390e* + 6.192813157061e %,
3.397766342114e~* + 6.455809086426e ¢,

—2.506002688700e* + 6.1 17604942793e_6) .

(S171e)

(S171f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.216851473318067,
8.799898533894693, 13.842841644726359), a shift of 0.4325 A. The additional PCS error simulated using
structural noise is shown in figure S50. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S51. The final optimised x? value is 1707.809445, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc Qpcs
Dy3*t  0.17520527306484171 0.04880475147116953
Th3+ 0.12154470332343499 0.09334540187827989
Tm3t  0.12404612317708347 0.07604458446126801
Er3t 0.15011301651931644 0.08564802709241139
Ybh3+ 0.26498609246550259 0.10700733662095466
Ho3t 0.17906730537618673 0.09237341628607687

Dy3+
Tb3+

the inter-tensor matrix angles in degrees are

Dy3+ Th3+ Tm3t+

0.0 26.8 145.8
26.8 0.0 163.9

Er*t  Yb3t Ho*"
154.1 160.6  16.8
162.0 1499 179

Tm3+t 145.8 163.9 0.0 14.3 28.1 156.6
Er3* 154.1 162.0 14.3 0.0 22.0 157.0
Yb3t  160.6 149.9 28.1 22.0 0.0 161.2
Ho3* 16.8 179 156.6 157.0 161.2 0.0

the singular values for the tensors are 5.7214e73, 1.3782e73, 5.9124e~%, 3.5105¢~%, 1.0966e~%, and the
condition number is 52.1744.

9.1.2 7M ensemble

The 7TM structures were first superimposed to the mean 2BE7 structure to shift it into the same reference
frame as used in all other CaM-IQ analyses, and then as a refinement the seven MD simulation structures were
all superimposed using the ‘fit-to-mean’ algorithm. The superimposition was over the N-domain backbone
heavy atoms :5-41,43-55,58-750N,C,CA,0. The initial paramagnetic centre was set to (6.057148981994874,
8.803372757573859, 14.141793672171149), the average of the seven Ca?* positions corresponding to the

lanthanide position. All other parts of the N-state model analysis script matches the script in section 6.2 on
page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Agz, Ayy, Azy, Azz, Ay-) in full precision are

3+

APYT = ( —0.484700194734e* + 9.268634321931e 6,

2.145164670840e % 4+ 9.797879961437¢ ¢,
5.139357074705¢ % + 7.348468273364¢ 6,
8.879801897499¢~* + 8.830887508072¢ 6,

—2.048805490958¢ 4 + 7.56757994993856) : (S172a)
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Figure S50: Structural noise simulation for the CaM-1Q 4M~+2BE6 MD simulation ensemble. The simulated
structural error, with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured
PCS error. The PCS structural error is compared to the distance from the paramagnetic centre to illustrate
the relationship between the two. The atomic positions were randomised 10,000 times with the lanthanide
position assumed fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard
deviations calculated.

AT ( — 3.938950947067¢ 4 + 7.915041566367¢°,

—3.728349553322e "% 4+ 9.133277690672¢ 6,
4.134001567912e 4 + 7.322066925603¢°,
9.225373927566¢ "+ + 8.280545831608¢

—3.959057330257¢* & 7.180060996294e—6) : (S172b)

AT (1.383057947382641 6.578922432967¢ 5,

2.770441840127¢~* + 7.785900075472¢ ~,
—4.660641221482¢ ™% + 6.630519834732¢ ¢,
—6.343147004113e % + 6.984219460335¢ 6,

3.857633912201e % + 6.772938278818676) : (S172¢)

AETT — (1.353693998726e_4i 5.687603459551e 6

8.115970115162e > + 7.093126323109¢ 6,
—2.681856262309¢ % + 6.150994556201e~°,
—3.939635238186e ™+ + 6.458166014452¢ ¢,

1177825715172 4 + 6.936432142119&6), (S172d)
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Figure S51: RDC and PCS correlation plots for the CaM-1Q 4M+2BE6 MD simulation ensemble, demon-

strating the quality of fit of the alignment tensors.
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AYPTT = (1.662926441623e_4i4.336012260363e_6,

—7.857966900370e ~° 4+ 5.014896148887¢ 6,
—1.557430030892e ~* 4+ 4.923432753362¢ 6,
—2.157020937436e % + 3.945898207299¢ ¢,

1.059360459010e =4 + 3.72535256942%—6) ,

AB®T ( — 3.240142347605¢ % & 6.364426494450¢°,

4.728516438583¢® + 8.369134829828¢ 5,
2.159913600776e* + 6.434878909321¢ 6,
3.652961460835¢ 4 £ 6.476142621492¢ 5,

(S172e)

—2.343671689549¢ 4 + 6.497701254996&6) . (S172f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.103420285075032,
8.695568160883141, 13.891834480485576), a shift of 0.2761 A. The additional PCS error simulated using
structural noise is shown in figure S52. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S53. The final optimised x? value is 3654.518542, the number of parameters (k) is
33, the number of data sets (n) is 1539, the Q factors for the fits are

Qrpc Qpcs
Dy3+ 0.24248626792532826 0.07622252614662096
Th3+ 0.21826445114480780 0.13445027205799609
Tm3t  0.20119524187123172 0.11300093756939954
Er3t 0.20464177735771466 0.10594880438929075
Yb3t  0.30484776254100210 0.10341601867685132
Ho3t 0.25875397024320251 0.11614473009527332

the inter-tensor matrix angles in degrees are

Dy3+ Th3+ Tm3t+

Er3t  Yb3t Ho3t

Dy3+ 0.0 267 146.2 155.1 161.8  16.9
Th3t  26.7 0.0 165.1 1646 151.1 17.7
Tm®*  146.2 165.1 00 136 279 157.7

Er3t 155.1 164.6 13.6 0.0 21.7 159.0
Yb3t  161.8 151.1 279  21.7 0.0 162.6
Ho3t 16.9 17.7 157.7 159.0 162.6 0.0

the singular values for the tensors are 5.9829e¢3, 1.4315e3, 5.5988e~4, 3.4823e~%, 1.1845¢~*, and the
condition number is 50.5114.

129



PCS structural noise
0.3 Angstrom structural noise

0.4 : : : : : : :
O
o dy
tb
tm
o A er
_03f ° yb |
3 h
0
& “o
g _ o
g 5o
> o
S 02t . o ]
o
b=
1]
s
=i
3]
5|
w
9p]
O
[a W
0.1}
0 |

10
3+ o
Ln™ to spin distance (Angstrom)

Figure S52:  Structural noise simulation for the CaM-IQ 7M MD simulation ensemble. The simulated
structural error, with the atom position uncertainty set to 0.3 A, is an extra contribution to the measured
PCS error. The PCS structural error is compared to the distance from the paramagnetic centre to illustrate
the relationship between the two. The atomic positions were randomised 10,000 times with the lanthanide
position assumed fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the PCS standard

deviations calculated.
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Figure S53: RDC and PCS correlation plots for the CaM-IQ 7TM MD simulation ensemble, demonstrating
the quality of fit of the alignment tensors.
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Figure S54: Backbone C, interatomic distance fluctuations in the CaM-IQ 4M & X-ray ensemble. This
is the combined three CaM-IQ A, B and C X-ray crystallographic structures together with four structures
selected from a molecular dynamics simulation. The corrected sample standard deviation (SD) is calculated
for the distances between all atom pairs, in Angstrom, resulting in a pairwise matrix of SD values. This is
frame independent and hence is superimposition independent.

9.2 Atomic fluctuations in the 4M+2BEG6 ensemble

The interatomic distance fluctuations for the backbone C,, atoms between the seven structures are plotted in
figure S54 on page 132. The C-domain superimposed pairwise parallax shifts showing the N-domain motions
are shown in figure S55 on page 133. The N-domain superimposed pairwise parallax shifts showing the
C-domain motions are shown in figure S56 on page 134.

To study the motion in solely the MD simulation structures, the interatomic fluctuations were calculated
between the four MD simulation structures from the 4M ensemble. The interatomic distance fluctuations for
the backbone C, atoms between the four structures are plotted in figure S57 on page 135. The C-domain
superimposed pairwise parallax shifts showing the N-domain motions are shown in figure S58 on page 136.
The N-domain superimposed pairwise parallax shifts showing the C-domain motions are shown in figure S59
on page 137.
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Figure S55: Backbone C, interatomic parallax shift fluctuations in the C-domain superimposed CaM-1Q
4M & X-ray ensemble, showing the N-domain motions. This is the combined three CaM-IQ A, B and C X-
ray crystallographic structures together with four structures selected from a molecular dynamics simulation.
The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom between the
interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD values (see the
Method section). It is a frame and superimposition dependent measure close to orthogonal to the frame
independent interatomic distance fluctuations.
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Figure S56: Backbone C,, interatomic parallax shift fluctuations in the N-domain superimposed CaM-1Q
4M & X-ray ensemble, showing the C-domain motions. This is the combined three CaM-IQ A, B and C X-
ray crystallographic structures together with four structures selected from a molecular dynamics simulation.
The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom between the
interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD values (see the
Method section). It is a frame and superimposition dependent measure close to orthogonal to the frame
independent interatomic distance fluctuations.

134



5
S04
C a2+

S R e ey Yy iy

PEIEB NG LormeE RRE R B S ERE

SsssasssstiniTn s s Rt et s e s

5

Figure S57: Backbone C, interatomic distance fluctuations in the four CaM-IQ 4M ensemble MD simulation
structures. This is the four structures selected from a molecular dynamics simulation, excluding the CaM-1Q
A, B and C X-ray crystallographic structures. The corrected sample standard deviation (SD) is calculated
for the distances between all atom pairs, in Angstrom, resulting in a pairwise matrix of SD values. This is
frame independent and hence is superimposition independent.
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Figure S58: Backbone C,, interatomic parallax shift fluctuations in the C-domain superimposed four CaM-
1Q 4M ensemble MD simulation structures, showing the N-domain motions. This is the four structures
selected from a molecular dynamics simulation, excluding the CaM-IQ A, B and C X-ray crystallographic
structures. The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom
between the interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD
values (see the Method section). It is a frame and superimposition dependent measure close to orthogonal
to the frame independent interatomic distance fluctuations.
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Figure S59: Backbone C, interatomic parallax shift fluctuations in the N-domain superimposed four CaM-
IQ 4M ensemble MD simulation structures, showing the C-domain motions. This is the four structures
selected from a molecular dynamics simulation, excluding the CaM-IQ A, B and C X-ray crystallographic
structures. The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom
between the interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD
values (see the Method section). It is a frame and superimposition dependent measure close to orthogonal
to the frame independent interatomic distance fluctuations.
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Figure S60: Backbone C, interatomic distance fluctuations in the CaM-IQ 7M ensemble. This is the seven
structures selected from a molecular dynamics simulation. The corrected sample standard deviation (SD)
is calculated for the distances between all atom pairs, in Angstrom, resulting in a pairwise matrix of SD
values. This is frame independent and hence is superimposition independent.

9.3 Atomic fluctuations in the 7TM ensemble

The interatomic distance fluctuations for the backbone C,, atoms between the seven structures are plotted in
figure S60 on page 138. The C-domain superimposed pairwise parallax shifts showing the N-domain motions
are shown in figure S61 on page 139. The N-domain superimposed pairwise parallax shifts showing the
C-domain motions are shown in figure S62 on page 140.
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Figure S61: Backbone C, interatomic parallax shift fluctuations in the C-domain superimposed CaM-1Q 7M
ensemble, showing the N-domain motions. This is the seven structures selected from a molecular dynamics
simulation. The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom
between the interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD
values (see the Method section). It is a frame and superimposition dependent measure close to orthogonal
to the frame independent interatomic distance fluctuations.
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Figure S62: Backbone C, interatomic parallax shift fluctuations in the N-domain superimposed CaM-1Q 7TM
ensemble, showing the C-domain motions. This is the seven structures selected from a molecular dynamics
simulation. The corrected sample standard deviation (SD) is calculated for the parallax shift in Angstrom
between the interatomic vectors all atom pairs to an average vector, producing a pairwise matrix of SD
values (see the Method section). It is a frame and superimposition dependent measure close to orthogonal
to the frame independent interatomic distance fluctuations.
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10 CaM-IQ frame order analysis results

10.1 CaM-IQ inter-domain frame order motions

The non-moving reference frame is defined as the entire N-domain (atoms :2-80). The moving rigid body
is defined as the C-domain (atoms :81-144). For the frame order analysis, a number of different super-
impositions of the X-ray crystallographic structures A, B and C were tested. The main reference en-
semble is the superimposition over the backbone heavy atoms, where the non-moving domain is super-
imposed over the atoms :6-74@N,C,CA,0 and the moving domain over the atoms :82-144@N,C,CA,0. A rigid
core for the N-domain non-moving reference domain was defined to try to exclude possible internal do-
main motions. The core non-moving domain was superimposed over the backbone heavy atoms and Ca2*
atoms :17-31,53-67,501,502@N,C,CA,0, and the equivalent moving C-domain core superimposed over atoms
:91-103,125-140,503,5040N,C,CA,0 (the X-ray calcium atom residue numbers were renamed to be the same
in all structures to allow them to be superimposed). A final test ABC ensemble was taken as the result
of the motional pivot algorithm of section 5.2 on page 87. This motional pivot ensemble for the C-domain
is the remaining ensemble after the removal of the second pivoted motion. The non-moving N-domain
ensemble was taken as the main reference ensemble. Superimposition was performed in relax using the
structure.superimpose user function with the ‘fit-to-mean’ iterative algorithm.

10.1.1 Alignment tensor analysis

10.1.1.1 ABC ensemble For the alignment tensor analysis for the non-moving N-domain, only the non-
mobile residues :5-41,43-55,58-75 were used. The main reference ensemble of three backbone superimposed
ABC structures was used for the analysis. The initial paramagnetic centre was set to (6.382, 9.047, 14.457)
+ (6.031, 8.301, 13.918) + (6.345, 8.458, 13.868), the three Ca?* positions corresponding to the lanthanide
position. All other parts of the N-state model analysis script matches the script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Agy, Ayy, Azy, Aszz, Ayz) in full precision are

3+

APYT = ( — 8.951229691335¢ "+ & 1.2203468401¢ >,

2.002061267478¢ ™4 + 1.74966511177¢ 5,
3.507835624984e 4 + 1.07296910627¢ >,
7.893211791756e % 4+ 1.21471537359¢ >,

—1.859567949154e* + 9.9847277105556) , (S173a)

AT — ( — 3.867739802491e % + 9.08568851197¢©,

—2.522294517555e % 4+ 1.25046911688¢ 5,
2.893451152449¢ 4 + 9.13279347879¢ 6,
7.745455122095¢ 4 + 8.66699785438¢ 6,

—4.115648428643¢ 4 + 8.17084290029e—6) , (S173b)

3+

ATm™ = (1.388325637635674 + 7.45028293534¢°,

1.927687354601e % + 1.15087527652¢ >,
—4.017618913636e % + 7.80160598908¢ 6,
—5.398477866199¢ % 4 7.48687231235¢ 6,

3.851567104579¢ % + 8.4407753054256) , (S173c)

AECT (1.326692823502e_4i 6.24728334522¢ 6,

6.084912257217¢ > + 8.68937486363¢ 6,
—2.498928976073e ™4 + 7.96726504939¢ 6,
—3.448653888534e 4 + 6.43064935791e 6,
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1.186929622485¢ % + 1.00354375045e—5) , (S173d)

AV = (1.505643928820e_4i 4.42731599871e 5,

—7.597436434411e 75 + 5.1565091874¢ 6,
—1.395890708098¢ ~* 4 5.18051425981¢F,
—1.883798954412e 4 4 3.9225664592¢ 5,

1.027221982605¢ % + 4.49007020445&6) , (S173e)

AHO®T ( — 3.075222072435¢* + 6.56971189673¢ 6,

2.765118128416e ° 4+ 1.0420422445¢ 5,
1.527893573436e ™% + 8.05282585054¢ .
3.079992797328¢ 4 + 7.42469124453¢ 6,

—2.352018510741e % + 7.25413636142e—6). (S173f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (6.518143910343356,
8.520390792960409, 13.767091022339923), a shift of 0.4191 A. The additional PCS error simulated using
structural noise is shown in figure S63. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S64. The final optimised x? value is 943.69742376797751, the number of parameters
(k) is 33, the number of data sets (n) is 629, the Q factors for the fits are

Qrpc Qpcs
Dy3*t  0.17331887554655948 0.03185231460171748
Th3+ 0.13501416636292846  0.08008571897304437
Tm3T  0.16273947528414287 0.07006566698832715
Er3t 0.15398790257775344 0.07682979956553013
Ybh3+ 0.29724659785578378  0.08781213187688908
Ho3t 0.21839714371384672 0.07785102587452236

the inter-tensor matrix angles in degrees are

Dy3t Tb3* Tm3t Ert Yb3t Ho3*t
Dy3+ 0.0 26.5 143.3 1519 157.0 194
Th3+ 26.5 0.0 162.3 160.9 151.3 17.5
Tm3t  143.3 162.3 0.0 14.7 26.4 155.2
Er3t 151.9 160.9 14.7 0.0 21.3 154.8
Yb3t 157.0 151.3 26.4 21.3 0.0 160.5
Ho3+ 194 17.5 1552 154.8 160.5 0.0

the singular values for the tensors are 5.1896e3, 1.3067e¢~3, 5.6095¢™%, 3.6071le™%, 9.7042¢~°, and the
condition number is 53.4779.

10.1.1.2 ABC core ensemble For the alignment tensor analysis for the non-moving N-domain, just
as in the previous ensemble, only the non-mobile residues :5-41,43-55,58-75 were used. The ensemble of
three ABC structures superimposed over a core of residues :17-31,53-67,501,502 was used for the analysis.
The initial paramagnetic centre was set to (7.528, 5.956, 16.665) + (7.080, 5.374, 16.45) + (7.228, 5.721,
16.322), the three Ca?* positions corresponding to the lanthanide position. All other parts of the N-state
model analysis script matches the script in section 6.2 on page 102.

The optimised alignment tensors in 5D, rank-1 notation of (Ayy, Ayy, Azy, Asz, Ayz) in full precision are

3+

APYT = ( — 2.830419214949¢~* 4+ 1.32405973595¢ 5,

1.733102065101e ™% + 1.69451339335¢ ~°,
3.481444617565¢ 4 + 1.11420056339¢ 2,
1.096785633937¢ > 4+ 1.2902359091e°,

142



PCS structural noise

0.3 Angstrom structural noise

0.4 LI I I R i p s s s R s I s s s Ry p I R

B o i

0.35 |- o dy -

i tb ]

B tm |

- A er ]

- O |

a 0.3 B o o yb ]

e i ho ]

~ - o O ]

= 025 ) -

o - o -

= B o ]

8 B i

> L _
2 o

< 02 oo o |

=] B o ]

= - o -

S B & @ _© i

=] - © A

{U — —

8 0.157 : o .

9p] B o 1

O O

e I Bef  TEel %o ]

0.1 PN o e o —

- 2 AR [m] a (@] .

o " B @Sﬂ oo e] |

i A% Boy 5 0 B0 o i

0.05 A&A = @ OQ % —

L N a K Rox ] 8@% g © o i

L A B B o AC K OK : o Oo o R

u A LK mm KO x 8 & 88l 899 |

B BB LK ER 8 QFL xR n

0 el bbb ol e e e e e e leeeo B o S S i

6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26

3 o
Lo to spin distance (Angstrom)

Figure S63: Structural noise simulation for the ABC ensemble N-domain non-moving rigid body. The
simulated structural error, with the atom position uncertainty set to 0.3 A, is an extra contribution to the
measured PCS error. The PCS structural error is compared to the distance from the paramagnetic centre
to illustrate the relationship between the two. The atomic positions were randomised 10,000 times with the
lanthanide position assumed fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the
PCS standard deviations calculated.

—2.611264592142¢ 4 + 1.06231229491(375) : (S174a)

ATP*T (1.677384286356e_4i9.23106516114e_6,

—3.111033770078¢ % + 1.23864406564¢ >,
2.310439941114e~* + 9.25138110416¢ ",
9.279084424812¢ ™4 + 1.0025121852¢ 7,

—4.244838162099¢ % + 8.6027985631e—6) : (S174b)

AT ( — 2.145313347568¢ * 4 8.18656207912¢ ©,

2.500166861334e ™% + 1.09649975373¢ >,
—3.184528947067¢ % + 8.43998269558¢ F,
—5.665857093412e % + 8.63599444168¢ 6,

4.586890173716e % + 7.9593774524756) : (S174c)

AET — ( — 9.346329133587e > + 6.32851257036¢ 6,

7.719864541175e 5 + 9.3721066722¢ 5,
—2.340203574477e~* 4 7.36682050165¢ 6,
—3.635964275568¢ ~* 4 7.52806731357¢ 6,
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Figure S64: RDC and PCS correlation plots for the ABC ensemble N-domain non-moving rigid body,

demonstrating the quality of fit of the alignment tensors.
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1.778748204255¢ 4 + 9.79003188793e—6) : (S174d)

AYP*T = (2.205240163426e_5j: 4.2812326053¢ 5,

—6.049033569618¢ ~° + 5.43186247053¢ 6,
—1.147237026152e 4 + 4.83605375312¢ 6,
—2.148558460273e 4 + 5.10468453851e 6,

1.4373052081366 * + 4.3184732967656) : (S174e)

AHO™T — ( — 6.991479850467¢° 4 7.74711876341e~C,

—8.008997115082e ¢ 4+ 9.55677606858¢ 6,
1.022191024409¢ =% + 9.13852550558¢ ¢,
4.245590816450e 4 + 7.82230105216e 6,

—2.552813225234¢ 1 4 7.33515152376e—6) : (S174f)

The final paramagnetic centre, for use in the frame order analysis, was optimised to (7.421645058181723,
5.568344486321393, 16.101436277012464), a shift of 0.4199 A. The additional PCS error simulated using
structural noise is shown in figure S65. Correlation plots for the alignment tensor fit to the RDC and PCS
data are shown in figure S66. The final optimised x? value is 941.02363704437778, the number of parameters
(k) is 33, the number of data sets (n) is 629, the Q factors for the fits are

Qrpc Qpcs
Dy3*t  0.17262920194283707 0.03201742794532196
Th3+ 0.13607727298007402 0.07923664670692879
Tm3t  0.16179646625693736  0.06880601769443551
Er3t 0.15471068823669515 0.07673652278067465
Yb3t  0.29601392289256151 0.08827201365327036
Ho3t 0.21892877290872970 0.07760357249347803

the inter-tensor matrix angles in degrees are

Dy3+ Th3+ Tm3t+ Er3t  Yb3+t  Ho3t
Dy3+ 0.0 26.5 143.3 1519 157.0 19.4
Th3+ 26.5 0.0 1623 161.0 151.4 17.5
Tm3T 1433 162.3 00 146 265 155.3
Erdt 151.9 161.0 14.6 0.0 21.3 154.9
Yb3t  157.0 151.4 26.5 213 0.0 160.5
Ho3* 19.4 17.5 155.3 1549 160.5 0.0

the singular values for the tensors are 5.2037e¢~3, 1.3086e 3, 5.6033¢ ™%, 3.6093¢~%, and 9.8328¢~°, and the
condition number is 52.9219.
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Figure S65:  Structural noise simulation for the ABC ensemble N-domain non-moving rigid body. The
simulated structural error, with the atom position uncertainty set to 0.3 A, is an extra contribution to the
measured PCS error. The PCS structural error is compared to the distance from the paramagnetic centre
to illustrate the relationship between the two. The atomic positions were randomised 10,000 times with the
lanthanide position assumed fixed, the PCS value back-calculated using a pre-fit alignment tensor, and the
PCS standard deviations calculated.
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Figure S66: RDC and PCS correlation plots for the ABC ensemble N-domain non-moving rigid body,

demonstrating the quality of fit of the alignment tensors.
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Table S11: Model selection summary for the CaM-I1Q interdomain frame order motions. Akaike’s Informa-
tion Criterion (AIC) is presented for all models and all structure combinations. The model with the lowest
AIC value, shown as bold text, is the model which best describes the RDC and PCS data. The A and B
superscript refer to the model eigenframe permutations. Both the quasi-random (QR) integration of the
PCS using Sobol” point sampling and subsequent quadratic refinement results are presented.

Model Structures
A B C

QR int. Refined QR int. Refined QR int. Refined
Rigid 1629.89 1629.89 1387.26 1387.26 1703.16 1703.16
Rotor 1406.30  1406.31 1212.75 1212.56 1608.28  1608.27
Iso cone, torsionless 1417.10  1417.10 1207.30 1207.31 1638.04 1638.03
Iso cone, torsionless™ 1417.09 1417.10 1207.31 1207.31 1638.02 1638.03
Iso cone 1410.08 1409.24 1208.45 1208.28 1614.11 1612.28
Iso cone® 1418.28 1417.26  1211.68 1209.31 1640.22 1640.03

Pseudo-ellipse, torsionless 1445.38  1445.49 1211.95 1203.28 1614.41 1590.17
Pseudo-ellipse, torsionless®  1609.03  1640.55 1402.93 1400.35 1706.24 1717.52
Pseudo-ellipse, torsionless®  1458.39  1441.48 1281.02 1203.23 1666.95 1612.03

Pseudo-ellipse 1404.98 1408.84 1202.98 1200.81 1619.26 1617.92
Pseudo-ellipse® 1408.63 1407.32 1203.35 1195.50 1619.67 1621.76
Pseudo-ellipse® 1404.97 1404.65 1203.39 1203.26 1617.50 1616.99
Double rotor 1406.73 1396.66  1204.12 1194.71 1616.16 1615.13
Model Structures
ABC ABC core ABC motional pivot
QR int. Refined QR int. Refined QR int. Refined
Rigid 1106.22 1106.22 1118.54 1118.54 1103.44 1103.44
Rotor 993.79 991.72 1003.36  1003.33 991.69 989.43
Iso cone, torsionless 1004.37 1004.38 1011.01 1008.31 1002.08 1002.09
Iso cone, torsionless™ 1004.38 1004.38 1011.04 1008.31 1002.09 1002.09
Iso cone 995.74 995.72  1002.60 1000.13 993.60 993.43
Iso cone® 1006.85 1006.38 1014.49 1003.49 1004.65 997.10
Pseudo-ellipse, torsionless 1027.91 1020.94 1003.37 1015.16 996.97 1111.60
Pseudo-ellipse, torsionless® 995.89 1119.00 1133.77 1025.72 1117.83 997.22
Pseudo-ellipse, torsionless®  1038.04 1114.84 1019.62 1035.19  3032.68 1109.43
Pseudo-ellipse 1001.09 998.95 1005.83 1006.80 999.77 999.11
Pseudo-ellipse® 1001.61 998.79  1005.97  1005.10 999.41 995.38
Pseudo-ellipse® 1001.89  1002.07 1006.38 1004.33 999.36 994.74
Double rotor 999.88 1019.28 1004.31 7016.74 1026.31 982.83

10.1.2 Frame order analysis

For the frame order analysis, the CaM-1Q structures A, B and C were analysed individually and as a
superimposed ensemble. The results from all these analyses are summarised via the Akaike’s Information
Criterion (AIC) for model comparison (Akaike, 1973; d’Auvergne and Gooley, 2003) in table S11 on page 148.
The results for the A structure are in tables S12 and S13 on page 150. The results for the B structure are in
tables S14 and S15 on page 151. The results for the C structure are in tables S16 and S17 on page 152. The
results for the ABC ensemble are in tables S18 and S19 on page 153. The results for the core ABC ensemble
are in tables S20 and S21 on page 154. The results for the ABC ensemble with the first and second motional
pivots removes are in tables S22 and S23 on page 155. The total number of data points used is n = 879.
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Table S11b: Model selection summary for the CaM-IQ interdomain frame order motions using the Bayesian
Information Criterion (BIC) rather than AIC.

Model Structures
A B C

QR int. Refined QR int. Refined QR int. Refined
Rigid 1658.56  1658.56  1415.93  1415.93 1731.83 1731.83
Rotor 1458.87 1458.88  1265.31 1265.13 1660.84 1660.84
Iso cone, torsionless 1474.44  1474.44 1264.65 1264.65 1695.39  1695.38
Iso cone, torsionless™ 1474.44  1474.44 1264.66 1264.65 1695.37 1695.38
Iso cone 1472.21  1471.36  1270.57 1270.40 1676.24 1674.40
Iso cone™ 1480.40 1479.39 1273.80 1271.43 1702.34 1702.15

Pseudo-ellipse, torsionless 1512.28 1512.39 1278.85 1270.19 1681.31 1657.07
Pseudo-ellipse, torsionless®  1676.70 1707.46  1469.83 1467.26 1773.14 1784.42
Pseudo-ellipse, torsionless®  1525.29  1508.38 1347.93 1270.13 1737.10 1678.93

Pseudo-ellipse 1476.66  1480.52 1274.66 1272.50 1690.94 1689.60
Pseudo-ellipse® 1480.31  1479.00 1275.03 1267.18 1691.35 1693.44
Pseudo-ellipse® 1476.65 1476.34  1275.07 1274.94 1689.18 1688.67
Double rotor 1478.42 1468.35 1275.80 1266.39 1687.85 1686.81
Model Structures
ABC ABC core ABC motional pivot
QR int. Refined QR int. Refined QR int. Refined
Rigid 1134.89 1134.89 1147.21 1147.21 1132.11 1132.11
Rotor 1046.36  1044.28 1055.93  1055.90 1044.26 1042.00
Iso cone, torsionless 1061.72 1061.73 1068.36  1065.66  1059.43 1059.44
Iso cone, torsionless™ 1061.72  1061.73 1068.38 1065.66  1059.44 1059.44
Iso cone 1057.86  1057.84 1064.72 1062.25 1055.72 1055.55
Iso cone® 1068.98 1068.51 1076.62 1065.61  1066.78 1059.22

Pseudo-ellipse, torsionless 1094.81 1087.84 1070.27 1082.06 1063.87 1178.50
Pseudo-ellipse, torsionless®  1062.79  1185.91 1200.67 1092.62 1184.74 1064.12
Pseudo-ellipse, torsionless®  1104.95 1181.74 1086.52 1102.09  3099.59 1176.33

Pseudo-ellipse 1072.77  1070.63  1077.52 1078.48 1071.45 1070.79
Pseudo-ellipse® 1073.30  1070.47  1077.65 1076.78 1071.10 1067.06
Pseudo-ellipse® 1073.57  1073.75 1078.08 1076.01 1071.04 1066.42
Double rotor 1071.56  1090.96  1075.99 7088.43  1097.99 1054.51

149



Table S12: CaM-IQ structure A initial results for the interdomain motions. These are the initial results
from the quasi-random Sobol’ point integration of the PCS. The A and B superscript refer to the model
eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ OI/Omax Gy Omax G'max,Z

Rigid 6 1617.89 1629.89

Rotor 11 1384.30 1406.30 1.770 2.440 36.47

Iso cone, torsionless 12 1393.10 1417.10 5.771 4.479 22.71

Iso cone, torsionless™ 12 1393.09 1417.09 2.631 4.478 22.70

Iso cone 13 1384.08 1410.08 1.767 2.446 4.06 36.08

Iso cone® 13 1392.28 1418.28 0.689 1.117 23.36 0.20

Pseudo-ellipse, torsionless 14 1417.38 1445.38 4.245 0.637 5.749 1.00 25.88

Pseudo-ellipse, torsionless™ 14 1581.03 1609.03 1.010 2.366 5.536 0.07 10.53

Pseudo-ellipse, torsionless® 14 1430.39 1458.39 4.561 1.835 5.875 0.02 28.88

Pseudo-ellipse 15 1374.98 1404.98 4.819 1.385 5.663 2.45 15.06  31.63

Pseudo-ellipse® 15 1378.63 1408.63 4.905 1.586 4.058 1.93 37.23 12.09

Pseudo-ellipseB 15 1374.97 1404.97 3.583 2.932 6.127 14.12 37.60 1.92

Double rotor 15 1376.73 1406.73 3.605 0.214 2.023 11.57 32.49
Model Average position Pivot point

Py Py P, Po Ps Py Pz Py Pz

Rigid 4.694 -11.528 3.688 2.494 0.296 3.763 21.863 5.270 5.934
Rotor 4.728 -8.628 3.386 2.547 0.305 3.688 25.501 12.099 22.625
Iso cone, torsionless 5.083 -10.529 3.686 2.524 0.303 3.748 15.307 -25.395 1.746
Iso cone, torsionless® 5.104 -10.516 3.709 2.524 0.303 3.748 15.384 -25.463 1.512
Iso cone 4.702 -8.619 3.491 2.549 0.304 3.688 10.617 24.500 18.868
Iso cone® 5.832 -5.814 7.404 2.505 0.311 3.761 3.408 35.440 29.462
Pseudo-ellipse, torsionless 5.244 -10.505 4.787 2.534 0.289 3.759 47.907 -5.256 -6.354
Pseudo-ellipse, torsionless™ 4.594 -11.030 3.985 2.497 0.296 3.760 -6.703 15.560 35.278
Pseudo-ellipse, torsionless® 5.362 -10.253 5.027 2.525 0.289 3.742 42.156 -6.022 -5.891
Pseudo-ellipse 4.654 -9.950 2.000 2.569 0.291 3.690 54.475 -16.333 32.557
Pseudo-ellipse® 4.286 -10.399 2.299 2.565 0.294 3.689 57.235 -19.083 27.857
Pseudo-ellipseB 4.384 -10.145 2.067 2.570 0.291 3.689 57.152 -17.989 32.643
Double rotor 5.005 -9.176 3.141 2.557 0.296 3.696 39.199 2.382 27.894

Table S13: CaM-IQ structure A final refinement results for the interdomain motions. The initial quasi-
random integration result has been refined using high precision quadratic integration of the PCS. The A and
B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/E@ E’Y/Eq& Bm/emax 9y Omax Omax,2

Rigid 6 1617.89 1629.89

Rotor 11 1384.31 1406.31 1.770 2.440 36.47

Iso cone, torsionless 12 1393.10 1417.10 5.771 4.479 22.71

Iso cone, torsionless™ 12 1393.10 1417.10 3.653 1.339 22.71

Iso cone 13 1383.24 1409.24 1.762 2.437 6.97 34.84

Iso cone® 13 1391.26 1417.26 2.371 4.188 24.48 0.03

Pseudo-ellipse, torsionless 14 1417.49 1445.49 4.437 1.480 5.402 3.71 25.66

Pseudo-ellipse, torsionless™ 14 1612.55 1640.55 6.279 1.034 2.414 0.17 2.10

Pseudo-ellipse, torsionless® 14 1413.48 1441.48 1.906 2.372 2.475 3.38 25.48

Pseudo-ellipse 15 1378.84 1408.84 4.711 1.377 5.589 2.55 14.17 31.48

Pseudo—ellipseA 15 1377.32 1407.32 4.911 1.818 4.159 4.92 37.14 12.54

Pseudo-ellipse® 15 1374.65 1404.65 3.409 2.944 5.938 12.81  38.77 0.00

Double rotor 15 1366.66 1396.66 1.976 0.506 3.709 8.54 35.33
Model Average position Pivot point

Py Py P, Py P/:) P’y Pz Py Pz

Rigid 4.694 -11.528 3.688 2.494 0.296 3.763 21.863 5.270 5.934
Rotor 4.727 -8.633 3.390 2.547 0.305 3.688 25.483 12.083 22.624
Iso cone, torsionless 5.083 -10.528 3.675 2.524 0.303 3.748 15.216 -25.404 1.737
Iso cone, torsionless™ 5.090 -10.525 3.684 2.524 0.303 3.748 15.253 -25.384 1.646
Iso cone 4.325 -7.502 3.096 2.549 0.302 3.690  -19.235 52.844 10.502
Iso cone® 6.792 -4.796 8.151 2.500 0.315 3.764 2.837 37.139 30.219
Pseudo-ellipse, torsionless 5.372 -11.064 4.320 2.534 0.289 3.758 53.461 2.076 -5.266
Pseudo-ellipse, torsionless® 6.475 -13.322 3.867 2.494 0.296 3.762 21.204 6.203 -0.520
Pseudo-ellipse, torsionless® 5.477 -11.032 4.585 2.539 0.286 3.754 52.105 0.087 -3.011
Pseudo-ellipse 4.320 -10.160 2.165 2.567 0.293 3.686 56.844 -17.481 29.277
Pseudo-ellipse® 4.515 -9.629 2.515 2.570 0.289 3.689 55.993 -13.893 34.595
Pseudo-ellipse® 4.276 -9.917 2.076 2.566 0.293 3.690 60.937 -19.816 33.236
Double rotor 8.333 -10.119 -0.002 2.566 0.295 3.681 21.510 -19.381 61.846
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Table S14: CaM-IQ structure B initial results for the interdomain motions. These are the initial results
from the quasi-random Sobol’ point integration of the PCS. The A and B superscript refer to the model
eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ OI/Omax Gy Omax G'max,Z

Rigid 6 1375.26 1387.26

Rotor 11 1190.75 1212.75 1.143 5.734 31.44

Iso cone, torsionless 12 1183.30 1207.30 2.007 4.606 24.18

Iso cone, torsionless® 12 1183.31 1207.31 2.005 4.602 24.28

Iso cone 13 1182.45 1208.45 1.130 5.728 1.78 31.36

Iso cone® 13 1185.68 1211.68 1.145 1.425 24.56 1.54

Pseudo-ellipse, torsionless 14 1183.95 1211.95 3.347 2.062 4.755 0.64 28.68

Pseudo-ellipse, torsionless™ 14 1374.93 1402.93 0.203 1.119 1.400 0.03 0.90

Pseudo-ellipse, torsionless® 14 1253.02 1281.02 2.643 1.729 3.689 0.02 29.23

Pseudo-ellipse 15 1172.98 1202.98 3.805 0.896 5.587 0.74 19.45 24.75

l:’seudo-ellipseA 15 1173.35 1203.35 5.629 0.976 3.342 0.72 28.12 16.05

Pseudo-ellipse® 15 1173.39 1203.39 2.464 2.084 4.503 19.30 27.62 0.71

Double rotor 15 1174.12 1204.12 3.984 1.070 1.337 15.87 25.17
Model Average position Pivot point

Py Py P, Po Pg Py Pz Py Pz

Rigid 4.678 -11.340 3.513 2.595 0.263 3.650  21.863 5.270 5.934
Rotor 4.780 -11.140 3.304 2.641 0.269 3.610 20.263 1.302 8.208
Iso cone, torsionless 5.312 -11.298 2.660 2.591 0.278 3.680 8.748  -17.157 11.608
Iso cone, torsionless™ 5.281 -11.333 2.604 2.591 0.278 3.680 8.569 -17.341 12.158
Iso cone 3.559 -11.602 3.441 2.639 0.270 3.611 9.433 0.536 18.128
Iso cone® 4.286 -11.367 2.878 2.589 0.279 3.680 1.590 0.313 10.924
Pseudo-ellipse, torsionless 3.923 -11.502 2.450 2.546 0.295 3.708 1.262 0.786 9.918
Pseudo-ellipse, torsionless™ 4.677 -11.343 3.503 2.594 0.263 3.650 0.802 0.809 5.242
Pseudo-ellipse, torsionless® 3.581 -11.863 2.288 2.571 0.263 3.682 1.341 0.818 8.892
Pseudo-ellipse 3.804 -11.681 2.607 2.594 0.281 3.664 0.694 0.784 10.799
Pseudo-ellipse® 3.896 -11.734 2.564 2.593 0.281 3.665 0.477 0.129 9.334
Pseudo-ellipse® 3.865 -11.635 2.668 2.591 0.282 3.668 0.782 0.675 10.406
Double rotor 3.922 -11.313 2.071 2.601 0.279 3.657 -4.175 0.033 0.213

Table S15: CaM-IQ structure B final refinement results for the interdomain motions. The initial quasi-
random integration result has been refined using high precision quadratic integration of the PCS. The A and
B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ OI/Omax Gy Omax G'max,Z

Rigid 6 1375.26 1387.26

Rotor 11 1190.56 1212.56 1.141 5.728 31.36

Iso cone, torsionless 12 1183.31 1207.31 2.006 4.604 24.24

Iso cone, torsionless® 12 1183.31 1207.31 2.006 4.604 24.24

Iso cone 13 1182.28 1208.28 1.129 5.736 0.01 31.39

Iso cone® 13 1183.31 1209.31 1.136 1.462 24.24 0.00

Pseudo-ellipse, torsionless 14 1175.28 1203.28 3.245 2.124 4.691 1.86 27.89

Pseudo-ellipse, torsionless™ 14 1372.35 1400.35 4.127 0.221 3.637 0.10 1.17

Pseudo-ellipse, torsionless® 14 1175.23 1203.23 3.118 4.150 1.318 1.85 27.81

Pseudo-ellipse 15 1170.81 1200.81 4.412 0.587 4.854 1.03 13.29 23.20

Pseudo-ellipseA 15 1165.50 1195.50 5.650 1.089 3.296 1.58 27.64 16.04

Pseudo-ellipse® 15 1173.26 1203.26 2.364 2.088 4.489 18.76 28.66 0.01

Double rotor 15 1164.71 1194.71 4.102 1.114 1.269 15.00 26.60
Model Average position Pivot point

Py Py P, Py P/:) P’y Px Py Pz

Rigid 4.678 -11.340 3.513 2.595 0.263 3.650  21.863 5.270 5.934
Rotor 4.768 -11.136 3.305 2.639 0.270 3.610 20.188 1.412 8.474
Iso cone, torsionless 5.341 -11.265 2.687 2.591 0.278 3.680 9.075 -17.337 11.479
Iso cone, torsionless™ 5.357 -11.247 2.708 2.591 0.278 3.680 9.197 -17.326 11.274
Iso cone 3.348 -11.894 3.122 2.639 0.270 3.611 5.631 -0.568 16.461
Iso cone® 5.358 -11.246 2.702 2.591 0.278 3.680 9.220 -17.416 11.342
Pseudo-ellipse, torsionless 5.279 -15.401 0.799 2.551 0.294 3.700 -3.896 -0.456 4.073
Pseudo-ellipse, torsionless™ 6.118 -12.811 3.677 2.595 0.263 3.649 -4.675 -0.972 2.439
Pseudo-ellipse, torsionless® 5.501 -15.613 0.637 2.551 0.294 3.699 -3.819 0.000 0.676
Pseudo-ellipse 5.512 -13.549 2.816 2.568 0.290 3.684 0.399 0.933 9.373
Pseudo-ellipse® 6.435 -15.201 2.712 2.589 0.283 3.668 0.268 1.147 6.687
Pseudo-ellipse® 3.722 -11.844 2.391 2.595 0.281 3.663 -1.666 0.001 8.881
Double rotor 2.763 -8.621  -1.292 2.606 0.278 3.649 -7.911  -31.367  -49.245

151



Table S16: CaM-IQ structure C initial results for the interdomain motions. These are the initial results
from the quasi-random Sobol’ point integration of the PCS. The A and B superscript refer to the model
eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ OI/Gmdx 0y Omax Omax,2

Rigid 6 1691.16 1703.16

Rotor 11 1586.28 1608.28 2.038 2.710 25.81

Iso cone, torsionless 12 1614.04 1638.04 1.306 1.401 19.76

Iso cone, torsionless™ 12 1614.02 1638.02 1.306 1.397 19.85

Iso cone 13 1588.11 1614.11 2.058 2.713 2.72 24.92

Iso cone® 13 1614.22 1640.22 1.307 1.396 20.08 0.83

Pseudo-ellipse, torsionless 14 1586.41 1614.41 2.132 1.020 3.965 1.01 29.83

Pseudo-ellipse, torsionless™ 14 1678.24 1706.24  0.000 0.795 2.019 0.07 2.50

Pseudo-ellipse, torsionless® 14 1638.95 1666.95  4.042 0.495 1.571 0.02  29.07

Pseudo-ellipse 15 1589.26 1619.26  3.543 1.066 5.827 2.34 7.53 24.08

l:’seudo—ellipseA 15 1589.67 1619.67 5.633 0.664 3.457 1.72 27.53 7.59

Pseudo-ellipse® 15 1587.50 1617.50  2.088 1.878 4.439 6.84  28.54 0.81

Double rotor 15 1586.16 1616.16 4.056 0.849 1.609 0.10 25.44
Model Average position Pivot point

Py Py P, Po Pg Py Pz Py Pz

Rigid 4.711 -11.097 2.935 2.398 0.336 3.856 21.863 5.270 5.934
Rotor 3.081 -10.648 4.111 2.432 0.336 3.832 11.925 10.779 31.092
Iso cone, torsionless 4.480 -7.078 4.894 2.404 0.344 3.863 -5.257 33.608 26.015
Iso cone, torsionless® 4.523 -7.042 4.878 2.404 0.344 3.863 -4.995 33.590 25.878
Iso cone 2.994 -10.709 4.189 2.430 0.337 3.833 17.632 8.650 36.041
Iso cone® 4.320 -7.483 4.891 2.405 0.344 3.863 -4.743 31.268 26.681
Pseudo-ellipse, torsionless 2.960 -10.783 4.140 2.432 0.336 3.832 0.059 15.674 25.470
Pseudo-ellipse, torsionless™ 7.294 -8.147 3.025 2.397 0.336 3.856  127.802 0.048  507.327
Pseudo-ellipse, torsionless® 2.964 -10.819 4.299 2.419 0.336 3.838 0.060 22.147 28.751
Pseudo-ellipse 3.554 -9.038 3.800 2.426 0.339 3.837 -14.056 32.230 15.150
Pseudo-ellipse® 3.491 -8.647 3.815 2.423 0.340 3.839 -15.041 34.669 15.565
Pseudo—ellipseB 3.182 -9.608 3.887 2.427 0.338 3.836 -21.369 33.774 11.254
Double rotor 3.070 -10.603 4.101 2.431 0.337 3.833 -0.262 16.410 23.693

Table S17: CaM-IQ structure C final refinement results for the interdomain motions. The initial quasi-
random integration result has been refined using high precision quadratic integration of the PCS. The A and
B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ OI/Omax Gy Omax Omax,2

Rigid 6 1691.16 1703.16

Rotor 11 1586.27 1608.27 2.041 2.710 25.69

Iso cone, torsionless 12 1614.03 1638.03 1.308 1.393 19.90

Iso cone, torsionless® 12 1614.03 1638.03 1.308 1.391 19.91

Iso cone 13 1586.28 1612.28 2.041 2.710 0.07 25.68

Iso cone® 13 1614.03 1640.03 1.308 1.392 19.90 0.00

Pseudo-ellipse, torsionless 14 1562.17 1590.17 2.200 1.101 2.938 1.95 15.70

Pseudo-ellipse, torsionless™ 14 1689.52 1717.52 3.298 0.467 4.289 0.11 1.27

Pseudo-ellipse, torsionless® 14 1584.03 1612.03 1.066 1.223 1.352 2.72 29.82

Pseudo-ellipse 15 1587.92 1617.92 3.588 1.082 5.819 1.54 5.97  24.68

Pseudo-ellipse® 15 1591.76 1621.76 5.992 0.535 3.021 3.75 27.95 5.91

Pseudo-ellipse® 15 1586.99 1616.99 2.141 2.087 4.562 5.58 28.99 0.02

Double rotor 15 1585.13 1615.13 4.249 1.643 1.144 0.01 25.68
Model Average position Pivot point

Py Py P, Po Pg P’y Px Py Pz

Rigid 4.711 -11.097 2.935 2.398 0.336 3.856 21.863 5.270 5.934
Rotor 3.086 -10.628 4.106 2.432 0.336 3.832 11.871 10.958 31.192
Iso cone, torsionless 4.588 -6.927 4.844 2.404 0.344 3.863 -4.852 34.030 25.431
Iso cone, torsionless™ 4.619 -6.873 4.845 2.404 0.344 3.863 -4.806 34.280 25.358
Iso cone 3.081 -10.613 4.113 2.432 0.336 3.832 16.405 8.997 33.808
Iso cone® 4.600 -6.899 4.849 2.404 0.344 3.863 -4.850 34.158 25.453
Pseudo-ellipse, torsionless 5.223 -10.801 3.591 2.344 0.346 3.937 0.049 10.188 24.519
Pseudo-ellipse, torsionless™ 6.135 -12.619 3.074 2.398 0.336 3.855 0.066 10.859 11.366
Pseudo-ellipse, torsionless® 3.606 -12.951 4.016 2.433 0.335 3.832 21.292 0.013 34.590
Pseudo-ellipse 3.322 -9.359 3.905 2.426 0.339 3.835 -15.919 31.539 15.490
Pseudo-ellipse® 3.356 -9.419 4.105 2.428 0.338 3.834  -15.515 32.193 15.520
Pseudo-ellipse® 3.036 -9.749 4.142 2.428 0.339 3.835  -17.687 30.792 15.821
Double rotor 5.306 -9.083 3.833 2.434 0.334 3.832 0.158 25.304 21.356
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Table S18: CaM-IQ ABC structural ensemble initial results for the interdomain motions. These are the
initial results from the quasi-random Sobol’ point integration of the PCS. The A and B superscript refer to
the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ GI/Omax Gy Omax G'max,Z

Rigid 6 1094.22 1106.22

Rotor 11 971.79 993.79 1.883 2.710 30.63

Iso cone, torsionless 12 980.37  1004.37 5.257 4.596 20.83

Iso cone, torsionless® 12 980.38 1004.38 1.024 1.455 20.83

Iso cone 13 969.74 995.74 1.885 2.663 1.29 30.41

Iso cone® 13 980.85 1006.85 1.046 1.430 21.24 1.54

Pseudo-ellipse, torsionless 14 999.91 1027.91  3.613 1.086 0.184 0.51  23.56

Pseudo-ellipse, torsionless® 14 967.89 995.89 1.058 1.146 1.190 0.07 0.59

Pseudo-ellipse, torsionless® 14 1010.04 1038.04 3.502 2.185 5.851 0.02 25.03

Pseudo-ellipse 15 971.09  1001.09  3.796 1.257 5.862 0.82 8.57 29.34

Pseudo-ellipse® 15 971.61 1001.61  5.215 0.702 3.895 0.81 33.61 8.22

Pseudo-ellipse® 15 971.89  1001.89 1.984 2.238 4.567 8.47  33.08 0.82

Double rotor 15 969.88 999.88  4.276 0.816 1.399 2.35 30.43
Model Average position Pivot point

Py Py P, Po Ps Py Pz Py Pz

Rigid 4.632 -11.380 3.320 2.473 0.301 3.773 21.863 5.270 5.934
Rotor 3.837 -11.591 3.476 2.527 0.297 3.732 14.840 -1.429 19.837
Iso cone, torsionless 5.402 -10.915 2.901 2.479 0.313 3.784 11.897 -21.385 7.430
Iso cone, torsionless™ 5.416 -10.904 2.932 2.480 0.313 3.783 12.011 -21.243 7.043
Iso cone 3.845 -9.838 4.092 2.521 0.300 3.733 34.371 3.734 31.535
Iso cone® 5.267 -11.065 2.640 2.479 0.313 3.784 10.694 -21.721 10.426
Pseudo-ellipse, torsionless 5.556 -11.430 3.027 2.455 0.323 3.799 12.670 -6.269 -8.467
Pseudo-ellipse, torsionless™ 8.980 -6.145 0.410 2.509 0.303 3.747 -4.125  -890.713  -998.870
Pseudo-ellipse, torsionless® 6.379 -10.660 2.116 2.466 0.300 3.783 4.047 -14.608 -18.504
Pseudo-ellipse 3.819 -11.848 3.083 2.521 0.300 3.740 5.676 -0.728 15.809
l:’seudo—ellipseA 3.838 -11.794 3.064 2.518 0.300 3.743 4.549 -0.561 15.477
Pseudo—ellipseB 3.936 -11.700 3.038 2.519 0.299 3.743 3.833 -0.491 14.532
Double rotor 3.911 -9.841 4.021 2.520 0.301 3.733 39.140 0.934 32.961

Table S19: CaM-IQ ABC structural ensemble final refinement results for the interdomain motions. The
initial quasi-random integration result has been refined using high precision quadratic integration of the
PCS. The A and B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ GI/Omax Gy Omax G'max,Z

Rigid 6 1094.22 1106.22

Rotor 11 969.72 991.72 1.885 2.660 30.50

Iso cone, torsionless 12 980.38  1004.38 5.257 4.597 20.83

Iso cone, torsionless® 12 980.38 1004.38 1.027 1.455 20.84

Iso cone 13 969.72 995.72 1.884 2.661 0.00 30.51

Iso cone® 13 980.38  1006.38 1.027 1.455 20.83 0.02

Pseudo-ellipse, torsionless 14 992.94 1020.94 3.430 2.161 4.726 1.58 23.45

Pseudo-ellipse, torsionless™ 14 1091.00 1119.00 3.143 3.886 1.308 0.14 1.65

Pseudo-ellipse, torsionless® 14 1086.84 1114.84 3.852 1.089 0.221 0.36 4.29

Pseudo-ellipse 15 968.95 998.95  3.874 1.254 5.857 0.74 8.21 29.19

l:’seudo—ellipseA 15 968.79 998.79 5.571 1.892 2.715 1.11 12.28 27.28

Pseudo-ellipse® 15 972.07  1002.07  2.013 2.322 4.609 8.65  33.50 0.01

Double rotor 15 989.28 1019.28  0.651 1.429 5.894 0.00 20.46
Model Average position Pivot point

Py Py P, Py P/:) P’y Pz Py Pz

Rigid 4.632  -11.380 3.320 2.473 0.301 3.773 21.863 5.270 5.934
Rotor 3.914 -9.698 4.028 2.521 0.300 3.732 19.273 11.814 25.804
Iso cone, torsionless 5.389  -10.924 2.867 2.480 0.313 3.784 11.715 -21.509 7.734
Iso cone, torsionless™ 5.373  -10.937 2.841 2.480 0.313 3.784 11.621  -21.557 8.054
Iso cone 3.914 -9.696 4.028 2.521 0.300 3.732 33.758 4.267 31.104
Iso cone® 5.381  -10.933 2.854 2.480 0.313 3.784 11.645  -21.499 7.869
Pseudo-ellipse, torsionless 6.156  -15.657 0.573 2.455 0.324 3.796 -5.887 -2.408 -2.209
Pseudo-ellipse, torsionless™ 6.071 -12.879 3.437 2.474 0.301 3.772 -0.319 0.282 -2.968
Pseudo-ellipse, torsionless® 6.104 -13.100 3.365 2.474 0.301 3.772  -14.095 0.276 -0.593
Pseudo-ellipse 5.135 -12.995 3.412 2.521 0.299 3.739 6.878 -0.014 16.990
Pseudo-ellipse® 5.090 -12.975 3.085 2.512 0.303 3.749 1.315 -0.046 13.673
Pseudo—ellipseB 3.871 -11.628 3.158 2.520 0.299 3.741 6.117 -0.034 16.287
Double rotor 8.419 -9.151 2.129 2.455 0.323 3.799 40.865 0.296 51.186
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Table S20: CaM-IQ ABC core structural ensemble initial results for the interdomain motions. These are
the initial results from the quasi-random Sobol’ point integration of the PCS. The A and B superscript refer
to the model eigenframe permutations.

Model k x2 AIC  Motional eigenframe Cone half-angles (deg)
Ea E[-;/Eg E.Y/E¢ GI/Gmdx Gy Omax Omax,2

Rigid 6 1106.54 1118.54

Rotor 11 981.36 1003.36 1.617 2.727 31.34

Iso cone, torsionless 12 987.01 1011.01 1.196 1.269 21.64

Iso cone, torsionless™ 12 987.04 1011.04 1.200 1.272 21.62

Iso cone 13 976.60 1002.60 1.618 2.763 2.31 31.13

Iso cone® 13 988.49 1014.49 1.932 4.436 21.51 1.10

Pseudo-ellipse, torsionless 14 975.37 1003.37  2.425 0.072 3.449 0.66  36.57

Pseudo-ellipse, torsionless® 14 1105.77 1133.77  0.716 1.466 1.582 0.07 0.59

Pseudo-ellipse, torsionless® 14 991.62 1019.62 3.970 1.351 1.184 0.03 34.25

Pseudo-ellipse 15 975.83 1005.83  3.610 1.518 5.891 1.83 9.11 29.65

Pseudo—ellipseA 15 975.97 1005.97 4.829 0.472 4.221 1.79 33.85 9.17

Pseudo-ellipse® 15 976.38 1006.38 1.639 2.093 4.361 8.84  33.63 1.78

Double rotor 15 974.31 1004.31 3.888 3.064 0.325 0.04 31.05
Model Average position Pivot point

Py Py P, Po Ps Py Pz Py Pz

Rigid 2.863 -14.748 0.119 3.989 6.159 2.255 20.575 5.395 8.117
Rotor 2.959 -14.257 -0.208 3.994 6.172 2.261 20.392 -0.097 8.514
Iso cone, torsionless 2.221 -14.665 0.024 4.118 6.155 2.141 2.123 -0.022 19.120
Iso cone, torsionless™ 2.170 -14.710 0.025 4.107 6.155 2.153 1.482 -0.028 19.444
Iso cone 1.956 -15.213 0.280 3.968 6.171 2.291 -0.135 -0.126 18.560
Iso cone® 2.094 -14.838 0.127 4.062 6.156 2.201 -0.061 -0.248 20.405
Pseudo-ellipse, torsionless 2.263 -14.345 0.947 3.985 6.171 2.271 25.457 -0.562 21.767
Pseudo-ellipse, torsionless™ 2.860 -14.761 0.129 3.991 6.159 2.253 17.989 -1.118 14.592
Pseudo-ellipse, torsionless® 1.037 -15.489  -0.346 3.944 6.148 2.315 0.988 -0.884 16.213
Pseudo-ellipse 2.136 -14.941 0.478 4.012 6.169 2.246 8.479 -0.082 19.486
Pseudo-ellipse® 2.185 -14.883 0.459 4.013 6.168 2.246 8.324 -0.083 19.387
Pseudo—ellipseB 2.188 -14.874 0.451 4.011 6.168 2.247 8.093 -0.101 19.418
Double rotor 2.784 -13.174 0.981 3.983 6.172 2.271 428.939 -174.243 48.089

Table S21: CaM-IQ ABC core structural ensemble final refinement results for the interdomain motions.
The initial quasi-random integration result has been refined using high precision quadratic integration of the
PCS. The A and B superscript refer to the model eigenframe permutations.

Model k x2 AIC  Motional eigenframe Cone half-angles (deg)
Ea E[-;/Eg E.Y/E¢ GI/Gmdx Gy Omax Omax,2

Rigid 6 1106.54 1118.54

Rotor 11 981.33 1003.33 1.618 2.728 31.13

Iso cone, torsionless 12 984.31 1008.31 1.152 1.305 21.19

Iso cone, torsionless™ 12 984.31 1008.31 1.152 1.306 21.19

Iso cone 13 974.13 1000.13 1.628 2.715 0.00 31.12

Iso cone® 13 977.49 1003.49 1.894 4.346 22.26 0.00

Pseudo-ellipse, torsionless 14 987.16 1015.16 1.413 0.250 1.401 6.58  33.77

Pseudo-ellipse, torsionless™ 14 997.72 1025.72 6.150 2.067 4.438 1.54 23.71

Pseudo-ellipse, torsionless® 14 1007.19 1035.19  5.725 1.961 3.778 1.76  21.63

Pseudo-ellipse 15 976.80 1006.80  3.614 1.520 5.896 2.05 7.35 30.05

Pseudo-ellipse® 15 975.10 1005.10  5.088 0.220 3.936 2.87 34.24 7.96

Pseudo-ellipse® 15 974.33 1004.33 1.631 2.044 4.348 8.33  34.68 0.06

Double rotor 15 6986.74 7016.74  3.614 3.946 0.383 0.04 18.55
Model Average position Pivot point

Py Py P, Po Pg P’y Pz Py Pz

Rigid 2.863 -14.748 0.119 3.989 6.159 2.255 20.575 5.395 8.117
Rotor 2.968 -14.274 -0.152 3.994 6.172 2.261 20.392 -0.097 8.514
Iso cone, torsionless 3.388 -14.366 -0.572 4.106 6.156 2.155 11.100 -23.816 10.821
Iso cone, torsionless™ 3.376 -14.378 -0.579 4.105 6.156 2.155 11.010 -23.734 10.943
Iso cone 2.284 -13.250 1.070 3.994 6.171 2.259 0.754 18.714 22.019
Iso cone® 4.789 -8.438 1.926 4.123 6.155 2.133 5.715 34.136 28.102
Pseudo-ellipse, torsionless 2.712 -14.688 0.050 3.879 6.170 2.390 6.002 -10.467 0.008
Pseudo-ellipse, torsionless™ 3.436 -19.609  -3.017 4.176 6.151 2.071 -10.461 -3.229 0.002
Pseudo-ellipse, torsionless® 5.004 -16.445 0.000 0.941 0.126 5.307 11.993 -9.662 0.000
Pseudo-ellipse 2.067 -14.894 0.508 4.011 6.169 2.247 8.623 -0.089 19.525
Pseudo-ellipse® 3.046 -16.682 0.600 4.044 6.169 2.210 7.683 -0.057 20.398
Pseudo-ellipse® 2.108 -14.811 0.586 4.011 6.169 2.246 10.153 -0.091 19.830
Double rotor 2.362 1.998 1.290 3.861 6.154 2.394 478.409 -203.206 72.124
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Table S22: CaM-IQ ABC motional pivot removal structural ensemble initial results for the interdomain
motions. These are the initial results from the quasi-random Sobol’ point integration of the PCS. The A
and B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Ea EB/EQ E—Y/E¢ GI/Omax Gy Omax Omax,2

Rigid 6 1091.44 1103.44

Rotor 11 969.69 991.69 1.884 2.715 30.56

Iso cone, torsionless 12 978.08  1002.08 5.256 4.598 20.79

Iso cone, torsionless® 12 978.09 1002.09 2.110 4.598 20.85

Iso cone 13 967.60 993.60 1.883 2.666 2.05 30.43

Iso cone® 13 978.65 1004.65 4.192 1.442 21.04 0.25

Pseudo-ellipse, torsionless 14 968.97 996.97  2.361 2.695 4.994 0.91 35.78

Pseudo-ellipse, torsionless® 14 1089.83 1117.83 0.392 1.317 1.381 0.09 1.95

Pseudo-ellipse, torsionless® 14  3004.68 3032.68 1.672 1.441 4.280 0.01 31.78

Pseudo-ellipse 15 969.77 999.77  4.015 1.263 5.852 1.94 6.27 29.66

Pseudo-ellipse® 15 969.41 999.41  5.118 0.892 4.017 1.92  33.79 6.13

Pseudo-ellipse® 15 969.36 999.36  2.127 2.519 4.719 6.14  34.46 1.79

Double rotor 15 996.31 1026.31 3.126 0.909 0.985 1.37 20.47
Model Average position Pivot point

Py Py P, P, Pg P, Pz Py Pz

Rigid -1.122 0.262 -2.668 4.486 6.176 1.744 21.863 5.270 5.934
Rotor -1.945 -0.110 -2.803 4.525 6.191 1.716 21.216 -7.215 21.264
Iso cone, torsionless -0.357 0.723 -3.126 4.590 6.172 1.658 11.743  -21.671 7.790
Iso cone, torsionless™ -0.402 0.693 -3.251 4.590 6.171 1.657 11.423 -22.324 9.162
Iso cone -1.943 1.674 -1.871 4.540 6.189 1.696 41.984 -0.705 34.144
Iso cone® -0.895 -0.001 -3.872 4.594 6.171 1.653 4.892  -20.486 14.875
Pseudo-ellipse, torsionless -2.051 0.535 -2.011 4.540 6.189 1.698 27.183 -1.432 27.109
Pseudo-ellipse, torsionless™ -1.151 0.171 -2.692 4.484 6.176 1.746 -1.832 3.892 22.210
Pseudo-ellipse, torsionless® -2.039 1.111 -1.545 4.472 6.217 1.751 39.187 -0.640 24.372
Pseudo-ellipse -1.769 0.523 -2.130 4.512 6.191 1.730 26.999 -0.540 25.630
Pseudo-ellipse® -1.825 0.583 -2.031 4.507 6.190 1.735 29.800 -0.292 27.808
Pseudo—ellipseB -1.930 1.166 -1.964 4.532 6.189 1.707 38.290 -0.079 33.216
Double rotor -0.394 0.662 -2.700 4.628 6.159 1.613 7.408  -17.782 8.615

Table S23: CaM-IQ ABC motional pivot removal structural ensemble final refinement results for the
interdomain motions. The initial quasi-random integration result has been refined using high precision
quadratic integration of the PCS. The A and B superscript refer to the model eigenframe permutations.

Model k X2 AIC  Motional eigenframe Cone half-angles (deg)
Eo EB/EG E‘Y/E<15 Gz/emax Gy Omax Omax,2

Rigid 6 1091.44 1103.44

Rotor 11 967.43 989.43 1.885 2.662 30.47

Iso cone, torsionless 12 978.09  1002.09 5.256 4.598 20.80

Iso cone, torsionless® 12 978.09 1002.09 1.028 1.457 20.80

Iso cone 13 967.43 993.43 1.884 2.662 0.05 30.48

Iso cone® 13 971.10 997.10 1.087 1.316 21.88 0.00

Pseudo-ellipse, torsionless 14 1083.60 1111.60 1.280 3.781 3.403 1.52 6.09

Pseudo-ellipse, torsionless™ 14 969.22 997.22 0.814 2.279 0.142 0.29 2.31

Pseudo-ellipse, torsionless® 14 1081.43 1109.43 1.863 2.154 5.608 0.27 1.50

Pseudo-ellipse 15 969.11 999.11 4.028 1.262 5.839 1.62 5.77 29.89

Pseudo-ellipse® 15 965.38 995.38 6.230 0.316 2.739 3.17  35.25 0.01

Pseudo-ellipse® 15 964.74 994.74 2.108 2.490 4.693 3.20 35.33 0.00

Double rotor 15 952.83 982.83 5.973 1.332 1.218 30.67 0.56
Model Average position Pivot point

Py Py P, Py P/:) P’y Px Py Pz

Rigid -1.122 0.262 -2.668 4.486 6.176 1.744 21.863 5.270 5.934
Rotor -1.847 1.934 -1.953 4.543 6.189 1.693  26.381 8.080 28.458
Iso cone, torsionless -0.366 0.717 -3.130 4.590 6.171 1.658 11.690 -21.631 7.877
Iso cone, torsionless™ -0.371 0.712 -3.145 4.590 6.172 1.658 11.633 -21.647 7.991
Iso cone -1.841 1.935 -1.957 4.544 6.189 1.692 44.344 -1.265 34.982
Iso cone® 0.163 6.353 0.072 4.602 6.169 1.642 1.013 36.874 26.712
Pseudo-ellipse, torsionless -1.390 0.641 -2.722 4.513 6.174 1.715 23.186 -1.366 38.174
Pseudo-ellipse, torsionless®  -0.166 0.457 -2.108 4.628 6.179 1.613 -1.647  107.365 140.563
Pseudo-ellipse, torsionless® -0.805 0.854 -2.393 4.398 6.182 1.834 33.114 -1.849 14.766
Pseudo-ellipse -1.818 0.674 -2.126 4.515 6.191 1.726 28.243 -0.640 26.345
Pseudo-ellipse® -0.730 0.006 -1.913 4.536 6.190 1.702  30.785 -0.016 26.753
Pseudo—ellipseB -0.775 0.002 -1.921 4.545 6.189 1.693 34.790 -2.080 28.240
Double rotor 0.196 8.606 -3.849 4.515 6.192 1.726 8.079 32.131 -0.101
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Figure S67: The refined CaM-IQ inter-domain frame order motions, x-axis orientation. Shown are the
rigid body structures from the 2BE6 X-ray structure shifted the average position, the frame order geometric
representation as both rotor objects and cones, and a uniform distribution of approximately 1000 structures
with C, atoms shown as small spheres. The top representations are for the rotor frame order model and
the bottom are the pseudo-ellipse representations. The left representations correspond to the CaM-1Q ABC
motional pivot removal structural ensemble whereas the right correspond to the standard ABC ensemble.
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HET     CA  A 502       1                                                       
HET     CA  A 503       1                                                       
HET     CA  A 504       1                                                       
HET     NI  A 505       1                                                       
HET     CA  B 501       1                                                       
HET     CA  B 502       1                                                       
HET     CA  B 503       1                                                       
HET     CA  B 504       1                                                       
HET     NI  B 505       1                                                       
HET     CA  C 501       1                                                       
HET     CA  C 502       1                                                       
HET     CA  C 503       1                                                       
HET     CA  C 504       1                                                       
HET     NI  C 505       1                                                       
HETNAM      CA UNKNOWN                                                          
HETNAM      NI UNKNOWN                                                          
FORMUL   1   CA    CA1                                                          
FORMUL   5   NI    NI1                                                          
HELIX    1   1 THR A    5  ASP A   20  1                                  16    
HELIX    2   2 THR A   28  LEU A   39  1                                  12    
HELIX    3   3 THR A   44  ASP A   56  1                                  13    
HELIX    4   4 PHE A   65  MET A   76  1                                  12    
HELIX    5   5 SER A   81  ASP A   93  1                                  13    
HELIX    6   6 SER A  101  LEU A  112  1                                  12    
HELIX    7   7 THR A  117  ASP A  129  1                                  13    
HELIX    8   8 TYR A  138  THR A  146  1                                   9    
HELIX    9   9 VAL A 1615  GLY A 1638  1                                  24    
HELIX   10  10 THR B    5  ASP B   20  1                                  16    
HELIX   11  11 THR B   28  LEU B   39  1                                  12    
HELIX   12  12 THR B   44  ASP B   56  1                                  13    
HELIX   13  13 PHE B   65  ASP B   78  1                                  14    
HELIX   14  14 GLU B   82  ASP B   93  1                                  12    
HELIX   15  15 SER B  101  GLY B  113  1                                  13    
HELIX   16  16 THR B  117  ASP B  129  1                                  13    
HELIX   17  17 TYR B  138  MET B  145  1                                   8    
HELIX   18  18 GLU B 1612  GLN B 1625  1                                  14    
HELIX   19  19 THR C    5  ASP C   20  1                                  16    
HELIX   20  20 THR C   28  LEU C   39  1                                  12    
HELIX   21  21 THR C   44  ASP C   56  1                                  13    
HELIX   22  22 PHE C   65  LYS C   75  1                                  11    
HELIX   23  23 GLU C   82  ASP C   93  1                                  12    
HELIX   24  24 SER C  101  LEU C  112  1                                  12    
HELIX   25  25 THR C  117  ASP C  129  1                                  13    
HELIX   26  26 TYR C  138  MET C  145  1                                   8    
HELIX   27  27 LYS C 1617  GLU C 1636  1                                  20    
SHEET    1   A 2 THR A  26  ILE A  27  0                                        
SHEET    2   A 2 ILE A  63  ASP A  64 -1  O  ILE A  63   N  ILE A  27           
SHEET    1   B 2 TYR A  99  ILE A 100  0                                        
SHEET    2   B 2 VAL A 136  ASN A 137 -1  O  VAL A 136   N  ILE A 100           
SHEET    1   C 2 THR B  26  ILE B  27  0                                        
SHEET    2   C 2 ILE B  63  ASP B  64 -1  O  ILE B  63   N  ILE B  27           
SHEET    1   D 2 TYR B  99  ILE B 100  0                                        
SHEET    2   D 2 VAL B 136  ASN B 137 -1  O  VAL B 136   N  ILE B 100           
SHEET    1   E 2 THR C  26  ILE C  27  0                                        
SHEET    2   E 2 ILE C  63  ASP C  64 -1  O  ILE C  63   N  ILE C  27           
SHEET    1   F 2 TYR C  99  ILE C 100  0                                        
SHEET    2   F 2 VAL C 136  ASN C 137 -1  O  VAL C 136   N  ILE C 100           
ATOM      1  N   GLN A   3      10.177 -11.960  29.602  1.00  0.00           N  
ATOM      2 CA   GLN A   3       9.145 -11.451  28.644  1.00  0.00           C  
ATOM      3  C   GLN A   3       9.848 -10.515  27.650  1.00  0.00           C  
ATOM      4  O   GLN A   3      10.733 -10.988  26.937  1.00  0.00           O  
ATOM      5 CB   GLN A   3       7.951 -10.846  29.412  1.00  0.00           C  
ATOM      6 CG   GLN A   3       6.864 -10.106  28.605  1.00  0.00           C  
ATOM      7 CD   GLN A   3       6.822 -10.439  27.113  1.00  0.00           C  
ATOM      8 OE1  GLN A   3       6.798 -11.610  26.720  1.00  0.00           O  
ATOM      9 NE2  GLN A   3       6.818  -9.393  26.272  1.00  0.00           N  
ATOM     10  N   LEU A   4       9.464  -9.232  27.573  1.00  0.00           N  
ATOM     11 CA   LEU A   4      10.302  -8.195  26.930  1.00  0.00           C  
ATOM     12  C   LEU A   4      10.999  -7.436  28.046  1.00  0.00           C  
ATOM     13  O   LEU A   4      10.388  -6.602  28.722  1.00  0.00           O  
ATOM     14 CB   LEU A   4       9.494  -7.221  26.051  1.00  0.00           C  
ATOM     15 CG   LEU A   4      10.107  -5.862  25.665  1.00  0.00           C  
ATOM     16 CD1  LEU A   4      11.182  -6.007  24.608  1.00  0.00           C  
ATOM     17 CD2  LEU A   4       9.036  -4.875  25.171  1.00  0.00           C  
ATOM     18  N   THR A   5      12.060  -7.528  28.586  1.00  0.00           N  
ATOM     19 CA   THR A   5      12.716  -7.061  29.788  1.00  0.00           C  
ATOM     20  C   THR A   5      13.229  -5.631  29.657  1.00  0.00           C  
ATOM     21  O   THR A   5      13.410  -5.122  28.549  1.00  0.00           O  
ATOM     22 CB   THR A   5      13.859  -7.994  30.169  1.00  0.00           C  
ATOM     23 OG1  THR A   5      14.874  -7.929  29.167  1.00  0.00           O  
ATOM     24 CG2  THR A   5      13.349  -9.428  30.277  1.00  0.00           C  
ATOM     25  N   GLU A   6      13.458  -4.994  30.799  1.00  0.00           N  
ATOM     26 CA   GLU A   6      14.095  -3.675  30.850  1.00  0.00           C  
ATOM     27  C   GLU A   6      15.472  -3.648  30.169  1.00  0.00           C  
ATOM     28  O   GLU A   6      15.864  -2.630  29.592  1.00  0.00           O  
ATOM     29 CB   GLU A   6      14.175  -3.155  32.299  1.00  0.00           C  
ATOM     30 CG   GLU A   6      14.520  -4.209  33.383  1.00  0.00           C  
ATOM     31 CD   GLU A   6      13.341  -5.114  33.775  1.00  0.00           C  
ATOM     32 OE1  GLU A   6      12.275  -4.600  34.190  1.00  0.00           O  
ATOM     33 OE2  GLU A   6      13.490  -6.352  33.681  1.00  0.00           O  
ATOM     34  N   GLU A   7      16.184  -4.773  30.202  1.00  0.00           N  
ATOM     35 CA   GLU A   7      17.484  -4.855  29.527  1.00  0.00           C  
ATOM     36  C   GLU A   7      17.292  -4.997  28.024  1.00  0.00           C  
ATOM     37  O   GLU A   7      18.036  -4.404  27.246  1.00  0.00           O  
ATOM     38 CB   GLU A   7      18.322  -6.015  30.061  1.00  0.00           C  
ATOM     39  N   GLN A   8      16.283  -5.759  27.614  1.00  0.00           N  
ATOM     40 CA   GLN A   8      15.989  -5.898  26.187  1.00  0.00           C  
ATOM     41  C   GLN A   8      15.535  -4.573  25.548  1.00  0.00           C  
ATOM     42  O   GLN A   8      15.946  -4.240  24.437  1.00  0.00           O  
ATOM     43 CB   GLN A   8      14.970  -7.017  25.933  1.00  0.00           C  
ATOM     44 CG   GLN A   8      14.779  -7.333  24.442  1.00  0.00           C  
ATOM     45 CD   GLN A   8      16.097  -7.602  23.694  1.00  0.00           C  
ATOM     46 OE1  GLN A   8      16.606  -8.731  23.682  1.00  0.00           O  
ATOM     47 NE2  GLN A   8      16.637  -6.574  23.067  1.00  0.00           N  
ATOM     48  N   ILE A   9      14.686  -3.836  26.262  1.00  0.00           N  
ATOM     49 CA   ILE A   9      14.307  -2.474  25.869  1.00  0.00           C  
ATOM     50  C   ILE A   9      15.560  -1.606  25.716  1.00  0.00           C  
ATOM     51  O   ILE A   9      15.726  -0.889  24.715  1.00  0.00           O  
ATOM     52 CB   ILE A   9      13.333  -1.826  26.897  1.00  0.00           C  
ATOM     53 CG1  ILE A   9      12.012  -2.608  26.948  1.00  0.00           C  
ATOM     54 CG2  ILE A   9      13.114  -0.350  26.549  1.00  0.00           C  
ATOM     55 CD1  ILE A   9      11.088  -2.300  28.137  1.00  0.00           C  
ATOM     56  N   ALA A  10      16.431  -1.674  26.720  1.00  0.00           N  
ATOM     57 CA   ALA A  10      17.693  -0.915  26.750  1.00  0.00           C  
ATOM     58  C   ALA A  10      18.555  -1.206  25.540  1.00  0.00           C  
ATOM     59  O   ALA A  10      19.187  -0.292  24.991  1.00  0.00           O  
ATOM     60 CB   ALA A  10      18.468  -1.233  28.001  1.00  0.00           C  
ATOM     61  N   GLU A  11      18.612  -2.482  25.154  1.00  0.00           N  
ATOM     62 CA   GLU A  11      19.381  -2.907  23.992  1.00  0.00           C  
ATOM     63  C   GLU A  11      18.772  -2.393  22.687  1.00  0.00           C  
ATOM     64  O   GLU A  11      19.500  -1.976  21.777  1.00  0.00           O  
ATOM     65 CB   GLU A  11      19.535  -4.423  23.995  1.00  0.00           C  
ATOM     66 CG   GLU A  11      20.507  -4.886  25.081  1.00  0.00           C  
ATOM     67 CD   GLU A  11      20.483  -6.373  25.309  1.00  0.00           C  
ATOM     68 OE1  GLU A  11      19.649  -7.053  24.671  1.00  0.00           O  
ATOM     69 OE2  GLU A  11      21.307  -6.866  26.127  1.00  0.00           O  
ATOM     70  N   PHE A  12      17.450  -2.402  22.608  1.00  0.00           N  
ATOM     71 CA   PHE A  12      16.748  -1.801  21.473  1.00  0.00           C  
ATOM     72  C   PHE A  12      16.939  -0.285  21.433  1.00  0.00           C  
ATOM     73  O   PHE A  12      17.066   0.276  20.350  1.00  0.00           O  
ATOM     74 CB   PHE A  12      15.255  -2.140  21.492  1.00  0.00           C  
ATOM     75 CG   PHE A  12      14.944  -3.604  21.194  1.00  0.00           C  
ATOM     76 CD1  PHE A  12      15.685  -4.319  20.234  1.00  0.00           C  
ATOM     77 CD2  PHE A  12      13.886  -4.239  21.838  1.00  0.00           C  
ATOM     78 CE1  PHE A  12      15.386  -5.659  19.970  1.00  0.00           C  
ATOM     79 CE2  PHE A  12      13.572  -5.582  21.562  1.00  0.00           C  
ATOM     80 CZ   PHE A  12      14.331  -6.283  20.625  1.00  0.00           C  
ATOM     81  N   LYS A  13      16.950   0.382  22.589  1.00  0.00           N  
ATOM     82 CA   LYS A  13      17.282   1.828  22.612  1.00  0.00           C  
ATOM     83  C   LYS A  13      18.692   2.113  22.029  1.00  0.00           C  
ATOM     84  O   LYS A  13      18.904   3.090  21.332  1.00  0.00           O  
ATOM     85 CB   LYS A  13      17.148   2.401  24.028  1.00  0.00           C  
ATOM     86 CG   LYS A  13      17.443   3.925  24.148  1.00  0.00           C  
ATOM     87 CD   LYS A  13      16.201   4.758  23.825  1.00  0.00           C  
ATOM     88 CE   LYS A  13      16.133   6.027  24.681  1.00  0.00           C  
ATOM     89 NZ   LYS A  13      17.058   7.068  24.187  1.00  0.00           N  
ATOM     90  N   GLU A  14      19.648   1.255  22.351  1.00  0.00           N  
ATOM     91 CA   GLU A  14      20.957   1.301  21.740  1.00  0.00           C  
ATOM     92  C   GLU A  14      20.903   1.177  20.213  1.00  0.00           C  
ATOM     93  O   GLU A  14      21.634   1.887  19.506  1.00  0.00           O  
ATOM     94 CB   GLU A  14      21.805   0.179  22.283  1.00  0.00           C  
ATOM     95 CG   GLU A  14      22.558   0.461  23.549  1.00  0.00           C  
ATOM     96 CD   GLU A  14      23.781  -0.440  23.627  1.00  0.00           C  
ATOM     97 OE1  GLU A  14      24.742  -0.221  22.837  1.00  0.00           O  
ATOM     98 OE2  GLU A  14      23.781  -1.372  24.458  1.00  0.00           O  
ATOM     99  N   ALA A  15      20.087   0.259  19.686  1.00  0.00           N  
ATOM    100 CA   ALA A  15      19.924   0.186  18.216  1.00  0.00           C  
ATOM    101  C   ALA A  15      19.277   1.459  17.647  1.00  0.00           C  
ATOM    102  O   ALA A  15      19.663   1.956  16.582  1.00  0.00           O  
ATOM    103 CB   ALA A  15      19.121  -1.042  17.820  1.00  0.00           C  
ATOM    104  N   PHE A  16      18.285   1.982  18.368  1.00  0.00           N  
ATOM    105 CA   PHE A  16      17.632   3.227  18.004  1.00  0.00           C  
ATOM    106  C   PHE A  16      18.657   4.371  17.941  1.00  0.00           C  
ATOM    107  O   PHE A  16      18.658   5.156  16.980  1.00  0.00           O  
ATOM    108 CB   PHE A  16      16.524   3.552  19.026  1.00  0.00           C  
ATOM    109 CG   PHE A  16      15.775   4.808  18.717  1.00  0.00           C  
ATOM    110 CD1  PHE A  16      14.729   4.800  17.817  1.00  0.00           C  
ATOM    111 CD2  PHE A  16      16.139   6.008  19.311  1.00  0.00           C  
ATOM    112 CE1  PHE A  16      14.054   5.965  17.501  1.00  0.00           C  
ATOM    113 CE2  PHE A  16      15.456   7.181  19.012  1.00  0.00           C  
ATOM    114 CZ   PHE A  16      14.415   7.162  18.107  1.00  0.00           C  
ATOM    115  N   SER A  17      19.529   4.457  18.947  1.00  0.00           N  
ATOM    116 CA   SER A  17      20.557   5.508  19.009  1.00  0.00           C  
ATOM    117  C   SER A  17      21.534   5.471  17.851  1.00  0.00           C  
ATOM    118  O   SER A  17      22.080   6.503  17.483  1.00  0.00           O  
ATOM    119 CB   SER A  17      21.315   5.488  20.332  1.00  0.00           C  
ATOM    120 OG   SER A  17      20.457   5.898  21.394  1.00  0.00           O  
ATOM    121  N   LEU A  18      21.767   4.289  17.282  1.00  0.00           N  
ATOM    122 CA   LEU A  18      22.641   4.179  16.127  1.00  0.00           C  
ATOM    123  C   LEU A  18      22.006   4.878  14.917  1.00  0.00           C  
ATOM    124  O   LEU A  18      22.685   5.529  14.120  1.00  0.00           O  
ATOM    125 CB   LEU A  18      22.847   2.702  15.791  1.00  0.00           C  
ATOM    126 CG   LEU A  18      24.108   2.164  15.105  1.00  0.00           C  
ATOM    127 CD1  LEU A  18      23.703   1.174  14.020  1.00  0.00           C  
ATOM    128 CD2  LEU A  18      25.061   3.222  14.558  1.00  0.00           C  
ATOM    129  N   PHE A  19      20.700   4.738  14.763  1.00  0.00           N  
ATOM    130 CA   PHE A  19      20.014   5.388  13.623  1.00  0.00           C  
ATOM    131  C   PHE A  19      19.754   6.875  13.889  1.00  0.00           C  
ATOM    132  O   PHE A  19      19.840   7.736  12.975  1.00  0.00           O  
ATOM    133 CB   PHE A  19      18.693   4.656  13.322  1.00  0.00           C  
ATOM    134 CG   PHE A  19      18.891   3.292  12.724  1.00  0.00           C  
ATOM    135 CD1  PHE A  19      19.272   3.161  11.390  1.00  0.00           C  
ATOM    136 CD2  PHE A  19      18.713   2.152  13.484  1.00  0.00           C  
ATOM    137 CE1  PHE A  19      19.485   1.916  10.818  1.00  0.00           C  
ATOM    138 CE2  PHE A  19      18.913   0.871  12.920  1.00  0.00           C  
ATOM    139 CZ   PHE A  19      19.295   0.761  11.580  1.00  0.00           C  
ATOM    140  N   ASP A  20      19.413   7.169  15.136  1.00  0.00           N  
ATOM    141 CA   ASP A  20      19.165   8.544  15.579  1.00  0.00           C  
ATOM    142  C   ASP A  20      20.487   9.254  15.897  1.00  0.00           C  
ATOM    143  O   ASP A  20      20.803   9.544  17.060  1.00  0.00           O  
ATOM    144 CB   ASP A  20      18.263   8.558  16.812  1.00  0.00           C  
ATOM    145 CG   ASP A  20      17.958   9.980  17.289  1.00  0.00           C  
ATOM    146 OD1  ASP A  20      18.044  10.943  16.462  1.00  0.00           O  
ATOM    147 OD2  ASP A  20      17.631  10.128  18.486  1.00  0.00           O  
ATOM    148  N   LYS A  21      21.245   9.532  14.847  1.00  0.00           N  
ATOM    149 CA   LYS A  21      22.593  10.054  14.952  1.00  0.00           C  
ATOM    150  C   LYS A  21      22.695  11.385  15.701  1.00  0.00           C  
ATOM    151  O   LYS A  21      23.695  11.636  16.397  1.00  0.00           O  
ATOM    152 CB   LYS A  21      23.197  10.176  13.546  1.00  0.00           C  
ATOM    153 CG   LYS A  21      23.856   8.865  12.985  1.00  0.00           C  
ATOM    154 CD   LYS A  21      25.371   8.888  13.239  1.00  0.00           C  
ATOM    155 CE   LYS A  21      26.082   7.587  12.813  1.00  0.00           C  
ATOM    156 NZ   LYS A  21      25.411   6.348  13.373  1.00  0.00           N  
ATOM    157  N   ASP A  22      21.671  12.228  15.587  1.00  0.00           N  
ATOM    158 CA   ASP A  22      21.729  13.550  16.215  1.00  0.00           C  
ATOM    159  C   ASP A  22      21.164  13.554  17.637  1.00  0.00           C  
ATOM    160  O   ASP A  22      21.219  14.554  18.327  1.00  0.00           O  
ATOM    161 CB   ASP A  22      21.098  14.620  15.309  1.00  0.00           C  
ATOM    162 CG   ASP A  22      19.577  14.441  15.100  1.00  0.00           C  
ATOM    163 OD1  ASP A  22      18.932  13.597  15.745  1.00  0.00           O  
ATOM    164 OD2  ASP A  22      19.011  15.191  14.283  1.00  0.00           O  
ATOM    165  N   GLY A  23      20.598  12.423  18.044  1.00  0.00           N  
ATOM    166 CA   GLY A  23      20.162  12.206  19.413  1.00  0.00           C  
ATOM    167  C   GLY A  23      18.898  12.956  19.737  1.00  0.00           C  
ATOM    168  O   GLY A  23      18.535  13.098  20.905  1.00  0.00           O  
ATOM    169  N   ASP A  24      18.207  13.427  18.706  1.00  0.00           N  
ATOM    170 CA   ASP A  24      17.001  14.224  18.929  1.00  0.00           C  
ATOM    171  C   ASP A  24      15.723  13.444  19.233  1.00  0.00           C  
ATOM    172  O   ASP A  24      14.676  14.030  19.450  1.00  0.00           O  
ATOM    173 CB   ASP A  24      16.808  15.241  17.793  1.00  0.00           C  
ATOM    174 CG   ASP A  24      16.040  14.687  16.605  1.00  0.00           C  
ATOM    175 OD1  ASP A  24      15.454  15.539  15.885  1.00  0.00           O  
ATOM    176 OD2  ASP A  24      16.023  13.436  16.383  1.00  0.00           O  
ATOM    177  N   GLY A  25      15.809  12.115  19.269  1.00  0.00           N  
ATOM    178 CA   GLY A  25      14.651  11.290  19.602  1.00  0.00           C  
ATOM    179  C   GLY A  25      13.835  10.757  18.433  1.00  0.00           C  
ATOM    180  O   GLY A  25      12.894  10.024  18.645  1.00  0.00           O  
ATOM    181  N   THR A  26      14.156  11.140  17.199  1.00  0.00           N  
ATOM    182 CA   THR A  26      13.451  10.579  16.039  1.00  0.00           C  
ATOM    183  C   THR A  26      14.443  10.117  14.975  1.00  0.00           C  
ATOM    184  O   THR A  26      15.562  10.656  14.867  1.00  0.00           O  
ATOM    185 CB   THR A  26      12.409  11.559  15.410  1.00  0.00           C  
ATOM    186 OG1  THR A  26      13.015  12.825  15.167  1.00  0.00           O  
ATOM    187 CG2  THR A  26      11.195  11.803  16.320  1.00  0.00           C  
ATOM    188  N   ILE A  27      14.041   9.147  14.165  1.00  0.00           N  
ATOM    189 CA   ILE A  27      14.876   8.696  13.039  1.00  0.00           C  
ATOM    190  C   ILE A  27      14.281   9.262  11.760  1.00  0.00           C  
ATOM    191  O   ILE A  27      13.069   9.154  11.536  1.00  0.00           O  
ATOM    192 CB   ILE A  27      14.961   7.134  12.950  1.00  0.00           C  
ATOM    193 CG1  ILE A  27      15.583   6.545  14.222  1.00  0.00           C  
ATOM    194 CG2  ILE A  27      15.758   6.686  11.734  1.00  0.00           C  
ATOM    195 CD1  ILE A  27      15.427   5.007  14.290  1.00  0.00           C  
ATOM    196  N   THR A  28      15.108   9.923  10.956  1.00  0.00           N  
ATOM    197 CA   THR A  28      14.641  10.495   9.694  1.00  0.00           C  
ATOM    198  C   THR A  28      15.068   9.614   8.512  1.00  0.00           C  
ATOM    199  O   THR A  28      15.827   8.666   8.686  1.00  0.00           O  
ATOM    200 CB   THR A  28      15.192  11.924   9.494  1.00  0.00           C  
ATOM    201 OG1  THR A  28      16.614  11.871   9.416  1.00  0.00           O  
ATOM    202 CG2  THR A  28      14.769  12.855  10.660  1.00  0.00           C  
ATOM    203  N   THR A  29      14.584   9.912   7.311  1.00  0.00           N  
ATOM    204 CA   THR A  29      15.030   9.171   6.123  1.00  0.00           C  
ATOM    205  C   THR A  29      16.516   9.432   5.852  1.00  0.00           C  
ATOM    206  O   THR A  29      17.257   8.540   5.425  1.00  0.00           O  
ATOM    207 CB   THR A  29      14.219   9.559   4.868  1.00  0.00           C  
ATOM    208 OG1  THR A  29      14.298  10.974   4.678  1.00  0.00           O  
ATOM    209 CG2  THR A  29      12.764   9.155   5.015  1.00  0.00           C  
ATOM    210  N   LYS A  30      16.942  10.667   6.086  1.00  0.00           N  
ATOM    211 CA   LYS A  30      18.352  11.023   5.930  1.00  0.00           C  
ATOM    212  C   LYS A  30      19.249  10.233   6.899  1.00  0.00           C  
ATOM    213  O   LYS A  30      20.281   9.684   6.495  1.00  0.00           O  
ATOM    214 CB   LYS A  30      18.544  12.535   6.092  1.00  0.00           C  
ATOM    215  N   GLU A  31      18.850  10.164   8.173  1.00  0.00           N  
ATOM    216 CA   GLU A  31      19.597   9.389   9.196  1.00  0.00           C  
ATOM    217  C   GLU A  31      19.664   7.903   8.876  1.00  0.00           C  
ATOM    218  O   GLU A  31      20.741   7.293   8.963  1.00  0.00           O  
ATOM    219 CB   GLU A  31      18.984   9.589  10.577  1.00  0.00           C  
ATOM    220 CG   GLU A  31      19.534  10.801  11.267  1.00  0.00           C  
ATOM    221 CD   GLU A  31      18.724  11.209  12.470  1.00  0.00           C  
ATOM    222 OE1  GLU A  31      17.526  10.859  12.562  1.00  0.00           O  
ATOM    223 OE2  GLU A  31      19.302  11.895  13.342  1.00  0.00           O  
ATOM    224  N   LEU A  32      18.671   6.938   8.194  1.00  0.00           N  
ATOM    225 CA   LEU A  32      18.607   5.668   7.476  1.00  0.00           C  
ATOM    226  C   LEU A  32      19.512   5.662   6.234  1.00  0.00           C  
ATOM    227  O   LEU A  32      20.303   4.736   6.035  1.00  0.00           O  
ATOM    228 CB   LEU A  32      17.158   5.370   7.092  1.00  0.00           C  
ATOM    229 CG   LEU A  32      16.844   4.057   6.369  1.00  0.00           C  
ATOM    230 CD1  LEU A  32      17.533   2.843   7.014  1.00  0.00           C  
ATOM    231 CD2  LEU A  32      15.340   3.863   6.313  1.00  0.00           C  
ATOM    232  N   GLY A  33      19.411   6.695   5.406  1.00  0.00           N  
ATOM    233 CA   GLY A  33      20.276   6.832   4.231  1.00  0.00           C  
ATOM    234  C   GLY A  33      21.759   6.791   4.597  1.00  0.00           C  
ATOM    235  O   GLY A  33      22.560   6.161   3.907  1.00  0.00           O  
ATOM    236  N   THR A  34      22.117   7.457   5.693  1.00  0.00           N  
ATOM    237 CA   THR A  34      23.497   7.444   6.186  1.00  0.00           C  
ATOM    238  C   THR A  34      23.987   6.042   6.458  1.00  0.00           C  
ATOM    239  O   THR A  34      25.023   5.645   5.926  1.00  0.00           O  
ATOM    240 CB   THR A  34      23.725   8.376   7.415  1.00  0.00           C  
ATOM    241 OG1  THR A  34      23.362   9.704   7.040  1.00  0.00           O  
ATOM    242 CG2  THR A  34      25.232   8.408   7.816  1.00  0.00           C  
ATOM    243  N   VAL A  35      23.232   5.280   7.248  1.00  0.00           N  
ATOM    244 CA   VAL A  35      23.638   3.930   7.586  1.00  0.00           C  
ATOM    245  C   VAL A  35      23.742   3.059   6.336  1.00  0.00           C  
ATOM    246  O   VAL A  35      24.753   2.389   6.132  1.00  0.00           O  
ATOM    247 CB   VAL A  35      22.718   3.289   8.659  1.00  0.00           C  
ATOM    248 CG1  VAL A  35      23.206   1.847   8.983  1.00  0.00           C  
ATOM    249 CG2  VAL A  35      22.679   4.179   9.917  1.00  0.00           C  
ATOM    250  N   MET A  36      22.723   3.082   5.485  1.00  0.00           N  
ATOM    251 CA   MET A  36      22.735   2.251   4.277  1.00  0.00           C  
ATOM    252  C   MET A  36      23.891   2.589   3.324  1.00  0.00           C  
ATOM    253  O   MET A  36      24.539   1.685   2.778  1.00  0.00           O  
ATOM    254 CB   MET A  36      21.384   2.309   3.571  1.00  0.00           C  
ATOM    255 CG   MET A  36      20.235   1.746   4.406  1.00  0.00           C  
ATOM    256 SD   MET A  36      18.617   1.967   3.650  1.00  0.00           S  
ATOM    257 CE   MET A  36      18.748   0.838   2.260  1.00  0.00           C  
ATOM    258  N   ARG A  37      24.170   3.877   3.140  1.00  0.00           N  
ATOM    259 CA   ARG A  37      25.336   4.284   2.353  1.00  0.00           C  
ATOM    260  C   ARG A  37      26.658   3.865   3.015  1.00  0.00           C  
ATOM    261  O   ARG A  37      27.584   3.451   2.335  1.00  0.00           O  
ATOM    262 CB   ARG A  37      25.307   5.778   2.074  1.00  0.00           C  
ATOM    263 CG   ARG A  37      24.299   6.142   1.001  1.00  0.00           C  
ATOM    264 CD   ARG A  37      24.472   7.588   0.557  1.00  0.00           C  
ATOM    265 NE   ARG A  37      24.096   8.492   1.635  1.00  0.00           N  
ATOM    266 CZ   ARG A  37      22.856   8.898   1.912  1.00  0.00           C  
ATOM    267 NH1  ARG A  37      21.809   8.499   1.182  1.00  0.00           N  
ATOM    268 NH2  ARG A  37      22.666   9.704   2.946  1.00  0.00           N  
ATOM    269  N   SER A  38      26.738   3.952   4.337  1.00  0.00           N  
ATOM    270 CA   SER A  38      27.970   3.548   5.033  1.00  0.00           C  
ATOM    271  C   SER A  38      28.247   2.046   4.852  1.00  0.00           C  
ATOM    272  O   SER A  38      29.396   1.622   4.911  1.00  0.00           O  
ATOM    273 CB   SER A  38      27.912   3.912   6.528  1.00  0.00           C  
ATOM    274 OG   SER A  38      27.226   2.905   7.229  1.00  0.00           O  
ATOM    275  N   LEU A  39      27.199   1.258   4.616  1.00  0.00           N  
ATOM    276 CA   LEU A  39      27.357  -0.172   4.337  1.00  0.00           C  
ATOM    277  C   LEU A  39      27.470  -0.481   2.840  1.00  0.00           C  
ATOM    278  O   LEU A  39      27.376  -1.640   2.439  1.00  0.00           O  
ATOM    279 CB   LEU A  39      26.232  -0.988   4.972  1.00  0.00           C  
ATOM    280 CG   LEU A  39      26.066  -0.831   6.490  1.00  0.00           C  
ATOM    281 CD1  LEU A  39      24.824  -1.530   6.959  1.00  0.00           C  
ATOM    282 CD2  LEU A  39      27.324  -1.368   7.232  1.00  0.00           C  
ATOM    283  N   GLY A  40      27.685   0.553   2.027  1.00  0.00           N  
ATOM    284 CA   GLY A  40      27.914   0.379   0.588  1.00  0.00           C  
ATOM    285  C   GLY A  40      26.661   0.200  -0.249  1.00  0.00           C  
ATOM    286  O   GLY A  40      26.746  -0.167  -1.418  1.00  0.00           O  
ATOM    287  N   GLN A  41      25.505   0.447   0.355  1.00  0.00           N  
ATOM    288 CA   GLN A  41      24.203   0.406  -0.318  1.00  0.00           C  
ATOM    289  C   GLN A  41      23.902   1.809  -0.847  1.00  0.00           C  
ATOM    290  O   GLN A  41      24.542   2.783  -0.449  1.00  0.00           O  
ATOM    291 CB   GLN A  41      23.124   0.038   0.699  1.00  0.00           C  
ATOM    292 CG   GLN A  41      22.151  -1.029   0.297  1.00  0.00           C  
ATOM    293 CD   GLN A  41      22.292  -2.294   1.132  1.00  0.00           C  
ATOM    294 OE1  GLN A  41      22.383  -3.406   0.586  1.00  0.00           O  
ATOM    295 NE2  GLN A  41      22.316  -2.134   2.458  1.00  0.00           N  
ATOM    296  N   ASN A  42      22.914   1.928  -1.723  1.00  0.00           N  
ATOM    297 CA   ASN A  42      22.588   3.237  -2.289  1.00  0.00           C  
ATOM    298  C   ASN A  42      21.100   3.476  -2.587  1.00  0.00           C  
ATOM    299  O   ASN A  42      20.723   3.638  -3.743  1.00  0.00           O  
ATOM    300 CB   ASN A  42      23.410   3.467  -3.553  1.00  0.00           C  
ATOM    301 CG   ASN A  42      23.848   4.908  -3.718  1.00  0.00           C  
ATOM    302 OD1  ASN A  42      24.763   5.190  -4.494  1.00  0.00           O  
ATOM    303 ND2  ASN A  42      23.205   5.829  -2.999  1.00  0.00           N  
ATOM    304  N   PRO A  43      20.255   3.525  -1.537  1.00  0.00           N  
ATOM    305 CA   PRO A  43      18.826   3.755  -1.729  1.00  0.00           C  
ATOM    306  C   PRO A  43      18.545   5.170  -2.233  1.00  0.00           C  
ATOM    307  O   PRO A  43      19.377   6.076  -2.060  1.00  0.00           O  
ATOM    308 CB   PRO A  43      18.266   3.590  -0.321  1.00  0.00           C  
ATOM    309 CG   PRO A  43      19.394   4.003   0.548  1.00  0.00           C  
ATOM    310 CD   PRO A  43      20.583   3.395  -0.107  1.00  0.00           C  
ATOM    311  N   THR A  44      17.379   5.339  -2.854  1.00  0.00           N  
ATOM    312 CA   THR A  44      16.919   6.632  -3.351  1.00  0.00           C  
ATOM    313  C   THR A  44      16.072   7.305  -2.288  1.00  0.00           C  
ATOM    314  O   THR A  44      15.604   6.639  -1.368  1.00  0.00           O  
ATOM    315 CB   THR A  44      16.041   6.456  -4.605  1.00  0.00           C  
ATOM    316 OG1  THR A  44      15.108   5.393  -4.381  1.00  0.00           O  
ATOM    317 CG2  THR A  44      16.890   6.128  -5.816  1.00  0.00           C  
ATOM    318  N   GLU A  45      15.855   8.615  -2.414  1.00  0.00           N  
ATOM    319 CA   GLU A  45      14.937   9.331  -1.521  1.00  0.00           C  
ATOM    320  C   GLU A  45      13.644   8.541  -1.320  1.00  0.00           C  
ATOM    321  O   GLU A  45      13.191   8.352  -0.189  1.00  0.00           O  
ATOM    322 CB   GLU A  45      14.619  10.726  -2.069  1.00  0.00           C  
ATOM    323  N   ALA A  46      13.072   8.070  -2.431  1.00  0.00           N  
ATOM    324 CA   ALA A  46      11.807   7.328  -2.436  1.00  0.00           C  
ATOM    325  C   ALA A  46      11.913   5.959  -1.768  1.00  0.00           C  
ATOM    326  O   ALA A  46      11.004   5.552  -1.058  1.00  0.00           O  
ATOM    327 CB   ALA A  46      11.263   7.196  -3.865  1.00  0.00           C  
ATOM    328  N   GLU A  47      13.024   5.256  -1.985  1.00  0.00           N  
ATOM    329 CA   GLU A  47      13.292   3.992  -1.282  1.00  0.00           C  
ATOM    330  C   GLU A  47      13.331   4.175   0.239  1.00  0.00           C  
ATOM    331  O   GLU A  47      12.690   3.413   0.985  1.00  0.00           O  
ATOM    332 CB   GLU A  47      14.598   3.362  -1.760  1.00  0.00           C  
ATOM    333  N   LEU A  48      14.071   5.192   0.682  1.00  0.00           N  
ATOM    334 CA   LEU A  48      14.226   5.511   2.102  1.00  0.00           C  
ATOM    335  C   LEU A  48      12.911   5.918   2.776  1.00  0.00           C  
ATOM    336  O   LEU A  48      12.667   5.571   3.934  1.00  0.00           O  
ATOM    337 CB   LEU A  48      15.255   6.625   2.276  1.00  0.00           C  
ATOM    338 CG   LEU A  48      16.709   6.279   1.953  1.00  0.00           C  
ATOM    339 CD1  LEU A  48      17.504   7.529   1.697  1.00  0.00           C  
ATOM    340 CD2  LEU A  48      17.307   5.466   3.076  1.00  0.00           C  
ATOM    341  N   GLN A  49      12.074   6.650   2.042  1.00  0.00           N  
ATOM    342 CA   GLN A  49      10.792   7.124   2.560  1.00  0.00           C  
ATOM    343  C   GLN A  49       9.800   5.998   2.766  1.00  0.00           C  
ATOM    344  O   GLN A  49       9.058   6.000   3.756  1.00  0.00           O  
ATOM    345 CB   GLN A  49      10.193   8.189   1.650  1.00  0.00           C  
ATOM    346 CG   GLN A  49      10.792   9.571   1.853  1.00  0.00           C  
ATOM    347 CD   GLN A  49      10.226  10.324   3.059  1.00  0.00           C  
ATOM    348 OE1  GLN A  49      10.554  11.500   3.254  1.00  0.00           O  
ATOM    349 NE2  GLN A  49       9.372   9.662   3.866  1.00  0.00           N  
ATOM    350  N   ASP A  50       9.798   5.035   1.844  1.00  0.00           N  
ATOM    351 CA   ASP A  50       8.927   3.855   1.944  1.00  0.00           C  
ATOM    352  C   ASP A  50       9.398   2.899   3.046  1.00  0.00           C  
ATOM    353  O   ASP A  50       8.589   2.215   3.680  1.00  0.00           O  
ATOM    354 CB   ASP A  50       8.816   3.142   0.593  1.00  0.00           C  
ATOM    355 CG   ASP A  50       7.809   3.812  -0.346  1.00  0.00           C  
ATOM    356 OD1  ASP A  50       8.178   4.128  -1.501  1.00  0.00           O  
ATOM    357 OD2  ASP A  50       6.642   4.024   0.067  1.00  0.00           O  
ATOM    358  N   MET A  51      10.709   2.865   3.277  1.00  0.00           N  
ATOM    359 CA   MET A  51      11.269   2.146   4.423  1.00  0.00           C  
ATOM    360  C   MET A  51      10.800   2.752   5.726  1.00  0.00           C  
ATOM    361  O   MET A  51      10.440   2.020   6.648  1.00  0.00           O  
ATOM    362 CB   MET A  51      12.798   2.140   4.388  1.00  0.00           C  
ATOM    363 CG   MET A  51      13.387   1.234   3.322  1.00  0.00           C  
ATOM    364 SD   MET A  51      15.175   1.180   3.420  1.00  0.00           S  
ATOM    365 CE   MET A  51      15.465  -0.026   4.702  1.00  0.00           C  
ATOM    366  N   ILE A  52      10.831   4.084   5.814  1.00  0.00           N  
ATOM    367 CA   ILE A  52      10.243   4.793   6.959  1.00  0.00           C  
ATOM    368  C   ILE A  52       8.738   4.550   7.061  1.00  0.00           C  
ATOM    369  O   ILE A  52       8.233   4.233   8.138  1.00  0.00           O  
ATOM    370 CB   ILE A  52      10.496   6.331   6.924  1.00  0.00           C  
ATOM    371 CG1  ILE A  52      11.998   6.683   6.999  1.00  0.00           C  
ATOM    372 CG2  ILE A  52       9.648   7.049   8.000  1.00  0.00           C  
ATOM    373 CD1  ILE A  52      12.839   6.029   8.116  1.00  0.00           C  
ATOM    374  N   ASN A  53       7.961   4.602   6.496  1.00  0.00           N  
ATOM    375 CA   ASN A  53       6.504   4.415   6.419  1.00  0.00           C  
ATOM    376  C   ASN A  53       6.018   3.181   7.130  1.00  0.00           C  
ATOM    377  O   ASN A  53       4.945   3.195   7.732  1.00  0.00           O  
ATOM    378 CB   ASN A  53       6.019   4.336   4.962  1.00  0.00           C  
ATOM    379 CG   ASN A  53       5.925   5.688   4.307  1.00  0.00           C  
ATOM    380 OD1  ASN A  53       6.090   6.722   4.959  1.00  0.00           O  
ATOM    381 ND2  ASN A  53       5.656   5.693   2.997  1.00  0.00           N  
ATOM    382  N   GLU A  54       6.801   2.111   7.037  1.00  0.00           N  
ATOM    383 CA   GLU A  54       6.473   0.862   7.705  1.00  0.00           C  
ATOM    384  C   GLU A  54       6.412   0.982   9.220  1.00  0.00           C  
ATOM    385  O   GLU A  54       5.554   0.380   9.851  1.00  0.00           O  
ATOM    386 CB   GLU A  54       7.447  -0.255   7.296  1.00  0.00           C  
ATOM    387 CG   GLU A  54       6.948  -1.104   6.140  1.00  0.00           C  
ATOM    388 CD   GLU A  54       5.534  -1.617   6.362  1.00  0.00           C  
ATOM    389 OE1  GLU A  54       5.183  -1.961   7.515  1.00  0.00           O  
ATOM    390 OE2  GLU A  54       4.763  -1.664   5.382  1.00  0.00           O  
ATOM    391  N   VAL A  55       7.298   1.788   9.794  1.00  0.00           N  
ATOM    392 CA   VAL A  55       7.523   1.787  11.242  1.00  0.00           C  
ATOM    393  C   VAL A  55       6.902   3.006  11.916  1.00  0.00           C  
ATOM    394  O   VAL A  55       6.581   2.972  13.112  1.00  0.00           O  
ATOM    395 CB   VAL A  55       9.039   1.715  11.563  1.00  0.00           C  
ATOM    396 CG1  VAL A  55       9.280   1.635  13.065  1.00  0.00           C  
ATOM    397 CG2  VAL A  55       9.659   0.517  10.880  1.00  0.00           C  
ATOM    398  N   ASP A  56       6.739   4.076  11.144  1.00  0.00           N  
ATOM    399 CA   ASP A  56       6.130   5.303  11.640  1.00  0.00           C  
ATOM    400  C   ASP A  56       4.612   5.154  11.769  1.00  0.00           C  
ATOM    401  O   ASP A  56       3.851   5.385  10.808  1.00  0.00           O  
ATOM    402 CB   ASP A  56       6.484   6.485  10.732  1.00  0.00           C  
ATOM    403 CG   ASP A  56       5.817   7.774  11.170  1.00  0.00           C  
ATOM    404 OD1  ASP A  56       5.575   8.621  10.287  1.00  0.00           O  
ATOM    405 OD2  ASP A  56       5.558   7.951  12.389  1.00  0.00           O  
ATOM    406  N   ALA A  57       4.172   4.803  12.967  1.00  0.00           N  
ATOM    407 CA   ALA A  57       2.756   4.495  13.190  1.00  0.00           C  
ATOM    408  C   ALA A  57       1.849   5.713  13.325  1.00  0.00           C  
ATOM    409  O   ALA A  57       0.654   5.619  13.040  1.00  0.00           O  
ATOM    410 CB   ALA A  57       2.586   3.551  14.389  1.00  0.00           C  
ATOM    411  N   ASP A  58       2.389   6.853  13.760  1.00  0.00           N  
ATOM    412 CA   ASP A  58       1.549   8.036  13.897  1.00  0.00           C  
ATOM    413  C   ASP A  58       1.575   8.906  12.651  1.00  0.00           C  
ATOM    414  O   ASP A  58       0.884   9.912  12.580  1.00  0.00           O  
ATOM    415 CB   ASP A  58       1.796   8.809  15.212  1.00  0.00           C  
ATOM    416 CG   ASP A  58       3.128   9.568  15.252  1.00  0.00           C  
ATOM    417 OD1  ASP A  58       3.367  10.270  16.260  1.00  0.00           O  
ATOM    418 OD2  ASP A  58       3.934   9.492  14.310  1.00  0.00           O  
ATOM    419  N   GLY A  59       2.359   8.482  11.661  1.00  0.00           N  
ATOM    420 CA   GLY A  59       2.385   9.107  10.346  1.00  0.00           C  
ATOM    421  C   GLY A  59       2.973  10.502  10.237  1.00  0.00           C  
ATOM    422  O   GLY A  59       2.726  11.201   9.259  1.00  0.00           O  
ATOM    423  N   ASN A  60       3.764  10.917  11.219  1.00  0.00           N  
ATOM    424 CA   ASN A  60       4.342  12.263  11.185  1.00  0.00           C  
ATOM    425  C   ASN A  60       5.616  12.375  10.339  1.00  0.00           C  
ATOM    426  O   ASN A  60       6.213  13.450  10.251  1.00  0.00           O  
ATOM    427 CB   ASN A  60       4.581  12.791  12.604  1.00  0.00           C  
ATOM    428 CG   ASN A  60       5.679  12.029  13.347  1.00  0.00           C  
ATOM    429 OD1  ASN A  60       6.172  10.989  12.889  1.00  0.00           O  
ATOM    430 ND2  ASN A  60       6.079  12.558  14.501  1.00  0.00           N  
ATOM    431  N   GLY A  61       6.023  11.261   9.726  1.00  0.00           N  
ATOM    432 CA   GLY A  61       7.155  11.238   8.809  1.00  0.00           C  
ATOM    433  C   GLY A  61       8.465  10.756   9.417  1.00  0.00           C  
ATOM    434  O   GLY A  61       9.464  10.639   8.707  1.00  0.00           O  
ATOM    435  N   THR A  62       8.482  10.492  10.727  1.00  0.00           N  
ATOM    436 CA   THR A  62       9.690  10.005  11.402  1.00  0.00           C  
ATOM    437  C   THR A  62       9.405   8.907  12.409  1.00  0.00           C  
ATOM    438  O   THR A  62       8.252   8.680  12.781  1.00  0.00           O  
ATOM    439 CB   THR A  62      10.475  11.120  12.139  1.00  0.00           C  
ATOM    440 OG1  THR A  62       9.656  11.693  13.167  1.00  0.00           O  
ATOM    441 CG2  THR A  62      10.946  12.216  11.159  1.00  0.00           C  
ATOM    442  N   ILE A  63      10.468   8.243  12.869  1.00  0.00           N  
ATOM    443 CA   ILE A  63      10.343   7.139  13.811  1.00  0.00           C  
ATOM    444  C   ILE A  63      10.784   7.563  15.213  1.00  0.00           C  
ATOM    445  O   ILE A  63      11.944   7.919  15.399  1.00  0.00           O  
ATOM    446 CB   ILE A  63      11.183   5.908  13.362  1.00  0.00           C  
ATOM    447 CG1  ILE A  63      10.727   5.461  11.958  1.00  0.00           C  
ATOM    448 CG2  ILE A  63      11.029   4.735  14.401  1.00  0.00           C  
ATOM    449 CD1  ILE A  63      11.631   4.435  11.300  1.00  0.00           C  
ATOM    450  N   ASP A  64       9.880   7.526  16.197  1.00  0.00           N  
ATOM    451 CA   ASP A  64      10.300   7.785  17.573  1.00  0.00           C  
ATOM    452  C   ASP A  64      10.620   6.437  18.233  1.00  0.00           C  
ATOM    453  O   ASP A  64      10.457   5.380  17.594  1.00  0.00           O  
ATOM    454 CB   ASP A  64       9.272   8.639  18.356  1.00  0.00           C  
ATOM    455 CG   ASP A  64       7.888   8.008  18.402  1.00  0.00           C  
ATOM    456 OD1  ASP A  64       7.792   6.761  18.270  1.00  0.00           O  
ATOM    457 OD2  ASP A  64       6.887   8.753  18.573  1.00  0.00           O  
ATOM    458  N   PHE A  65      11.101   6.446  19.479  1.00  0.00           N  
ATOM    459 CA   PHE A  65      11.485   5.185  20.097  1.00  0.00           C  
ATOM    460  C   PHE A  65      10.298   4.193  20.351  1.00  0.00           C  
ATOM    461  O   PHE A  65      10.472   2.985  20.158  1.00  0.00           O  
ATOM    462 CB   PHE A  65      12.383   5.383  21.330  1.00  0.00           C  
ATOM    463 CG   PHE A  65      12.805   4.095  21.967  1.00  0.00           C  
ATOM    464 CD1  PHE A  65      13.726   3.268  21.337  1.00  0.00           C  
ATOM    465 CD2  PHE A  65      12.243   3.678  23.172  1.00  0.00           C  
ATOM    466 CE1  PHE A  65      14.103   2.051  21.900  1.00  0.00           C  
ATOM    467 CE2  PHE A  65      12.631   2.450  23.746  1.00  0.00           C  
ATOM    468 CZ   PHE A  65      13.570   1.654  23.101  1.00  0.00           C  
ATOM    469  N   PRO A  66       9.108   4.680  20.771  1.00  0.00           N  
ATOM    470 CA   PRO A  66       7.989   3.742  20.895  1.00  0.00           C  
ATOM    471  C   PRO A  66       7.607   3.010  19.595  1.00  0.00           C  
ATOM    472  O   PRO A  66       7.266   1.824  19.625  1.00  0.00           O  
ATOM    473 CB   PRO A  66       6.846   4.641  21.379  1.00  0.00           C  
ATOM    474 CG   PRO A  66       7.519   5.736  22.110  1.00  0.00           C  
ATOM    475 CD   PRO A  66       8.707   6.021  21.245  1.00  0.00           C  
ATOM    476  N   GLU A  67       7.688   3.701  18.463  1.00  0.00           N  
ATOM    477 CA   GLU A  67       7.464   3.083  17.146  1.00  0.00           C  
ATOM    478  C   GLU A  67       8.564   2.064  16.806  1.00  0.00           C  
ATOM    479  O   GLU A  67       8.290   0.966  16.294  1.00  0.00           O  
ATOM    480 CB   GLU A  67       7.405   4.182  16.074  1.00  0.00           C  
ATOM    481 CG   GLU A  67       6.087   4.989  16.144  1.00  0.00           C  
ATOM    482 CD   GLU A  67       6.179   6.338  15.484  1.00  0.00           C  
ATOM    483 OE1  GLU A  67       7.300   6.801  15.148  1.00  0.00           O  
ATOM    484 OE2  GLU A  67       5.123   6.972  15.288  1.00  0.00           O  
ATOM    485  N   PHE A  68       9.812   2.425  17.087  1.00  0.00           N  
ATOM    486 CA   PHE A  68      10.925   1.520  16.896  1.00  0.00           C  
ATOM    487  C   PHE A  68      10.823   0.277  17.814  1.00  0.00           C  
ATOM    488  O   PHE A  68      10.940  -0.883  17.357  1.00  0.00           O  
ATOM    489 CB   PHE A  68      12.214   2.282  17.174  1.00  0.00           C  
ATOM    490 CG   PHE A  68      13.450   1.529  16.809  1.00  0.00           C  
ATOM    491 CD1  PHE A  68      13.906   1.524  15.494  1.00  0.00           C  
ATOM    492 CD2  PHE A  68      14.191   0.867  17.787  1.00  0.00           C  
ATOM    493 CE1  PHE A  68      15.072   0.861  15.156  1.00  0.00           C  
ATOM    494 CE2  PHE A  68      15.369   0.170  17.443  1.00  0.00           C  
ATOM    495 CZ   PHE A  68      15.796   0.179  16.135  1.00  0.00           C  
ATOM    496  N   LEU A  69      10.628   0.513  19.112  1.00  0.00           N  
ATOM    497 CA   LEU A  69      10.337  -0.584  20.032  1.00  0.00           C  
ATOM    498  C   LEU A  69       9.184  -1.533  19.599  1.00  0.00           C  
ATOM    499  O   LEU A  69       9.298  -2.757  19.726  1.00  0.00           O  
ATOM    500 CB   LEU A  69      10.101  -0.044  21.445  1.00  0.00           C  
ATOM    501 CG   LEU A  69       9.926  -1.079  22.556  1.00  0.00           C  
ATOM    502 CD1  LEU A  69      11.213  -1.892  22.760  1.00  0.00           C  
ATOM    503 CD2  LEU A  69       9.509  -0.396  23.839  1.00  0.00           C  
ATOM    504  N   THR A  70       8.075  -0.990  19.084  1.00  0.00           N  
ATOM    505 CA   THR A  70       6.952  -1.839  18.651  1.00  0.00           C  
ATOM    506  C   THR A  70       7.413  -2.838  17.581  1.00  0.00           C  
ATOM    507  O   THR A  70       7.143  -4.034  17.655  1.00  0.00           O  
ATOM    508 CB   THR A  70       5.794  -0.991  18.117  1.00  0.00           C  
ATOM    509 OG1  THR A  70       5.323  -0.141  19.164  1.00  0.00           O  
ATOM    510 CG2  THR A  70       4.632  -1.854  17.663  1.00  0.00           C  
ATOM    511  N   MET A  71       8.142  -2.314  16.604  1.00  0.00           N  
ATOM    512 CA   MET A  71       8.594  -3.082  15.459  1.00  0.00           C  
ATOM    513  C   MET A  71       9.643  -4.112  15.892  1.00  0.00           C  
ATOM    514  O   MET A  71       9.654  -5.263  15.428  1.00  0.00           O  
ATOM    515 CB   MET A  71       9.170  -2.088  14.437  1.00  0.00           C  
ATOM    516 CG   MET A  71       9.810  -2.660  13.193  1.00  0.00           C  
ATOM    517 SD   MET A  71      11.582  -2.882  13.340  1.00  0.00           S  
ATOM    518 CE   MET A  71      12.202  -1.215  13.532  1.00  0.00           C  
ATOM    519  N   MET A  72      10.520  -3.679  16.789  1.00  0.00           N  
ATOM    520 CA   MET A  72      11.654  -4.496  17.215  1.00  0.00           C  
ATOM    521  C   MET A  72      11.214  -5.615  18.167  1.00  0.00           C  
ATOM    522  O   MET A  72      11.687  -6.740  18.064  1.00  0.00           O  
ATOM    523 CB   MET A  72      12.737  -3.618  17.824  1.00  0.00           C  
ATOM    524 CG   MET A  72      13.356  -2.655  16.802  1.00  0.00           C  
ATOM    525 SD   MET A  72      14.296  -3.458  15.472  1.00  0.00           S  
ATOM    526 CE   MET A  72      15.827  -3.757  16.360  1.00  0.00           C  
ATOM    527  N   ALA A  73      10.273  -5.321  19.064  1.00  0.00           N  
ATOM    528 CA   ALA A  73       9.802  -6.345  19.978  1.00  0.00           C  
ATOM    529  C   ALA A  73       8.965  -7.381  19.223  1.00  0.00           C  
ATOM    530  O   ALA A  73       8.969  -8.562  19.578  1.00  0.00           O  
ATOM    531 CB   ALA A  73       9.013  -5.728  21.098  1.00  0.00           C  
ATOM    532  N   ARG A  74       8.273  -6.941  18.173  1.00  0.00           N  
ATOM    533 CA   ARG A  74       7.484  -7.856  17.337  1.00  0.00           C  
ATOM    534  C   ARG A  74       8.438  -8.785  16.571  1.00  0.00           C  
ATOM    535  O   ARG A  74       8.259 -10.005  16.566  1.00  0.00           O  
ATOM    536 CB   ARG A  74       6.589  -7.063  16.383  1.00  0.00           C  
ATOM    537 CG   ARG A  74       5.748  -7.885  15.434  1.00  0.00           C  
ATOM    538 CD   ARG A  74       5.073  -7.005  14.392  1.00  0.00           C  
ATOM    539 NE   ARG A  74       3.957  -6.249  14.958  1.00  0.00           N  
ATOM    540 CZ   ARG A  74       3.854  -4.918  14.958  1.00  0.00           C  
ATOM    541 NH1  ARG A  74       4.790  -4.161  14.389  1.00  0.00           N  
ATOM    542 NH2  ARG A  74       2.791  -4.344  15.516  1.00  0.00           N  
ATOM    543  N   LYS A  75       9.477  -8.204  15.967  1.00  0.00           N  
ATOM    544 CA   LYS A  75      10.443  -8.979  15.191  1.00  0.00           C  
ATOM    545  C   LYS A  75      11.114 -10.033  16.065  1.00  0.00           C  
ATOM    546  O   LYS A  75      11.271 -11.190  15.643  1.00  0.00           O  
ATOM    547 CB   LYS A  75      11.490  -8.070  14.536  1.00  0.00           C  
ATOM    548 CG   LYS A  75      11.777  -8.362  13.036  1.00  0.00           C  
ATOM    549 CD   LYS A  75      11.664  -9.842  12.657  1.00  0.00           C  
ATOM    550 CE   LYS A  75      12.944 -10.621  12.977  1.00  0.00           C  
ATOM    551 NZ   LYS A  75      12.753 -12.098  12.827  1.00  0.00           N  
ATOM    552  N   MET A  76      11.428  -9.613  16.925  1.00  0.00           N  
ATOM    553 CA   MET A  76      12.088 -10.561  17.826  1.00  0.00           C  
ATOM    554  C   MET A  76      11.305 -11.870  17.988  1.00  0.00           C  
ATOM    555  O   MET A  76      11.863 -12.882  18.413  1.00  0.00           O  
ATOM    556 CB   MET A  76      12.388  -9.937  19.194  1.00  0.00           C  
ATOM    557 CG   MET A  76      13.455 -10.731  19.966  1.00  0.00           C  
ATOM    558 SD   MET A  76      14.206  -9.881  21.366  1.00  0.00           S  
ATOM    559 CE   MET A  76      12.714  -9.444  22.269  1.00  0.00           C  
ATOM    560  N   LYS A  77      10.019 -11.833  17.633  1.00  0.00           N  
ATOM    561 CA   LYS A  77       9.164 -13.013  17.643  1.00  0.00           C  
ATOM    562  C   LYS A  77       8.817 -13.452  16.218  1.00  0.00           C  
ATOM    563  O   LYS A  77       9.488 -14.303  15.626  1.00  0.00           O  
ATOM    564 CB   LYS A  77       7.887 -12.709  18.428  1.00  0.00           C  
ATOM    565 CG   LYS A  77       8.126 -11.837  19.657  1.00  0.00           C  
ATOM    566 CD   LYS A  77       6.822 -11.413  20.298  1.00  0.00           C  
ATOM    567 CE   LYS A  77       7.084 -10.549  21.519  1.00  0.00           C  
ATOM    568 NZ   LYS A  77       6.153 -10.940  22.610  1.00  0.00           N  
ATOM    569  N   SER A  81      11.746 -15.106   8.301  1.00  0.00           N  
ATOM    570 CA   SER A  81      12.929 -14.260   8.448  1.00  0.00           C  
ATOM    571  C   SER A  81      14.122 -14.687   7.573  1.00  0.00           C  
ATOM    572  O   SER A  81      15.189 -14.034   7.606  1.00  0.00           O  
ATOM    573 CB   SER A  81      13.355 -14.196   9.914  1.00  0.00           C  
ATOM    574 OG   SER A  81      13.900 -15.440  10.323  1.00  0.00           O  
ATOM    575  N   GLU A  82      13.944 -15.766   6.798  1.00  0.00           N  
ATOM    576 CA   GLU A  82      14.966 -16.218   5.836  1.00  0.00           C  
ATOM    577  C   GLU A  82      15.375 -15.140   4.846  1.00  0.00           C  
ATOM    578  O   GLU A  82      16.533 -15.075   4.458  1.00  0.00           O  
ATOM    579 CB   GLU A  82      14.515 -17.452   5.029  1.00  0.00           C  
ATOM    580 CG   GLU A  82      15.143 -17.474   3.606  1.00  0.00           C  
ATOM    581 CD   GLU A  82      15.397 -18.851   3.037  1.00  0.00           C  
ATOM    582 OE1  GLU A  82      16.530 -19.086   2.561  1.00  0.00           O  
ATOM    583 OE2  GLU A  82      14.465 -19.689   3.038  1.00  0.00           O  
ATOM    584  N   GLU A  83      14.430 -14.318   4.406  1.00  0.00           N  
ATOM    585 CA   GLU A  83      14.762 -13.357   3.371  1.00  0.00           C  
ATOM    586  C   GLU A  83      15.651 -12.204   3.861  1.00  0.00           C  
ATOM    587  O   GLU A  83      16.491 -11.719   3.112  1.00  0.00           O  
ATOM    588 CB   GLU A  83      13.529 -12.836   2.637  1.00  0.00           C  
ATOM    589 CG   GLU A  83      13.874 -12.344   1.220  1.00  0.00           C  
ATOM    590 CD   GLU A  83      14.989 -13.181   0.556  1.00  0.00           C  
ATOM    591 OE1  GLU A  83      16.147 -12.690   0.459  1.00  0.00           O  
ATOM    592 OE2  GLU A  83      14.713 -14.334   0.149  1.00  0.00           O  
ATOM    593  N   GLU A  84      15.445 -11.782   5.104  1.00  0.00           N  
ATOM    594 CA   GLU A  84      16.272 -10.742   5.713  1.00  0.00           C  
ATOM    595  C   GLU A  84      17.667 -11.298   5.971  1.00  0.00           C  
ATOM    596  O   GLU A  84      18.651 -10.642   5.651  1.00  0.00           O  
ATOM    597 CB   GLU A  84      15.661 -10.199   7.010  1.00  0.00           C  
ATOM    598 CG   GLU A  84      14.364  -9.414   6.804  1.00  0.00           C  
ATOM    599 CD   GLU A  84      13.204 -10.329   6.438  1.00  0.00           C  
ATOM    600 OE1  GLU A  84      12.469  -9.982   5.486  1.00  0.00           O  
ATOM    601 OE2  GLU A  84      13.053 -11.404   7.083  1.00  0.00           O  
ATOM    602  N   ILE A  85      17.757 -12.502   6.539  1.00  0.00           N  
ATOM    603 CA   ILE A  85      19.080 -13.116   6.800  1.00  0.00           C  
ATOM    604  C   ILE A  85      19.827 -13.372   5.487  1.00  0.00           C  
ATOM    605  O   ILE A  85      21.042 -13.168   5.416  1.00  0.00           O  
ATOM    606 CB   ILE A  85      18.988 -14.420   7.658  1.00  0.00           C  
ATOM    607 CG1  ILE A  85      18.200 -14.174   8.936  1.00  0.00           C  
ATOM    608 CG2  ILE A  85      20.377 -14.911   8.079  1.00  0.00           C  
ATOM    609 CD1  ILE A  85      18.487 -15.219  10.032  1.00  0.00           C  
ATOM    610  N   ARG A  86      19.090 -13.790   4.450  1.00  0.00           N  
ATOM    611 CA   ARG A  86      19.677 -13.977   3.127  1.00  0.00           C  
ATOM    612  C   ARG A  86      20.214 -12.659   2.575  1.00  0.00           C  
ATOM    613  O   ARG A  86      21.292 -12.631   2.023  1.00  0.00           O  
ATOM    614 CB   ARG A  86      18.689 -14.618   2.136  1.00  0.00           C  
ATOM    615 CG   ARG A  86      19.370 -15.435   1.042  1.00  0.00           C  
ATOM    616 CD   ARG A  86      18.368 -16.108   0.072  1.00  0.00           C  
ATOM    617 NE   ARG A  86      17.947 -17.479   0.406  1.00  0.00           N  
ATOM    618 CZ   ARG A  86      18.715 -18.579   0.356  1.00  0.00           C  
ATOM    619 NH1  ARG A  86      20.019 -18.525   0.044  1.00  0.00           N  
ATOM    620 NH2  ARG A  86      18.173 -19.758   0.650  1.00  0.00           N  
ATOM    621  N   GLU A  87      19.483 -11.558   2.747  1.00  0.00           N  
ATOM    622 CA   GLU A  87      19.996 -10.264   2.292  1.00  0.00           C  
ATOM    623  C   GLU A  87      21.248  -9.854   3.081  1.00  0.00           C  
ATOM    624  O   GLU A  87      22.214  -9.375   2.512  1.00  0.00           O  
ATOM    625 CB   GLU A  87      18.928  -9.181   2.386  1.00  0.00           C  
ATOM    626 CG   GLU A  87      18.767  -8.406   1.087  1.00  0.00           C  
ATOM    627 CD   GLU A  87      19.846  -7.364   0.860  1.00  0.00           C  
ATOM    628 OE1  GLU A  87      20.926  -7.711   0.300  1.00  0.00           O  
ATOM    629 OE2  GLU A  87      19.576  -6.188   1.218  1.00  0.00           O  
ATOM    630  N   ALA A  88      21.241 -10.100   4.379  1.00  0.00           N  
ATOM    631 CA   ALA A  88      22.392  -9.842   5.244  1.00  0.00           C  
ATOM    632  C   ALA A  88      23.639 -10.614   4.751  1.00  0.00           C  
ATOM    633  O   ALA A  88      24.761 -10.057   4.653  1.00  0.00           O  
ATOM    634 CB   ALA A  88      22.018 -10.230   6.671  1.00  0.00           C  
ATOM    635  N   PHE A  89      23.446 -11.888   4.425  1.00  0.00           N  
ATOM    636 CA   PHE A  89      24.549 -12.711   3.920  1.00  0.00           C  
ATOM    637  C   PHE A  89      25.121 -12.106   2.639  1.00  0.00           C  
ATOM    638  O   PHE A  89      26.332 -11.974   2.478  1.00  0.00           O  
ATOM    639 CB   PHE A  89      24.059 -14.152   3.639  1.00  0.00           C  
ATOM    640 CG   PHE A  89      25.150 -15.037   3.098  1.00  0.00           C  
ATOM    641 CD1  PHE A  89      26.099 -15.578   3.953  1.00  0.00           C  
ATOM    642 CD2  PHE A  89      25.244 -15.282   1.724  1.00  0.00           C  
ATOM    643 CE1  PHE A  89      27.146 -16.407   3.467  1.00  0.00           C  
ATOM    644 CE2  PHE A  89      26.262 -16.077   1.213  1.00  0.00           C  
ATOM    645 CZ   PHE A  89      27.230 -16.640   2.092  1.00  0.00           C  
ATOM    646  N   ARG A  90      24.226 -11.745   1.715  1.00  0.00           N  
ATOM    647 CA   ARG A  90      24.629 -11.182   0.447  1.00  0.00           C  
ATOM    648  C   ARG A  90      25.319  -9.846   0.571  1.00  0.00           C  
ATOM    649  O   ARG A  90      26.165  -9.499  -0.286  1.00  0.00           O  
ATOM    650 CB   ARG A  90      23.419 -11.044  -0.502  1.00  0.00           C  
ATOM    651 CG   ARG A  90      22.731 -12.377  -0.786  1.00  0.00           C  
ATOM    652 CD   ARG A  90      21.771 -12.280  -2.017  1.00  0.00           C  
ATOM    653 NE   ARG A  90      22.533 -11.979  -3.235  1.00  0.00           N  
ATOM    654 CZ   ARG A  90      22.008 -11.432  -4.335  1.00  0.00           C  
ATOM    655 NH1  ARG A  90      20.724 -11.113  -4.367  1.00  0.00           N  
ATOM    656 NH2  ARG A  90      22.768 -11.202  -5.407  1.00  0.00           N  
ATOM    657  N   VAL A  91      24.961  -9.070   1.588  1.00  0.00           N  
ATOM    658 CA   VAL A  91      25.747  -7.876   1.854  1.00  0.00           C  
ATOM    659  C   VAL A  91      27.218  -8.205   2.132  1.00  0.00           C  
ATOM    660  O   VAL A  91      28.116  -7.508   1.629  1.00  0.00           O  
ATOM    661 CB   VAL A  91      25.177  -7.027   2.996  1.00  0.00           C  
ATOM    662 CG1  VAL A  91      26.176  -5.925   3.398  1.00  0.00           C  
ATOM    663 CG2  VAL A  91      23.792  -6.431   2.567  1.00  0.00           C  
ATOM    664  N   PHE A  92      27.472  -9.229   2.945  1.00  0.00           N  
ATOM    665 CA   PHE A  92      28.866  -9.609   3.265  1.00  0.00           C  
ATOM    666  C   PHE A  92      29.503 -10.219   2.038  1.00  0.00           C  
ATOM    667  O   PHE A  92      30.639  -9.876   1.684  1.00  0.00           O  
ATOM    668 CB   PHE A  92      28.872 -10.732   4.321  1.00  0.00           C  
ATOM    669 CG   PHE A  92      28.739 -10.265   5.735  1.00  0.00           C  
ATOM    670 CD1  PHE A  92      27.525 -10.315   6.389  1.00  0.00           C  
ATOM    671 CD2  PHE A  92      29.846  -9.777   6.417  1.00  0.00           C  
ATOM    672 CE1  PHE A  92      27.407  -9.887   7.728  1.00  0.00           C  
ATOM    673 CE2  PHE A  92      29.728  -9.342   7.747  1.00  0.00           C  
ATOM    674 CZ   PHE A  92      28.508  -9.413   8.392  1.00  0.00           C  
ATOM    675  N   ASP A  93      28.761 -11.116   1.378  1.00  0.00           N  
ATOM    676 CA   ASP A  93      29.293 -11.904   0.247  1.00  0.00           C  
ATOM    677  C   ASP A  93      29.177 -11.127  -1.066  1.00  0.00           C  
ATOM    678  O   ASP A  93      28.416 -11.477  -1.969  1.00  0.00           O  
ATOM    679 CB   ASP A  93      28.562 -13.234   0.095  1.00  0.00           C  
ATOM    680 CG   ASP A  93      29.135 -14.070  -1.069  1.00  0.00           C  
ATOM    681 OD1  ASP A  93      28.397 -14.861  -1.645  1.00  0.00           O  
ATOM    682 OD2  ASP A  93      30.328 -13.935  -1.400  1.00  0.00           O  
ATOM    683  N   LYS A  94      29.969 -10.074  -1.180  1.00  0.00           N  
ATOM    684 CA   LYS A  94      29.715  -9.150  -2.258  1.00  0.00           C  
ATOM    685  C   LYS A  94      30.219  -9.595  -3.621  1.00  0.00           C  
ATOM    686  O   LYS A  94      29.785  -9.033  -4.607  1.00  0.00           O  
ATOM    687 CB   LYS A  94      30.181  -7.746  -1.908  1.00  0.00           C  
ATOM    688 CG   LYS A  94      31.535  -7.694  -1.315  1.00  0.00           C  
ATOM    689 CD   LYS A  94      32.075  -6.249  -1.316  1.00  0.00           C  
ATOM    690 CE   LYS A  94      33.567  -6.283  -0.944  1.00  0.00           C  
ATOM    691 NZ   LYS A  94      34.391  -6.832  -2.059  1.00  0.00           N  
ATOM    692  N   ASP A  95      31.110 -10.590  -3.686  1.00  0.00           N  
ATOM    693 CA   ASP A  95      31.449 -11.177  -5.004  1.00  0.00           C  
ATOM    694  C   ASP A  95      30.527 -12.335  -5.418  1.00  0.00           C  
ATOM    695  O   ASP A  95      30.711 -12.945  -6.487  1.00  0.00           O  
ATOM    696 CB   ASP A  95      32.922 -11.600  -5.084  1.00  0.00           C  
ATOM    697 CG   ASP A  95      33.240 -12.783  -4.204  1.00  0.00           C  
ATOM    698 OD1  ASP A  95      32.328 -13.316  -3.529  1.00  0.00           O  
ATOM    699 OD2  ASP A  95      34.407 -13.185  -4.178  1.00  0.00           O  
ATOM    700  N   GLY A  96      29.520 -12.607  -4.587  1.00  0.00           N  
ATOM    701 CA   GLY A  96      28.503 -13.600  -4.858  1.00  0.00           C  
ATOM    702  C   GLY A  96      29.012 -15.008  -5.046  1.00  0.00           C  
ATOM    703  O   GLY A  96      28.371 -15.809  -5.721  1.00  0.00           O  
ATOM    704  N   ASN A  97      30.174 -15.335  -4.476  1.00  0.00           N  
ATOM    705 CA   ASN A  97      30.681 -16.695  -4.678  1.00  0.00           C  
ATOM    706  C   ASN A  97      30.166 -17.670  -3.637  1.00  0.00           C  
ATOM    707  O   ASN A  97      30.563 -18.833  -3.646  1.00  0.00           O  
ATOM    708 CB   ASN A  97      32.206 -16.740  -4.805  1.00  0.00           C  
ATOM    709 CG   ASN A  97      32.896 -16.580  -3.476  1.00  0.00           C  
ATOM    710 OD1  ASN A  97      32.306 -16.045  -2.524  1.00  0.00           O  
ATOM    711 ND2  ASN A  97      34.159 -17.049  -3.387  1.00  0.00           N  
ATOM    712  N   GLY A  98      29.276 -17.207  -2.744  1.00  0.00           N  
ATOM    713 CA   GLY A  98      28.718 -18.091  -1.712  1.00  0.00           C  
ATOM    714  C   GLY A  98      29.547 -18.297  -0.437  1.00  0.00           C  
ATOM    715  O   GLY A  98      29.174 -19.108   0.432  1.00  0.00           O  
ATOM    716  N   TYR A  99      30.670 -17.596  -0.323  1.00  0.00           N  
ATOM    717 CA   TYR A  99      31.532 -17.707   0.863  1.00  0.00           C  
ATOM    718  C   TYR A  99      31.908 -16.314   1.342  1.00  0.00           C  
ATOM    719  O   TYR A  99      32.326 -15.472   0.538  1.00  0.00           O  
ATOM    720 CB   TYR A  99      32.805 -18.472   0.502  1.00  0.00           C  
ATOM    721 CG   TYR A  99      32.484 -19.876   0.026  1.00  0.00           C  
ATOM    722 CD1  TYR A  99      32.415 -20.159  -1.322  1.00  0.00           C  
ATOM    723 CD2  TYR A  99      32.211 -20.905   0.941  1.00  0.00           C  
ATOM    724 CE1  TYR A  99      32.110 -21.463  -1.803  1.00  0.00           C  
ATOM    725 CE2  TYR A  99      31.906 -22.224   0.457  1.00  0.00           C  
ATOM    726 CZ   TYR A  99      31.849 -22.456  -0.894  1.00  0.00           C  
ATOM    727 OH   TYR A  99      31.553 -23.701  -1.367  1.00  0.00           O  
ATOM    728  N   ILE A 100      31.782 -16.057   2.642  1.00  0.00           N  
ATOM    729 CA   ILE A 100      32.267 -14.787   3.169  1.00  0.00           C  
ATOM    730  C   ILE A 100      33.745 -14.953   3.536  1.00  0.00           C  
ATOM    731  O   ILE A 100      34.079 -15.732   4.461  1.00  0.00           O  
ATOM    732 CB   ILE A 100      31.452 -14.314   4.421  1.00  0.00           C  
ATOM    733 CG1  ILE A 100      29.975 -14.102   4.056  1.00  0.00           C  
ATOM    734 CG2  ILE A 100      32.068 -13.036   5.029  1.00  0.00           C  
ATOM    735 CD1  ILE A 100      29.045 -14.095   5.326  1.00  0.00           C  
ATOM    736  N   SER A 101      34.611 -14.199   2.854  1.00  0.00           N  
ATOM    737 CA   SER A 101      36.045 -14.168   3.189  1.00  0.00           C  
ATOM    738  C   SER A 101      36.367 -13.170   4.309  1.00  0.00           C  
ATOM    739  O   SER A 101      35.500 -12.371   4.715  1.00  0.00           O  
ATOM    740 CB   SER A 101      36.843 -13.777   1.950  1.00  0.00           C  
ATOM    741 OG   SER A 101      36.544 -12.412   1.645  1.00  0.00           O  
ATOM    742  N   ALA A 102      37.604 -13.214   4.818  1.00  0.00           N  
ATOM    743 CA   ALA A 102      38.109 -12.248   5.810  1.00  0.00           C  
ATOM    744  C   ALA A 102      38.013 -10.816   5.245  1.00  0.00           C  
ATOM    745  O   ALA A 102      37.574  -9.881   5.954  1.00  0.00           O  
ATOM    746 CB   ALA A 102      39.551 -12.584   6.198  1.00  0.00           C  
ATOM    747  N   ALA A 103      38.352 -10.653   3.969  1.00  0.00           N  
ATOM    748 CA   ALA A 103      38.312  -9.334   3.332  1.00  0.00           C  
ATOM    749  C   ALA A 103      36.896  -8.769   3.271  1.00  0.00           C  
ATOM    750  O   ALA A 103      36.675  -7.543   3.493  1.00  0.00           O  
ATOM    751 CB   ALA A 103      38.944  -9.365   1.905  1.00  0.00           C  
ATOM    752  N   GLU A 104      35.946  -9.645   2.928  1.00  0.00           N  
ATOM    753 CA   GLU A 104      34.492  -9.308   2.948  1.00  0.00           C  
ATOM    754  C   GLU A 104      33.984  -8.939   4.336  1.00  0.00           C  
ATOM    755  O   GLU A 104      33.243  -7.974   4.511  1.00  0.00           O  
ATOM    756 CB   GLU A 104      33.663 -10.427   2.298  1.00  0.00           C  
ATOM    757 CG   GLU A 104      33.825 -10.394   0.743  1.00  0.00           C  
ATOM    758 CD   GLU A 104      33.232 -11.586   0.039  1.00  0.00           C  
ATOM    759 OE1  GLU A 104      32.895 -11.469  -1.141  1.00  0.00           O  
ATOM    760 OE2  GLU A 104      33.076 -12.647   0.644  1.00  0.00           O  
ATOM    761  N   LEU A 105      34.405  -9.664   5.349  1.00  0.00           N  
ATOM    762 CA   LEU A 105      34.064  -9.301   6.694  1.00  0.00           C  
ATOM    763  C   LEU A 105      34.640  -7.963   7.068  1.00  0.00           C  
ATOM    764  O   LEU A 105      33.970  -7.161   7.690  1.00  0.00           O  
ATOM    765 CB   LEU A 105      34.571 -10.359   7.666  1.00  0.00           C  
ATOM    766 CG   LEU A 105      33.768 -11.553   8.093  1.00  0.00           C  
ATOM    767 CD1  LEU A 105      34.678 -12.438   8.957  1.00  0.00           C  
ATOM    768 CD2  LEU A 105      32.636 -11.074   8.957  1.00  0.00           C  
ATOM    769  N   ARG A 106      35.878  -7.694   6.676  1.00  0.00           N  
ATOM    770 CA   ARG A 106      36.525  -6.417   7.023  1.00  0.00           C  
ATOM    771  C   ARG A 106      35.795  -5.331   6.309  1.00  0.00           C  
ATOM    772  O   ARG A 106      35.612  -4.233   6.832  1.00  0.00           O  
ATOM    773 CB   ARG A 106      37.967  -6.370   6.542  1.00  0.00           C  
ATOM    774 CG   ARG A 106      38.933  -7.126   7.412  1.00  0.00           C  
ATOM    775 CD   ARG A 106      40.356  -6.726   7.021  1.00  0.00           C  
ATOM    776 NE   ARG A 106      40.778  -7.001   5.634  1.00  0.00           N  
ATOM    777 CZ   ARG A 106      41.251  -8.171   5.201  1.00  0.00           C  
ATOM    778 NH1  ARG A 106      41.265  -9.258   6.006  1.00  0.00           N  
ATOM    779 NH2  ARG A 106      41.676  -8.281   3.948  1.00  0.00           N  
ATOM    780  N   HIS A 107      35.364  -5.624   5.095  1.00  0.00           N  
ATOM    781 CA   HIS A 107      34.626  -4.610   4.360  1.00  0.00           C  
ATOM    782  C   HIS A 107      33.347  -4.115   5.085  1.00  0.00           C  
ATOM    783  O   HIS A 107      33.079  -2.896   5.213  1.00  0.00           O  
ATOM    784 CB   HIS A 107      34.308  -5.097   2.927  1.00  0.00           C  
ATOM    785 CG   HIS A 107      33.625  -4.063   2.088  1.00  0.00           C  
ATOM    786 ND1  HIS A 107      32.274  -4.105   1.812  1.00  0.00           N  
ATOM    787 CD2  HIS A 107      34.094  -2.929   1.509  1.00  0.00           C  
ATOM    788 CE1  HIS A 107      31.944  -3.052   1.086  1.00  0.00           C  
ATOM    789 NE2  HIS A 107      33.027  -2.322   0.900  1.00  0.00           N  
ATOM    790  N   VAL A 108      32.515  -5.066   5.474  1.00  0.00           N  
ATOM    791 CA   VAL A 108      31.287  -4.745   6.199  1.00  0.00           C  
ATOM    792  C   VAL A 108      31.640  -4.128   7.550  1.00  0.00           C  
ATOM    793  O   VAL A 108      31.046  -3.137   7.956  1.00  0.00           O  
ATOM    794 CB   VAL A 108      30.422  -6.001   6.383  1.00  0.00           C  
ATOM    795 CG1  VAL A 108      29.209  -5.687   7.280  1.00  0.00           C  
ATOM    796 CG2  VAL A 108      29.925  -6.485   4.992  1.00  0.00           C  
ATOM    797  N   MET A 109      32.602  -4.717   8.259  1.00  0.00           N  
ATOM    798 CA   MET A 109      32.936  -4.210   9.621  1.00  0.00           C  
ATOM    799  C   MET A 109      33.258  -2.751   9.577  1.00  0.00           C  
ATOM    800  O   MET A 109      32.725  -1.974  10.391  1.00  0.00           O  
ATOM    801 CB   MET A 109      34.111  -4.985  10.243  1.00  0.00           C  
ATOM    802 CG   MET A 109      35.106  -4.140  11.129  1.00  0.00           C  
ATOM    803 SD   MET A 109      36.733  -4.923  11.228  1.00  0.00           S  
ATOM    804 CE   MET A 109      36.041  -6.538  11.129  1.00  0.00           C  
ATOM    805  N   THR A 110      34.108  -2.341   8.624  1.00  0.00           N  
ATOM    806 CA   THR A 110      34.541  -0.946   8.595  1.00  0.00           C  
ATOM    807  C   THR A 110      33.386   0.000   8.272  1.00  0.00           C  
ATOM    808  O   THR A 110      33.278   1.108   8.822  1.00  0.00           O  
ATOM    809 CB   THR A 110      35.795  -0.695   7.702  1.00  0.00           C  
ATOM    810 OG1  THR A 110      35.455  -0.862   6.333  1.00  0.00           O  
ATOM    811 CG2  THR A 110      36.914  -1.687   8.075  1.00  0.00           C  
ATOM    812  N   ASN A 111      32.490  -0.453   7.422  1.00  0.00           N  
ATOM    813 CA   ASN A 111      31.337   0.352   7.078  1.00  0.00           C  
ATOM    814  C   ASN A 111      30.257   0.395   8.157  1.00  0.00           C  
ATOM    815  O   ASN A 111      29.398   1.262   8.125  1.00  0.00           O  
ATOM    816 CB   ASN A 111      30.787  -0.100   5.735  1.00  0.00           C  
ATOM    817 CG   ASN A 111      31.625   0.432   4.591  1.00  0.00           C  
ATOM    818 OD1  ASN A 111      32.329  -0.318   3.921  1.00  0.00           O  
ATOM    819 ND2  ASN A 111      31.615   1.745   4.422  1.00  0.00           N  
ATOM    820  N   LEU A 112      30.307  -0.548   9.088  1.00  0.00           N  
ATOM    821 CA   LEU A 112      29.477  -0.512  10.281  1.00  0.00           C  
ATOM    822  C   LEU A 112      30.065   0.284  11.439  1.00  0.00           C  
ATOM    823  O   LEU A 112      29.393   0.502  12.446  1.00  0.00           O  
ATOM    824 CB   LEU A 112      29.166  -1.915  10.781  1.00  0.00           C  
ATOM    825 CG   LEU A 112      28.286  -2.819   9.940  1.00  0.00           C  
ATOM    826 CD1  LEU A 112      28.053  -4.093  10.757  1.00  0.00           C  
ATOM    827 CD2  LEU A 112      27.009  -2.170   9.492  1.00  0.00           C  
ATOM    828  N   GLY A 113      31.306   0.734  11.302  1.00  0.00           N  
ATOM    829 CA   GLY A 113      31.943   1.464  12.395  1.00  0.00           C  
ATOM    830  C   GLY A 113      32.540   0.503  13.412  1.00  0.00           C  
ATOM    831  O   GLY A 113      32.900   0.915  14.508  1.00  0.00           O  
ATOM    832  N   GLU A 114      32.610  -0.786  13.074  1.00  0.00           N  
ATOM    833 CA   GLU A 114      33.271  -1.746  13.937  1.00  0.00           C  
ATOM    834  C   GLU A 114      34.765  -1.616  13.647  1.00  0.00           C  
ATOM    835  O   GLU A 114      35.173  -1.113  12.595  1.00  0.00           O  
ATOM    836 CB   GLU A 114      32.784  -3.189  13.708  1.00  0.00           C  
ATOM    837 CG   GLU A 114      31.287  -3.391  13.867  1.00  0.00           C  
ATOM    838 CD   GLU A 114      30.833  -3.434  15.314  1.00  0.00           C  
ATOM    839 OE1  GLU A 114      31.676  -3.428  16.248  1.00  0.00           O  
ATOM    840 OE2  GLU A 114      29.599  -3.463  15.514  1.00  0.00           O  
ATOM    841  N   LYS A 115      35.573  -2.038  14.606  1.00  0.00           N  
ATOM    842 CA   LYS A 115      37.017  -1.919  14.516  1.00  0.00           C  
ATOM    843  C   LYS A 115      37.499  -3.155  15.207  1.00  0.00           C  
ATOM    844  O   LYS A 115      37.609  -3.166  16.444  1.00  0.00           O  
ATOM    845 CB   LYS A 115      37.506  -0.686  15.295  1.00  0.00           C  
ATOM    846 CG   LYS A 115      37.253   0.648  14.593  1.00  0.00           C  
ATOM    847  N   LEU A 116      37.717  -4.221  14.433  1.00  0.00           N  
ATOM    848 CA   LEU A 116      38.234  -5.473  14.984  1.00  0.00           C  
ATOM    849  C   LEU A 116      39.630  -5.727  14.409  1.00  0.00           C  
ATOM    850  O   LEU A 116      39.871  -5.386  13.257  1.00  0.00           O  
ATOM    851 CB   LEU A 116      37.345  -6.642  14.570  1.00  0.00           C  
ATOM    852 CG   LEU A 116      35.839  -6.730  14.921  1.00  0.00           C  
ATOM    853 CD1  LEU A 116      35.457  -8.157  14.605  1.00  0.00           C  
ATOM    854 CD2  LEU A 116      35.552  -6.436  16.353  1.00  0.00           C  
ATOM    855  N   THR A 117      40.505  -6.368  15.182  1.00  0.00           N  
ATOM    856 CA   THR A 117      41.840  -6.739  14.695  1.00  0.00           C  
ATOM    857  C   THR A 117      41.707  -7.912  13.710  1.00  0.00           C  
ATOM    858  O   THR A 117      40.652  -8.567  13.635  1.00  0.00           O  
ATOM    859 CB   THR A 117      42.749  -7.104  15.834  1.00  0.00           C  
ATOM    860 OG1  THR A 117      42.246  -8.294  16.461  1.00  0.00           O  
ATOM    861 CG2  THR A 117      42.790  -5.985  16.853  1.00  0.00           C  
ATOM    862  N   ASP A 118      42.729  -8.137  12.898  1.00  0.00           N  
ATOM    863 CA   ASP A 118      42.766  -9.327  12.066  1.00  0.00           C  
ATOM    864  C   ASP A 118      42.623 -10.628  12.874  1.00  0.00           C  
ATOM    865  O   ASP A 118      41.978 -11.571  12.434  1.00  0.00           O  
ATOM    866 CB   ASP A 118      44.058  -9.348  11.234  1.00  0.00           C  
ATOM    867 CG   ASP A 118      44.011  -8.314  10.103  1.00  0.00           C  
ATOM    868 OD1  ASP A 118      45.076  -7.926   9.606  1.00  0.00           O  
ATOM    869 OD2  ASP A 118      42.901  -7.887   9.769  1.00  0.00           O  
ATOM    870  N   GLU A 119      43.238 -10.670  14.038  1.00  0.00           N  
ATOM    871 CA   GLU A 119      43.080 -11.837  14.917  1.00  0.00           C  
ATOM    872  C   GLU A 119      41.602 -12.049  15.319  1.00  0.00           C  
ATOM    873  O   GLU A 119      41.140 -13.178  15.331  1.00  0.00           O  
ATOM    874 CB   GLU A 119      43.971 -11.686  16.142  1.00  0.00           C  
ATOM    875 CG   GLU A 119      45.504 -11.693  15.774  1.00  0.00           C  
ATOM    876 CD   GLU A 119      46.141 -10.291  15.427  1.00  0.00           C  
ATOM    877 OE1  GLU A 119      47.329 -10.111  15.760  1.00  0.00           O  
ATOM    878 OE2  GLU A 119      45.502  -9.370  14.872  1.00  0.00           O  
ATOM    879  N   GLU A 120      40.875 -10.982  15.635  1.00  0.00           N  
ATOM    880 CA   GLU A 120      39.413 -11.075  15.932  1.00  0.00           C  
ATOM    881  C   GLU A 120      38.591 -11.462  14.709  1.00  0.00           C  
ATOM    882  O   GLU A 120      37.638 -12.271  14.803  1.00  0.00           O  
ATOM    883 CB   GLU A 120      38.885  -9.749  16.475  1.00  0.00           C  
ATOM    884 CG   GLU A 120      39.393  -9.436  17.909  1.00  0.00           C  
ATOM    885 CD   GLU A 120      38.917  -8.088  18.398  1.00  0.00           C  
ATOM    886 OE1  GLU A 120      39.133  -7.089  17.680  1.00  0.00           O  
ATOM    887 OE2  GLU A 120      38.388  -8.007  19.533  1.00  0.00           O  
ATOM    888  N   VAL A 121      38.943 -10.913  13.555  1.00  0.00           N  
ATOM    889 CA   VAL A 121      38.263 -11.373  12.325  1.00  0.00           C  
ATOM    890  C   VAL A 121      38.454 -12.907  12.123  1.00  0.00           C  
ATOM    891  O   VAL A 121      37.479 -13.606  11.831  1.00  0.00           O  
ATOM    892 CB   VAL A 121      38.732 -10.603  11.064  1.00  0.00           C  
ATOM    893 CG1  VAL A 121      38.084 -11.184   9.806  1.00  0.00           C  
ATOM    894 CG2  VAL A 121      38.317  -9.068  11.191  1.00  0.00           C  
ATOM    895  N   ASP A 122      39.679 -13.419  12.270  1.00  0.00           N  
ATOM    896 CA   ASP A 122      39.901 -14.861  12.161  1.00  0.00           C  
ATOM    897  C   ASP A 122      39.144 -15.657  13.254  1.00  0.00           C  
ATOM    898  O   ASP A 122      38.676 -16.753  12.999  1.00  0.00           O  
ATOM    899 CB   ASP A 122      41.399 -15.175  12.227  1.00  0.00           C  
ATOM    900 CG   ASP A 122      42.151 -14.656  11.002  1.00  0.00           C  
ATOM    901 OD1  ASP A 122      41.525 -14.359   9.942  1.00  0.00           O  
ATOM    902 OD2  ASP A 122      43.366 -14.530  11.137  1.00  0.00           O  
ATOM    903  N   GLU A 123      39.054 -15.104  14.459  1.00  0.00           N  
ATOM    904 CA   GLU A 123      38.323 -15.757  15.561  1.00  0.00           C  
ATOM    905  C   GLU A 123      36.856 -15.898  15.184  1.00  0.00           C  
ATOM    906  O   GLU A 123      36.240 -16.956  15.407  1.00  0.00           O  
ATOM    907 CB   GLU A 123      38.455 -14.960  16.869  1.00  0.00           C  
ATOM    908 CG   GLU A 123      39.859 -14.987  17.477  1.00  0.00           C  
ATOM    909 CD   GLU A 123      40.091 -13.934  18.555  1.00  0.00           C  
ATOM    910 OE1  GLU A 123      41.239 -13.867  19.056  1.00  0.00           O  
ATOM    911 OE2  GLU A 123      39.138 -13.192  18.919  1.00  0.00           O  
ATOM    912  N   MET A 124      36.302 -14.821  14.638  1.00  0.00           N  
ATOM    913 CA   MET A 124      34.933 -14.795  14.097  1.00  0.00           C  
ATOM    914  C   MET A 124      34.709 -15.879  13.051  1.00  0.00           C  
ATOM    915  O   MET A 124      33.745 -16.626  13.105  1.00  0.00           O  
ATOM    916 CB   MET A 124      34.637 -13.449  13.455  1.00  0.00           C  
ATOM    917 CG   MET A 124      34.312 -12.337  14.395  1.00  0.00           C  
ATOM    918 SD   MET A 124      33.437 -10.962  13.552  1.00  0.00           S  
ATOM    919 CE   MET A 124      31.864 -11.607  13.115  1.00  0.00           C  
ATOM    920  N   ILE A 125      35.616 -15.959  12.094  1.00  0.00           N  
ATOM    921 CA   ILE A 125      35.525 -17.003  11.108  1.00  0.00           C  
ATOM    922  C   ILE A 125      35.657 -18.403  11.708  1.00  0.00           C  
ATOM    923  O   ILE A 125      34.853 -19.262  11.396  1.00  0.00           O  
ATOM    924 CB   ILE A 125      36.556 -16.814   9.969  1.00  0.00           C  
ATOM    925 CG1  ILE A 125      36.249 -15.492   9.226  1.00  0.00           C  
ATOM    926 CG2  ILE A 125      36.533 -18.077   9.065  1.00  0.00           C  
ATOM    927 CD1  ILE A 125      37.413 -15.012   8.234  1.00  0.00           C  
ATOM    928  N   ARG A 126      36.645 -18.648  12.563  1.00  0.00           N  
ATOM    929 CA   ARG A 126      36.829 -19.980  13.125  1.00  0.00           C  
ATOM    930  C   ARG A 126      35.608 -20.455  13.896  1.00  0.00           C  
ATOM    931  O   ARG A 126      35.250 -21.657  13.883  1.00  0.00           O  
ATOM    932 CB   ARG A 126      38.069 -20.040  14.046  1.00  0.00           C  
ATOM    933 CG   ARG A 126      39.412 -20.324  13.262  1.00  0.00           C  
ATOM    934 CD   ARG A 126      40.580 -20.625  14.210  1.00  0.00           C  
ATOM    935 NE   ARG A 126      40.685 -19.600  15.250  1.00  0.00           N  
ATOM    936 CZ   ARG A 126      41.444 -18.505  15.173  1.00  0.00           C  
ATOM    937 NH1  ARG A 126      42.216 -18.279  14.115  1.00  0.00           N  
ATOM    938 NH2  ARG A 126      41.434 -17.644  16.176  1.00  0.00           N  
ATOM    939  N   GLU A 127      34.980 -19.540  14.624  1.00  0.00           N  
ATOM    940 CA   GLU A 127      33.833 -19.948  15.437  1.00  0.00           C  
ATOM    941  C   GLU A 127      32.680 -20.443  14.548  1.00  0.00           C  
ATOM    942  O   GLU A 127      31.926 -21.336  14.929  1.00  0.00           O  
ATOM    943 CB   GLU A 127      33.353 -18.781  16.277  1.00  0.00           C  
ATOM    944 CG   GLU A 127      32.618 -19.250  17.489  1.00  0.00           C  
ATOM    945 CD   GLU A 127      31.850 -18.152  18.130  1.00  0.00           C  
ATOM    946 OE1  GLU A 127      31.325 -18.425  19.227  1.00  0.00           O  
ATOM    947 OE2  GLU A 127      31.779 -17.040  17.526  1.00  0.00           O  
ATOM    948  N   ALA A 128      32.528 -19.817  13.379  1.00  0.00           N  
ATOM    949 CA   ALA A 128      31.431 -20.112  12.467  1.00  0.00           C  
ATOM    950  C   ALA A 128      31.756 -21.243  11.462  1.00  0.00           C  
ATOM    951  O   ALA A 128      30.845 -21.893  10.919  1.00  0.00           O  
ATOM    952 CB   ALA A 128      30.976 -18.829  11.742  1.00  0.00           C  
ATOM    953  N   ASP A 129      33.047 -21.513  11.281  1.00  0.00           N  
ATOM    954 CA   ASP A 129      33.506 -22.269  10.126  1.00  0.00           C  
ATOM    955  C   ASP A 129      33.328 -23.768  10.298  1.00  0.00           C  
ATOM    956  O   ASP A 129      34.281 -24.461  10.513  1.00  0.00           O  
ATOM    957 CB   ASP A 129      34.977 -21.917   9.812  1.00  0.00           C  
ATOM    958 CG   ASP A 129      35.474 -22.596   8.565  1.00  0.00           C  
ATOM    959 OD1  ASP A 129      36.701 -22.633   8.382  1.00  0.00           O  
ATOM    960 OD2  ASP A 129      34.624 -23.086   7.770  1.00  0.00           O  
ATOM    961  N   ILE A 130      32.108 -24.278  10.154  1.00  0.00           N  
ATOM    962 CA   ILE A 130      31.861 -25.717  10.376  1.00  0.00           C  
ATOM    963  C   ILE A 130      32.684 -26.612   9.447  1.00  0.00           C  
ATOM    964  O   ILE A 130      33.227 -27.622   9.897  1.00  0.00           O  
ATOM    965 CB   ILE A 130      30.363 -26.071  10.282  1.00  0.00           C  
ATOM    966 CG1  ILE A 130      29.569 -25.272  11.328  1.00  0.00           C  
ATOM    967 CG2  ILE A 130      30.143 -27.567  10.502  1.00  0.00           C  
ATOM    968 CD1  ILE A 130      27.996 -25.274  11.068  1.00  0.00           C  
ATOM    969  N   ASP A 131      32.801 -26.254   8.165  1.00  0.00           N  
ATOM    970 CA   ASP A 131      33.471 -27.201   7.216  1.00  0.00           C  
ATOM    971  C   ASP A 131      34.960 -27.035   7.130  1.00  0.00           C  
ATOM    972  O   ASP A 131      35.630 -27.805   6.430  1.00  0.00           O  
ATOM    973 CB   ASP A 131      32.845 -27.228   5.801  1.00  0.00           C  
ATOM    974 CG   ASP A 131      32.953 -25.888   5.095  1.00  0.00           C  
ATOM    975 OD1  ASP A 131      33.681 -25.001   5.594  1.00  0.00           O  
ATOM    976 OD2  ASP A 131      32.269 -25.671   4.069  1.00  0.00           O  
ATOM    977  N   GLY A 132      35.505 -26.050   7.836  1.00  0.00           N  
ATOM    978 CA   GLY A 132      36.968 -25.924   7.932  1.00  0.00           C  
ATOM    979  C   GLY A 132      37.675 -25.254   6.744  1.00  0.00           C  
ATOM    980  O   GLY A 132      38.912 -25.255   6.679  1.00  0.00           O  
ATOM    981  N   ASP A 133      36.916 -24.682   5.805  1.00  0.00           N  
ATOM    982 CA   ASP A 133      37.514 -24.063   4.609  1.00  0.00           C  
ATOM    983  C   ASP A 133      38.073 -22.652   4.793  1.00  0.00           C  
ATOM    984  O   ASP A 133      38.662 -22.057   3.838  1.00  0.00           O  
ATOM    985 CB   ASP A 133      36.561 -24.120   3.364  1.00  0.00           C  
ATOM    986 CG   ASP A 133      35.349 -23.187   3.468  1.00  0.00           C  
ATOM    987 OD1  ASP A 133      34.539 -23.081   2.495  1.00  0.00           O  
ATOM    988 OD2  ASP A 133      35.147 -22.561   4.510  1.00  0.00           O  
ATOM    989  N   GLY A 134      37.912 -22.118   5.994  1.00  0.00           N  
ATOM    990 CA   GLY A 134      38.431 -20.785   6.345  1.00  0.00           C  
ATOM    991  C   GLY A 134      37.538 -19.612   5.949  1.00  0.00           C  
ATOM    992  O   GLY A 134      37.935 -18.465   6.062  1.00  0.00           O  
ATOM    993  N   GLN A 135      36.329 -19.893   5.461  1.00  0.00           N  
ATOM    994 CA   GLN A 135      35.381 -18.860   5.065  1.00  0.00           C  
ATOM    995  C   GLN A 135      33.976 -19.276   5.546  1.00  0.00           C  
ATOM    996  O   GLN A 135      33.781 -20.407   6.029  1.00  0.00           O  
ATOM    997 CB   GLN A 135      35.380 -18.677   3.541  1.00  0.00           C  
ATOM    998 CG   GLN A 135      35.763 -19.939   2.786  1.00  0.00           C  
ATOM    999 CD   GLN A 135      35.856 -19.782   1.280  1.00  0.00           C  
ATOM   1000 OE1  GLN A 135      35.582 -20.735   0.506  1.00  0.00           O  
ATOM   1001 NE2  GLN A 135      36.277 -18.612   0.846  1.00  0.00           N  
ATOM   1002  N   VAL A 136      33.019 -18.362   5.486  1.00  0.00           N  
ATOM   1003 CA   VAL A 136      31.705 -18.619   6.077  1.00  0.00           C  
ATOM   1004  C   VAL A 136      30.711 -18.755   4.934  1.00  0.00           C  
ATOM   1005  O   VAL A 136      30.460 -17.785   4.247  1.00  0.00           O  
ATOM   1006 CB   VAL A 136      31.286 -17.506   7.027  1.00  0.00           C  
ATOM   1007 CG1  VAL A 136      29.940 -17.833   7.729  1.00  0.00           C  
ATOM   1008 CG2  VAL A 136      32.417 -17.306   8.123  1.00  0.00           C  
ATOM   1009  N   ASN A 137      30.145 -19.956   4.755  1.00  0.00           N  
ATOM   1010 CA   ASN A 137      29.138 -20.158   3.722  1.00  0.00           C  
ATOM   1011  C   ASN A 137      27.750 -19.820   4.298  1.00  0.00           C  
ATOM   1012  O   ASN A 137      27.662 -19.425   5.483  1.00  0.00           O  
ATOM   1013 CB   ASN A 137      29.264 -21.573   3.116  1.00  0.00           C  
ATOM   1014 CG   ASN A 137      28.763 -22.678   4.049  1.00  0.00           C  
ATOM   1015 OD1  ASN A 137      28.264 -22.411   5.123  1.00  0.00           O  
ATOM   1016 ND2  ASN A 137      28.798 -23.909   3.570  1.00  0.00           N  
ATOM   1017  N   TYR A 138      26.692 -19.912   3.486  1.00  0.00           N  
ATOM   1018 CA   TYR A 138      25.347 -19.465   3.919  1.00  0.00           C  
ATOM   1019  C   TYR A 138      24.820 -20.241   5.123  1.00  0.00           C  
ATOM   1020  O   TYR A 138      24.271 -19.661   6.077  1.00  0.00           O  
ATOM   1021 CB   TYR A 138      24.325 -19.527   2.774  1.00  0.00           C  
ATOM   1022 CG   TYR A 138      22.964 -19.019   3.221  1.00  0.00           C  
ATOM   1023 CD1  TYR A 138      21.868 -19.877   3.312  1.00  0.00           C  
ATOM   1024 CD2  TYR A 138      22.805 -17.688   3.636  1.00  0.00           C  
ATOM   1025 CE1  TYR A 138      20.611 -19.414   3.756  1.00  0.00           C  
ATOM   1026 CE2  TYR A 138      21.569 -17.216   4.061  1.00  0.00           C  
ATOM   1027 CZ   TYR A 138      20.479 -18.083   4.117  1.00  0.00           C  
ATOM   1028 OH   TYR A 138      19.253 -17.608   4.557  1.00  0.00           O  
ATOM   1029  N   GLU A 139      24.969 -21.573   5.060  1.00  0.00           N  
ATOM   1030 CA   GLU A 139      24.600 -22.507   6.146  1.00  0.00           C  
ATOM   1031  C   GLU A 139      25.225 -22.078   7.481  1.00  0.00           C  
ATOM   1032  O   GLU A 139      24.544 -21.924   8.514  1.00  0.00           O  
ATOM   1033 CB   GLU A 139      25.089 -23.941   5.799  1.00  0.00           C  
ATOM   1034 CG   GLU A 139      25.093 -24.261   4.284  1.00  0.00           C  
ATOM   1035 CD   GLU A 139      25.215 -25.736   3.947  1.00  0.00           C  
ATOM   1036 OE1  GLU A 139      25.863 -26.482   4.711  1.00  0.00           O  
ATOM   1037 OE2  GLU A 139      24.636 -26.155   2.909  1.00  0.00           O  
ATOM   1038  N   GLU A 140      26.530 -21.872   7.435  1.00  0.00           N  
ATOM   1039 CA   GLU A 140      27.351 -21.506   8.633  1.00  0.00           C  
ATOM   1040  C   GLU A 140      26.983 -20.127   9.176  1.00  0.00           C  
ATOM   1041  O   GLU A 140      26.940 -19.918  10.402  1.00  0.00           O  
ATOM   1042 CB   GLU A 140      28.832 -21.521   8.264  1.00  0.00           C  
ATOM   1043 CG   GLU A 140      29.380 -22.927   7.991  1.00  0.00           C  
ATOM   1044 CD   GLU A 140      30.753 -22.918   7.300  1.00  0.00           C  
ATOM   1045 OE1  GLU A 140      31.251 -21.828   6.904  1.00  0.00           O  
ATOM   1046 OE2  GLU A 140      31.350 -24.006   7.139  1.00  0.00           O  
ATOM   1047  N   PHE A 141      26.698 -19.201   8.251  1.00  0.00           N  
ATOM   1048 CA   PHE A 141      26.239 -17.855   8.608  1.00  0.00           C  
ATOM   1049  C   PHE A 141      24.890 -17.904   9.345  1.00  0.00           C  
ATOM   1050  O   PHE A 141      24.722 -17.298  10.424  1.00  0.00           O  
ATOM   1051 CB   PHE A 141      26.115 -17.019   7.331  1.00  0.00           C  
ATOM   1052 CG   PHE A 141      25.676 -15.597   7.569  1.00  0.00           C  
ATOM   1053 CD1  PHE A 141      24.385 -15.219   7.312  1.00  0.00           C  
ATOM   1054 CD2  PHE A 141      26.582 -14.631   7.997  1.00  0.00           C  
ATOM   1055 CE1  PHE A 141      23.947 -13.896   7.535  1.00  0.00           C  
ATOM   1056 CE2  PHE A 141      26.155 -13.278   8.193  1.00  0.00           C  
ATOM   1057 CZ   PHE A 141      24.852 -12.928   7.968  1.00  0.00           C  
ATOM   1058  N   VAL A 142      23.935 -18.654   8.793  1.00  0.00           N  
ATOM   1059 CA   VAL A 142      22.647 -18.803   9.452  1.00  0.00           C  
ATOM   1060  C   VAL A 142      22.802 -19.466  10.823  1.00  0.00           C  
ATOM   1061  O   VAL A 142      22.133 -19.059  11.786  1.00  0.00           O  
ATOM   1062 CB   VAL A 142      21.568 -19.516   8.591  1.00  0.00           C  
ATOM   1063 CG1  VAL A 142      20.255 -19.583   9.358  1.00  0.00           C  
ATOM   1064 CG2  VAL A 142      21.314 -18.744   7.307  1.00  0.00           C  
ATOM   1065  N   GLN A 143      23.673 -20.464  10.921  1.00  0.00           N  
ATOM   1066 CA   GLN A 143      23.872 -21.166  12.181  1.00  0.00           C  
ATOM   1067  C   GLN A 143      24.398 -20.224  13.251  1.00  0.00           C  
ATOM   1068  O   GLN A 143      23.997 -20.311  14.422  1.00  0.00           O  
ATOM   1069 CB   GLN A 143      24.801 -22.361  12.021  1.00  0.00           C  
ATOM   1070 CG   GLN A 143      24.140 -23.682  12.243  1.00  0.00           C  
ATOM   1071 CD   GLN A 143      23.986 -24.509  11.007  1.00  0.00           C  
ATOM   1072 OE1  GLN A 143      24.846 -24.495  10.113  1.00  0.00           O  
ATOM   1073 NE2  GLN A 143      22.896 -25.290  10.955  1.00  0.00           N  
ATOM   1074  N   MET A 144      25.262 -19.300  12.854  1.00  0.00           N  
ATOM   1075 CA   MET A 144      25.903 -18.399  13.801  1.00  0.00           C  
ATOM   1076  C   MET A 144      24.862 -17.398  14.283  1.00  0.00           C  
ATOM   1077  O   MET A 144      24.769 -17.112  15.488  1.00  0.00           O  
ATOM   1078 CB   MET A 144      27.138 -17.734  13.176  1.00  0.00           C  
ATOM   1079 CG   MET A 144      28.220 -17.298  14.182  1.00  0.00           C  
ATOM   1080 SD   MET A 144      28.883 -18.571  15.329  1.00  0.00           S  
ATOM   1081 CE   MET A 144      27.794 -18.398  16.729  1.00  0.00           C  
ATOM   1082  N   MET A 145      24.054 -16.926  13.335  1.00  0.00           N  
ATOM   1083 CA   MET A 145      22.901 -16.047  13.581  1.00  0.00           C  
ATOM   1084  C   MET A 145      21.765 -16.708  14.356  1.00  0.00           C  
ATOM   1085  O   MET A 145      21.098 -16.064  15.163  1.00  0.00           O  
ATOM   1086 CB   MET A 145      22.354 -15.542  12.241  1.00  0.00           C  
ATOM   1087 CG   MET A 145      23.302 -14.616  11.517  1.00  0.00           C  
ATOM   1088 SD   MET A 145      23.355 -13.014  12.361  1.00  0.00           S  
ATOM   1089 CE   MET A 145      21.945 -12.204  11.645  1.00  0.00           C  
ATOM   1090  N   THR A 146      21.522 -17.986  14.106  1.00  0.00           N  
ATOM   1091 CA   THR A 146      20.385 -18.661  14.721  1.00  0.00           C  
ATOM   1092  C   THR A 146      20.664 -19.152  16.139  1.00  0.00           C  
ATOM   1093  O   THR A 146      19.790 -19.033  17.018  1.00  0.00           O  
ATOM   1094 CB   THR A 146      19.843 -19.796  13.836  1.00  0.00           C  
ATOM   1095 OG1  THR A 146      19.705 -19.304  12.502  1.00  0.00           O  
ATOM   1096 CG2  THR A 146      18.452 -20.264  14.324  1.00  0.00           C  
ATOM   1097  N   GLU A1612       6.928  -7.758   7.073  1.00  0.00           N  
ATOM   1098 CA   GLU A1612       7.739  -7.012   6.065  1.00  0.00           C  
ATOM   1099  C   GLU A1612       9.218  -7.391   6.082  1.00  0.00           C  
ATOM   1100  O   GLU A1612       9.851  -7.466   7.140  1.00  0.00           O  
ATOM   1101 CB   GLU A1612       7.590  -5.499   6.271  1.00  0.00           C  
ATOM   1102  N   VAL A1613       9.776  -7.623   4.897  1.00  0.00           N  
ATOM   1103 CA   VAL A1613      11.225  -7.650   4.750  1.00  0.00           C  
ATOM   1104  C   VAL A1613      11.745  -6.211   4.771  1.00  0.00           C  
ATOM   1105  O   VAL A1613      12.951  -5.971   4.867  1.00  0.00           O  
ATOM   1106 CB   VAL A1613      11.662  -8.367   3.449  1.00  0.00           C  
ATOM   1107  N   THR A1614      10.821  -5.258   4.674  1.00  0.00           N  
ATOM   1108 CA   THR A1614      11.134  -3.833   4.808  1.00  0.00           C  
ATOM   1109  C   THR A1614      11.710  -3.514   6.204  1.00  0.00           C  
ATOM   1110  O   THR A1614      12.741  -2.854   6.319  1.00  0.00           O  
ATOM   1111 CB   THR A1614       9.888  -2.959   4.512  1.00  0.00           C  
ATOM   1112  N   VAL A1615      11.049  -4.025   7.246  1.00  0.00           N  
ATOM   1113 CA   VAL A1615      11.509  -3.909   8.633  1.00  0.00           C  
ATOM   1114  C   VAL A1615      12.765  -4.754   8.911  1.00  0.00           C  
ATOM   1115  O   VAL A1615      13.538  -4.461   9.833  1.00  0.00           O  
ATOM   1116 CB   VAL A1615      10.370  -4.234   9.661  1.00  0.00           C  
ATOM   1117 CG1  VAL A1615       9.128  -3.368   9.410  1.00  0.00           C  
ATOM   1118 CG2  VAL A1615       9.991  -5.714   9.667  1.00  0.00           C  
ATOM   1119  N   GLY A1616      12.975  -5.787   8.094  1.00  0.00           N  
ATOM   1120 CA   GLY A1616      14.172  -6.635   8.185  1.00  0.00           C  
ATOM   1121  C   GLY A1616      15.502  -5.904   8.079  1.00  0.00           C  
ATOM   1122  O   GLY A1616      16.518  -6.364   8.616  1.00  0.00           O  
ATOM   1123  N   LYS A1617      15.524  -4.759   7.403  1.00  0.00           N  
ATOM   1124 CA   LYS A1617      16.793  -4.009   7.294  1.00  0.00           C  
ATOM   1125  C   LYS A1617      17.171  -3.351   8.622  1.00  0.00           C  
ATOM   1126  O   LYS A1617      18.339  -3.286   8.975  1.00  0.00           O  
ATOM   1127 CB   LYS A1617      16.719  -2.964   6.178  1.00  0.00           C  
ATOM   1128 CG   LYS A1617      16.731  -3.543   4.749  1.00  0.00           C  
ATOM   1129 CD   LYS A1617      18.116  -3.467   4.148  1.00  0.00           C  
ATOM   1130 CE   LYS A1617      18.093  -3.907   2.681  1.00  0.00           C  
ATOM   1131 NZ   LYS A1617      19.308  -4.669   2.316  1.00  0.00           N  
ATOM   1132  N   PHE A1618      16.170  -2.883   9.358  1.00  0.00           N  
ATOM   1133 CA   PHE A1618      16.372  -2.376  10.706  1.00  0.00           C  
ATOM   1134  C   PHE A1618      16.837  -3.485  11.615  1.00  0.00           C  
ATOM   1135  O   PHE A1618      17.709  -3.287  12.442  1.00  0.00           O  
ATOM   1136 CB   PHE A1618      15.057  -1.874  11.271  1.00  0.00           C  
ATOM   1137 CG   PHE A1618      14.640  -0.529  10.780  1.00  0.00           C  
ATOM   1138 CD1  PHE A1618      15.302   0.620  11.206  1.00  0.00           C  
ATOM   1139 CD2  PHE A1618      13.555  -0.403   9.933  1.00  0.00           C  
ATOM   1140 CE1  PHE A1618      14.897   1.871  10.776  1.00  0.00           C  
ATOM   1141 CE2  PHE A1618      13.134   0.849   9.500  1.00  0.00           C  
ATOM   1142 CZ   PHE A1618      13.817   1.985   9.924  1.00  0.00           C  
ATOM   1143  N   TYR A1619      16.199  -4.645  11.523  1.00  0.00           N  
ATOM   1144 CA   TYR A1619      16.520  -5.716  12.466  1.00  0.00           C  
ATOM   1145  C   TYR A1619      17.924  -6.252  12.176  1.00  0.00           C  
ATOM   1146  O   TYR A1619      18.679  -6.563  13.097  1.00  0.00           O  
ATOM   1147 CB   TYR A1619      15.463  -6.821  12.450  1.00  0.00           C  
ATOM   1148 CG   TYR A1619      15.441  -7.682  13.720  1.00  0.00           C  
ATOM   1149 CD1  TYR A1619      16.115  -8.909  13.766  1.00  0.00           C  
ATOM   1150 CD2  TYR A1619      14.718  -7.275  14.867  1.00  0.00           C  
ATOM   1151 CE1  TYR A1619      16.087  -9.711  14.929  1.00  0.00           C  
ATOM   1152 CE2  TYR A1619      14.660  -8.075  16.029  1.00  0.00           C  
ATOM   1153 CZ   TYR A1619      15.360  -9.284  16.055  1.00  0.00           C  
ATOM   1154 OH   TYR A1619      15.330 -10.065  17.187  1.00  0.00           O  
ATOM   1155  N   ALA A1620      18.269  -6.351  10.890  1.00  0.00           N  
ATOM   1156 CA   ALA A1620      19.599  -6.811  10.481  1.00  0.00           C  
ATOM   1157  C   ALA A1620      20.681  -5.980  11.120  1.00  0.00           C  
ATOM   1158  O   ALA A1620      21.692  -6.501  11.508  1.00  0.00           O  
ATOM   1159 CB   ALA A1620      19.742  -6.788   8.970  1.00  0.00           C  
ATOM   1160  N   THR A1621      20.455  -4.673  11.258  1.00  0.00           N  
ATOM   1161 CA   THR A1621      21.468  -3.779  11.865  1.00  0.00           C  
ATOM   1162  C   THR A1621      21.565  -4.027  13.372  1.00  0.00           C  
ATOM   1163  O   THR A1621      22.670  -4.040  13.931  1.00  0.00           O  
ATOM   1164 CB   THR A1621      21.107  -2.330  11.632  1.00  0.00           C  
ATOM   1165 OG1  THR A1621      20.955  -2.120  10.228  1.00  0.00           O  
ATOM   1166 CG2  THR A1621      22.200  -1.415  12.148  1.00  0.00           C  
ATOM   1167  N   PHE A1622      20.406  -4.252  14.017  1.00  0.00           N  
ATOM   1168 CA   PHE A1622      20.375  -4.618  15.413  1.00  0.00           C  
ATOM   1169  C   PHE A1622      21.197  -5.886  15.566  1.00  0.00           C  
ATOM   1170  O   PHE A1622      22.011  -5.991  16.494  1.00  0.00           O  
ATOM   1171 CB   PHE A1622      18.933  -4.853  15.897  1.00  0.00           C  
ATOM   1172 CG   PHE A1622      18.841  -5.707  17.135  1.00  0.00           C  
ATOM   1173 CD1  PHE A1622      19.070  -5.159  18.388  1.00  0.00           C  
ATOM   1174 CD2  PHE A1622      18.558  -7.059  17.041  1.00  0.00           C  
ATOM   1175 CE1  PHE A1622      19.010  -5.950  19.530  1.00  0.00           C  
ATOM   1176 CE2  PHE A1622      18.491  -7.846  18.164  1.00  0.00           C  
ATOM   1177 CZ   PHE A1622      18.709  -7.296  19.411  1.00  0.00           C  
ATOM   1178  N   LEU A1623      21.013  -6.828  14.642  1.00  0.00           N  
ATOM   1179 CA   LEU A1623      21.746  -8.091  14.702  1.00  0.00           C  
ATOM   1180  C   LEU A1623      23.245  -7.845  14.552  1.00  0.00           C  
ATOM   1181  O   LEU A1623      24.021  -8.433  15.268  1.00  0.00           O  
ATOM   1182 CB   LEU A1623      21.237  -9.097  13.668  1.00  0.00           C  
ATOM   1183 CG   LEU A1623      19.838  -9.709  13.915  1.00  0.00           C  
ATOM   1184 CD1  LEU A1623      19.525 -10.739  12.853  1.00  0.00           C  
ATOM   1185 CD2  LEU A1623      19.733 -10.349  15.289  1.00  0.00           C  
ATOM   1186  N   ILE A1624      23.634  -6.956  13.650  1.00  0.00           N  
ATOM   1187 CA   ILE A1624      25.067  -6.640  13.458  1.00  0.00           C  
ATOM   1188  C   ILE A1624      25.654  -6.099  14.763  1.00  0.00           C  
ATOM   1189  O   ILE A1624      26.747  -6.467  15.120  1.00  0.00           O  
ATOM   1190 CB   ILE A1624      25.315  -5.667  12.270  1.00  0.00           C  
ATOM   1191 CG1  ILE A1624      25.084  -6.371  10.938  1.00  0.00           C  
ATOM   1192 CG2  ILE A1624      26.785  -5.140  12.278  1.00  0.00           C  
ATOM   1193 CD1  ILE A1624      24.541  -5.434   9.844  1.00  0.00           C  
ATOM   1194  N   GLN A1625      24.909  -5.241  15.473  1.00  0.00           N  
ATOM   1195 CA   GLN A1625      25.319  -4.637  16.743  1.00  0.00           C  
ATOM   1196  C   GLN A1625      25.318  -5.632  17.875  1.00  0.00           C  
ATOM   1197  O   GLN A1625      26.142  -5.557  18.821  1.00  0.00           O  
ATOM   1198 CB   GLN A1625      24.348  -3.559  17.155  1.00  0.00           C  
ATOM   1199 CG   GLN A1625      24.361  -2.278  16.414  1.00  0.00           C  
ATOM   1200 CD   GLN A1625      23.568  -1.218  17.196  1.00  0.00           C  
ATOM   1201 OE1  GLN A1625      23.935  -0.043  17.232  1.00  0.00           O  
ATOM   1202 NE2  GLN A1625      22.507  -1.651  17.857  1.00  0.00           N  
ATOM   1203  N   GLU A1626      24.372  -6.552  17.791  1.00  0.00           N  
ATOM   1204 CA   GLU A1626      24.276  -7.659  18.711  1.00  0.00           C  
ATOM   1205  C   GLU A1626      25.505  -8.537  18.611  1.00  0.00           C  
ATOM   1206  O   GLU A1626      26.000  -8.991  19.625  1.00  0.00           O  
ATOM   1207 CB   GLU A1626      23.022  -8.477  18.401  1.00  0.00           C  
ATOM   1208 CG   GLU A1626      22.733  -9.622  19.356  1.00  0.00           C  
ATOM   1209 CD   GLU A1626      21.920  -9.190  20.553  1.00  0.00           C  
ATOM   1210 OE1  GLU A1626      21.004  -9.953  20.943  1.00  0.00           O  
ATOM   1211 OE2  GLU A1626      22.191  -8.096  21.098  1.00  0.00           O  
ATOM   1212  N   TYR A1627      25.987  -8.778  17.393  1.00  0.00           N  
ATOM   1213 CA   TYR A1627      27.202  -9.571  17.170  1.00  0.00           C  
ATOM   1214  C   TYR A1627      28.418  -9.049  17.949  1.00  0.00           C  
ATOM   1215  O   TYR A1627      29.173  -9.835  18.520  1.00  0.00           O  
ATOM   1216 CB   TYR A1627      27.529  -9.639  15.673  1.00  0.00           C  
ATOM   1217 CG   TYR A1627      28.465 -10.758  15.318  1.00  0.00           C  
ATOM   1218 CD1  TYR A1627      29.823 -10.525  15.130  1.00  0.00           C  
ATOM   1219 CD2  TYR A1627      27.993 -12.061  15.164  1.00  0.00           C  
ATOM   1220 CE1  TYR A1627      30.698 -11.577  14.824  1.00  0.00           C  
ATOM   1221 CE2  TYR A1627      28.845 -13.107  14.854  1.00  0.00           C  
ATOM   1222 CZ   TYR A1627      30.199 -12.864  14.679  1.00  0.00           C  
ATOM   1223 OH   TYR A1627      31.032 -13.916  14.368  1.00  0.00           O  
ATOM   1224  N   PHE A1628      28.613  -7.733  17.922  1.00  0.00           N  
ATOM   1225 CA   PHE A1628      29.627  -7.011  18.709  1.00  0.00           C  
ATOM   1226  C   PHE A1628      29.381  -6.969  20.230  1.00  0.00           C  
ATOM   1227  O   PHE A1628      30.323  -7.106  21.024  1.00  0.00           O  
ATOM   1228 CB   PHE A1628      29.779  -5.595  18.184  1.00  0.00           C  
ATOM   1229 CG   PHE A1628      30.502  -5.523  16.870  1.00  0.00           C  
ATOM   1230 CD1  PHE A1628      31.880  -5.613  16.823  1.00  0.00           C  
ATOM   1231 CD2  PHE A1628      29.807  -5.373  15.679  1.00  0.00           C  
ATOM   1232 CE1  PHE A1628      32.583  -5.532  15.596  1.00  0.00           C  
ATOM   1233 CE2  PHE A1628      30.482  -5.325  14.471  1.00  0.00           C  
ATOM   1234 CZ   PHE A1628      31.854  -5.401  14.421  1.00  0.00           C  
ATOM   1235  N   ARG A1629      28.146  -6.730  20.643  1.00  0.00           N  
ATOM   1236 CA   ARG A1629      27.845  -6.592  22.071  1.00  0.00           C  
ATOM   1237  C   ARG A1629      28.035  -7.922  22.810  1.00  0.00           C  
ATOM   1238  O   ARG A1629      28.538  -7.946  23.931  1.00  0.00           O  
ATOM   1239 CB   ARG A1629      26.436  -6.016  22.271  1.00  0.00           C  
ATOM   1240 CG   ARG A1629      25.798  -6.287  23.635  1.00  0.00           C  
ATOM   1241 CD   ARG A1629      24.357  -5.708  23.750  1.00  0.00           C  
ATOM   1242 NE   ARG A1629      23.493  -6.098  22.630  1.00  0.00           N  
ATOM   1243 CZ   ARG A1629      23.076  -5.269  21.667  1.00  0.00           C  
ATOM   1244 NH1  ARG A1629      23.430  -3.996  21.673  1.00  0.00           N  
ATOM   1245 NH2  ARG A1629      22.296  -5.720  20.695  1.00  0.00           N  
ATOM   1246  N   LYS A1630      27.627  -9.018  22.174  1.00  0.00           N  
ATOM   1247 CA   LYS A1630      27.799 -10.359  22.736  1.00  0.00           C  
ATOM   1248  C   LYS A1630      29.286 -10.646  23.005  1.00  0.00           C  
ATOM   1249  O   LYS A1630      29.663 -11.069  24.111  1.00  0.00           O  
ATOM   1250 CB   LYS A1630      27.191 -11.416  21.802  1.00  0.00           C  
ATOM   1251  N   PHE A1631      30.123 -10.394  22.004  1.00  0.00           N  
ATOM   1252 CA   PHE A1631      31.573 -10.539  22.161  1.00  0.00           C  
ATOM   1253  C   PHE A1631      32.162  -9.748  23.344  1.00  0.00           C  
ATOM   1254  O   PHE A1631      32.905 -10.304  24.190  1.00  0.00           O  
ATOM   1255 CB   PHE A1631      32.337 -10.204  20.865  1.00  0.00           C  
ATOM   1256 CG   PHE A1631      33.821 -10.110  21.066  1.00  0.00           C  
ATOM   1257 CD1  PHE A1631      34.583 -11.261  21.269  1.00  0.00           C  
ATOM   1258 CD2  PHE A1631      34.452  -8.877  21.084  1.00  0.00           C  
ATOM   1259 CE1  PHE A1631      35.964 -11.178  21.475  1.00  0.00           C  
ATOM   1260 CE2  PHE A1631      35.849  -8.782  21.294  1.00  0.00           C  
ATOM   1261 CZ   PHE A1631      36.596  -9.928  21.493  1.00  0.00           C  
ATOM   1262  N   LYS A1632      31.835  -8.457  23.385  1.00  0.00           N  
ATOM   1263 CA   LYS A1632      32.384  -7.548  24.383  1.00  0.00           C  
ATOM   1264  C   LYS A1632      32.063  -8.010  25.819  1.00  0.00           C  
ATOM   1265  O   LYS A1632      32.921  -7.948  26.722  1.00  0.00           O  
ATOM   1266 CB   LYS A1632      31.876  -6.128  24.121  1.00  0.00           C  
ATOM   1267 CG   LYS A1632      32.507  -5.502  22.856  1.00  0.00           C  
ATOM   1268 CD   LYS A1632      32.251  -4.006  22.727  1.00  0.00           C  
ATOM   1269 CE   LYS A1632      30.805  -3.644  22.801  1.00  0.00           C  
ATOM   1270 NZ   LYS A1632      30.636  -2.165  22.700  1.00  0.00           N  
ATOM   1271  N   LYS A1633      30.835  -8.490  26.004  1.00  0.00           N  
ATOM   1272 CA   LYS A1633      30.374  -9.071  27.286  1.00  0.00           C  
ATOM   1273  C   LYS A1633      31.190 -10.315  27.679  1.00  0.00           C  
ATOM   1274  O   LYS A1633      31.679 -10.437  28.818  1.00  0.00           O  
ATOM   1275 CB   LYS A1633      28.896  -9.431  27.177  1.00  0.00           C  
ATOM   1276  N   ARG A1634      31.351 -11.230  26.724  1.00  0.00           N  
ATOM   1277 CA   ARG A1634      32.172 -12.425  26.928  1.00  0.00           C  
ATOM   1278  C   ARG A1634      33.621 -12.125  27.346  1.00  0.00           C  
ATOM   1279  O   ARG A1634      34.152 -12.760  28.281  1.00  0.00           O  
ATOM   1280 CB   ARG A1634      32.139 -13.304  25.685  1.00  0.00           C  
ATOM   1281 CG   ARG A1634      30.848 -14.074  25.535  1.00  0.00           C  
ATOM   1282 CD   ARG A1634      30.945 -15.144  24.454  1.00  0.00           C  
ATOM   1283 NE   ARG A1634      31.235 -14.585  23.128  1.00  0.00           N  
ATOM   1284 CZ   ARG A1634      30.314 -14.210  22.251  1.00  0.00           C  
ATOM   1285 NH1  ARG A1634      29.023 -14.320  22.539  1.00  0.00           N  
ATOM   1286 NH2  ARG A1634      30.687 -13.725  21.081  1.00  0.00           N  
ATOM   1287  N   LYS A1635      34.242 -11.157  26.672  1.00  0.00           N  
ATOM   1288 CA   LYS A1635      35.609 -10.721  26.982  1.00  0.00           C  
ATOM   1289  C   LYS A1635      35.720 -10.100  28.391  1.00  0.00           C  
ATOM   1290  O   LYS A1635      36.718 -10.308  29.100  1.00  0.00           O  
ATOM   1291 CB   LYS A1635      36.129  -9.761  25.888  1.00  0.00           C  
ATOM   1292 CG   LYS A1635      37.601  -9.369  26.029  1.00  0.00           C  
ATOM   1293 CD   LYS A1635      38.046  -8.372  24.939  1.00  0.00           C  
ATOM   1294 CE   LYS A1635      39.445  -7.775  25.248  1.00  0.00           C  
ATOM   1295 NZ   LYS A1635      40.554  -8.688  24.906  1.00  0.00           N  
ATOM   1296  N   GLU A1636      34.698  -9.343  28.795  1.00  0.00           N  
ATOM   1297 CA   GLU A1636      34.671  -8.766  30.135  1.00  0.00           C  
ATOM   1298  C   GLU A1636      34.563  -9.843  31.226  1.00  0.00           C  
ATOM   1299  O   GLU A1636      35.375  -9.866  32.161  1.00  0.00           O  
ATOM   1300 CB   GLU A1636      33.550  -7.737  30.277  1.00  0.00           C  
ATOM   1301 CG   GLU A1636      33.915  -6.362  29.724  1.00  0.00           C  
ATOM   1302 CD   GLU A1636      33.775  -5.258  30.761  1.00  0.00           C  
ATOM   1303 OE1  GLU A1636      32.647  -4.763  30.963  1.00  0.00           O  
ATOM   1304 OE2  GLU A1636      34.806  -4.889  31.376  1.00  0.00           O  
ATOM   1305  N   GLN A1637      33.585 -10.740  31.085  1.00  0.00           N  
ATOM   1306 CA   GLN A1637      33.309 -11.763  32.101  1.00  0.00           C  
ATOM   1307  C   GLN A1637      34.206 -13.010  32.029  1.00  0.00           C  
ATOM   1308  O   GLN A1637      34.018 -13.958  32.796  1.00  0.00           O  
ATOM   1309 CB   GLN A1637      31.831 -12.159  32.085  1.00  0.00           C  
ATOM   1310 CG   GLN A1637      30.891 -11.161  32.778  1.00  0.00           C  
ATOM   1311 CD   GLN A1637      31.175 -10.972  34.272  1.00  0.00           C  
ATOM   1312 OE1  GLN A1637      32.248 -10.502  34.658  1.00  0.00           O  
ATOM   1313 NE2  GLN A1637      30.198 -11.317  35.116  1.00  0.00           N  
ATOM   1314  N   GLY A1638      35.180 -12.994  31.125  1.00  0.00           N  
ATOM   1315 CA   GLY A1638      36.127 -14.097  30.947  1.00  0.00           C  
ATOM   1316  C   GLY A1638      35.513 -15.384  30.423  1.00  0.00           C  
ATOM   1317  O   GLY A1638      35.820 -16.472  30.915  1.00  0.00           O  
ATOM   1318  N   LEU A1639      34.655 -15.261  29.412  1.00  0.00           N  
ATOM   1319 CA   LEU A1639      33.950 -16.417  28.850  1.00  0.00           C  
ATOM   1320  C   LEU A1639      34.129 -16.587  27.331  1.00  0.00           C  
ATOM   1321  O   LEU A1639      33.327 -17.267  26.687  1.00  0.00           O  
ATOM   1322 CB   LEU A1639      32.451 -16.372  29.215  1.00  0.00           C  
ATOM   1323 CG   LEU A1639      32.034 -16.496  30.685  1.00  0.00           C  
ATOM   1324 CD1  LEU A1639      30.535 -16.229  30.841  1.00  0.00           C  
ATOM   1325 CD2  LEU A1639      32.406 -17.859  31.272  1.00  0.00           C  
ATOM   1326  N   VAL A1640      35.176 -15.985  26.766  1.00  0.00           N  
ATOM   1327 CA   VAL A1640      35.450 -16.105  25.326  1.00  0.00           C  
ATOM   1328  C   VAL A1640      35.755 -17.555  24.914  1.00  0.00           C  
ATOM   1329  O   VAL A1640      36.672 -18.182  25.434  1.00  0.00           O  
ATOM   1330 CB   VAL A1640      36.586 -15.137  24.858  1.00  0.00           C  
ATOM   1331 CG1  VAL A1640      37.102 -15.523  23.493  1.00  0.00           C  
ATOM   1332 CG2  VAL A1640      36.082 -13.697  24.818  1.00  0.00           C  
TER    1333      VAL A1640                                                      
HETATM 1334   CA  CA A 501      17.352  12.189  14.703  1.00  0.00          CA  
HETATM 1335   CA  CA A 502       6.422   8.934  14.308  1.00  0.00          CA  
HETATM 1336   CA  CA A 503      32.513 -14.003  -1.249  1.00  0.00          CA  
HETATM 1337   CA  CA A 504      33.252 -22.710   5.997  1.00  0.00          CA  
HETATM 1338   NI  NI A 505      32.667   1.730   3.473  1.00  0.00          NI  
ATOM   1339  N   LEU B   4       9.211  -9.425  26.970  1.00  0.00           N  
ATOM   1340 CA   LEU B   4      10.077  -8.221  26.720  1.00  0.00           C  
ATOM   1341  C   LEU B   4      10.625  -7.720  28.047  1.00  0.00           C  
ATOM   1342  O   LEU B   4       9.860  -7.285  28.920  1.00  0.00           O  
ATOM   1343 CB   LEU B   4       9.297  -7.096  26.024  1.00  0.00           C  
ATOM   1344 CG   LEU B   4      10.061  -5.803  25.679  1.00  0.00           C  
ATOM   1345 CD1  LEU B   4      11.029  -6.002  24.507  1.00  0.00           C  
ATOM   1346 CD2  LEU B   4       9.120  -4.618  25.384  1.00  0.00           C  
ATOM   1347  N   THR B   5      11.737  -7.699  28.346  1.00  0.00           N  
ATOM   1348 CA   THR B   5      12.350  -7.329  29.623  1.00  0.00           C  
ATOM   1349  C   THR B   5      12.957  -5.928  29.566  1.00  0.00           C  
ATOM   1350  O   THR B   5      13.179  -5.374  28.479  1.00  0.00           O  
ATOM   1351 CB   THR B   5      13.443  -8.329  30.046  1.00  0.00           C  
ATOM   1352 OG1  THR B   5      14.577  -8.178  29.187  1.00  0.00           O  
ATOM   1353 CG2  THR B   5      12.934  -9.772  29.989  1.00  0.00           C  
ATOM   1354  N   GLU B   6      13.244  -5.380  30.742  1.00  0.00           N  
ATOM   1355 CA   GLU B   6      13.866  -4.068  30.870  1.00  0.00           C  
ATOM   1356  C   GLU B   6      15.200  -3.958  30.130  1.00  0.00           C  
ATOM   1357  O   GLU B   6      15.483  -2.936  29.505  1.00  0.00           O  
ATOM   1358 CB   GLU B   6      14.059  -3.717  32.346  1.00  0.00           C  
ATOM   1359  N   GLU B   7      16.021  -5.002  30.211  1.00  0.00           N  
ATOM   1360 CA   GLU B   7      17.312  -5.019  29.514  1.00  0.00           C  
ATOM   1361  C   GLU B   7      17.159  -5.128  27.985  1.00  0.00           C  
ATOM   1362  O   GLU B   7      17.920  -4.510  27.238  1.00  0.00           O  
ATOM   1363 CB   GLU B   7      18.221  -6.128  30.066  1.00  0.00           C  
ATOM   1364 CG   GLU B   7      19.700  -6.010  29.661  1.00  0.00           C  
ATOM   1365 CD   GLU B   7      20.278  -4.619  29.893  1.00  0.00           C  
ATOM   1366 OE1  GLU B   7      20.724  -3.987  28.909  1.00  0.00           O  
ATOM   1367 OE2  GLU B   7      20.271  -4.150  31.050  1.00  0.00           O  
ATOM   1368  N   GLN B   8      16.162  -5.874  27.516  1.00  0.00           N  
ATOM   1369 CA   GLN B   8      15.861  -5.926  26.086  1.00  0.00           C  
ATOM   1370  C   GLN B   8      15.464  -4.552  25.549  1.00  0.00           C  
ATOM   1371  O   GLN B   8      15.935  -4.143  24.488  1.00  0.00           O  
ATOM   1372 CB   GLN B   8      14.794  -6.968  25.777  1.00  0.00           C  
ATOM   1373 CG   GLN B   8      15.303  -8.410  25.973  1.00  0.00           C  
ATOM   1374 CD   GLN B   8      14.222  -9.397  26.395  1.00  0.00           C  
ATOM   1375 OE1  GLN B   8      14.450 -10.244  27.269  1.00  0.00           O  
ATOM   1376 NE2  GLN B   8      13.044  -9.301  25.789  1.00  0.00           N  
ATOM   1377  N   ILE B   9      14.615  -3.844  26.295  1.00  0.00           N  
ATOM   1378 CA   ILE B   9      14.192  -2.486  25.936  1.00  0.00           C  
ATOM   1379  C   ILE B   9      15.425  -1.602  25.861  1.00  0.00           C  
ATOM   1380  O   ILE B   9      15.576  -0.836  24.916  1.00  0.00           O  
ATOM   1381 CB   ILE B   9      13.177  -1.904  26.969  1.00  0.00           C  
ATOM   1382 CG1  ILE B   9      11.856  -2.670  26.907  1.00  0.00           C  
ATOM   1383 CG2  ILE B   9      12.926  -0.417  26.725  1.00  0.00           C  
ATOM   1384 CD1  ILE B   9      11.075  -2.654  28.189  1.00  0.00           C  
ATOM   1385  N   ALA B  10      16.312  -1.748  26.854  1.00  0.00           N  
ATOM   1386 CA   ALA B  10      17.561  -0.977  26.929  1.00  0.00           C  
ATOM   1387  C   ALA B  10      18.493  -1.231  25.748  1.00  0.00           C  
ATOM   1388  O   ALA B  10      19.073  -0.295  25.221  1.00  0.00           O  
ATOM   1389 CB   ALA B  10      18.287  -1.248  28.248  1.00  0.00           C  
ATOM   1390  N   GLU B  11      18.632  -2.496  25.348  1.00  0.00           N  
ATOM   1391 CA   GLU B  11      19.407  -2.873  24.166  1.00  0.00           C  
ATOM   1392  C   GLU B  11      18.803  -2.312  22.869  1.00  0.00           C  
ATOM   1393  O   GLU B  11      19.538  -2.003  21.935  1.00  0.00           O  
ATOM   1394 CB   GLU B  11      19.551  -4.397  24.066  1.00  0.00           C  
ATOM   1395 CG   GLU B  11      20.309  -5.076  25.227  1.00  0.00           C  
ATOM   1396 CD   GLU B  11      20.058  -6.583  25.306  1.00  0.00           C  
ATOM   1397 OE1  GLU B  11      19.475  -7.151  24.361  1.00  0.00           O  
ATOM   1398 OE2  GLU B  11      20.441  -7.211  26.324  1.00  0.00           O  
ATOM   1399  N   PHE B  12      17.475  -2.182  22.806  1.00  0.00           N  
ATOM   1400 CA   PHE B  12      16.821  -1.607  21.619  1.00  0.00           C  
ATOM   1401  C   PHE B  12      17.039  -0.101  21.535  1.00  0.00           C  
ATOM   1402  O   PHE B  12      17.143   0.446  20.451  1.00  0.00           O  
ATOM   1403 CB   PHE B  12      15.323  -1.916  21.575  1.00  0.00           C  
ATOM   1404 CG   PHE B  12      15.002  -3.363  21.286  1.00  0.00           C  
ATOM   1405 CD1  PHE B  12      14.088  -4.052  22.067  1.00  0.00           C  
ATOM   1406 CD2  PHE B  12      15.613  -4.035  20.228  1.00  0.00           C  
ATOM   1407 CE1  PHE B  12      13.791  -5.378  21.800  1.00  0.00           C  
ATOM   1408 CE2  PHE B  12      15.313  -5.353  19.964  1.00  0.00           C  
ATOM   1409 CZ   PHE B  12      14.392  -6.022  20.753  1.00  0.00           C  
ATOM   1410  N   LYS B  13      17.107   0.556  22.691  1.00  0.00           N  
ATOM   1411 CA   LYS B  13      17.458   1.977  22.740  1.00  0.00           C  
ATOM   1412  C   LYS B  13      18.855   2.272  22.200  1.00  0.00           C  
ATOM   1413  O   LYS B  13      19.093   3.352  21.671  1.00  0.00           O  
ATOM   1414 CB   LYS B  13      17.304   2.526  24.149  1.00  0.00           C  
ATOM   1415 CG   LYS B  13      17.133   4.016  24.158  1.00  0.00           C  
ATOM   1416 CD   LYS B  13      16.042   4.470  25.104  1.00  0.00           C  
ATOM   1417 CE   LYS B  13      15.417   5.758  24.583  1.00  0.00           C  
ATOM   1418 NZ   LYS B  13      16.362   6.924  24.647  1.00  0.00           N  
ATOM   1419  N   GLU B  14      19.769   1.313  22.331  1.00  0.00           N  
ATOM   1420 CA   GLU B  14      21.132   1.466  21.815  1.00  0.00           C  
ATOM   1421  C   GLU B  14      21.168   1.266  20.311  1.00  0.00           C  
ATOM   1422  O   GLU B  14      22.033   1.812  19.623  1.00  0.00           O  
ATOM   1423 CB   GLU B  14      22.098   0.497  22.502  1.00  0.00           C  
ATOM   1424 CG   GLU B  14      22.631   1.000  23.833  1.00  0.00           C  
ATOM   1425 CD   GLU B  14      24.055   0.544  24.107  1.00  0.00           C  
ATOM   1426 OE1  GLU B  14      24.291  -0.084  25.161  1.00  0.00           O  
ATOM   1427 OE2  GLU B  14      24.943   0.809  23.262  1.00  0.00           O  
ATOM   1428  N   ALA B  15      20.225   0.477  19.808  1.00  0.00           N  
ATOM   1429 CA   ALA B  15      20.064   0.300  18.379  1.00  0.00           C  
ATOM   1430  C   ALA B  15      19.426   1.553  17.781  1.00  0.00           C  
ATOM   1431  O   ALA B  15      19.780   1.980  16.676  1.00  0.00           O  
ATOM   1432 CB   ALA B  15      19.216  -0.923  18.091  1.00  0.00           C  
ATOM   1433  N   PHE B  16      18.499   2.146  18.531  1.00  0.00           N  
ATOM   1434 CA   PHE B  16      17.810   3.355  18.102  1.00  0.00           C  
ATOM   1435  C   PHE B  16      18.805   4.526  17.923  1.00  0.00           C  
ATOM   1436  O   PHE B  16      18.665   5.351  17.006  1.00  0.00           O  
ATOM   1437 CB   PHE B  16      16.702   3.700  19.107  1.00  0.00           C  
ATOM   1438 CG   PHE B  16      15.880   4.888  18.715  1.00  0.00           C  
ATOM   1439 CD1  PHE B  16      16.094   6.117  19.312  1.00  0.00           C  
ATOM   1440 CD2  PHE B  16      14.891   4.780  17.749  1.00  0.00           C  
ATOM   1441 CE1  PHE B  16      15.337   7.214  18.952  1.00  0.00           C  
ATOM   1442 CE2  PHE B  16      14.132   5.879  17.394  1.00  0.00           C  
ATOM   1443 CZ   PHE B  16      14.364   7.095  17.986  1.00  0.00           C  
ATOM   1444  N   SER B  17      19.810   4.569  18.793  1.00  0.00           N  
ATOM   1445 CA   SER B  17      20.807   5.632  18.792  1.00  0.00           C  
ATOM   1446  C   SER B  17      21.764   5.568  17.602  1.00  0.00           C  
ATOM   1447  O   SER B  17      22.194   6.611  17.133  1.00  0.00           O  
ATOM   1448 CB   SER B  17      21.596   5.637  20.113  1.00  0.00           C  
ATOM   1449 OG   SER B  17      22.390   4.466  20.273  1.00  0.00           O  
ATOM   1450  N   LEU B  18      22.097   4.365  17.118  1.00  0.00           N  
ATOM   1451 CA   LEU B  18      22.896   4.234  15.878  1.00  0.00           C  
ATOM   1452  C   LEU B  18      22.157   4.861  14.706  1.00  0.00           C  
ATOM   1453  O   LEU B  18      22.772   5.522  13.860  1.00  0.00           O  
ATOM   1454 CB   LEU B  18      23.268   2.767  15.549  1.00  0.00           C  
ATOM   1455 CG   LEU B  18      23.904   2.474  14.156  1.00  0.00           C  
ATOM   1456 CD1  LEU B  18      25.332   2.966  14.037  1.00  0.00           C  
ATOM   1457 CD2  LEU B  18      23.840   0.988  13.791  1.00  0.00           C  
ATOM   1458  N   PHE B  19      20.842   4.654  14.664  1.00  0.00           N  
ATOM   1459 CA   PHE B  19      19.978   5.306  13.686  1.00  0.00           C  
ATOM   1460  C   PHE B  19      19.765   6.784  14.002  1.00  0.00           C  
ATOM   1461  O   PHE B  19      19.855   7.615  13.119  1.00  0.00           O  
ATOM   1462 CB   PHE B  19      18.617   4.608  13.603  1.00  0.00           C  
ATOM   1463 CG   PHE B  19      18.664   3.256  12.974  1.00  0.00           C  
ATOM   1464 CD1  PHE B  19      18.705   2.115  13.759  1.00  0.00           C  
ATOM   1465 CD2  PHE B  19      18.670   3.125  11.592  1.00  0.00           C  
ATOM   1466 CE1  PHE B  19      18.754   0.860  13.181  1.00  0.00           C  
ATOM   1467 CE2  PHE B  19      18.721   1.875  11.004  1.00  0.00           C  
ATOM   1468 CZ   PHE B  19      18.764   0.735  11.812  1.00  0.00           C  
ATOM   1469  N   ASP B  20      19.461   7.103  15.258  1.00  0.00           N  
ATOM   1470 CA   ASP B  20      19.207   8.485  15.670  1.00  0.00           C  
ATOM   1471  C   ASP B  20      20.526   9.245  15.875  1.00  0.00           C  
ATOM   1472  O   ASP B  20      20.915   9.554  17.006  1.00  0.00           O  
ATOM   1473 CB   ASP B  20      18.321   8.523  16.928  1.00  0.00           C  
ATOM   1474 CG   ASP B  20      17.898   9.944  17.320  1.00  0.00           C  
ATOM   1475 OD1  ASP B  20      17.967  10.860  16.484  1.00  0.00           O  
ATOM   1476 OD2  ASP B  20      17.485  10.137  18.476  1.00  0.00           O  
ATOM   1477  N   LYS B  21      21.197   9.542  14.759  1.00  0.00           N  
ATOM   1478 CA   LYS B  21      22.565  10.079  14.758  1.00  0.00           C  
ATOM   1479  C   LYS B  21      22.741  11.350  15.575  1.00  0.00           C  
ATOM   1480  O   LYS B  21      23.755  11.510  16.255  1.00  0.00           O  
ATOM   1481 CB   LYS B  21      23.046  10.353  13.325  1.00  0.00           C  
ATOM   1482 CG   LYS B  21      23.285   9.114  12.475  1.00  0.00           C  
ATOM   1483 CD   LYS B  21      24.414   8.250  13.019  1.00  0.00           C  
ATOM   1484 CE   LYS B  21      24.659   7.037  12.127  1.00  0.00           C  
ATOM   1485 NZ   LYS B  21      25.358   5.955  12.861  1.00  0.00           N  
ATOM   1486  N   ASP B  22      21.764  12.252  15.499  1.00  0.00           N  
ATOM   1487 CA   ASP B  22      21.875  13.562  16.151  1.00  0.00           C  
ATOM   1488  C   ASP B  22      21.198  13.634  17.526  1.00  0.00           C  
ATOM   1489  O   ASP B  22      21.042  14.717  18.092  1.00  0.00           O  
ATOM   1490 CB   ASP B  22      21.365  14.675  15.225  1.00  0.00           C  
ATOM   1491 CG   ASP B  22      19.866  14.599  14.973  1.00  0.00           C  
ATOM   1492 OD1  ASP B  22      19.194  13.750  15.585  1.00  0.00           O  
ATOM   1493 OD2  ASP B  22      19.359  15.400  14.153  1.00  0.00           O  
ATOM   1494  N   GLY B  23      20.787  12.476  18.039  1.00  0.00           N  
ATOM   1495 CA   GLY B  23      20.270  12.338  19.408  1.00  0.00           C  
ATOM   1496  C   GLY B  23      18.945  13.006  19.754  1.00  0.00           C  
ATOM   1497  O   GLY B  23      18.558  13.046  20.928  1.00  0.00           O  
ATOM   1498  N   ASP B  24      18.238  13.510  18.744  1.00  0.00           N  
ATOM   1499 CA   ASP B  24      17.039  14.317  18.975  1.00  0.00           C  
ATOM   1500  C   ASP B  24      15.726  13.545  19.166  1.00  0.00           C  
ATOM   1501  O   ASP B  24      14.666  14.172  19.255  1.00  0.00           O  
ATOM   1502 CB   ASP B  24      16.885  15.365  17.866  1.00  0.00           C  
ATOM   1503 CG   ASP B  24      16.385  14.772  16.549  1.00  0.00           C  
ATOM   1504 OD1  ASP B  24      16.228  15.559  15.598  1.00  0.00           O  
ATOM   1505 OD2  ASP B  24      16.157  13.544  16.448  1.00  0.00           O  
ATOM   1506  N   GLY B  25      15.790  12.206  19.215  1.00  0.00           N  
ATOM   1507 CA   GLY B  25      14.614  11.370  19.453  1.00  0.00           C  
ATOM   1508  C   GLY B  25      13.871  10.759  18.263  1.00  0.00           C  
ATOM   1509  O   GLY B  25      13.047   9.869  18.437  1.00  0.00           O  
ATOM   1510  N   THR B  26      14.130  11.229  17.053  1.00  0.00           N  
ATOM   1511 CA   THR B  26      13.452  10.642  15.908  1.00  0.00           C  
ATOM   1512  C   THR B  26      14.437  10.265  14.842  1.00  0.00           C  
ATOM   1513  O   THR B  26      15.437  10.950  14.651  1.00  0.00           O  
ATOM   1514 CB   THR B  26      12.373  11.570  15.315  1.00  0.00           C  
ATOM   1515 OG1  THR B  26      12.972  12.819  14.943  1.00  0.00           O  
ATOM   1516 CG2  THR B  26      11.247  11.824  16.343  1.00  0.00           C  
ATOM   1517  N   ILE B  27      14.134   9.185  14.128  1.00  0.00           N  
ATOM   1518 CA   ILE B  27      14.915   8.757  12.981  1.00  0.00           C  
ATOM   1519  C   ILE B  27      14.253   9.352  11.757  1.00  0.00           C  
ATOM   1520  O   ILE B  27      13.031   9.226  11.573  1.00  0.00           O  
ATOM   1521 CB   ILE B  27      14.935   7.211  12.823  1.00  0.00           C  
ATOM   1522 CG1  ILE B  27      15.395   6.520  14.094  1.00  0.00           C  
ATOM   1523 CG2  ILE B  27      15.843   6.792  11.654  1.00  0.00           C  
ATOM   1524 CD1  ILE B  27      15.135   5.021  14.047  1.00  0.00           C  
ATOM   1525  N   THR B  28      15.058  10.015  10.930  1.00  0.00           N  
ATOM   1526 CA   THR B  28      14.561  10.582   9.691  1.00  0.00           C  
ATOM   1527  C   THR B  28      15.001   9.703   8.537  1.00  0.00           C  
ATOM   1528  O   THR B  28      15.834   8.792   8.701  1.00  0.00           O  
ATOM   1529 CB   THR B  28      15.052  12.050   9.464  1.00  0.00           C  
ATOM   1530 OG1  THR B  28      16.488  12.100   9.444  1.00  0.00           O  
ATOM   1531 CG2  THR B  28      14.521  12.969  10.556  1.00  0.00           C  
ATOM   1532  N   THR B  29      14.439   9.970   7.361  1.00  0.00           N  
ATOM   1533 CA   THR B  29      14.873   9.296   6.152  1.00  0.00           C  
ATOM   1534  C   THR B  29      16.361   9.571   5.910  1.00  0.00           C  
ATOM   1535  O   THR B  29      17.081   8.707   5.413  1.00  0.00           O  
ATOM   1536 CB   THR B  29      14.050   9.774   4.936  1.00  0.00           C  
ATOM   1537 OG1  THR B  29      14.231  11.186   4.787  1.00  0.00           O  
ATOM   1538 CG2  THR B  29      12.550   9.501   5.153  1.00  0.00           C  
ATOM   1539  N   LYS B  30      16.824  10.772   6.258  1.00  0.00           N  
ATOM   1540 CA   LYS B  30      18.245  11.112   6.089  1.00  0.00           C  
ATOM   1541  C   LYS B  30      19.163  10.296   6.988  1.00  0.00           C  
ATOM   1542  O   LYS B  30      20.211   9.837   6.552  1.00  0.00           O  
ATOM   1543 CB   LYS B  30      18.492  12.609   6.287  1.00  0.00           C  
ATOM   1544 CG   LYS B  30      18.225  13.427   5.023  1.00  0.00           C  
ATOM   1545 CD   LYS B  30      17.831  14.877   5.334  1.00  0.00           C  
ATOM   1546 CE   LYS B  30      16.305  15.071   5.529  1.00  0.00           C  
ATOM   1547 NZ   LYS B  30      15.683  14.357   6.726  1.00  0.00           N  
ATOM   1548  N   GLU B  31      18.764  10.126   8.245  1.00  0.00           N  
ATOM   1549 CA   GLU B  31      19.553   9.335   9.188  1.00  0.00           C  
ATOM   1550  C   GLU B  31      19.547   7.857   8.854  1.00  0.00           C  
ATOM   1551  O   GLU B  31      20.548   7.167   9.059  1.00  0.00           O  
ATOM   1552 CB   GLU B  31      19.053   9.558  10.608  1.00  0.00           C  
ATOM   1553 CG   GLU B  31      19.276  10.984  11.056  1.00  0.00           C  
ATOM   1554 CD   GLU B  31      18.654  11.257  12.391  1.00  0.00           C  
ATOM   1555 OE1  GLU B  31      17.468  10.920  12.572  1.00  0.00           O  
ATOM   1556 OE2  GLU B  31      19.347  11.828  13.257  1.00  0.00           O  
ATOM   1557  N   LEU B  32      18.654   7.464   7.913  1.00  0.00           N  
ATOM   1558 CA   LEU B  32      18.570   6.125   7.355  1.00  0.00           C  
ATOM   1559  C   LEU B  32      19.499   6.028   6.163  1.00  0.00           C  
ATOM   1560  O   LEU B  32      20.216   5.037   6.003  1.00  0.00           O  
ATOM   1561 CB   LEU B  32      17.133   5.822   6.906  1.00  0.00           C  
ATOM   1562 CG   LEU B  32      16.513   4.427   7.091  1.00  0.00           C  
ATOM   1563 CD1  LEU B  32      15.653   4.072   5.899  1.00  0.00           C  
ATOM   1564 CD2  LEU B  32      17.557   3.330   7.335  1.00  0.00           C  
ATOM   1565  N   GLY B  33      19.473   7.068   5.325  1.00  0.00           N  
ATOM   1566 CA   GLY B  33      20.373   7.188   4.168  1.00  0.00           C  
ATOM   1567  C   GLY B  33      21.861   7.177   4.483  1.00  0.00           C  
ATOM   1568  O   GLY B  33      22.656   6.652   3.699  1.00  0.00           O  
ATOM   1569  N   THR B  34      22.241   7.752   5.620  1.00  0.00           N  
ATOM   1570 CA   THR B  34      23.640   7.787   6.053  1.00  0.00           C  
ATOM   1571  C   THR B  34      24.098   6.406   6.539  1.00  0.00           C  
ATOM   1572  O   THR B  34      25.263   6.024   6.372  1.00  0.00           O  
ATOM   1573 CB   THR B  34      23.853   8.865   7.143  1.00  0.00           C  
ATOM   1574 OG1  THR B  34      23.557  10.159   6.594  1.00  0.00           O  
ATOM   1575 CG2  THR B  34      25.292   8.855   7.670  1.00  0.00           C  
ATOM   1576  N   VAL B  35      23.176   5.650   7.120  1.00  0.00           N  
ATOM   1577 CA   VAL B  35      23.504   4.297   7.578  1.00  0.00           C  
ATOM   1578  C   VAL B  35      23.575   3.319   6.402  1.00  0.00           C  
ATOM   1579  O   VAL B  35      24.523   2.536   6.302  1.00  0.00           O  
ATOM   1580 CB   VAL B  35      22.544   3.813   8.682  1.00  0.00           C  
ATOM   1581 CG1  VAL B  35      22.818   2.353   9.055  1.00  0.00           C  
ATOM   1582 CG2  VAL B  35      22.682   4.691   9.910  1.00  0.00           C  
ATOM   1583  N   MET B  36      22.596   3.387   5.509  1.00  0.00           N  
ATOM   1584 CA   MET B  36      22.531   2.460   4.386  1.00  0.00           C  
ATOM   1585  C   MET B  36      23.623   2.676   3.339  1.00  0.00           C  
ATOM   1586  O   MET B  36      24.051   1.720   2.681  1.00  0.00           O  
ATOM   1587 CB   MET B  36      21.137   2.469   3.767  1.00  0.00           C  
ATOM   1588 CG   MET B  36      20.105   1.804   4.659  1.00  0.00           C  
ATOM   1589 SD   MET B  36      18.449   1.791   3.968  1.00  0.00           S  
ATOM   1590 CE   MET B  36      18.710   0.824   2.468  1.00  0.00           C  
ATOM   1591  N   ARG B  37      24.084   3.918   3.201  1.00  0.00           N  
ATOM   1592 CA   ARG B  37      25.239   4.227   2.349  1.00  0.00           C  
ATOM   1593  C   ARG B  37      26.497   3.572   2.926  1.00  0.00           C  
ATOM   1594  O   ARG B  37      27.278   2.938   2.201  1.00  0.00           O  
ATOM   1595 CB   ARG B  37      25.449   5.738   2.224  1.00  0.00           C  
ATOM   1596  N   SER B  38      26.666   3.710   4.239  1.00  0.00           N  
ATOM   1597 CA   SER B  38      27.812   3.156   4.934  1.00  0.00           C  
ATOM   1598  C   SER B  38      27.902   1.639   4.734  1.00  0.00           C  
ATOM   1599  O   SER B  38      28.997   1.100   4.554  1.00  0.00           O  
ATOM   1600 CB   SER B  38      27.756   3.512   6.420  1.00  0.00           C  
ATOM   1601 OG   SER B  38      26.848   2.682   7.106  1.00  0.00           O  
ATOM   1602  N   LEU B  39      26.755   0.961   4.735  1.00  0.00           N  
ATOM   1603 CA   LEU B  39      26.705  -0.469   4.416  1.00  0.00           C  
ATOM   1604  C   LEU B  39      26.897  -0.772   2.914  1.00  0.00           C  
ATOM   1605  O   LEU B  39      26.677  -1.907   2.462  1.00  0.00           O  
ATOM   1606 CB   LEU B  39      25.409  -1.090   4.930  1.00  0.00           C  
ATOM   1607 CG   LEU B  39      25.047  -0.888   6.401  1.00  0.00           C  
ATOM   1608 CD1  LEU B  39      23.730  -1.577   6.679  1.00  0.00           C  
ATOM   1609 CD2  LEU B  39      26.129  -1.379   7.350  1.00  0.00           C  
ATOM   1610  N   GLY B  40      27.315   0.244   2.156  1.00  0.00           N  
ATOM   1611 CA   GLY B  40      27.685   0.100   0.743  1.00  0.00           C  
ATOM   1612  C   GLY B  40      26.539   0.237  -0.248  1.00  0.00           C  
ATOM   1613  O   GLY B  40      26.733   0.048  -1.461  1.00  0.00           O  
ATOM   1614  N   GLN B  41      25.359   0.586   0.270  1.00  0.00           N  
ATOM   1615 CA   GLN B  41      24.116   0.549  -0.504  1.00  0.00           C  
ATOM   1616  C   GLN B  41      23.698   1.924  -1.021  1.00  0.00           C  
ATOM   1617  O   GLN B  41      24.159   2.952  -0.517  1.00  0.00           O  
ATOM   1618 CB   GLN B  41      22.987  -0.087   0.318  1.00  0.00           C  
ATOM   1619 CG   GLN B  41      23.419  -1.369   1.031  1.00  0.00           C  
ATOM   1620 CD   GLN B  41      22.256  -2.218   1.517  1.00  0.00           C  
ATOM   1621 OE1  GLN B  41      22.350  -3.446   1.538  1.00  0.00           O  
ATOM   1622 NE2  GLN B  41      21.162  -1.575   1.912  1.00  0.00           N  
ATOM   1623  N   ASN B  42      22.808   1.928  -2.019  1.00  0.00           N  
ATOM   1624 CA   ASN B  42      22.433   3.159  -2.706  1.00  0.00           C  
ATOM   1625  C   ASN B  42      20.931   3.391  -2.768  1.00  0.00           C  
ATOM   1626  O   ASN B  42      20.331   3.290  -3.840  1.00  0.00           O  
ATOM   1627 CB   ASN B  42      23.052   3.181  -4.097  1.00  0.00           C  
ATOM   1628 CG   ASN B  42      24.584   3.228  -4.011  1.00  0.00           C  
ATOM   1629 OD1  ASN B  42      25.281   2.042  -3.931  1.00  0.00           O  
ATOM   1630 ND2  ASN B  42      25.103   4.848  -4.053  1.00  0.00           N  
ATOM   1631  N   PRO B  43      20.314   3.705  -1.613  1.00  0.00           N  
ATOM   1632 CA   PRO B  43      18.875   3.941  -1.651  1.00  0.00           C  
ATOM   1633  C   PRO B  43      18.555   5.371  -2.105  1.00  0.00           C  
ATOM   1634  O   PRO B  43      19.302   6.304  -1.806  1.00  0.00           O  
ATOM   1635 CB   PRO B  43      18.436   3.690  -0.207  1.00  0.00           C  
ATOM   1636 CG   PRO B  43      19.649   3.969   0.607  1.00  0.00           C  
ATOM   1637 CD   PRO B  43      20.867   3.882  -0.255  1.00  0.00           C  
ATOM   1638  N   THR B  44      17.465   5.512  -2.856  1.00  0.00           N  
ATOM   1639 CA   THR B  44      16.981   6.824  -3.288  1.00  0.00           C  
ATOM   1640  C   THR B  44      16.194   7.411  -2.133  1.00  0.00           C  
ATOM   1641  O   THR B  44      15.866   6.694  -1.171  1.00  0.00           O  
ATOM   1642 CB   THR B  44      16.031   6.702  -4.500  1.00  0.00           C  
ATOM   1643 OG1  THR B  44      14.940   5.783  -4.157  1.00  0.00           O  
ATOM   1644 CG2  THR B  44      16.793   6.194  -5.753  1.00  0.00           C  
ATOM   1645  N   GLU B  45      15.866   8.703  -2.214  1.00  0.00           N  
ATOM   1646 CA   GLU B  45      14.992   9.291  -1.195  1.00  0.00           C  
ATOM   1647  C   GLU B  45      13.688   8.482  -1.098  1.00  0.00           C  
ATOM   1648  O   GLU B  45      13.148   8.278  -0.006  1.00  0.00           O  
ATOM   1649 CB   GLU B  45      14.717  10.782  -1.483  1.00  0.00           C  
ATOM   1650 CG   GLU B  45      14.041  11.538  -0.288  1.00  0.00           C  
ATOM   1651 CD   GLU B  45      14.798  11.377   1.052  1.00  0.00           C  
ATOM   1652 OE1  GLU B  45      14.171  11.580   2.118  1.00  0.00           O  
ATOM   1653 OE2  GLU B  45      16.014  11.043   1.049  1.00  0.00           O  
ATOM   1654  N   ALA B  46      13.218   7.995  -2.246  1.00  0.00           N  
ATOM   1655 CA   ALA B  46      11.975   7.221  -2.342  1.00  0.00           C  
ATOM   1656  C   ALA B  46      12.105   5.843  -1.707  1.00  0.00           C  
ATOM   1657  O   ALA B  46      11.146   5.338  -1.091  1.00  0.00           O  
ATOM   1658 CB   ALA B  46      11.536   7.100  -3.819  1.00  0.00           C  
ATOM   1659  N   GLU B  47      13.291   5.245  -1.843  1.00  0.00           N  
ATOM   1660 CA   GLU B  47      13.546   3.943  -1.254  1.00  0.00           C  
ATOM   1661  C   GLU B  47      13.651   4.099   0.256  1.00  0.00           C  
ATOM   1662  O   GLU B  47      13.118   3.280   1.002  1.00  0.00           O  
ATOM   1663 CB   GLU B  47      14.799   3.304  -1.844  1.00  0.00           C  
ATOM   1664 CG   GLU B  47      14.573   2.741  -3.266  1.00  0.00           C  
ATOM   1665 CD   GLU B  47      15.807   2.086  -3.838  1.00  0.00           C  
ATOM   1666 OE1  GLU B  47      15.664   1.242  -4.775  1.00  0.00           O  
ATOM   1667 OE2  GLU B  47      16.931   2.423  -3.370  1.00  0.00           O  
ATOM   1668  N   LEU B  48      14.299   5.180   0.688  1.00  0.00           N  
ATOM   1669 CA   LEU B  48      14.367   5.550   2.099  1.00  0.00           C  
ATOM   1670  C   LEU B  48      12.984   5.853   2.658  1.00  0.00           C  
ATOM   1671  O   LEU B  48      12.673   5.472   3.772  1.00  0.00           O  
ATOM   1672 CB   LEU B  48      15.303   6.746   2.308  1.00  0.00           C  
ATOM   1673 CG   LEU B  48      16.784   6.580   1.952  1.00  0.00           C  
ATOM   1674 CD1  LEU B  48      17.488   7.915   1.906  1.00  0.00           C  
ATOM   1675 CD2  LEU B  48      17.470   5.630   2.927  1.00  0.00           C  
ATOM   1676  N   GLN B  49      12.140   6.529   1.886  1.00  0.00           N  
ATOM   1677 CA   GLN B  49      10.813   6.870   2.410  1.00  0.00           C  
ATOM   1678  C   GLN B  49       9.929   5.633   2.535  1.00  0.00           C  
ATOM   1679  O   GLN B  49       9.172   5.504   3.495  1.00  0.00           O  
ATOM   1680 CB   GLN B  49      10.134   7.962   1.576  1.00  0.00           C  
ATOM   1681 CG   GLN B  49       8.931   8.593   2.289  1.00  0.00           C  
ATOM   1682 CD   GLN B  49       9.321   9.415   3.518  1.00  0.00           C  
ATOM   1683 OE1  GLN B  49       9.028   9.043   4.669  1.00  0.00           O  
ATOM   1684 NE2  GLN B  49       9.990  10.539   3.276  1.00  0.00           N  
ATOM   1685  N   ASP B  50      10.040   4.719   1.574  1.00  0.00           N  
ATOM   1686 CA   ASP B  50       9.357   3.423   1.667  1.00  0.00           C  
ATOM   1687  C   ASP B  50       9.733   2.660   2.942  1.00  0.00           C  
ATOM   1688  O   ASP B  50       8.864   2.092   3.604  1.00  0.00           O  
ATOM   1689 CB   ASP B  50       9.662   2.553   0.446  1.00  0.00           C  
ATOM   1690 CG   ASP B  50       9.035   3.086  -0.822  1.00  0.00           C  
ATOM   1691 OD1  ASP B  50       8.174   3.988  -0.725  1.00  0.00           O  
ATOM   1692 OD2  ASP B  50       9.404   2.596  -1.914  1.00  0.00           O  
ATOM   1693  N   MET B  51      11.024   2.648   3.272  1.00  0.00           N  
ATOM   1694 CA   MET B  51      11.535   1.921   4.448  1.00  0.00           C  
ATOM   1695  C   MET B  51      11.023   2.494   5.745  1.00  0.00           C  
ATOM   1696  O   MET B  51      10.665   1.754   6.672  1.00  0.00           O  
ATOM   1697 CB   MET B  51      13.059   1.942   4.473  1.00  0.00           C  
ATOM   1698 CG   MET B  51      13.718   1.146   3.381  1.00  0.00           C  
ATOM   1699 SD   MET B  51      15.499   1.080   3.646  1.00  0.00           S  
ATOM   1700 CE   MET B  51      15.583   0.136   5.176  1.00  0.00           C  
ATOM   1701  N   ILE B  52      11.018   3.820   5.824  1.00  0.00           N  
ATOM   1702 CA   ILE B  52      10.480   4.521   6.981  1.00  0.00           C  
ATOM   1703  C   ILE B  52       9.000   4.217   7.120  1.00  0.00           C  
ATOM   1704  O   ILE B  52       8.550   3.900   8.211  1.00  0.00           O  
ATOM   1705 CB   ILE B  52      10.698   6.049   6.890  1.00  0.00           C  
ATOM   1706 CG1  ILE B  52      12.195   6.393   6.894  1.00  0.00           C  
ATOM   1707 CG2  ILE B  52       9.934   6.777   8.009  1.00  0.00           C  
ATOM   1708 CD1  ILE B  52      12.881   6.343   8.238  1.00  0.00           C  
ATOM   1709  N   ASN B  53       7.867   4.739   6.494  1.00  0.00           N  
ATOM   1710 CA   ASN B  53       6.400   4.607   6.478  1.00  0.00           C  
ATOM   1711  C   ASN B  53       5.894   3.346   7.170  1.00  0.00           C  
ATOM   1712  O   ASN B  53       4.848   3.362   7.819  1.00  0.00           O  
ATOM   1713 CB   ASN B  53       5.870   4.633   5.029  1.00  0.00           C  
ATOM   1714 CG   ASN B  53       6.109   5.969   4.335  1.00  0.00           C  
ATOM   1715 OD1  ASN B  53       6.418   6.972   4.981  1.00  0.00           O  
ATOM   1716 ND2  ASN B  53       5.976   5.984   3.011  1.00  0.00           N  
ATOM   1717  N   GLU B  54       6.645   2.257   7.027  1.00  0.00           N  
ATOM   1718 CA   GLU B  54       6.266   0.962   7.581  1.00  0.00           C  
ATOM   1719  C   GLU B  54       6.316   1.014   9.095  1.00  0.00           C  
ATOM   1720  O   GLU B  54       5.419   0.522   9.777  1.00  0.00           O  
ATOM   1721 CB   GLU B  54       7.191  -0.136   7.049  1.00  0.00           C  
ATOM   1722  N   VAL B  55       7.359   1.648   9.612  1.00  0.00           N  
ATOM   1723 CA   VAL B  55       7.581   1.701  11.041  1.00  0.00           C  
ATOM   1724  C   VAL B  55       6.853   2.870  11.729  1.00  0.00           C  
ATOM   1725  O   VAL B  55       6.451   2.757  12.874  1.00  0.00           O  
ATOM   1726 CB   VAL B  55       9.092   1.736  11.378  1.00  0.00           C  
ATOM   1727 CG1  VAL B  55       9.310   1.446  12.861  1.00  0.00           C  
ATOM   1728 CG2  VAL B  55       9.861   0.738  10.544  1.00  0.00           C  
ATOM   1729  N   ASP B  56       6.715   3.989  11.030  1.00  0.00           N  
ATOM   1730 CA   ASP B  56       6.154   5.216  11.601  1.00  0.00           C  
ATOM   1731  C   ASP B  56       4.619   5.143  11.777  1.00  0.00           C  
ATOM   1732  O   ASP B  56       3.854   5.569  10.921  1.00  0.00           O  
ATOM   1733 CB   ASP B  56       6.644   6.409  10.762  1.00  0.00           C  
ATOM   1734 CG   ASP B  56       5.723   7.612  10.807  1.00  0.00           C  
ATOM   1735 OD1  ASP B  56       5.307   8.053   9.731  1.00  0.00           O  
ATOM   1736 OD2  ASP B  56       5.422   8.130  11.899  1.00  0.00           O  
ATOM   1737  N   ALA B  57       4.187   4.622  12.927  1.00  0.00           N  
ATOM   1738 CA   ALA B  57       2.773   4.312  13.178  1.00  0.00           C  
ATOM   1739  C   ALA B  57       1.808   5.512  13.246  1.00  0.00           C  
ATOM   1740  O   ALA B  57       0.613   5.374  12.946  1.00  0.00           O  
ATOM   1741 CB   ALA B  57       2.636   3.467  14.442  1.00  0.00           C  
ATOM   1742  N   ASP B  58       2.305   6.672  13.676  1.00  0.00           N  
ATOM   1743 CA   ASP B  58       1.443   7.842  13.851  1.00  0.00           C  
ATOM   1744  C   ASP B  58       1.494   8.782  12.645  1.00  0.00           C  
ATOM   1745  O   ASP B  58       0.758   9.765  12.587  1.00  0.00           O  
ATOM   1746 CB   ASP B  58       1.778   8.580  15.149  1.00  0.00           C  
ATOM   1747 CG   ASP B  58       3.092   9.349  15.089  1.00  0.00           C  
ATOM   1748 OD1  ASP B  58       3.377  10.078  16.056  1.00  0.00           O  
ATOM   1749 OD2  ASP B  58       3.853   9.239  14.099  1.00  0.00           O  
ATOM   1750  N   GLY B  59       2.388   8.492  11.708  1.00  0.00           N  
ATOM   1751 CA   GLY B  59       2.419   9.170  10.418  1.00  0.00           C  
ATOM   1752  C   GLY B  59       2.967  10.591  10.372  1.00  0.00           C  
ATOM   1753  O   GLY B  59       2.670  11.334   9.426  1.00  0.00           O  
ATOM   1754  N   ASN B  60       3.762  10.977  11.376  1.00  0.00           N  
ATOM   1755 CA   ASN B  60       4.415  12.293  11.349  1.00  0.00           C  
ATOM   1756  C   ASN B  60       5.707  12.333  10.522  1.00  0.00           C  
ATOM   1757  O   ASN B  60       6.441  13.328  10.566  1.00  0.00           O  
ATOM   1758 CB   ASN B  60       4.654  12.822  12.768  1.00  0.00           C  
ATOM   1759 CG   ASN B  60       5.695  12.027  13.525  1.00  0.00           C  
ATOM   1760 OD1  ASN B  60       6.167  10.991  13.061  1.00  0.00           O  
ATOM   1761 ND2  ASN B  60       6.056  12.505  14.701  1.00  0.00           N  
ATOM   1762  N   GLY B  61       5.972  11.249   9.787  1.00  0.00           N  
ATOM   1763 CA   GLY B  61       7.078  11.171   8.826  1.00  0.00           C  
ATOM   1764  C   GLY B  61       8.440  10.823   9.408  1.00  0.00           C  
ATOM   1765  O   GLY B  61       9.445  10.932   8.727  1.00  0.00           O  
ATOM   1766  N   THR B  62       8.474  10.428  10.676  1.00  0.00           N  
ATOM   1767 CA   THR B  62       9.712   9.997  11.340  1.00  0.00           C  
ATOM   1768  C   THR B  62       9.425   8.804  12.269  1.00  0.00           C  
ATOM   1769  O   THR B  62       8.270   8.523  12.581  1.00  0.00           O  
ATOM   1770 CB   THR B  62      10.339  11.138  12.160  1.00  0.00           C  
ATOM   1771 OG1  THR B  62       9.342  11.693  13.011  1.00  0.00           O  
ATOM   1772 CG2  THR B  62      10.886  12.249  11.262  1.00  0.00           C  
ATOM   1773  N   ILE B  63      10.480   8.104  12.691  1.00  0.00           N  
ATOM   1774 CA   ILE B  63      10.351   7.006  13.636  1.00  0.00           C  
ATOM   1775  C   ILE B  63      10.890   7.446  14.982  1.00  0.00           C  
ATOM   1776  O   ILE B  63      12.072   7.783  15.129  1.00  0.00           O  
ATOM   1777 CB   ILE B  63      11.113   5.735  13.182  1.00  0.00           C  
ATOM   1778 CG1  ILE B  63      10.657   5.301  11.801  1.00  0.00           C  
ATOM   1779 CG2  ILE B  63      10.906   4.590  14.189  1.00  0.00           C  
ATOM   1780 CD1  ILE B  63      11.560   4.278  11.170  1.00  0.00           C  
ATOM   1781  N   ASP B  64      10.014   7.444  15.971  1.00  0.00           N  
ATOM   1782 CA   ASP B  64      10.434   7.763  17.297  1.00  0.00           C  
ATOM   1783  C   ASP B  64      10.645   6.432  18.035  1.00  0.00           C  
ATOM   1784  O   ASP B  64      10.401   5.365  17.457  1.00  0.00           O  
ATOM   1785 CB   ASP B  64       9.425   8.729  17.955  1.00  0.00           C  
ATOM   1786 CG   ASP B  64       8.106   8.069  18.333  1.00  0.00           C  
ATOM   1787 OD1  ASP B  64       7.918   6.846  18.185  1.00  0.00           O  
ATOM   1788 OD2  ASP B  64       7.242   8.796  18.839  1.00  0.00           O  
ATOM   1789  N   PHE B  65      11.120   6.481  19.270  1.00  0.00           N  
ATOM   1790 CA   PHE B  65      11.487   5.240  19.964  1.00  0.00           C  
ATOM   1791  C   PHE B  65      10.336   4.264  20.278  1.00  0.00           C  
ATOM   1792  O   PHE B  65      10.514   3.052  20.102  1.00  0.00           O  
ATOM   1793 CB   PHE B  65      12.344   5.464  21.210  1.00  0.00           C  
ATOM   1794 CG   PHE B  65      12.707   4.176  21.911  1.00  0.00           C  
ATOM   1795 CD1  PHE B  65      13.611   3.286  21.338  1.00  0.00           C  
ATOM   1796 CD2  PHE B  65      12.109   3.830  23.117  1.00  0.00           C  
ATOM   1797 CE1  PHE B  65      13.945   2.080  21.980  1.00  0.00           C  
ATOM   1798 CE2  PHE B  65      12.430   2.612  23.752  1.00  0.00           C  
ATOM   1799 CZ   PHE B  65      13.350   1.749  23.172  1.00  0.00           C  
ATOM   1800  N   PRO B  66       9.169   4.769  20.744  1.00  0.00           N  
ATOM   1801 CA   PRO B  66       8.045   3.807  20.863  1.00  0.00           C  
ATOM   1802  C   PRO B  66       7.681   3.010  19.593  1.00  0.00           C  
ATOM   1803  O   PRO B  66       7.338   1.823  19.693  1.00  0.00           O  
ATOM   1804 CB   PRO B  66       6.884   4.687  21.319  1.00  0.00           C  
ATOM   1805 CG   PRO B  66       7.598   5.790  22.175  1.00  0.00           C  
ATOM   1806 CD   PRO B  66       8.787   6.107  21.255  1.00  0.00           C  
ATOM   1807  N   GLU B  67       7.707   3.654  18.426  1.00  0.00           N  
ATOM   1808 CA   GLU B  67       7.487   2.971  17.156  1.00  0.00           C  
ATOM   1809  C   GLU B  67       8.571   1.960  16.829  1.00  0.00           C  
ATOM   1810  O   GLU B  67       8.292   0.849  16.356  1.00  0.00           O  
ATOM   1811 CB   GLU B  67       7.355   3.982  16.007  1.00  0.00           C  
ATOM   1812 CG   GLU B  67       6.176   4.891  16.259  1.00  0.00           C  
ATOM   1813 CD   GLU B  67       6.055   6.012  15.306  1.00  0.00           C  
ATOM   1814 OE1  GLU B  67       4.897   6.396  15.039  1.00  0.00           O  
ATOM   1815 OE2  GLU B  67       7.089   6.532  14.822  1.00  0.00           O  
ATOM   1816  N   PHE B  68       9.809   2.364  17.056  1.00  0.00           N  
ATOM   1817 CA   PHE B  68      10.952   1.492  16.853  1.00  0.00           C  
ATOM   1818  C   PHE B  68      10.863   0.262  17.759  1.00  0.00           C  
ATOM   1819  O   PHE B  68      11.043  -0.864  17.296  1.00  0.00           O  
ATOM   1820 CB   PHE B  68      12.226   2.289  17.119  1.00  0.00           C  
ATOM   1821 CG   PHE B  68      13.487   1.547  16.838  1.00  0.00           C  
ATOM   1822 CD1  PHE B  68      13.975   1.436  15.531  1.00  0.00           C  
ATOM   1823 CD2  PHE B  68      14.219   0.996  17.876  1.00  0.00           C  
ATOM   1824 CE1  PHE B  68      15.165   0.764  15.271  1.00  0.00           C  
ATOM   1825 CE2  PHE B  68      15.413   0.318  17.626  1.00  0.00           C  
ATOM   1826 CZ   PHE B  68      15.885   0.202  16.330  1.00  0.00           C  
ATOM   1827  N   LEU B  69      10.556   0.488  19.041  1.00  0.00           N  
ATOM   1828 CA   LEU B  69      10.401  -0.585  20.019  1.00  0.00           C  
ATOM   1829  C   LEU B  69       9.300  -1.570  19.634  1.00  0.00           C  
ATOM   1830  O   LEU B  69       9.477  -2.777  19.757  1.00  0.00           O  
ATOM   1831 CB   LEU B  69      10.143  -0.016  21.434  1.00  0.00           C  
ATOM   1832 CG   LEU B  69       9.921  -1.079  22.514  1.00  0.00           C  
ATOM   1833 CD1  LEU B  69      11.234  -1.774  22.867  1.00  0.00           C  
ATOM   1834 CD2  LEU B  69       9.218  -0.517  23.773  1.00  0.00           C  
ATOM   1835  N   THR B  70       8.160  -1.050  19.192  1.00  0.00           N  
ATOM   1836 CA   THR B  70       7.023  -1.872  18.783  1.00  0.00           C  
ATOM   1837  C   THR B  70       7.429  -2.870  17.678  1.00  0.00           C  
ATOM   1838  O   THR B  70       7.174  -4.080  17.766  1.00  0.00           O  
ATOM   1839 CB   THR B  70       5.879  -0.953  18.296  1.00  0.00           C  
ATOM   1840 OG1  THR B  70       5.354  -0.240  19.420  1.00  0.00           O  
ATOM   1841 CG2  THR B  70       4.748  -1.736  17.646  1.00  0.00           C  
ATOM   1842  N   MET B  71       8.068  -2.337  16.651  1.00  0.00           N  
ATOM   1843 CA   MET B  71       8.596  -3.127  15.565  1.00  0.00           C  
ATOM   1844  C   MET B  71       9.617  -4.159  16.047  1.00  0.00           C  
ATOM   1845  O   MET B  71       9.490  -5.347  15.753  1.00  0.00           O  
ATOM   1846 CB   MET B  71       9.212  -2.172  14.536  1.00  0.00           C  
ATOM   1847 CG   MET B  71       9.549  -2.785  13.211  1.00  0.00           C  
ATOM   1848 SD   MET B  71      11.332  -2.894  13.068  1.00  0.00           S  
ATOM   1849 CE   MET B  71      11.889  -1.196  13.267  1.00  0.00           C  
ATOM   1850  N   MET B  72      10.606  -3.712  16.810  1.00  0.00           N  
ATOM   1851 CA   MET B  72      11.705  -4.583  17.228  1.00  0.00           C  
ATOM   1852  C   MET B  72      11.258  -5.685  18.203  1.00  0.00           C  
ATOM   1853  O   MET B  72      11.728  -6.822  18.110  1.00  0.00           O  
ATOM   1854 CB   MET B  72      12.870  -3.766  17.804  1.00  0.00           C  
ATOM   1855 CG   MET B  72      13.524  -2.809  16.803  1.00  0.00           C  
ATOM   1856 SD   MET B  72      14.318  -3.534  15.332  1.00  0.00           S  
ATOM   1857 CE   MET B  72      15.743  -4.265  16.111  1.00  0.00           C  
ATOM   1858  N   ALA B  73      10.336  -5.362  19.106  1.00  0.00           N  
ATOM   1859 CA   ALA B  73       9.816  -6.349  20.067  1.00  0.00           C  
ATOM   1860  C   ALA B  73       8.999  -7.450  19.356  1.00  0.00           C  
ATOM   1861  O   ALA B  73       9.069  -8.629  19.708  1.00  0.00           O  
ATOM   1862 CB   ALA B  73       8.986  -5.655  21.119  1.00  0.00           C  
ATOM   1863  N   ARG B  74       8.238  -7.038  18.348  1.00  0.00           N  
ATOM   1864 CA   ARG B  74       7.466  -7.938  17.510  1.00  0.00           C  
ATOM   1865  C   ARG B  74       8.382  -8.869  16.706  1.00  0.00           C  
ATOM   1866  O   ARG B  74       8.175 -10.078  16.699  1.00  0.00           O  
ATOM   1867 CB   ARG B  74       6.560  -7.136  16.574  1.00  0.00           C  
ATOM   1868 CG   ARG B  74       5.706  -7.980  15.633  1.00  0.00           C  
ATOM   1869 CD   ARG B  74       4.834  -7.107  14.736  1.00  0.00           C  
ATOM   1870 NE   ARG B  74       3.960  -6.233  15.520  1.00  0.00           N  
ATOM   1871 CZ   ARG B  74       3.900  -4.908  15.387  1.00  0.00           C  
ATOM   1872 NH1  ARG B  74       4.635  -4.284  14.469  1.00  0.00           N  
ATOM   1873 NH2  ARG B  74       3.077  -4.207  16.161  1.00  0.00           N  
ATOM   1874  N   LYS B  75       9.394  -8.307  16.047  1.00  0.00           N  
ATOM   1875 CA   LYS B  75      10.304  -9.121  15.230  1.00  0.00           C  
ATOM   1876  C   LYS B  75      11.044 -10.157  16.085  1.00  0.00           C  
ATOM   1877  O   LYS B  75      11.169 -11.315  15.698  1.00  0.00           O  
ATOM   1878 CB   LYS B  75      11.278  -8.248  14.427  1.00  0.00           C  
ATOM   1879 CG   LYS B  75      12.175  -9.026  13.460  1.00  0.00           C  
ATOM   1880 CD   LYS B  75      11.377  -9.760  12.383  1.00  0.00           C  
ATOM   1881 CE   LYS B  75      12.265 -10.649  11.536  1.00  0.00           C  
ATOM   1882 NZ   LYS B  75      12.515 -12.000  12.148  1.00  0.00           N  
ATOM   1883  N   MET B  76      11.679  -9.739  17.113  1.00  0.00           N  
ATOM   1884 CA   MET B  76      12.392 -10.588  18.064  1.00  0.00           C  
ATOM   1885  C   MET B  76      11.595 -11.849  18.430  1.00  0.00           C  
ATOM   1886  O   MET B  76      12.175 -12.918  18.679  1.00  0.00           O  
ATOM   1887 CB   MET B  76      12.708  -9.769  19.308  1.00  0.00           C  
ATOM   1888 CG   MET B  76      13.753 -10.359  20.230  1.00  0.00           C  
ATOM   1889 SD   MET B  76      13.646  -9.575  21.850  1.00  0.00           S  
ATOM   1890 CE   MET B  76      12.043 -10.165  22.414  1.00  0.00           C  
ATOM   1891  N   LYS B  77      10.269 -11.715  18.460  1.00  0.00           N  
ATOM   1892 CA   LYS B  77       9.362 -12.841  18.688  1.00  0.00           C  
ATOM   1893  C   LYS B  77       9.252 -13.786  17.483  1.00  0.00           C  
ATOM   1894  O   LYS B  77       8.847 -14.933  17.637  1.00  0.00           O  
ATOM   1895 CB   LYS B  77       7.971 -12.339  19.100  1.00  0.00           C  
ATOM   1896 CG   LYS B  77       7.916 -11.690  20.485  1.00  0.00           C  
ATOM   1897  N   ASP B  78       9.602 -13.306  16.289  1.00  0.00           N  
ATOM   1898 CA   ASP B  78       9.617 -14.154  15.096  1.00  0.00           C  
ATOM   1899  C   ASP B  78      10.890 -14.993  15.036  1.00  0.00           C  
ATOM   1900  O   ASP B  78      10.830 -16.223  14.891  1.00  0.00           O  
ATOM   1901 CB   ASP B  78       9.479 -13.315  13.825  1.00  0.00           C  
ATOM   1902  N   GLU B  82      15.097 -17.853   5.353  1.00  0.00           N  
ATOM   1903 CA   GLU B  82      14.348 -16.618   5.173  1.00  0.00           C  
ATOM   1904  C   GLU B  82      15.074 -15.645   4.254  1.00  0.00           C  
ATOM   1905  O   GLU B  82      16.261 -15.813   3.978  1.00  0.00           O  
ATOM   1906 CB   GLU B  82      14.037 -15.970   6.527  1.00  0.00           C  
ATOM   1907 CG   GLU B  82      12.684 -16.393   7.102  1.00  0.00           C  
ATOM   1908 CD   GLU B  82      12.305 -15.657   8.382  1.00  0.00           C  
ATOM   1909 OE1  GLU B  82      11.091 -15.557   8.668  1.00  0.00           O  
ATOM   1910 OE2  GLU B  82      13.210 -15.183   9.105  1.00  0.00           O  
ATOM   1911  N   GLU B  83      14.340 -14.639   3.778  1.00  0.00           N  
ATOM   1912 CA   GLU B  83      14.878 -13.589   2.909  1.00  0.00           C  
ATOM   1913  C   GLU B  83      15.619 -12.485   3.671  1.00  0.00           C  
ATOM   1914  O   GLU B  83      16.381 -11.725   3.068  1.00  0.00           O  
ATOM   1915 CB   GLU B  83      13.760 -12.972   2.058  1.00  0.00           C  
ATOM   1916  N   GLU B  84      15.385 -12.388   4.983  1.00  0.00           N  
ATOM   1917 CA   GLU B  84      16.116 -11.445   5.843  1.00  0.00           C  
ATOM   1918  C   GLU B  84      17.563 -11.887   6.040  1.00  0.00           C  
ATOM   1919  O   GLU B  84      18.488 -11.087   5.916  1.00  0.00           O  
ATOM   1920 CB   GLU B  84      15.444 -11.300   7.209  1.00  0.00           C  
ATOM   1921 CG   GLU B  84      14.162 -10.481   7.206  1.00  0.00           C  
ATOM   1922 CD   GLU B  84      12.978 -11.221   6.601  1.00  0.00           C  
ATOM   1923 OE1  GLU B  84      12.921 -12.470   6.704  1.00  0.00           O  
ATOM   1924 OE2  GLU B  84      12.100 -10.546   6.026  1.00  0.00           O  
ATOM   1925  N   ILE B  85      17.747 -13.166   6.363  1.00  0.00           N  
ATOM   1926 CA   ILE B  85      19.080 -13.734   6.487  1.00  0.00           C  
ATOM   1927  C   ILE B  85      19.752 -13.735   5.110  1.00  0.00           C  
ATOM   1928  O   ILE B  85      20.941 -13.465   5.001  1.00  0.00           O  
ATOM   1929 CB   ILE B  85      19.075 -15.141   7.142  1.00  0.00           C  
ATOM   1930 CG1  ILE B  85      18.319 -15.094   8.475  1.00  0.00           C  
ATOM   1931 CG2  ILE B  85      20.508 -15.616   7.378  1.00  0.00           C  
ATOM   1932 CD1  ILE B  85      18.308 -16.398   9.279  1.00  0.00           C  
ATOM   1933  N   ARG B  86      18.975 -13.985   4.057  1.00  0.00           N  
ATOM   1934 CA   ARG B  86      19.498 -13.888   2.697  1.00  0.00           C  
ATOM   1935  C   ARG B  86      19.952 -12.467   2.394  1.00  0.00           C  
ATOM   1936  O   ARG B  86      21.029 -12.262   1.824  1.00  0.00           O  
ATOM   1937 CB   ARG B  86      18.462 -14.327   1.672  1.00  0.00           C  
ATOM   1938 CG   ARG B  86      18.996 -15.322   0.674  1.00  0.00           C  
ATOM   1939 CD   ARG B  86      18.724 -16.718   1.167  1.00  0.00           C  
ATOM   1940 NE   ARG B  86      19.325 -17.736   0.311  1.00  0.00           N  
ATOM   1941 CZ   ARG B  86      18.644 -18.616  -0.414  1.00  0.00           C  
ATOM   1942 NH1  ARG B  86      19.306 -19.489  -1.159  1.00  0.00           N  
ATOM   1943 NH2  ARG B  86      17.313 -18.630  -0.398  1.00  0.00           N  
ATOM   1944  N   GLU B  87      19.134 -11.486   2.776  1.00  0.00           N  
ATOM   1945 CA   GLU B  87      19.510 -10.084   2.614  1.00  0.00           C  
ATOM   1946  C   GLU B  87      20.800  -9.786   3.373  1.00  0.00           C  
ATOM   1947  O   GLU B  87      21.669  -9.093   2.859  1.00  0.00           O  
ATOM   1948 CB   GLU B  87      18.383  -9.140   3.058  1.00  0.00           C  
ATOM   1949  N   ALA B  88      20.915 -10.321   4.584  1.00  0.00           N  
ATOM   1950 CA   ALA B  88      22.085 -10.097   5.425  1.00  0.00           C  
ATOM   1951  C   ALA B  88      23.336 -10.789   4.871  1.00  0.00           C  
ATOM   1952  O   ALA B  88      24.416 -10.205   4.871  1.00  0.00           O  
ATOM   1953 CB   ALA B  88      21.810 -10.531   6.852  1.00  0.00           C  
ATOM   1954  N   PHE B  89      23.185 -12.023   4.389  1.00  0.00           N  
ATOM   1955 CA   PHE B  89      24.284 -12.732   3.732  1.00  0.00           C  
ATOM   1956  C   PHE B  89      24.827 -11.997   2.495  1.00  0.00           C  
ATOM   1957  O   PHE B  89      26.038 -11.962   2.265  1.00  0.00           O  
ATOM   1958 CB   PHE B  89      23.846 -14.133   3.341  1.00  0.00           C  
ATOM   1959 CG   PHE B  89      24.968 -15.005   2.884  1.00  0.00           C  
ATOM   1960 CD1  PHE B  89      25.877 -15.514   3.801  1.00  0.00           C  
ATOM   1961 CD2  PHE B  89      25.125 -15.313   1.535  1.00  0.00           C  
ATOM   1962 CE1  PHE B  89      26.920 -16.337   3.388  1.00  0.00           C  
ATOM   1963 CE2  PHE B  89      26.167 -16.130   1.111  1.00  0.00           C  
ATOM   1964 CZ   PHE B  89      27.070 -16.640   2.044  1.00  0.00           C  
ATOM   1965  N   ARG B  90      23.923 -11.432   1.697  1.00  0.00           N  
ATOM   1966 CA   ARG B  90      24.289 -10.643   0.524  1.00  0.00           C  
ATOM   1967  C   ARG B  90      25.137  -9.420   0.886  1.00  0.00           C  
ATOM   1968  O   ARG B  90      25.927  -8.962   0.069  1.00  0.00           O  
ATOM   1969 CB   ARG B  90      23.024 -10.192  -0.225  1.00  0.00           C  
ATOM   1970 CG   ARG B  90      23.262  -9.754  -1.677  1.00  0.00           C  
ATOM   1971 CD   ARG B  90      22.073  -8.971  -2.273  1.00  0.00           C  
ATOM   1972 NE   ARG B  90      21.885  -7.655  -1.652  1.00  0.00           N  
ATOM   1973 CZ   ARG B  90      22.496  -6.529  -2.035  1.00  0.00           C  
ATOM   1974 NH1  ARG B  90      22.249  -5.390  -1.393  1.00  0.00           N  
ATOM   1975 NH2  ARG B  90      23.352  -6.530  -3.055  1.00  0.00           N  
ATOM   1976  N   VAL B  91      24.937  -8.881   2.090  1.00  0.00           N  
ATOM   1977 CA   VAL B  91      25.736  -7.750   2.604  1.00  0.00           C  
ATOM   1978  C   VAL B  91      27.164  -8.178   2.944  1.00  0.00           C  
ATOM   1979  O   VAL B  91      28.108  -7.403   2.772  1.00  0.00           O  
ATOM   1980 CB   VAL B  91      25.083  -7.076   3.855  1.00  0.00           C  
ATOM   1981 CG1  VAL B  91      26.004  -6.009   4.462  1.00  0.00           C  
ATOM   1982 CG2  VAL B  91      23.720  -6.454   3.505  1.00  0.00           C  
ATOM   1983  N   PHE B  92      27.324  -9.400   3.441  1.00  0.00           N  
ATOM   1984 CA   PHE B  92      28.658  -9.922   3.797  1.00  0.00           C  
ATOM   1985  C   PHE B  92      29.371 -10.443   2.546  1.00  0.00           C  
ATOM   1986  O   PHE B  92      30.544 -10.132   2.311  1.00  0.00           O  
ATOM   1987 CB   PHE B  92      28.552 -11.059   4.834  1.00  0.00           C  
ATOM   1988 CG   PHE B  92      28.321 -10.590   6.258  1.00  0.00           C  
ATOM   1989 CD1  PHE B  92      27.100 -10.049   6.643  1.00  0.00           C  
ATOM   1990 CD2  PHE B  92      29.322 -10.703   7.214  1.00  0.00           C  
ATOM   1991 CE1  PHE B  92      26.890  -9.616   7.955  1.00  0.00           C  
ATOM   1992 CE2  PHE B  92      29.108 -10.284   8.532  1.00  0.00           C  
ATOM   1993 CZ   PHE B  92      27.900  -9.740   8.898  1.00  0.00           C  
ATOM   1994  N   ASP B  93      28.634 -11.201   1.731  1.00  0.00           N  
ATOM   1995 CA   ASP B  93      29.203 -11.907   0.586  1.00  0.00           C  
ATOM   1996  C   ASP B  93      29.217 -11.029  -0.669  1.00  0.00           C  
ATOM   1997  O   ASP B  93      28.498 -11.255  -1.659  1.00  0.00           O  
ATOM   1998 CB   ASP B  93      28.472 -13.217   0.332  1.00  0.00           C  
ATOM   1999 CG   ASP B  93      29.045 -13.976  -0.831  1.00  0.00           C  
ATOM   2000 OD1  ASP B  93      30.211 -13.750  -1.214  1.00  0.00           O  
ATOM   2001 OD2  ASP B  93      28.322 -14.800  -1.387  1.00  0.00           O  
ATOM   2002  N   LYS B  94      30.104 -10.053  -0.600  1.00  0.00           N  
ATOM   2003 CA   LYS B  94      30.274  -8.998  -1.572  1.00  0.00           C  
ATOM   2004  C   LYS B  94      30.395  -9.471  -3.021  1.00  0.00           C  
ATOM   2005  O   LYS B  94      29.829  -8.852  -3.920  1.00  0.00           O  
ATOM   2006 CB   LYS B  94      31.566  -8.265  -1.204  1.00  0.00           C  
ATOM   2007 CG   LYS B  94      31.510  -6.783  -1.246  1.00  0.00           C  
ATOM   2008 CD   LYS B  94      32.884  -6.248  -0.867  1.00  0.00           C  
ATOM   2009 CE   LYS B  94      33.720  -5.926  -2.108  1.00  0.00           C  
ATOM   2010 NZ   LYS B  94      35.163  -6.070  -1.828  1.00  0.00           N  
ATOM   2011  N   ASP B  95      31.187 -10.519  -3.257  1.00  0.00           N  
ATOM   2012 CA   ASP B  95      31.386 -11.011  -4.628  1.00  0.00           C  
ATOM   2013  C   ASP B  95      30.361 -12.067  -5.054  1.00  0.00           C  
ATOM   2014  O   ASP B  95      30.359 -12.523  -6.203  1.00  0.00           O  
ATOM   2015 CB   ASP B  95      32.850 -11.433  -4.889  1.00  0.00           C  
ATOM   2016 CG   ASP B  95      33.308 -12.619  -4.044  1.00  0.00           C  
ATOM   2017 OD1  ASP B  95      32.525 -13.177  -3.240  1.00  0.00           O  
ATOM   2018 OD2  ASP B  95      34.498 -12.983  -4.168  1.00  0.00           O  
ATOM   2019  N   GLY B  96      29.481 -12.430  -4.125  1.00  0.00           N  
ATOM   2020 CA   GLY B  96      28.414 -13.391  -4.383  1.00  0.00           C  
ATOM   2021  C   GLY B  96      28.878 -14.793  -4.719  1.00  0.00           C  
ATOM   2022  O   GLY B  96      28.212 -15.483  -5.476  1.00  0.00           O  
ATOM   2023  N   ASN B  97      30.001 -15.245  -4.156  1.00  0.00           N  
ATOM   2024 CA   ASN B  97      30.434 -16.616  -4.427  1.00  0.00           C  
ATOM   2025  C   ASN B  97      29.870 -17.677  -3.462  1.00  0.00           C  
ATOM   2026  O   ASN B  97      30.093 -18.892  -3.660  1.00  0.00           O  
ATOM   2027 CB   ASN B  97      31.967 -16.732  -4.584  1.00  0.00           C  
ATOM   2028 CG   ASN B  97      32.722 -16.459  -3.300  1.00  0.00           C  
ATOM   2029 OD1  ASN B  97      32.167 -15.948  -2.338  1.00  0.00           O  
ATOM   2030 ND2  ASN B  97      34.003 -16.827  -3.273  1.00  0.00           N  
ATOM   2031  N   GLY B  98      29.148 -17.222  -2.432  1.00  0.00           N  
ATOM   2032 CA   GLY B  98      28.546 -18.138  -1.477  1.00  0.00           C  
ATOM   2033  C   GLY B  98      29.365 -18.302  -0.214  1.00  0.00           C  
ATOM   2034  O   GLY B  98      28.940 -19.009   0.712  1.00  0.00           O  
ATOM   2035  N   TYR B  99      30.523 -17.640  -0.163  1.00  0.00           N  
ATOM   2036 CA   TYR B  99      31.434 -17.734   0.984  1.00  0.00           C  
ATOM   2037  C   TYR B  99      31.851 -16.358   1.477  1.00  0.00           C  
ATOM   2038  O   TYR B  99      32.243 -15.519   0.691  1.00  0.00           O  
ATOM   2039 CB   TYR B  99      32.701 -18.529   0.616  1.00  0.00           C  
ATOM   2040 CG   TYR B  99      32.397 -19.911   0.080  1.00  0.00           C  
ATOM   2041 CD1  TYR B  99      32.246 -20.128  -1.290  1.00  0.00           C  
ATOM   2042 CD2  TYR B  99      32.229 -20.991   0.948  1.00  0.00           C  
ATOM   2043 CE1  TYR B  99      31.941 -21.396  -1.784  1.00  0.00           C  
ATOM   2044 CE2  TYR B  99      31.909 -22.249   0.464  1.00  0.00           C  
ATOM   2045 CZ   TYR B  99      31.770 -22.449  -0.895  1.00  0.00           C  
ATOM   2046 OH   TYR B  99      31.469 -23.710  -1.353  1.00  0.00           O  
ATOM   2047  N   ILE B 100      31.788 -16.133   2.780  1.00  0.00           N  
ATOM   2048 CA   ILE B 100      32.325 -14.888   3.325  1.00  0.00           C  
ATOM   2049  C   ILE B 100      33.792 -15.069   3.729  1.00  0.00           C  
ATOM   2050  O   ILE B 100      34.114 -15.926   4.552  1.00  0.00           O  
ATOM   2051 CB   ILE B 100      31.505 -14.388   4.514  1.00  0.00           C  
ATOM   2052 CG1  ILE B 100      30.007 -14.432   4.186  1.00  0.00           C  
ATOM   2053 CG2  ILE B 100      31.978 -12.969   4.888  1.00  0.00           C  
ATOM   2054 CD1  ILE B 100      29.104 -14.228   5.372  1.00  0.00           C  
ATOM   2055  N   SER B 101      34.661 -14.253   3.134  1.00  0.00           N  
ATOM   2056 CA   SER B 101      36.096 -14.262   3.390  1.00  0.00           C  
ATOM   2057  C   SER B 101      36.448 -13.299   4.516  1.00  0.00           C  
ATOM   2058  O   SER B 101      35.622 -12.482   4.928  1.00  0.00           O  
ATOM   2059 CB   SER B 101      36.813 -13.776   2.134  1.00  0.00           C  
ATOM   2060 OG   SER B 101      36.540 -12.389   1.932  1.00  0.00           O  
ATOM   2061  N   ALA B 102      37.692 -13.348   4.972  1.00  0.00           N  
ATOM   2062 CA   ALA B 102      38.157 -12.407   5.996  1.00  0.00           C  
ATOM   2063  C   ALA B 102      38.057 -10.983   5.481  1.00  0.00           C  
ATOM   2064  O   ALA B 102      37.587 -10.109   6.203  1.00  0.00           O  
ATOM   2065 CB   ALA B 102      39.579 -12.719   6.432  1.00  0.00           C  
ATOM   2066  N   ALA B 103      38.471 -10.748   4.231  1.00  0.00           N  
ATOM   2067 CA   ALA B 103      38.405  -9.387   3.664  1.00  0.00           C  
ATOM   2068  C   ALA B 103      36.965  -8.879   3.531  1.00  0.00           C  
ATOM   2069  O   ALA B 103      36.708  -7.679   3.694  1.00  0.00           O  
ATOM   2070 CB   ALA B 103      39.130  -9.300   2.311  1.00  0.00           C  
ATOM   2071  N   GLU B 104      36.029  -9.778   3.225  1.00  0.00           N  
ATOM   2072 CA   GLU B 104      34.631  -9.372   3.052  1.00  0.00           C  
ATOM   2073  C   GLU B 104      34.033  -9.019   4.401  1.00  0.00           C  
ATOM   2074  O   GLU B 104      33.263  -8.056   4.531  1.00  0.00           O  
ATOM   2075 CB   GLU B 104      33.813 -10.458   2.344  1.00  0.00           C  
ATOM   2076 CG   GLU B 104      34.048 -10.476   0.850  1.00  0.00           C  
ATOM   2077 CD   GLU B 104      33.340 -11.612   0.127  1.00  0.00           C  
ATOM   2078 OE1  GLU B 104      33.114 -11.474  -1.087  1.00  0.00           O  
ATOM   2079 OE2  GLU B 104      33.002 -12.649   0.746  1.00  0.00           O  
ATOM   2080  N   LEU B 105      34.418  -9.788   5.406  1.00  0.00           N  
ATOM   2081 CA   LEU B 105      34.055  -9.512   6.782  1.00  0.00           C  
ATOM   2082  C   LEU B 105      34.619  -8.178   7.272  1.00  0.00           C  
ATOM   2083  O   LEU B 105      33.929  -7.423   7.953  1.00  0.00           O  
ATOM   2084 CB   LEU B 105      34.565 -10.631   7.666  1.00  0.00           C  
ATOM   2085 CG   LEU B 105      34.065 -10.585   9.100  1.00  0.00           C  
ATOM   2086 CD1  LEU B 105      32.553 -10.467   9.107  1.00  0.00           C  
ATOM   2087 CD2  LEU B 105      34.534 -11.831   9.858  1.00  0.00           C  
ATOM   2088  N   ARG B 106      35.875  -7.899   6.930  1.00  0.00           N  
ATOM   2089 CA   ARG B 106      36.517  -6.635   7.302  1.00  0.00           C  
ATOM   2090  C   ARG B 106      35.798  -5.474   6.637  1.00  0.00           C  
ATOM   2091  O   ARG B 106      35.600  -4.424   7.263  1.00  0.00           O  
ATOM   2092 CB   ARG B 106      37.982  -6.608   6.881  1.00  0.00           C  
ATOM   2093 CG   ARG B 106      38.913  -7.466   7.725  1.00  0.00           C  
ATOM   2094 CD   ARG B 106      40.360  -7.072   7.501  1.00  0.00           C  
ATOM   2095 NE   ARG B 106      40.770  -7.128   6.097  1.00  0.00           N  
ATOM   2096 CZ   ARG B 106      41.327  -8.186   5.492  1.00  0.00           C  
ATOM   2097 NH1  ARG B 106      41.549  -9.312   6.151  1.00  0.00           N  
ATOM   2098 NH2  ARG B 106      41.651  -8.113   4.206  1.00  0.00           N  
ATOM   2099  N   HIS B 107      35.420  -5.670   5.372  1.00  0.00           N  
ATOM   2100 CA   HIS B 107      34.637  -4.688   4.613  1.00  0.00           C  
ATOM   2101  C   HIS B 107      33.364  -4.297   5.346  1.00  0.00           C  
ATOM   2102  O   HIS B 107      33.050  -3.107   5.458  1.00  0.00           O  
ATOM   2103 CB   HIS B 107      34.310  -5.206   3.210  1.00  0.00           C  
ATOM   2104 CG   HIS B 107      33.293  -4.384   2.482  1.00  0.00           C  
ATOM   2105 ND1  HIS B 107      32.065  -4.884   2.099  1.00  0.00           N  
ATOM   2106 CD2  HIS B 107      33.320  -3.094   2.069  1.00  0.00           C  
ATOM   2107 CE1  HIS B 107      31.379  -3.938   1.482  1.00  0.00           C  
ATOM   2108 NE2  HIS B 107      32.119  -2.843   1.447  1.00  0.00           N  
ATOM   2109  N   VAL B 108      32.637  -5.296   5.843  1.00  0.00           N  
ATOM   2110 CA   VAL B 108      31.396  -5.046   6.570  1.00  0.00           C  
ATOM   2111  C   VAL B 108      31.706  -4.267   7.829  1.00  0.00           C  
ATOM   2112  O   VAL B 108      31.093  -3.229   8.089  1.00  0.00           O  
ATOM   2113 CB   VAL B 108      30.623  -6.344   6.899  1.00  0.00           C  
ATOM   2114 CG1  VAL B 108      29.472  -6.082   7.891  1.00  0.00           C  
ATOM   2115 CG2  VAL B 108      30.089  -6.985   5.619  1.00  0.00           C  
ATOM   2116  N   MET B 109      32.672  -4.756   8.602  1.00  0.00           N  
ATOM   2117 CA   MET B 109      33.033  -4.076   9.843  1.00  0.00           C  
ATOM   2118  C   MET B 109      33.434  -2.627   9.577  1.00  0.00           C  
ATOM   2119  O   MET B 109      32.923  -1.727  10.239  1.00  0.00           O  
ATOM   2120 CB   MET B 109      34.132  -4.833  10.579  1.00  0.00           C  
ATOM   2121 CG   MET B 109      33.697  -6.196  11.067  1.00  0.00           C  
ATOM   2122 SD   MET B 109      35.035  -7.107  11.844  1.00  0.00           S  
ATOM   2123 CE   MET B 109      35.080  -6.306  13.440  1.00  0.00           C  
ATOM   2124  N   THR B 110      34.306  -2.403   8.586  1.00  0.00           N  
ATOM   2125 CA   THR B 110      34.787  -1.047   8.251  1.00  0.00           C  
ATOM   2126  C   THR B 110      33.650  -0.130   7.778  1.00  0.00           C  
ATOM   2127  O   THR B 110      33.651   1.058   8.085  1.00  0.00           O  
ATOM   2128 CB   THR B 110      35.960  -1.014   7.204  1.00  0.00           C  
ATOM   2129 OG1  THR B 110      35.441  -0.916   5.877  1.00  0.00           O  
ATOM   2130 CG2  THR B 110      36.853  -2.231   7.288  1.00  0.00           C  
ATOM   2131  N   ASN B 111      32.693  -0.687   7.036  1.00  0.00           N  
ATOM   2132 CA   ASN B 111      31.499   0.061   6.634  1.00  0.00           C  
ATOM   2133  C   ASN B 111      30.564   0.369   7.802  1.00  0.00           C  
ATOM   2134  O   ASN B 111      30.007   1.467   7.873  1.00  0.00           O  
ATOM   2135 CB   ASN B 111      30.753  -0.645   5.499  1.00  0.00           C  
ATOM   2136 CG   ASN B 111      31.329  -0.324   4.124  1.00  0.00           C  
ATOM   2137 OD1  ASN B 111      31.096  -1.048   3.162  1.00  0.00           O  
ATOM   2138 ND2  ASN B 111      32.076   0.771   4.027  1.00  0.00           N  
ATOM   2139  N   LEU B 112      30.406  -0.587   8.717  1.00  0.00           N  
ATOM   2140 CA   LEU B 112      29.626  -0.370   9.940  1.00  0.00           C  
ATOM   2141  C   LEU B 112      30.363   0.523  10.934  1.00  0.00           C  
ATOM   2142  O   LEU B 112      29.771   1.005  11.905  1.00  0.00           O  
ATOM   2143 CB   LEU B 112      29.267  -1.696  10.609  1.00  0.00           C  
ATOM   2144 CG   LEU B 112      27.883  -2.278  10.324  1.00  0.00           C  
ATOM   2145 CD1  LEU B 112      27.837  -2.936   8.964  1.00  0.00           C  
ATOM   2146 CD2  LEU B 112      27.506  -3.289  11.393  1.00  0.00           C  
ATOM   2147  N   GLY B 113      31.653   0.742  10.693  1.00  0.00           N  
ATOM   2148 CA   GLY B 113      32.458   1.620  11.542  1.00  0.00           C  
ATOM   2149  C   GLY B 113      32.968   0.927  12.795  1.00  0.00           C  
ATOM   2150  O   GLY B 113      33.351   1.585  13.769  1.00  0.00           O  
ATOM   2151  N   GLU B 114      32.983  -0.404  12.752  1.00  0.00           N  
ATOM   2152 CA   GLU B 114      33.375  -1.240  13.880  1.00  0.00           C  
ATOM   2153  C   GLU B 114      34.887  -1.390  13.958  1.00  0.00           C  
ATOM   2154  O   GLU B 114      35.546  -1.617  12.939  1.00  0.00           O  
ATOM   2155 CB   GLU B 114      32.741  -2.624  13.725  1.00  0.00           C  
ATOM   2156 CG   GLU B 114      32.566  -3.380  15.022  1.00  0.00           C  
ATOM   2157 CD   GLU B 114      31.308  -2.975  15.744  1.00  0.00           C  
ATOM   2158 OE1  GLU B 114      31.243  -1.831  16.249  1.00  0.00           O  
ATOM   2159 OE2  GLU B 114      30.377  -3.806  15.803  1.00  0.00           O  
ATOM   2160  N   LYS B 115      35.432  -1.282  15.167  1.00  0.00           N  
ATOM   2161 CA   LYS B 115      36.853  -1.542  15.401  1.00  0.00           C  
ATOM   2162  C   LYS B 115      37.155  -3.005  15.085  1.00  0.00           C  
ATOM   2163  O   LYS B 115      36.414  -3.910  15.491  1.00  0.00           O  
ATOM   2164 CB   LYS B 115      37.251  -1.203  16.842  1.00  0.00           C  
ATOM   2165  N   LEU B 116      38.228  -3.225  14.329  1.00  0.00           N  
ATOM   2166 CA   LEU B 116      38.607  -4.570  13.906  1.00  0.00           C  
ATOM   2167  C   LEU B 116      40.096  -4.857  14.123  1.00  0.00           C  
ATOM   2168  O   LEU B 116      40.927  -3.944  14.125  1.00  0.00           O  
ATOM   2169 CB   LEU B 116      38.217  -4.803  12.440  1.00  0.00           C  
ATOM   2170 CG   LEU B 116      39.040  -4.262  11.266  1.00  0.00           C  
ATOM   2171 CD1  LEU B 116      40.225  -5.176  10.951  1.00  0.00           C  
ATOM   2172 CD2  LEU B 116      38.146  -4.151  10.049  1.00  0.00           C  
ATOM   2173  N   THR B 117      40.407  -6.137  14.313  1.00  0.00           N  
ATOM   2174 CA   THR B 117      41.770  -6.640  14.212  1.00  0.00           C  
ATOM   2175  C   THR B 117      41.729  -7.896  13.343  1.00  0.00           C  
ATOM   2176  O   THR B 117      40.656  -8.440  13.106  1.00  0.00           O  
ATOM   2177 CB   THR B 117      42.385  -6.970  15.598  1.00  0.00           C  
ATOM   2178 OG1  THR B 117      41.584  -7.957  16.260  1.00  0.00           O  
ATOM   2179 CG2  THR B 117      42.482  -5.722  16.473  1.00  0.00           C  
ATOM   2180  N   ASP B 118      42.890  -8.352  12.866  1.00  0.00           N  
ATOM   2181 CA   ASP B 118      42.972  -9.600  12.102  1.00  0.00           C  
ATOM   2182  C   ASP B 118      42.627 -10.794  12.987  1.00  0.00           C  
ATOM   2183  O   ASP B 118      41.946 -11.730  12.554  1.00  0.00           O  
ATOM   2184 CB   ASP B 118      44.361  -9.782  11.485  1.00  0.00           C  
ATOM   2185 CG   ASP B 118      44.599  -8.880  10.297  1.00  0.00           C  
ATOM   2186 OD1  ASP B 118      43.619  -8.507   9.619  1.00  0.00           O  
ATOM   2187 OD2  ASP B 118      45.774  -8.554  10.035  1.00  0.00           O  
ATOM   2188  N   GLU B 119      43.089 -10.729  14.230  1.00  0.00           N  
ATOM   2189 CA   GLU B 119      42.862 -11.762  15.225  1.00  0.00           C  
ATOM   2190  C   GLU B 119      41.384 -11.952  15.550  1.00  0.00           C  
ATOM   2191  O   GLU B 119      40.914 -13.084  15.646  1.00  0.00           O  
ATOM   2192 CB   GLU B 119      43.654 -11.452  16.498  1.00  0.00           C  
ATOM   2193  N   GLU B 120      40.651 -10.853  15.716  1.00  0.00           N  
ATOM   2194 CA   GLU B 120      39.225 -10.972  16.027  1.00  0.00           C  
ATOM   2195  C   GLU B 120      38.387 -11.434  14.837  1.00  0.00           C  
ATOM   2196  O   GLU B 120      37.359 -12.075  15.021  1.00  0.00           O  
ATOM   2197 CB   GLU B 120      38.667  -9.708  16.702  1.00  0.00           C  
ATOM   2198 CG   GLU B 120      37.947  -8.699  15.819  1.00  0.00           C  
ATOM   2199 CD   GLU B 120      37.647  -7.410  16.560  1.00  0.00           C  
ATOM   2200 OE1  GLU B 120      38.503  -6.975  17.367  1.00  0.00           O  
ATOM   2201 OE2  GLU B 120      36.566  -6.824  16.348  1.00  0.00           O  
ATOM   2202  N   VAL B 121      38.834 -11.122  13.624  1.00  0.00           N  
ATOM   2203 CA   VAL B 121      38.175 -11.618  12.407  1.00  0.00           C  
ATOM   2204  C   VAL B 121      38.414 -13.134  12.273  1.00  0.00           C  
ATOM   2205  O   VAL B 121      37.502 -13.889  11.954  1.00  0.00           O  
ATOM   2206 CB   VAL B 121      38.623 -10.822  11.148  1.00  0.00           C  
ATOM   2207 CG1  VAL B 121      38.135 -11.476   9.852  1.00  0.00           C  
ATOM   2208 CG2  VAL B 121      38.111  -9.381  11.229  1.00  0.00           C  
ATOM   2209  N   ASP B 122      39.642 -13.563  12.557  1.00  0.00           N  
ATOM   2210 CA   ASP B 122      40.008 -14.976  12.567  1.00  0.00           C  
ATOM   2211  C   ASP B 122      39.177 -15.825  13.518  1.00  0.00           C  
ATOM   2212  O   ASP B 122      38.753 -16.919  13.151  1.00  0.00           O  
ATOM   2213 CB   ASP B 122      41.489 -15.137  12.915  1.00  0.00           C  
ATOM   2214 CG   ASP B 122      42.386 -14.752  11.778  1.00  0.00           C  
ATOM   2215 OD1  ASP B 122      41.912 -14.775  10.614  1.00  0.00           O  
ATOM   2216 OD2  ASP B 122      43.560 -14.408  12.043  1.00  0.00           O  
ATOM   2217  N   GLU B 123      38.958 -15.333  14.735  1.00  0.00           N  
ATOM   2218 CA   GLU B 123      38.118 -16.054  15.687  1.00  0.00           C  
ATOM   2219  C   GLU B 123      36.635 -16.007  15.309  1.00  0.00           C  
ATOM   2220  O   GLU B 123      35.911 -16.972  15.541  1.00  0.00           O  
ATOM   2221 CB   GLU B 123      38.376 -15.626  17.141  1.00  0.00           C  
ATOM   2222 CG   GLU B 123      38.281 -14.132  17.450  1.00  0.00           C  
ATOM   2223 CD   GLU B 123      38.798 -13.780  18.855  1.00  0.00           C  
ATOM   2224 OE1  GLU B 123      38.561 -14.557  19.818  1.00  0.00           O  
ATOM   2225 OE2  GLU B 123      39.437 -12.710  19.002  1.00  0.00           O  
ATOM   2226  N   MET B 124      36.192 -14.905  14.697  1.00  0.00           N  
ATOM   2227 CA   MET B 124      34.858 -14.861  14.102  1.00  0.00           C  
ATOM   2228  C   MET B 124      34.692 -16.016  13.111  1.00  0.00           C  
ATOM   2229  O   MET B 124      33.804 -16.848  13.272  1.00  0.00           O  
ATOM   2230 CB   MET B 124      34.581 -13.515  13.421  1.00  0.00           C  
ATOM   2231 CG   MET B 124      34.110 -12.410  14.366  1.00  0.00           C  
ATOM   2232 SD   MET B 124      34.054 -10.765  13.597  1.00  0.00           S  
ATOM   2233 CE   MET B 124      34.021  -9.717  15.053  1.00  0.00           C  
ATOM   2234  N   ILE B 125      35.565 -16.076  12.108  1.00  0.00           N  
ATOM   2235 CA   ILE B 125      35.486 -17.110  11.070  1.00  0.00           C  
ATOM   2236  C   ILE B 125      35.692 -18.499  11.649  1.00  0.00           C  
ATOM   2237  O   ILE B 125      34.898 -19.395  11.391  1.00  0.00           O  
ATOM   2238 CB   ILE B 125      36.483 -16.873   9.895  1.00  0.00           C  
ATOM   2239 CG1  ILE B 125      36.042 -15.683   9.043  1.00  0.00           C  
ATOM   2240 CG2  ILE B 125      36.592 -18.120   8.997  1.00  0.00           C  
ATOM   2241 CD1  ILE B 125      37.100 -15.193   8.117  1.00  0.00           C  
ATOM   2242  N   ARG B 126      36.756 -18.655  12.432  1.00  0.00           N  
ATOM   2243 CA   ARG B 126      37.103 -19.914  13.073  1.00  0.00           C  
ATOM   2244  C   ARG B 126      35.910 -20.569  13.773  1.00  0.00           C  
ATOM   2245  O   ARG B 126      35.750 -21.798  13.722  1.00  0.00           O  
ATOM   2246 CB   ARG B 126      38.252 -19.690  14.067  1.00  0.00           C  
ATOM   2247 CG   ARG B 126      38.511 -20.827  15.045  1.00  0.00           C  
ATOM   2248 CD   ARG B 126      39.885 -20.708  15.733  1.00  0.00           C  
ATOM   2249 NE   ARG B 126      40.975 -20.624  14.754  1.00  0.00           N  
ATOM   2250 CZ   ARG B 126      41.678 -19.523  14.496  1.00  0.00           C  
ATOM   2251 NH1  ARG B 126      41.432 -18.401  15.163  1.00  0.00           N  
ATOM   2252 NH2  ARG B 126      42.640 -19.552  13.580  1.00  0.00           N  
ATOM   2253  N   GLU B 127      35.092 -19.759  14.439  1.00  0.00           N  
ATOM   2254 CA   GLU B 127      33.973 -20.297  15.192  1.00  0.00           C  
ATOM   2255  C   GLU B 127      32.821 -20.700  14.269  1.00  0.00           C  
ATOM   2256  O   GLU B 127      32.255 -21.784  14.436  1.00  0.00           O  
ATOM   2257 CB   GLU B 127      33.542 -19.360  16.346  1.00  0.00           C  
ATOM   2258 CG   GLU B 127      32.515 -18.261  16.024  1.00  0.00           C  
ATOM   2259 CD   GLU B 127      31.848 -17.660  17.271  1.00  0.00           C  
ATOM   2260 OE1  GLU B 127      31.331 -16.524  17.172  1.00  0.00           O  
ATOM   2261 OE2  GLU B 127      31.830 -18.314  18.346  1.00  0.00           O  
ATOM   2262  N   ALA B 128      32.514 -19.863  13.278  1.00  0.00           N  
ATOM   2263 CA   ALA B 128      31.383 -20.126  12.378  1.00  0.00           C  
ATOM   2264  C   ALA B 128      31.693 -21.187  11.329  1.00  0.00           C  
ATOM   2265  O   ALA B 128      30.793 -21.896  10.864  1.00  0.00           O  
ATOM   2266 CB   ALA B 128      30.915 -18.849  11.718  1.00  0.00           C  
ATOM   2267  N   ASP B 129      32.977 -21.301  10.987  1.00  0.00           N  
ATOM   2268 CA   ASP B 129      33.450 -22.132   9.874  1.00  0.00           C  
ATOM   2269  C   ASP B 129      33.481 -23.631  10.213  1.00  0.00           C  
ATOM   2270  O   ASP B 129      34.459 -24.146  10.751  1.00  0.00           O  
ATOM   2271 CB   ASP B 129      34.815 -21.607   9.396  1.00  0.00           C  
ATOM   2272 CG   ASP B 129      35.469 -22.488   8.365  1.00  0.00           C  
ATOM   2273 OD1  ASP B 129      36.715 -22.540   8.348  1.00  0.00           O  
ATOM   2274 OD2  ASP B 129      34.751 -23.112   7.560  1.00  0.00           O  
ATOM   2275  N   ILE B 130      32.402 -24.323   9.866  1.00  0.00           N  
ATOM   2276 CA   ILE B 130      32.224 -25.737  10.214  1.00  0.00           C  
ATOM   2277  C   ILE B 130      33.005 -26.713   9.313  1.00  0.00           C  
ATOM   2278  O   ILE B 130      33.664 -27.624   9.824  1.00  0.00           O  
ATOM   2279 CB   ILE B 130      30.713 -26.103  10.291  1.00  0.00           C  
ATOM   2280 CG1  ILE B 130      30.083 -25.480  11.541  1.00  0.00           C  
ATOM   2281 CG2  ILE B 130      30.493 -27.622  10.264  1.00  0.00           C  
ATOM   2282 CD1  ILE B 130      28.626 -25.041  11.344  1.00  0.00           C  
ATOM   2283  N   ASP B 131      32.932 -26.526   7.992  1.00  0.00           N  
ATOM   2284 CA   ASP B 131      33.606 -27.417   7.032  1.00  0.00           C  
ATOM   2285  C   ASP B 131      35.131 -27.182   6.936  1.00  0.00           C  
ATOM   2286  O   ASP B 131      35.846 -27.921   6.253  1.00  0.00           O  
ATOM   2287 CB   ASP B 131      32.941 -27.344   5.646  1.00  0.00           C  
ATOM   2288 CG   ASP B 131      33.073 -25.983   5.010  1.00  0.00           C  
ATOM   2289 OD1  ASP B 131      33.821 -25.151   5.559  1.00  0.00           O  
ATOM   2290 OD2  ASP B 131      32.429 -25.721   3.969  1.00  0.00           O  
ATOM   2291  N   GLY B 132      35.619 -26.165   7.635  1.00  0.00           N  
ATOM   2292 CA   GLY B 132      37.054 -25.881   7.708  1.00  0.00           C  
ATOM   2293  C   GLY B 132      37.732 -25.321   6.458  1.00  0.00           C  
ATOM   2294  O   GLY B 132      38.947 -25.476   6.302  1.00  0.00           O  
ATOM   2295  N   ASP B 133      36.974 -24.666   5.578  1.00  0.00           N  
ATOM   2296 CA   ASP B 133      37.548 -24.054   4.367  1.00  0.00           C  
ATOM   2297  C   ASP B 133      38.103 -22.628   4.559  1.00  0.00           C  
ATOM   2298  O   ASP B 133      38.645 -22.023   3.626  1.00  0.00           O  
ATOM   2299 CB   ASP B 133      36.551 -24.094   3.186  1.00  0.00           C  
ATOM   2300 CG   ASP B 133      35.257 -23.298   3.444  1.00  0.00           C  
ATOM   2301 OD1  ASP B 133      34.433 -23.172   2.491  1.00  0.00           O  
ATOM   2302 OD2  ASP B 133      35.044 -22.802   4.582  1.00  0.00           O  
ATOM   2303  N   GLY B 134      37.963 -22.089   5.761  1.00  0.00           N  
ATOM   2304 CA   GLY B 134      38.466 -20.753   6.053  1.00  0.00           C  
ATOM   2305  C   GLY B 134      37.514 -19.615   5.721  1.00  0.00           C  
ATOM   2306  O   GLY B 134      37.873 -18.441   5.863  1.00  0.00           O  
ATOM   2307  N   GLN B 135      36.301 -19.943   5.270  1.00  0.00           N  
ATOM   2308 CA   GLN B 135      35.284 -18.926   5.002  1.00  0.00           C  
ATOM   2309  C   GLN B 135      33.934 -19.349   5.530  1.00  0.00           C  
ATOM   2310  O   GLN B 135      33.753 -20.492   5.915  1.00  0.00           O  
ATOM   2311 CB   GLN B 135      35.171 -18.651   3.508  1.00  0.00           C  
ATOM   2312 CG   GLN B 135      36.478 -18.187   2.879  1.00  0.00           C  
ATOM   2313 CD   GLN B 135      36.268 -17.520   1.547  1.00  0.00           C  
ATOM   2314 OE1  GLN B 135      37.069 -17.669   0.630  1.00  0.00           O  
ATOM   2315 NE2  GLN B 135      35.193 -16.759   1.439  1.00  0.00           N  
ATOM   2316  N   VAL B 136      32.974 -18.433   5.522  1.00  0.00           N  
ATOM   2317 CA   VAL B 136      31.644 -18.763   6.034  1.00  0.00           C  
ATOM   2318  C   VAL B 136      30.584 -18.846   4.926  1.00  0.00           C  
ATOM   2319  O   VAL B 136      30.223 -17.835   4.330  1.00  0.00           O  
ATOM   2320 CB   VAL B 136      31.224 -17.781   7.140  1.00  0.00           C  
ATOM   2321 CG1  VAL B 136      29.883 -18.170   7.695  1.00  0.00           C  
ATOM   2322 CG2  VAL B 136      32.299 -17.746   8.265  1.00  0.00           C  
ATOM   2323  N   ASN B 137      30.084 -20.058   4.664  1.00  0.00           N  
ATOM   2324 CA   ASN B 137      29.065 -20.257   3.632  1.00  0.00           C  
ATOM   2325  C   ASN B 137      27.672 -19.905   4.166  1.00  0.00           C  
ATOM   2326  O   ASN B 137      27.544 -19.584   5.345  1.00  0.00           O  
ATOM   2327 CB   ASN B 137      29.147 -21.671   3.023  1.00  0.00           C  
ATOM   2328 CG   ASN B 137      28.788 -22.779   4.008  1.00  0.00           C  
ATOM   2329 OD1  ASN B 137      28.247 -22.528   5.091  1.00  0.00           O  
ATOM   2330 ND2  ASN B 137      29.066 -24.031   3.618  1.00  0.00           N  
ATOM   2331  N   TYR B 138      26.645 -19.948   3.310  1.00  0.00           N  
ATOM   2332 CA   TYR B 138      25.281 -19.591   3.716  1.00  0.00           C  
ATOM   2333  C   TYR B 138      24.790 -20.368   4.925  1.00  0.00           C  
ATOM   2334  O   TYR B 138      24.221 -19.779   5.833  1.00  0.00           O  
ATOM   2335 CB   TYR B 138      24.263 -19.738   2.580  1.00  0.00           C  
ATOM   2336 CG   TYR B 138      22.901 -19.226   2.988  1.00  0.00           C  
ATOM   2337 CD1  TYR B 138      21.842 -20.095   3.205  1.00  0.00           C  
ATOM   2338 CD2  TYR B 138      22.684 -17.859   3.202  1.00  0.00           C  
ATOM   2339 CE1  TYR B 138      20.593 -19.626   3.601  1.00  0.00           C  
ATOM   2340 CE2  TYR B 138      21.446 -17.384   3.600  1.00  0.00           C  
ATOM   2341 CZ   TYR B 138      20.407 -18.273   3.797  1.00  0.00           C  
ATOM   2342 OH   TYR B 138      19.179 -17.804   4.189  1.00  0.00           O  
ATOM   2343  N   GLU B 139      25.017 -21.685   4.908  1.00  0.00           N  
ATOM   2344 CA   GLU B 139      24.589 -22.632   5.950  1.00  0.00           C  
ATOM   2345  C   GLU B 139      25.177 -22.268   7.323  1.00  0.00           C  
ATOM   2346  O   GLU B 139      24.481 -22.310   8.345  1.00  0.00           O  
ATOM   2347 CB   GLU B 139      25.010 -24.055   5.556  1.00  0.00           C  
ATOM   2348 CG   GLU B 139      24.184 -24.703   4.432  1.00  0.00           C  
ATOM   2349 CD   GLU B 139      24.122 -23.894   3.136  1.00  0.00           C  
ATOM   2350 OE1  GLU B 139      25.165 -23.352   2.694  1.00  0.00           O  
ATOM   2351 OE2  GLU B 139      23.015 -23.822   2.553  1.00  0.00           O  
ATOM   2352  N   GLU B 140      26.468 -21.934   7.324  1.00  0.00           N  
ATOM   2353 CA   GLU B 140      27.193 -21.530   8.528  1.00  0.00           C  
ATOM   2354  C   GLU B 140      26.775 -20.125   8.975  1.00  0.00           C  
ATOM   2355  O   GLU B 140      26.646 -19.847  10.169  1.00  0.00           O  
ATOM   2356 CB   GLU B 140      28.703 -21.602   8.276  1.00  0.00           C  
ATOM   2357 CG   GLU B 140      29.192 -23.014   7.962  1.00  0.00           C  
ATOM   2358 CD   GLU B 140      30.530 -23.047   7.243  1.00  0.00           C  
ATOM   2359 OE1  GLU B 140      30.926 -22.025   6.658  1.00  0.00           O  
ATOM   2360 OE2  GLU B 140      31.206 -24.094   7.253  1.00  0.00           O  
ATOM   2361  N   PHE B 141      26.540 -19.255   8.007  1.00  0.00           N  
ATOM   2362 CA   PHE B 141      26.093 -17.893   8.283  1.00  0.00           C  
ATOM   2363  C   PHE B 141      24.830 -17.894   9.139  1.00  0.00           C  
ATOM   2364  O   PHE B 141      24.745 -17.168  10.130  1.00  0.00           O  
ATOM   2365 CB   PHE B 141      25.849 -17.149   6.973  1.00  0.00           C  
ATOM   2366 CG   PHE B 141      25.507 -15.695   7.151  1.00  0.00           C  
ATOM   2367 CD1  PHE B 141      24.182 -15.269   7.118  1.00  0.00           C  
ATOM   2368 CD2  PHE B 141      26.512 -14.753   7.359  1.00  0.00           C  
ATOM   2369 CE1  PHE B 141      23.860 -13.931   7.281  1.00  0.00           C  
ATOM   2370 CE2  PHE B 141      26.208 -13.411   7.524  1.00  0.00           C  
ATOM   2371 CZ   PHE B 141      24.876 -12.993   7.484  1.00  0.00           C  
ATOM   2372  N   VAL B 142      23.865 -18.729   8.751  1.00  0.00           N  
ATOM   2373 CA   VAL B 142      22.582 -18.837   9.439  1.00  0.00           C  
ATOM   2374  C   VAL B 142      22.757 -19.078  10.940  1.00  0.00           C  
ATOM   2375  O   VAL B 142      22.164 -18.366  11.756  1.00  0.00           O  
ATOM   2376 CB   VAL B 142      21.662 -19.903   8.782  1.00  0.00           C  
ATOM   2377 CG1  VAL B 142      20.367 -20.065   9.570  1.00  0.00           C  
ATOM   2378 CG2  VAL B 142      21.348 -19.521   7.337  1.00  0.00           C  
ATOM   2379  N   GLN B 143      23.585 -20.062  11.296  1.00  0.00           N  
ATOM   2380 CA   GLN B 143      23.910 -20.336  12.699  1.00  0.00           C  
ATOM   2381  C   GLN B 143      24.564 -19.126  13.359  1.00  0.00           C  
ATOM   2382  O   GLN B 143      24.191 -18.738  14.472  1.00  0.00           O  
ATOM   2383 CB   GLN B 143      24.832 -21.548  12.829  1.00  0.00           C  
ATOM   2384 CG   GLN B 143      24.137 -22.890  12.717  1.00  0.00           C  
ATOM   2385 CD   GLN B 143      24.057 -23.390  11.287  1.00  0.00           C  
ATOM   2386 OE1  GLN B 143      24.887 -24.196  10.849  1.00  0.00           O  
ATOM   2387 NE2  GLN B 143      23.063 -22.910  10.548  1.00  0.00           N  
ATOM   2388  N   MET B 144      25.537 -18.539  12.658  1.00  0.00           N  
ATOM   2389 CA   MET B 144      26.220 -17.324  13.101  1.00  0.00           C  
ATOM   2390  C   MET B 144      25.229 -16.196  13.409  1.00  0.00           C  
ATOM   2391  O   MET B 144      25.434 -15.414  14.347  1.00  0.00           O  
ATOM   2392 CB   MET B 144      27.198 -16.871  12.026  1.00  0.00           C  
ATOM   2393 CG   MET B 144      28.155 -15.775  12.440  1.00  0.00           C  
ATOM   2394 SD   MET B 144      28.916 -15.035  10.995  1.00  0.00           S  
ATOM   2395 CE   MET B 144      29.214 -16.479  10.015  1.00  0.00           C  
ATOM   2396  N   MET B 145      24.152 -16.132  12.626  1.00  0.00           N  
ATOM   2397 CA   MET B 145      23.117 -15.128  12.809  1.00  0.00           C  
ATOM   2398  C   MET B 145      21.887 -15.720  13.497  1.00  0.00           C  
ATOM   2399  O   MET B 145      20.766 -15.241  13.308  1.00  0.00           O  
ATOM   2400 CB   MET B 145      22.748 -14.520  11.463  1.00  0.00           C  
ATOM   2401 CG   MET B 145      22.731 -13.014  11.473  1.00  0.00           C  
ATOM   2402 SD   MET B 145      24.279 -12.270  10.914  1.00  0.00           S  
ATOM   2403 CE   MET B 145      25.294 -12.185  12.401  1.00  0.00           C  
ATOM   2404  N   THR B 146      22.115 -16.761  14.298  1.00  0.00           N  
ATOM   2405 CA   THR B 146      21.068 -17.419  15.085  1.00  0.00           C  
ATOM   2406  C   THR B 146      21.536 -17.625  16.525  1.00  0.00           C  
ATOM   2407  O   THR B 146      21.797 -16.663  17.246  1.00  0.00           O  
ATOM   2408 CB   THR B 146      20.656 -18.774  14.455  1.00  0.00           C  
ATOM   2409 OG1  THR B 146      19.748 -18.541  13.369  1.00  0.00           O  
ATOM   2410 CG2  THR B 146      19.995 -19.699  15.482  1.00  0.00           C  
ATOM   2411  N   GLU B1612       8.192  -6.518   5.151  1.00  0.00           N  
ATOM   2412 CA   GLU B1612       8.985  -7.571   5.858  1.00  0.00           C  
ATOM   2413  C   GLU B1612      10.490  -7.516   5.569  1.00  0.00           C  
ATOM   2414  O   GLU B1612      11.295  -7.873   6.428  1.00  0.00           O  
ATOM   2415 CB   GLU B1612       8.439  -8.967   5.545  1.00  0.00           C  
ATOM   2416  N   VAL B1613      10.874  -7.088   4.365  1.00  0.00           N  
ATOM   2417 CA   VAL B1613      12.298  -6.885   4.064  1.00  0.00           C  
ATOM   2418  C   VAL B1613      12.793  -5.611   4.746  1.00  0.00           C  
ATOM   2419  O   VAL B1613      13.949  -5.535   5.174  1.00  0.00           O  
ATOM   2420 CB   VAL B1613      12.628  -6.887   2.528  1.00  0.00           C  
ATOM   2421 CG1  VAL B1613      11.820  -7.970   1.784  1.00  0.00           C  
ATOM   2422 CG2  VAL B1613      12.412  -5.512   1.894  1.00  0.00           C  
ATOM   2423  N   THR B1614      11.906  -4.619   4.850  1.00  0.00           N  
ATOM   2424 CA   THR B1614      12.177  -3.396   5.610  1.00  0.00           C  
ATOM   2425  C   THR B1614      12.540  -3.762   7.049  1.00  0.00           C  
ATOM   2426  O   THR B1614      13.628  -3.434   7.529  1.00  0.00           O  
ATOM   2427 CB   THR B1614      10.956  -2.454   5.613  1.00  0.00           C  
ATOM   2428 OG1  THR B1614      10.738  -1.935   4.300  1.00  0.00           O  
ATOM   2429 CG2  THR B1614      11.149  -1.298   6.602  1.00  0.00           C  
ATOM   2430  N   VAL B1615      11.624  -4.451   7.726  1.00  0.00           N  
ATOM   2431 CA   VAL B1615      11.855  -4.928   9.092  1.00  0.00           C  
ATOM   2432  C   VAL B1615      13.178  -5.693   9.166  1.00  0.00           C  
ATOM   2433  O   VAL B1615      13.959  -5.524  10.118  1.00  0.00           O  
ATOM   2434 CB   VAL B1615      10.685  -5.818   9.585  1.00  0.00           C  
ATOM   2435 CG1  VAL B1615      10.966  -6.363  10.994  1.00  0.00           C  
ATOM   2436 CG2  VAL B1615       9.373  -5.039   9.557  1.00  0.00           C  
ATOM   2437  N   GLY B1616      13.428  -6.511   8.143  1.00  0.00           N  
ATOM   2438 CA   GLY B1616      14.684  -7.254   8.014  1.00  0.00           C  
ATOM   2439  C   GLY B1616      15.936  -6.392   8.061  1.00  0.00           C  
ATOM   2440  O   GLY B1616      16.932  -6.787   8.668  1.00  0.00           O  
ATOM   2441  N   LYS B1617      15.881  -5.220   7.423  1.00  0.00           N  
ATOM   2442 CA   LYS B1617      17.008  -4.274   7.386  1.00  0.00           C  
ATOM   2443  C   LYS B1617      17.275  -3.643   8.748  1.00  0.00           C  
ATOM   2444  O   LYS B1617      18.422  -3.558   9.196  1.00  0.00           O  
ATOM   2445 CB   LYS B1617      16.772  -3.186   6.331  1.00  0.00           C  
ATOM   2446 CG   LYS B1617      16.899  -3.690   4.893  1.00  0.00           C  
ATOM   2447 CD   LYS B1617      16.074  -2.839   3.943  1.00  0.00           C  
ATOM   2448 CE   LYS B1617      15.816  -3.560   2.632  1.00  0.00           C  
ATOM   2449 NZ   LYS B1617      17.016  -3.561   1.742  1.00  0.00           N  
ATOM   2450  N   PHE B1618      16.208  -3.196   9.392  1.00  0.00           N  
ATOM   2451 CA   PHE B1618      16.304  -2.671  10.738  1.00  0.00           C  
ATOM   2452  C   PHE B1618      16.881  -3.728  11.667  1.00  0.00           C  
ATOM   2453  O   PHE B1618      17.791  -3.435  12.444  1.00  0.00           O  
ATOM   2454 CB   PHE B1618      14.922  -2.206  11.225  1.00  0.00           C  
ATOM   2455 CG   PHE B1618      14.485  -0.899  10.623  1.00  0.00           C  
ATOM   2456 CD1  PHE B1618      15.125   0.288  10.972  1.00  0.00           C  
ATOM   2457 CD2  PHE B1618      13.435  -0.854   9.722  1.00  0.00           C  
ATOM   2458 CE1  PHE B1618      14.727   1.499  10.432  1.00  0.00           C  
ATOM   2459 CE2  PHE B1618      13.032   0.343   9.179  1.00  0.00           C  
ATOM   2460 CZ   PHE B1618      13.676   1.530   9.535  1.00  0.00           C  
ATOM   2461  N   TYR B1619      16.379  -4.960  11.542  1.00  0.00           N  
ATOM   2462 CA   TYR B1619      16.764  -6.030  12.450  1.00  0.00           C  
ATOM   2463  C   TYR B1619      18.171  -6.532  12.153  1.00  0.00           C  
ATOM   2464  O   TYR B1619      18.908  -6.872  13.070  1.00  0.00           O  
ATOM   2465 CB   TYR B1619      15.755  -7.186  12.444  1.00  0.00           C  
ATOM   2466 CG   TYR B1619      15.770  -7.965  13.745  1.00  0.00           C  
ATOM   2467 CD1  TYR B1619      15.327  -7.373  14.924  1.00  0.00           C  
ATOM   2468 CD2  TYR B1619      16.240  -9.278  13.801  1.00  0.00           C  
ATOM   2469 CE1  TYR B1619      15.343  -8.050  16.123  1.00  0.00           C  
ATOM   2470 CE2  TYR B1619      16.261  -9.979  15.005  1.00  0.00           C  
ATOM   2471 CZ   TYR B1619      15.808  -9.349  16.165  1.00  0.00           C  
ATOM   2472 OH   TYR B1619      15.804 -10.002  17.371  1.00  0.00           O  
ATOM   2473  N   ALA B1620      18.539  -6.555  10.876  1.00  0.00           N  
ATOM   2474 CA   ALA B1620      19.878  -6.977  10.455  1.00  0.00           C  
ATOM   2475  C   ALA B1620      20.926  -6.053  11.062  1.00  0.00           C  
ATOM   2476  O   ALA B1620      21.938  -6.506  11.582  1.00  0.00           O  
ATOM   2477 CB   ALA B1620      19.982  -6.974   8.942  1.00  0.00           C  
ATOM   2478  N   THR B1621      20.659  -4.753  11.001  1.00  0.00           N  
ATOM   2479 CA   THR B1621      21.515  -3.738  11.590  1.00  0.00           C  
ATOM   2480  C   THR B1621      21.651  -3.986  13.100  1.00  0.00           C  
ATOM   2481  O   THR B1621      22.753  -3.974  13.648  1.00  0.00           O  
ATOM   2482 CB   THR B1621      20.940  -2.344  11.304  1.00  0.00           C  
ATOM   2483 OG1  THR B1621      20.677  -2.231   9.899  1.00  0.00           O  
ATOM   2484 CG2  THR B1621      21.913  -1.259  11.734  1.00  0.00           C  
ATOM   2485  N   PHE B1622      20.523  -4.224  13.755  1.00  0.00           N  
ATOM   2486 CA   PHE B1622      20.521  -4.551  15.173  1.00  0.00           C  
ATOM   2487  C   PHE B1622      21.449  -5.733  15.449  1.00  0.00           C  
ATOM   2488  O   PHE B1622      22.255  -5.684  16.385  1.00  0.00           O  
ATOM   2489 CB   PHE B1622      19.091  -4.842  15.665  1.00  0.00           C  
ATOM   2490 CG   PHE B1622      19.028  -5.413  17.061  1.00  0.00           C  
ATOM   2491 CD1  PHE B1622      18.960  -6.794  17.262  1.00  0.00           C  
ATOM   2492 CD2  PHE B1622      19.044  -4.575  18.170  1.00  0.00           C  
ATOM   2493 CE1  PHE B1622      18.929  -7.334  18.541  1.00  0.00           C  
ATOM   2494 CE2  PHE B1622      19.009  -5.102  19.451  1.00  0.00           C  
ATOM   2495 CZ   PHE B1622      18.947  -6.490  19.640  1.00  0.00           C  
ATOM   2496  N   LEU B1623      21.335  -6.783  14.632  1.00  0.00           N  
ATOM   2497 CA   LEU B1623      22.153  -7.992  14.793  1.00  0.00           C  
ATOM   2498  C   LEU B1623      23.637  -7.661  14.684  1.00  0.00           C  
ATOM   2499  O   LEU B1623      24.444  -8.114  15.503  1.00  0.00           O  
ATOM   2500 CB   LEU B1623      21.756  -9.078  13.779  1.00  0.00           C  
ATOM   2501 CG   LEU B1623      20.375  -9.756  13.870  1.00  0.00           C  
ATOM   2502 CD1  LEU B1623      20.109 -10.639  12.652  1.00  0.00           C  
ATOM   2503 CD2  LEU B1623      20.203 -10.548  15.158  1.00  0.00           C  
ATOM   2504  N   ILE B1624      23.971  -6.850  13.683  1.00  0.00           N  
ATOM   2505 CA   ILE B1624      25.337  -6.391  13.448  1.00  0.00           C  
ATOM   2506  C   ILE B1624      25.833  -5.601  14.660  1.00  0.00           C  
ATOM   2507  O   ILE B1624      26.884  -5.924  15.229  1.00  0.00           O  
ATOM   2508 CB   ILE B1624      25.440  -5.566  12.122  1.00  0.00           C  
ATOM   2509 CG1  ILE B1624      25.187  -6.475  10.912  1.00  0.00           C  
ATOM   2510 CG2  ILE B1624      26.798  -4.859  12.005  1.00  0.00           C  
ATOM   2511 CD1  ILE B1624      24.940  -5.747   9.604  1.00  0.00           C  
ATOM   2512  N   GLN B1625      25.060  -4.592  15.064  1.00  0.00           N  
ATOM   2513 CA   GLN B1625      25.331  -3.837  16.281  1.00  0.00           C  
ATOM   2514  C   GLN B1625      25.107  -4.734  17.491  1.00  0.00           C  
ATOM   2515  O   GLN B1625      26.044  -5.050  18.221  1.00  0.00           O  
ATOM   2516 CB   GLN B1625      24.412  -2.617  16.365  1.00  0.00           C  
TER    2517      GLN B1625                                                      
HETATM 2518   CA  CA B 501      17.535  12.119  14.654  1.00  0.00          CA  
HETATM 2519   CA  CA B 502       6.066   8.355  13.920  1.00  0.00          CA  
HETATM 2520   CA  CA B 503      32.443 -13.959  -1.020  1.00  0.00          CA  
HETATM 2521   CA  CA B 504      33.101 -22.785   5.990  1.00  0.00          CA  
HETATM 2522   NI  NI B 505      33.281  -0.147   0.528  1.00  0.00          NI  
ATOM   2523  N   LEU C   4       7.761  -6.392  27.161  1.00  0.00           N  
ATOM   2524 CA   LEU C   4       9.256  -6.332  27.183  1.00  0.00           C  
ATOM   2525  C   LEU C   4       9.816  -6.033  28.572  1.00  0.00           C  
ATOM   2526  O   LEU C   4       9.174  -5.389  29.411  1.00  0.00           O  
ATOM   2527 CB   LEU C   4       9.799  -5.331  26.144  1.00  0.00           C  
ATOM   2528 CG   LEU C   4      10.293  -5.882  24.803  1.00  0.00           C  
ATOM   2529 CD1  LEU C   4       9.404  -6.984  24.274  1.00  0.00           C  
ATOM   2530 CD2  LEU C   4      10.355  -4.772  23.792  1.00  0.00           C  
ATOM   2531  N   THR C   5      11.428  -6.857  28.361  1.00  0.00           N  
ATOM   2532 CA   THR C   5      12.228  -6.679  29.540  1.00  0.00           C  
ATOM   2533  C   THR C   5      12.857  -5.277  29.569  1.00  0.00           C  
ATOM   2534  O   THR C   5      13.181  -4.717  28.526  1.00  0.00           O  
ATOM   2535 CB   THR C   5      13.286  -7.806  29.548  1.00  0.00           C  
ATOM   2536 OG1  THR C   5      12.801  -8.892  30.338  1.00  0.00           O  
ATOM   2537 CG2  THR C   5      14.593  -7.360  30.067  1.00  0.00           C  
ATOM   2538  N   GLU C   6      13.025  -4.730  30.774  1.00  0.00           N  
ATOM   2539 CA   GLU C   6      13.757  -3.471  30.983  1.00  0.00           C  
ATOM   2540  C   GLU C   6      15.149  -3.442  30.288  1.00  0.00           C  
ATOM   2541  O   GLU C   6      15.454  -2.498  29.562  1.00  0.00           O  
ATOM   2542 CB   GLU C   6      13.870  -3.163  32.489  1.00  0.00           C  
ATOM   2543 CG   GLU C   6      13.833  -1.668  32.831  1.00  0.00           C  
ATOM   2544 CD   GLU C   6      12.410  -1.100  32.955  1.00  0.00           C  
ATOM   2545 OE1  GLU C   6      12.037  -0.661  34.068  1.00  0.00           O  
ATOM   2546 OE2  GLU C   6      11.662  -1.096  31.957  1.00  0.00           O  
ATOM   2547  N   GLU C   7      15.960  -4.486  30.500  1.00  0.00           N  
ATOM   2548 CA   GLU C   7      17.266  -4.668  29.828  1.00  0.00           C  
ATOM   2549  C   GLU C   7      17.158  -4.862  28.311  1.00  0.00           C  
ATOM   2550  O   GLU C   7      17.996  -4.368  27.538  1.00  0.00           O  
ATOM   2551 CB   GLU C   7      18.011  -5.865  30.436  1.00  0.00           C  
ATOM   2552  N   GLN C   8      16.147  -5.603  27.873  1.00  0.00           N  
ATOM   2553 CA   GLN C   8      15.838  -5.671  26.437  1.00  0.00           C  
ATOM   2554  C   GLN C   8      15.606  -4.277  25.897  1.00  0.00           C  
ATOM   2555  O   GLN C   8      16.132  -3.917  24.844  1.00  0.00           O  
ATOM   2556 CB   GLN C   8      14.590  -6.485  26.197  1.00  0.00           C  
ATOM   2557 CG   GLN C   8      14.738  -7.987  26.296  1.00  0.00           C  
ATOM   2558 CD   GLN C   8      13.456  -8.664  25.864  1.00  0.00           C  
ATOM   2559 OE1  GLN C   8      12.747  -9.249  26.674  1.00  0.00           O  
ATOM   2560 NE2  GLN C   8      13.119  -8.534  24.579  1.00  0.00           N  
ATOM   2561  N   ILE C   9      14.798  -3.487  26.605  1.00  0.00           N  
ATOM   2562 CA   ILE C   9      14.490  -2.109  26.163  1.00  0.00           C  
ATOM   2563  C   ILE C   9      15.758  -1.226  26.101  1.00  0.00           C  
ATOM   2564  O   ILE C   9      15.957  -0.492  25.141  1.00  0.00           O  
ATOM   2565 CB   ILE C   9      13.348  -1.436  27.035  1.00  0.00           C  
ATOM   2566 CG1  ILE C   9      12.016  -2.199  26.876  1.00  0.00           C  
ATOM   2567 CG2  ILE C   9      13.114   0.041  26.611  1.00  0.00           C  
ATOM   2568 CD1  ILE C   9      10.938  -1.898  27.961  1.00  0.00           C  
ATOM   2569  N   ALA C  10      16.614  -1.324  27.118  1.00  0.00           N  
ATOM   2570 CA   ALA C  10      17.930  -0.657  27.145  1.00  0.00           C  
ATOM   2571  C   ALA C  10      18.818  -1.015  25.941  1.00  0.00           C  
ATOM   2572  O   ALA C  10      19.463  -0.136  25.365  1.00  0.00           O  
ATOM   2573 CB   ALA C  10      18.669  -0.961  28.488  1.00  0.00           C  
ATOM   2574  N   GLU C  11      18.840  -2.294  25.553  1.00  0.00           N  
ATOM   2575 CA   GLU C  11      19.597  -2.732  24.367  1.00  0.00           C  
ATOM   2576  C   GLU C  11      19.020  -2.124  23.097  1.00  0.00           C  
ATOM   2577  O   GLU C  11      19.766  -1.677  22.214  1.00  0.00           O  
ATOM   2578 CB   GLU C  11      19.615  -4.259  24.244  1.00  0.00           C  
ATOM   2579 CG   GLU C  11      20.398  -4.968  25.341  1.00  0.00           C  
ATOM   2580 CD   GLU C  11      21.859  -4.552  25.383  1.00  0.00           C  
ATOM   2581 OE1  GLU C  11      22.492  -4.506  24.310  1.00  0.00           O  
ATOM   2582 OE2  GLU C  11      22.371  -4.270  26.489  1.00  0.00           O  
ATOM   2583  N   PHE C  12      17.693  -2.088  23.017  1.00  0.00           N  
ATOM   2584 CA   PHE C  12      17.033  -1.468  21.856  1.00  0.00           C  
ATOM   2585  C   PHE C  12      17.284   0.031  21.744  1.00  0.00           C  
ATOM   2586  O   PHE C  12      17.295   0.584  20.636  1.00  0.00           O  
ATOM   2587 CB   PHE C  12      15.538  -1.772  21.838  1.00  0.00           C  
ATOM   2588 CG   PHE C  12      15.212  -3.162  21.387  1.00  0.00           C  
ATOM   2589 CD1  PHE C  12      14.374  -3.970  22.133  1.00  0.00           C  
ATOM   2590 CD2  PHE C  12      15.747  -3.674  20.207  1.00  0.00           C  
ATOM   2591 CE1  PHE C  12      14.077  -5.277  21.727  1.00  0.00           C  
ATOM   2592 CE2  PHE C  12      15.459  -4.974  19.795  1.00  0.00           C  
ATOM   2593 CZ   PHE C  12      14.622  -5.782  20.564  1.00  0.00           C  
ATOM   2594  N   LYS C  13      17.461   0.700  22.877  1.00  0.00           N  
ATOM   2595 CA   LYS C  13      17.797   2.113  22.884  1.00  0.00           C  
ATOM   2596  C   LYS C  13      19.190   2.353  22.264  1.00  0.00           C  
ATOM   2597  O   LYS C  13      19.360   3.284  21.482  1.00  0.00           O  
ATOM   2598 CB   LYS C  13      17.672   2.699  24.304  1.00  0.00           C  
ATOM   2599 CG   LYS C  13      18.028   4.190  24.430  1.00  0.00           C  
ATOM   2600 CD   LYS C  13      16.965   5.084  23.754  1.00  0.00           C  
ATOM   2601 CE   LYS C  13      16.039   5.765  24.758  1.00  0.00           C  
ATOM   2602 NZ   LYS C  13      16.081   5.205  26.169  1.00  0.00           N  
ATOM   2603  N   GLU C  14      20.186   1.531  22.615  1.00  0.00           N  
ATOM   2604 CA   GLU C  14      21.493   1.601  21.931  1.00  0.00           C  
ATOM   2605  C   GLU C  14      21.356   1.349  20.399  1.00  0.00           C  
ATOM   2606  O   GLU C  14      22.017   1.985  19.570  1.00  0.00           O  
ATOM   2607 CB   GLU C  14      22.506   0.640  22.579  1.00  0.00           C  
ATOM   2608 CG   GLU C  14      22.815   0.934  24.083  1.00  0.00           C  
ATOM   2609 CD   GLU C  14      23.657  -0.130  24.748  1.00  0.00           C  
ATOM   2610 OE1  GLU C  14      23.860  -0.051  25.983  1.00  0.00           O  
ATOM   2611 OE2  GLU C  14      24.136  -1.052  24.055  1.00  0.00           O  
ATOM   2612  N   ALA C  15      20.477   0.435  20.017  1.00  0.00           N  
ATOM   2613 CA   ALA C  15      20.226   0.183  18.593  1.00  0.00           C  
ATOM   2614  C   ALA C  15      19.654   1.423  17.912  1.00  0.00           C  
ATOM   2615  O   ALA C  15      20.064   1.830  16.789  1.00  0.00           O  
ATOM   2616 CB   ALA C  15      19.260  -0.968  18.462  1.00  0.00           C  
ATOM   2617  N   PHE C  16      18.664   2.010  18.568  1.00  0.00           N  
ATOM   2618 CA   PHE C  16      17.986   3.199  18.042  1.00  0.00           C  
ATOM   2619  C   PHE C  16      18.981   4.358  17.865  1.00  0.00           C  
ATOM   2620  O   PHE C  16      18.937   5.087  16.879  1.00  0.00           O  
ATOM   2621 CB   PHE C  16      16.825   3.541  18.982  1.00  0.00           C  
ATOM   2622 CG   PHE C  16      16.025   4.746  18.584  1.00  0.00           C  
ATOM   2623 CD1  PHE C  16      14.896   4.609  17.786  1.00  0.00           C  
ATOM   2624 CD2  PHE C  16      16.368   6.015  19.038  1.00  0.00           C  
ATOM   2625 CE1  PHE C  16      14.143   5.701  17.438  1.00  0.00           C  
ATOM   2626 CE2  PHE C  16      15.600   7.134  18.661  1.00  0.00           C  
ATOM   2627 CZ   PHE C  16      14.507   6.975  17.897  1.00  0.00           C  
ATOM   2628  N   SER C  17      19.900   4.511  18.823  1.00  0.00           N  
ATOM   2629 CA   SER C  17      20.925   5.553  18.759  1.00  0.00           C  
ATOM   2630  C   SER C  17      21.876   5.410  17.566  1.00  0.00           C  
ATOM   2631  O   SER C  17      22.495   6.392  17.152  1.00  0.00           O  
ATOM   2632 CB   SER C  17      21.740   5.587  20.064  1.00  0.00           C  
ATOM   2633 OG   SER C  17      20.929   6.013  21.147  1.00  0.00           O  
ATOM   2634  N   LEU C  18      21.999   4.198  17.022  1.00  0.00           N  
ATOM   2635 CA   LEU C  18      22.839   3.978  15.837  1.00  0.00           C  
ATOM   2636  C   LEU C  18      22.222   4.562  14.556  1.00  0.00           C  
ATOM   2637  O   LEU C  18      22.931   4.842  13.594  1.00  0.00           O  
ATOM   2638 CB   LEU C  18      23.199   2.497  15.659  1.00  0.00           C  
ATOM   2639 CG   LEU C  18      24.247   1.879  16.595  1.00  0.00           C  
ATOM   2640 CD1  LEU C  18      24.298   0.384  16.342  1.00  0.00           C  
ATOM   2641 CD2  LEU C  18      25.617   2.488  16.367  1.00  0.00           C  
ATOM   2642  N   PHE C  19      20.903   4.733  14.558  1.00  0.00           N  
ATOM   2643 CA   PHE C  19      20.196   5.395  13.484  1.00  0.00           C  
ATOM   2644  C   PHE C  19      20.020   6.884  13.802  1.00  0.00           C  
ATOM   2645  O   PHE C  19      20.267   7.731  12.942  1.00  0.00           O  
ATOM   2646 CB   PHE C  19      18.803   4.789  13.295  1.00  0.00           C  
ATOM   2647 CG   PHE C  19      18.793   3.431  12.689  1.00  0.00           C  
ATOM   2648 CD1  PHE C  19      18.741   2.304  13.497  1.00  0.00           C  
ATOM   2649 CD2  PHE C  19      18.800   3.271  11.300  1.00  0.00           C  
ATOM   2650 CE1  PHE C  19      18.723   1.028  12.936  1.00  0.00           C  
ATOM   2651 CE2  PHE C  19      18.740   1.983  10.718  1.00  0.00           C  
ATOM   2652 CZ   PHE C  19      18.705   0.866  11.553  1.00  0.00           C  
ATOM   2653  N   ASP C  20      19.572   7.180  15.025  1.00  0.00           N  
ATOM   2654 CA   ASP C  20      19.368   8.552  15.500  1.00  0.00           C  
ATOM   2655  C   ASP C  20      20.706   9.195  15.907  1.00  0.00           C  
ATOM   2656  O   ASP C  20      21.017   9.357  17.088  1.00  0.00           O  
ATOM   2657 CB   ASP C  20      18.375   8.558  16.656  1.00  0.00           C  
ATOM   2658 CG   ASP C  20      18.127   9.946  17.209  1.00  0.00           C  
ATOM   2659 OD1  ASP C  20      18.191  10.911  16.415  1.00  0.00           O  
ATOM   2660 OD2  ASP C  20      17.865  10.080  18.426  1.00  0.00           O  
ATOM   2661  N   LYS C  21      21.509   9.539  14.909  1.00  0.00           N  
ATOM   2662 CA   LYS C  21      22.878   9.946  15.176  1.00  0.00           C  
ATOM   2663  C   LYS C  21      22.964  11.351  15.787  1.00  0.00           C  
ATOM   2664  O   LYS C  21      23.935  11.665  16.493  1.00  0.00           O  
ATOM   2665 CB   LYS C  21      23.774   9.745  13.931  1.00  0.00           C  
ATOM   2666 CG   LYS C  21      24.091   8.251  13.638  1.00  0.00           C  
ATOM   2667 CD   LYS C  21      25.186   8.058  12.569  1.00  0.00           C  
ATOM   2668 CE   LYS C  21      24.952   6.772  11.720  1.00  0.00           C  
ATOM   2669 NZ   LYS C  21      25.634   5.571  12.319  1.00  0.00           N  
ATOM   2670  N   ASP C  22      21.939  12.177  15.566  1.00  0.00           N  
ATOM   2671 CA   ASP C  22      21.908  13.508  16.200  1.00  0.00           C  
ATOM   2672  C   ASP C  22      21.240  13.531  17.579  1.00  0.00           C  
ATOM   2673  O   ASP C  22      21.068  14.597  18.167  1.00  0.00           O  
ATOM   2674 CB   ASP C  22      21.293  14.571  15.267  1.00  0.00           C  
ATOM   2675 CG   ASP C  22      19.806  14.365  15.024  1.00  0.00           C  
ATOM   2676 OD1  ASP C  22      19.219  13.406  15.575  1.00  0.00           O  
ATOM   2677 OD2  ASP C  22      19.211  15.185  14.290  1.00  0.00           O  
ATOM   2678  N   GLY C  23      20.858  12.359  18.082  1.00  0.00           N  
ATOM   2679 CA   GLY C  23      20.281  12.217  19.427  1.00  0.00           C  
ATOM   2680  C   GLY C  23      19.021  13.017  19.730  1.00  0.00           C  
ATOM   2681  O   GLY C  23      18.727  13.290  20.890  1.00  0.00           O  
ATOM   2682  N   ASP C  24      18.260  13.372  18.701  1.00  0.00           N  
ATOM   2683 CA   ASP C  24      17.046  14.170  18.901  1.00  0.00           C  
ATOM   2684  C   ASP C  24      15.787  13.341  19.220  1.00  0.00           C  
ATOM   2685  O   ASP C  24      14.717  13.906  19.467  1.00  0.00           O  
ATOM   2686 CB   ASP C  24      16.815  15.120  17.717  1.00  0.00           C  
ATOM   2687 CG   ASP C  24      16.072  14.457  16.538  1.00  0.00           C  
ATOM   2688 OD1  ASP C  24      15.347  15.197  15.855  1.00  0.00           O  
ATOM   2689 OD2  ASP C  24      16.199  13.238  16.276  1.00  0.00           O  
ATOM   2690  N   GLY C  25      15.924  12.012  19.229  1.00  0.00           N  
ATOM   2691 CA   GLY C  25      14.823  11.136  19.596  1.00  0.00           C  
ATOM   2692  C   GLY C  25      13.925  10.666  18.466  1.00  0.00           C  
ATOM   2693  O   GLY C  25      12.901  10.029  18.717  1.00  0.00           O  
ATOM   2694  N   THR C  26      14.280  10.984  17.216  1.00  0.00           N  
ATOM   2695 CA   THR C  26      13.536  10.465  16.056  1.00  0.00           C  
ATOM   2696  C   THR C  26      14.505   9.999  14.985  1.00  0.00           C  
ATOM   2697  O   THR C  26      15.588  10.566  14.830  1.00  0.00           O  
ATOM   2698 CB   THR C  26      12.602  11.515  15.408  1.00  0.00           C  
ATOM   2699 OG1  THR C  26      13.392  12.447  14.666  1.00  0.00           O  
ATOM   2700 CG2  THR C  26      11.764  12.272  16.480  1.00  0.00           C  
ATOM   2701  N   ILE C  27      14.138   8.950  14.263  1.00  0.00           N  
ATOM   2702 CA   ILE C  27      14.892   8.594  13.076  1.00  0.00           C  
ATOM   2703  C   ILE C  27      14.141   9.175  11.891  1.00  0.00           C  
ATOM   2704  O   ILE C  27      12.930   8.953  11.749  1.00  0.00           O  
ATOM   2705 CB   ILE C  27      15.049   7.062  12.928  1.00  0.00           C  
ATOM   2706 CG1  ILE C  27      15.694   6.491  14.206  1.00  0.00           C  
ATOM   2707 CG2  ILE C  27      15.912   6.716  11.683  1.00  0.00           C  
ATOM   2708 CD1  ILE C  27      15.520   4.954  14.373  1.00  0.00           C  
ATOM   2709  N   THR C  28      14.872   9.909  11.044  1.00  0.00           N  
ATOM   2710 CA   THR C  28      14.329  10.529   9.854  1.00  0.00           C  
ATOM   2711  C   THR C  28      14.771   9.723   8.618  1.00  0.00           C  
ATOM   2712  O   THR C  28      15.635   8.838   8.706  1.00  0.00           O  
ATOM   2713 CB   THR C  28      14.881  11.959   9.719  1.00  0.00           C  
ATOM   2714 OG1  THR C  28      16.300  11.886   9.559  1.00  0.00           O  
ATOM   2715 CG2  THR C  28      14.582  12.817  10.980  1.00  0.00           C  
ATOM   2716  N   THR C  29      14.175  10.029   7.471  1.00  0.00           N  
ATOM   2717 CA   THR C  29      14.559   9.446   6.180  1.00  0.00           C  
ATOM   2718  C   THR C  29      16.024   9.749   5.883  1.00  0.00           C  
ATOM   2719  O   THR C  29      16.752   8.903   5.341  1.00  0.00           O  
ATOM   2720 CB   THR C  29      13.686  10.017   5.031  1.00  0.00           C  
ATOM   2721 OG1  THR C  29      13.715  11.442   5.095  1.00  0.00           O  
ATOM   2722 CG2  THR C  29      12.248   9.562   5.173  1.00  0.00           C  
ATOM   2723  N   LYS C  30      16.490  10.925   6.287  1.00  0.00           N  
ATOM   2724 CA   LYS C  30      17.907  11.277   6.070  1.00  0.00           C  
ATOM   2725  C   LYS C  30      18.908  10.437   6.915  1.00  0.00           C  
ATOM   2726  O   LYS C  30      19.962   9.982   6.404  1.00  0.00           O  
ATOM   2727 CB   LYS C  30      18.121  12.772   6.286  1.00  0.00           C  
ATOM   2728 CG   LYS C  30      19.567  13.223   6.136  1.00  0.00           C  
ATOM   2729  N   GLU C  31      18.577  10.215   8.192  1.00  0.00           N  
ATOM   2730 CA   GLU C  31      19.358   9.279   9.024  1.00  0.00           C  
ATOM   2731  C   GLU C  31      19.356   7.850   8.505  1.00  0.00           C  
ATOM   2732  O   GLU C  31      20.381   7.140   8.557  1.00  0.00           O  
ATOM   2733 CB   GLU C  31      18.884   9.340  10.466  1.00  0.00           C  
ATOM   2734 CG   GLU C  31      19.316  10.660  11.094  1.00  0.00           C  
ATOM   2735 CD   GLU C  31      18.655  10.925  12.406  1.00  0.00           C  
ATOM   2736 OE1  GLU C  31      19.330  11.469  13.308  1.00  0.00           O  
ATOM   2737 OE2  GLU C  31      17.459  10.601  12.552  1.00  0.00           O  
ATOM   2738  N   LEU C  32      18.556   7.281   8.067  1.00  0.00           N  
ATOM   2739 CA   LEU C  32      18.495   5.917   7.584  1.00  0.00           C  
ATOM   2740  C   LEU C  32      19.439   5.775   6.389  1.00  0.00           C  
ATOM   2741  O   LEU C  32      20.182   4.800   6.305  1.00  0.00           O  
ATOM   2742 CB   LEU C  32      17.085   5.557   7.155  1.00  0.00           C  
ATOM   2743 CG   LEU C  32      16.589   4.107   7.192  1.00  0.00           C  
ATOM   2744 CD1  LEU C  32      15.620   3.835   6.074  1.00  0.00           C  
ATOM   2745 CD2  LEU C  32      17.604   2.939   7.315  1.00  0.00           C  
ATOM   2746  N   GLY C  33      19.396   6.758   5.477  1.00  0.00           N  
ATOM   2747 CA   GLY C  33      20.273   6.808   4.291  1.00  0.00           C  
ATOM   2748  C   GLY C  33      21.745   6.773   4.644  1.00  0.00           C  
ATOM   2749  O   GLY C  33      22.535   6.102   3.990  1.00  0.00           O  
ATOM   2750  N   THR C  34      22.117   7.488   5.698  1.00  0.00           N  
ATOM   2751 CA   THR C  34      23.514   7.519   6.142  1.00  0.00           C  
ATOM   2752  C   THR C  34      24.062   6.120   6.517  1.00  0.00           C  
ATOM   2753  O   THR C  34      25.132   5.711   6.042  1.00  0.00           O  
ATOM   2754 CB   THR C  34      23.679   8.513   7.281  1.00  0.00           C  
ATOM   2755 OG1  THR C  34      23.200   9.795   6.835  1.00  0.00           O  
ATOM   2756 CG2  THR C  34      25.162   8.635   7.709  1.00  0.00           C  
ATOM   2757  N   VAL C  35      23.309   5.407   7.349  1.00  0.00           N  
ATOM   2758 CA   VAL C  35      23.675   4.045   7.773  1.00  0.00           C  
ATOM   2759  C   VAL C  35      23.691   3.126   6.564  1.00  0.00           C  
ATOM   2760  O   VAL C  35      24.649   2.416   6.344  1.00  0.00           O  
ATOM   2761 CB   VAL C  35      22.690   3.471   8.797  1.00  0.00           C  
ATOM   2762 CG1  VAL C  35      23.120   2.062   9.161  1.00  0.00           C  
ATOM   2763 CG2  VAL C  35      22.652   4.335  10.071  1.00  0.00           C  
ATOM   2764  N   MET C  36      22.635   3.159   5.750  1.00  0.00           N  
ATOM   2765 CA   MET C  36      22.652   2.338   4.555  1.00  0.00           C  
ATOM   2766  C   MET C  36      23.837   2.593   3.645  1.00  0.00           C  
ATOM   2767  O   MET C  36      24.452   1.646   3.143  1.00  0.00           O  
ATOM   2768 CB   MET C  36      21.333   2.432   3.788  1.00  0.00           C  
ATOM   2769 CG   MET C  36      20.279   1.645   4.523  1.00  0.00           C  
ATOM   2770 SD   MET C  36      18.710   1.620   3.758  1.00  0.00           S  
ATOM   2771 CE   MET C  36      19.074   0.414   2.485  1.00  0.00           C  
ATOM   2772  N   ARG C  37      24.162   3.865   3.431  1.00  0.00           N  
ATOM   2773 CA   ARG C  37      25.278   4.205   2.551  1.00  0.00           C  
ATOM   2774  C   ARG C  37      26.613   3.742   3.111  1.00  0.00           C  
ATOM   2775  O   ARG C  37      27.533   3.370   2.336  1.00  0.00           O  
ATOM   2776 CB   ARG C  37      25.323   5.697   2.248  1.00  0.00           C  
ATOM   2777 CG   ARG C  37      24.421   6.074   1.083  1.00  0.00           C  
ATOM   2778 CD   ARG C  37      24.627   7.524   0.676  1.00  0.00           C  
ATOM   2779 NE   ARG C  37      24.281   8.424   1.768  1.00  0.00           N  
ATOM   2780 CZ   ARG C  37      23.078   8.954   1.961  1.00  0.00           C  
ATOM   2781 NH1  ARG C  37      22.062   8.689   1.132  1.00  0.00           N  
ATOM   2782 NH2  ARG C  37      22.897   9.761   2.998  1.00  0.00           N  
ATOM   2783  N   SER C  38      26.738   3.751   4.441  1.00  0.00           N  
ATOM   2784 CA   SER C  38      28.014   3.346   5.020  1.00  0.00           C  
ATOM   2785  C   SER C  38      28.262   1.889   4.627  1.00  0.00           C  
ATOM   2786  O   SER C  38      29.405   1.506   4.350  1.00  0.00           O  
ATOM   2787 CB   SER C  38      28.074   3.570   6.540  1.00  0.00           C  
ATOM   2788 OG   SER C  38      27.155   2.750   7.243  1.00  0.00           O  
ATOM   2789  N   LEU C  39      27.172   1.113   4.546  1.00  0.00           N  
ATOM   2790 CA   LEU C  39      27.222  -0.309   4.142  1.00  0.00           C  
ATOM   2791  C   LEU C  39      27.387  -0.563   2.661  1.00  0.00           C  
ATOM   2792  O   LEU C  39      27.445  -1.730   2.238  1.00  0.00           O  
ATOM   2793 CB   LEU C  39      25.999  -1.059   4.614  1.00  0.00           C  
ATOM   2794 CG   LEU C  39      25.883  -1.074   6.123  1.00  0.00           C  
ATOM   2795 CD1  LEU C  39      24.439  -1.411   6.514  1.00  0.00           C  
ATOM   2796 CD2  LEU C  39      26.917  -2.052   6.743  1.00  0.00           C  
ATOM   2797  N   GLY C  40      27.503   0.503   1.888  1.00  0.00           N  
ATOM   2798 CA   GLY C  40      27.758   0.377   0.462  1.00  0.00           C  
ATOM   2799  C   GLY C  40      26.480   0.326  -0.362  1.00  0.00           C  
ATOM   2800  O   GLY C  40      26.527   0.132  -1.579  1.00  0.00           O  
ATOM   2801  N   GLN C  41      25.330   0.544   0.287  1.00  0.00           N  
ATOM   2802 CA   GLN C  41      24.065   0.585  -0.431  1.00  0.00           C  
ATOM   2803  C   GLN C  41      23.805   2.017  -0.851  1.00  0.00           C  
ATOM   2804  O   GLN C  41      24.389   2.944  -0.291  1.00  0.00           O  
ATOM   2805 CB   GLN C  41      22.943   0.086   0.445  1.00  0.00           C  
ATOM   2806 CG   GLN C  41      23.307  -1.203   1.116  1.00  0.00           C  
ATOM   2807 CD   GLN C  41      22.207  -1.708   1.959  1.00  0.00           C  
ATOM   2808 OE1  GLN C  41      21.956  -1.204   3.058  1.00  0.00           O  
ATOM   2809 NE2  GLN C  41      21.523  -2.719   1.463  1.00  0.00           N  
ATOM   2810  N   ASN C  42      22.948   2.191  -1.852  1.00  0.00           N  
ATOM   2811 CA   ASN C  42      22.684   3.515  -2.384  1.00  0.00           C  
ATOM   2812  C   ASN C  42      21.172   3.667  -2.614  1.00  0.00           C  
ATOM   2813  O   ASN C  42      20.715   3.715  -3.747  1.00  0.00           O  
ATOM   2814 CB   ASN C  42      23.529   3.745  -3.650  1.00  0.00           C  
ATOM   2815 CG   ASN C  42      23.355   5.146  -4.246  1.00  0.00           C  
ATOM   2816 OD1  ASN C  42      23.390   5.309  -5.475  1.00  0.00           O  
ATOM   2817 ND2  ASN C  42      23.183   6.159  -3.386  1.00  0.00           N  
ATOM   2818  N   PRO C  43      20.382   3.697  -1.522  1.00  0.00           N  
ATOM   2819 CA   PRO C  43      18.948   3.795  -1.675  1.00  0.00           C  
ATOM   2820  C   PRO C  43      18.570   5.193  -2.197  1.00  0.00           C  
ATOM   2821  O   PRO C  43      19.191   6.183  -1.803  1.00  0.00           O  
ATOM   2822 CB   PRO C  43      18.436   3.560  -0.232  1.00  0.00           C  
ATOM   2823 CG   PRO C  43      19.495   4.117   0.604  1.00  0.00           C  
ATOM   2824 CD   PRO C  43      20.766   3.648  -0.100  1.00  0.00           C  
ATOM   2825  N   THR C  44      17.618   5.249  -3.130  1.00  0.00           N  
ATOM   2826 CA   THR C  44      17.010   6.517  -3.533  1.00  0.00           C  
ATOM   2827  C   THR C  44      16.200   7.157  -2.375  1.00  0.00           C  
ATOM   2828  O   THR C  44      15.901   6.527  -1.348  1.00  0.00           O  
ATOM   2829 CB   THR C  44      16.075   6.306  -4.749  1.00  0.00           C  
ATOM   2830 OG1  THR C  44      14.974   5.501  -4.330  1.00  0.00           O  
ATOM   2831 CG2  THR C  44      16.837   5.559  -5.891  1.00  0.00           C  
ATOM   2832  N   GLU C  45      15.866   8.427  -2.530  1.00  0.00           N  
ATOM   2833 CA   GLU C  45      15.039   9.112  -1.558  1.00  0.00           C  
ATOM   2834  C   GLU C  45      13.645   8.456  -1.467  1.00  0.00           C  
ATOM   2835  O   GLU C  45      13.063   8.379  -0.380  1.00  0.00           O  
ATOM   2836 CB   GLU C  45      14.920  10.595  -1.958  1.00  0.00           C  
ATOM   2837 CG   GLU C  45      16.205  11.392  -1.703  1.00  0.00           C  
ATOM   2838 CD   GLU C  45      16.596  11.305  -0.236  1.00  0.00           C  
ATOM   2839 OE1  GLU C  45      15.771  11.704   0.615  1.00  0.00           O  
ATOM   2840 OE2  GLU C  45      17.693  10.790   0.076  1.00  0.00           O  
ATOM   2841  N   ALA C  46      13.099   8.007  -2.598  1.00  0.00           N  
ATOM   2842 CA   ALA C  46      11.783   7.339  -2.567  1.00  0.00           C  
ATOM   2843  C   ALA C  46      11.855   6.005  -1.792  1.00  0.00           C  
ATOM   2844  O   ALA C  46      10.931   5.637  -1.062  1.00  0.00           O  
ATOM   2845 CB   ALA C  46      11.224   7.125  -4.011  1.00  0.00           C  
ATOM   2846  N   GLU C  47      12.947   5.271  -1.985  1.00  0.00           N  
ATOM   2847 CA   GLU C  47      13.157   4.002  -1.278  1.00  0.00           C  
ATOM   2848  C   GLU C  47      13.276   4.231   0.244  1.00  0.00           C  
ATOM   2849  O   GLU C  47      12.669   3.511   1.027  1.00  0.00           O  
ATOM   2850 CB   GLU C  47      14.388   3.273  -1.842  1.00  0.00           C  
ATOM   2851 CG   GLU C  47      14.087   2.560  -3.171  1.00  0.00           C  
ATOM   2852 CD   GLU C  47      15.339   2.124  -3.930  1.00  0.00           C  
ATOM   2853 OE1  GLU C  47      15.146   1.408  -4.941  1.00  0.00           O  
ATOM   2854 OE2  GLU C  47      16.480   2.483  -3.537  1.00  0.00           O  
ATOM   2855  N   LEU C  48      14.025   5.251   0.652  1.00  0.00           N  
ATOM   2856 CA   LEU C  48      14.169   5.580   2.082  1.00  0.00           C  
ATOM   2857  C   LEU C  48      12.852   5.959   2.695  1.00  0.00           C  
ATOM   2858  O   LEU C  48      12.565   5.607   3.824  1.00  0.00           O  
ATOM   2859 CB   LEU C  48      15.137   6.730   2.271  1.00  0.00           C  
ATOM   2860 CG   LEU C  48      16.552   6.285   1.902  1.00  0.00           C  
ATOM   2861 CD1  LEU C  48      17.401   7.544   1.772  1.00  0.00           C  
ATOM   2862 CD2  LEU C  48      17.096   5.350   2.969  1.00  0.00           C  
ATOM   2863  N   GLN C  49      12.055   6.712   1.934  1.00  0.00           N  
ATOM   2864  N   ASP C  50       9.845   4.906   1.592  1.00  0.00           N  
ATOM   2865 CA   ASP C  50       9.092   3.618   1.690  1.00  0.00           C  
ATOM   2866  C   ASP C  50       9.526   2.832   2.967  1.00  0.00           C  
ATOM   2867  O   ASP C  50       8.690   2.354   3.736  1.00  0.00           O  
ATOM   2868 CB   ASP C  50       9.327   2.751   0.449  1.00  0.00           C  
ATOM   2869 CG   ASP C  50       8.365   1.545   0.367  1.00  0.00           C  
ATOM   2870 OD1  ASP C  50       7.462   1.372   1.218  1.00  0.00           O  
ATOM   2871 OD2  ASP C  50       8.507   0.757  -0.588  1.00  0.00           O  
ATOM   2872  N   MET C  51      10.821   2.724   3.195  1.00  0.00           N  
ATOM   2873 CA   MET C  51      11.319   2.015   4.402  1.00  0.00           C  
ATOM   2874  C   MET C  51      10.907   2.647   5.730  1.00  0.00           C  
ATOM   2875  O   MET C  51      10.489   1.930   6.672  1.00  0.00           O  
ATOM   2876 CB   MET C  51      12.837   1.871   4.332  1.00  0.00           C  
ATOM   2877 CG   MET C  51      13.295   0.994   3.187  1.00  0.00           C  
ATOM   2878 SD   MET C  51      15.100   1.044   3.187  1.00  0.00           S  
ATOM   2879 CE   MET C  51      15.434   1.236   1.473  1.00  0.00           C  
ATOM   2880  N   ILE C  52      11.047   3.971   5.834  1.00  0.00           N  
ATOM   2881 CA   ILE C  52      10.595   4.716   7.023  1.00  0.00           C  
ATOM   2882  C   ILE C  52       9.102   4.509   7.219  1.00  0.00           C  
ATOM   2883  O   ILE C  52       8.641   4.254   8.339  1.00  0.00           O  
ATOM   2884 CB   ILE C  52      10.894   6.249   6.904  1.00  0.00           C  
ATOM   2885 CG1  ILE C  52      12.423   6.496   6.986  1.00  0.00           C  
ATOM   2886 CG2  ILE C  52      10.148   7.084   7.984  1.00  0.00           C  
ATOM   2887 CD1  ILE C  52      13.077   6.228   8.363  1.00  0.00           C  
ATOM   2888  N   ASN C  53       7.923   4.765   6.509  1.00  0.00           N  
ATOM   2889 CA   ASN C  53       6.492   4.659   6.678  1.00  0.00           C  
ATOM   2890  C   ASN C  53       6.050   3.319   7.250  1.00  0.00           C  
ATOM   2891  O   ASN C  53       5.047   3.261   7.952  1.00  0.00           O  
ATOM   2892 CB   ASN C  53       5.746   4.905   5.360  1.00  0.00           C  
ATOM   2893 CG   ASN C  53       4.241   4.893   5.545  1.00  0.00           C  
ATOM   2894 OD1  ASN C  53       3.683   5.710   6.296  1.00  0.00           O  
ATOM   2895 ND2  ASN C  53       3.570   3.967   4.860  1.00  0.00           N  
ATOM   2896  N   GLU C  54       6.773   2.242   6.932  1.00  0.00           N  
ATOM   2897 CA   GLU C  54       6.415   0.910   7.449  1.00  0.00           C  
ATOM   2898  C   GLU C  54       6.378   0.938   8.964  1.00  0.00           C  
ATOM   2899  O   GLU C  54       5.497   0.322   9.570  1.00  0.00           O  
ATOM   2900 CB   GLU C  54       7.436  -0.135   6.994  1.00  0.00           C  
ATOM   2901 CG   GLU C  54       7.202  -0.694   5.601  1.00  0.00           C  
ATOM   2902 CD   GLU C  54       5.951  -1.555   5.544  1.00  0.00           C  
ATOM   2903 OE1  GLU C  54       5.852  -2.498   6.372  1.00  0.00           O  
ATOM   2904 OE2  GLU C  54       5.056  -1.277   4.703  1.00  0.00           O  
ATOM   2905  N   VAL C  55       7.341   1.649   9.549  1.00  0.00           N  
ATOM   2906 CA   VAL C  55       7.604   1.657  10.986  1.00  0.00           C  
ATOM   2907  C   VAL C  55       6.869   2.825  11.691  1.00  0.00           C  
ATOM   2908  O   VAL C  55       6.698   2.786  12.886  1.00  0.00           O  
ATOM   2909 CB   VAL C  55       9.138   1.727  11.283  1.00  0.00           C  
ATOM   2910 CG1  VAL C  55       9.450   1.436  12.774  1.00  0.00           C  
ATOM   2911 CG2  VAL C  55       9.931   0.737  10.421  1.00  0.00           C  
ATOM   2912  N   ASP C  56       6.447   3.834  10.916  1.00  0.00           N  
ATOM   2913 CA   ASP C  56       5.900   5.097  11.396  1.00  0.00           C  
ATOM   2914  C   ASP C  56       4.419   4.952  11.783  1.00  0.00           C  
ATOM   2915  O   ASP C  56       3.522   5.291  11.018  1.00  0.00           O  
ATOM   2916 CB   ASP C  56       6.111   6.158  10.308  1.00  0.00           C  
ATOM   2917 CG   ASP C  56       5.569   7.518  10.672  1.00  0.00           C  
ATOM   2918 OD1  ASP C  56       5.297   7.811  11.830  1.00  0.00           O  
ATOM   2919 OD2  ASP C  56       5.421   8.327   9.768  1.00  0.00           O  
ATOM   2920  N   ALA C  57       4.178   4.436  12.985  1.00  0.00           N  
ATOM   2921 CA   ALA C  57       2.825   4.117  13.452  1.00  0.00           C  
ATOM   2922  C   ALA C  57       1.890   5.312  13.394  1.00  0.00           C  
ATOM   2923  O   ALA C  57       0.771   5.208  12.861  1.00  0.00           O  
ATOM   2924 CB   ALA C  57       2.871   3.553  14.873  1.00  0.00           C  
ATOM   2925  N   ASP C  58       2.338   6.451  13.917  1.00  0.00           N  
ATOM   2926 CA   ASP C  58       1.467   7.617  13.902  1.00  0.00           C  
ATOM   2927  C   ASP C  58       1.517   8.438  12.610  1.00  0.00           C  
ATOM   2928  O   ASP C  58       0.805   9.421  12.496  1.00  0.00           O  
ATOM   2929 CB   ASP C  58       1.653   8.511  15.143  1.00  0.00           C  
ATOM   2930 CG   ASP C  58       2.968   9.273  15.135  1.00  0.00           C  
ATOM   2931 OD1  ASP C  58       3.783   9.056  14.213  1.00  0.00           O  
ATOM   2932 OD2  ASP C  58       3.198  10.076  16.064  1.00  0.00           O  
ATOM   2933  N   GLY C  59       2.344   8.048  11.645  1.00  0.00           N  
ATOM   2934 CA   GLY C  59       2.369   8.750  10.358  1.00  0.00           C  
ATOM   2935  C   GLY C  59       2.837  10.198  10.381  1.00  0.00           C  
ATOM   2936  O   GLY C  59       2.594  10.922   9.422  1.00  0.00           O  
ATOM   2937  N   ASN C  60       3.531  10.616  11.450  1.00  0.00           N  
ATOM   2938 CA   ASN C  60       4.157  11.949  11.527  1.00  0.00           C  
ATOM   2939  C   ASN C  60       5.438  12.130  10.672  1.00  0.00           C  
ATOM   2940  O   ASN C  60       5.997  13.225  10.605  1.00  0.00           O  
ATOM   2941 CB   ASN C  60       4.406  12.375  12.986  1.00  0.00           C  
ATOM   2942 CG   ASN C  60       5.590  11.659  13.628  1.00  0.00           C  
ATOM   2943 OD1  ASN C  60       6.071  10.636  13.124  1.00  0.00           O  
ATOM   2944 ND2  ASN C  60       6.044  12.173  14.786  1.00  0.00           N  
ATOM   2945  N   GLY C  61       5.896  11.056  10.035  1.00  0.00           N  
ATOM   2946 CA   GLY C  61       6.993  11.123   9.090  1.00  0.00           C  
ATOM   2947  C   GLY C  61       8.350  10.678   9.603  1.00  0.00           C  
ATOM   2948  O   GLY C  61       9.285  10.551   8.814  1.00  0.00           O  
ATOM   2949  N   THR C  62       8.482  10.480  10.912  1.00  0.00           N  
ATOM   2950 CA   THR C  62       9.746   9.996  11.497  1.00  0.00           C  
ATOM   2951  C   THR C  62       9.461   8.856  12.486  1.00  0.00           C  
ATOM   2952  O   THR C  62       8.310   8.641  12.860  1.00  0.00           O  
ATOM   2953 CB   THR C  62      10.477  11.113  12.293  1.00  0.00           C  
ATOM   2954 OG1  THR C  62       9.630  11.564  13.360  1.00  0.00           O  
ATOM   2955 CG2  THR C  62      10.837  12.288  11.406  1.00  0.00           C  
ATOM   2956  N   ILE C  63      10.503   8.164  12.952  1.00  0.00           N  
ATOM   2957 CA   ILE C  63      10.333   7.059  13.896  1.00  0.00           C  
ATOM   2958  C   ILE C  63      10.789   7.483  15.279  1.00  0.00           C  
ATOM   2959  O   ILE C  63      11.929   7.930  15.460  1.00  0.00           O  
ATOM   2960 CB   ILE C  63      11.103   5.809  13.417  1.00  0.00           C  
ATOM   2961 CG1  ILE C  63      10.702   5.460  11.981  1.00  0.00           C  
ATOM   2962 CG2  ILE C  63      10.889   4.595  14.353  1.00  0.00           C  
ATOM   2963 CD1  ILE C  63      11.729   4.516  11.313  1.00  0.00           C  
ATOM   2964  N   ASP C  64       9.894   7.343  16.250  1.00  0.00           N  
ATOM   2965 CA   ASP C  64      10.244   7.620  17.616  1.00  0.00           C  
ATOM   2966  C   ASP C  64      10.641   6.287  18.267  1.00  0.00           C  
ATOM   2967  O   ASP C  64      10.499   5.220  17.648  1.00  0.00           O  
ATOM   2968 CB   ASP C  64       9.153   8.429  18.353  1.00  0.00           C  
ATOM   2969 CG   ASP C  64       7.819   7.678  18.525  1.00  0.00           C  
ATOM   2970 OD1  ASP C  64       6.782   8.355  18.815  1.00  0.00           O  
ATOM   2971 OD2  ASP C  64       7.796   6.430  18.410  1.00  0.00           O  
ATOM   2972  N   PHE C  65      11.207   6.339  19.469  1.00  0.00           N  
ATOM   2973 CA   PHE C  65      11.681   5.114  20.110  1.00  0.00           C  
ATOM   2974  C   PHE C  65      10.552   4.035  20.330  1.00  0.00           C  
ATOM   2975  O   PHE C  65      10.762   2.846  20.026  1.00  0.00           O  
ATOM   2976 CB   PHE C  65      12.516   5.439  21.380  1.00  0.00           C  
ATOM   2977 CG   PHE C  65      13.074   4.223  22.046  1.00  0.00           C  
ATOM   2978 CD1  PHE C  65      12.758   3.935  23.366  1.00  0.00           C  
ATOM   2979 CD2  PHE C  65      13.846   3.306  21.313  1.00  0.00           C  
ATOM   2980 CE1  PHE C  65      13.254   2.766  23.969  1.00  0.00           C  
ATOM   2981 CE2  PHE C  65      14.343   2.150  21.905  1.00  0.00           C  
ATOM   2982 CZ   PHE C  65      14.046   1.878  23.229  1.00  0.00           C  
ATOM   2983  N   PRO C  66       9.358   4.440  20.836  1.00  0.00           N  
ATOM   2984 CA   PRO C  66       8.203   3.539  20.961  1.00  0.00           C  
ATOM   2985  C   PRO C  66       7.795   2.830  19.646  1.00  0.00           C  
ATOM   2986  O   PRO C  66       7.455   1.639  19.659  1.00  0.00           O  
ATOM   2987 CB   PRO C  66       7.085   4.490  21.425  1.00  0.00           C  
ATOM   2988 CG   PRO C  66       7.853   5.525  22.288  1.00  0.00           C  
ATOM   2989 CD   PRO C  66       9.059   5.777  21.392  1.00  0.00           C  
ATOM   2990  N   GLU C  67       7.818   3.556  18.539  1.00  0.00           N  
ATOM   2991 CA   GLU C  67       7.590   2.959  17.201  1.00  0.00           C  
ATOM   2992  C   GLU C  67       8.702   1.982  16.823  1.00  0.00           C  
ATOM   2993  O   GLU C  67       8.448   0.926  16.247  1.00  0.00           O  
ATOM   2994 CB   GLU C  67       7.421   4.041  16.131  1.00  0.00           C  
ATOM   2995 CG   GLU C  67       6.131   4.871  16.296  1.00  0.00           C  
ATOM   2996 CD   GLU C  67       6.097   6.126  15.411  1.00  0.00           C  
ATOM   2997 OE1  GLU C  67       7.169   6.582  14.938  1.00  0.00           O  
ATOM   2998 OE2  GLU C  67       4.986   6.681  15.178  1.00  0.00           O  
ATOM   2999  N   PHE C  68       9.926   2.328  17.184  1.00  0.00           N  
ATOM   3000 CA   PHE C  68      11.091   1.482  16.917  1.00  0.00           C  
ATOM   3001  C   PHE C  68      10.976   0.214  17.718  1.00  0.00           C  
ATOM   3002  O   PHE C  68      11.185  -0.881  17.193  1.00  0.00           O  
ATOM   3003 CB   PHE C  68      12.364   2.253  17.271  1.00  0.00           C  
ATOM   3004 CG   PHE C  68      13.649   1.511  17.007  1.00  0.00           C  
ATOM   3005 CD1  PHE C  68      14.274   1.579  15.755  1.00  0.00           C  
ATOM   3006 CD2  PHE C  68      14.272   0.808  18.027  1.00  0.00           C  
ATOM   3007 CE1  PHE C  68      15.503   0.931  15.523  1.00  0.00           C  
ATOM   3008 CE2  PHE C  68      15.483   0.153  17.811  1.00  0.00           C  
ATOM   3009 CZ   PHE C  68      16.103   0.221  16.545  1.00  0.00           C  
ATOM   3010  N   LEU C  69      10.634   0.362  18.999  1.00  0.00           N  
ATOM   3011 CA   LEU C  69      10.398  -0.778  19.882  1.00  0.00           C  
ATOM   3012  C   LEU C  69       9.284  -1.705  19.399  1.00  0.00           C  
ATOM   3013  O   LEU C  69       9.466  -2.909  19.380  1.00  0.00           O  
ATOM   3014 CB   LEU C  69      10.044  -0.322  21.306  1.00  0.00           C  
ATOM   3015 CG   LEU C  69      11.170   0.032  22.248  1.00  0.00           C  
ATOM   3016 CD1  LEU C  69      10.614   0.187  23.671  1.00  0.00           C  
ATOM   3017 CD2  LEU C  69      12.230  -1.067  22.220  1.00  0.00           C  
ATOM   3018  N   THR C  70       8.145  -1.139  19.009  1.00  0.00           N  
ATOM   3019 CA   THR C  70       7.038  -1.905  18.432  1.00  0.00           C  
ATOM   3020  C   THR C  70       7.470  -2.789  17.257  1.00  0.00           C  
ATOM   3021  O   THR C  70       7.139  -3.976  17.231  1.00  0.00           O  
ATOM   3022 CB   THR C  70       5.872  -0.956  18.040  1.00  0.00           C  
ATOM   3023 OG1  THR C  70       5.333  -0.398  19.234  1.00  0.00           O  
ATOM   3024 CG2  THR C  70       4.747  -1.684  17.285  1.00  0.00           C  
ATOM   3025  N   MET C  71       8.194  -2.206  16.304  1.00  0.00           N  
ATOM   3026 CA   MET C  71       8.795  -2.931  15.173  1.00  0.00           C  
ATOM   3027  C   MET C  71       9.537  -4.191  15.588  1.00  0.00           C  
ATOM   3028  O   MET C  71       9.376  -5.227  14.961  1.00  0.00           O  
ATOM   3029 CB   MET C  71       9.754  -2.035  14.355  1.00  0.00           C  
ATOM   3030 CG   MET C  71      10.475  -2.801  13.188  1.00  0.00           C  
ATOM   3031 SD   MET C  71      11.833  -1.928  12.373  1.00  0.00           S  
ATOM   3032 CE   MET C  71      13.301  -2.519  13.284  1.00  0.00           C  
ATOM   3033  N   MET C  72      10.351  -4.091  16.632  1.00  0.00           N  
ATOM   3034 CA   MET C  72      11.030  -5.255  17.232  1.00  0.00           C  
ATOM   3035  C   MET C  72      10.240  -6.110  18.210  1.00  0.00           C  
ATOM   3036  O   MET C  72      10.508  -7.303  18.342  1.00  0.00           O  
ATOM   3037 CB   MET C  72      12.315  -4.821  17.886  1.00  0.00           C  
ATOM   3038 CG   MET C  72      13.455  -4.933  16.904  1.00  0.00           C  
ATOM   3039 SD   MET C  72      14.361  -3.415  16.851  1.00  0.00           S  
ATOM   3040 CE   MET C  72      13.475  -2.504  15.607  1.00  0.00           C  
ATOM   3041  N   ALA C  73       9.279  -5.502  18.901  1.00  0.00           N  
ATOM   3042 CA   ALA C  73       8.315  -6.262  19.694  1.00  0.00           C  
ATOM   3043  C   ALA C  73       7.730  -7.401  18.849  1.00  0.00           C  
ATOM   3044  O   ALA C  73       7.213  -8.393  19.396  1.00  0.00           O  
ATOM   3045 CB   ALA C  73       7.195  -5.354  20.219  1.00  0.00           C  
ATOM   3046  N   ARG C  74       7.822  -7.256  17.523  1.00  0.00           N  
ATOM   3047 CA   ARG C  74       7.291  -8.268  16.619  1.00  0.00           C  
ATOM   3048  C   ARG C  74       8.343  -8.986  15.763  1.00  0.00           C  
ATOM   3049  O   ARG C  74       8.492 -10.205  15.871  1.00  0.00           O  
ATOM   3050 CB   ARG C  74       6.122  -7.728  15.777  1.00  0.00           C  
ATOM   3051 CG   ARG C  74       6.451  -6.653  14.764  1.00  0.00           C  
ATOM   3052 CD   ARG C  74       5.277  -6.427  13.797  1.00  0.00           C  
ATOM   3053 NE   ARG C  74       4.472  -5.236  14.104  1.00  0.00           N  
ATOM   3054 CZ   ARG C  74       3.653  -5.100  15.150  1.00  0.00           C  
ATOM   3055 NH1  ARG C  74       2.964  -3.974  15.310  1.00  0.00           N  
ATOM   3056 NH2  ARG C  74       3.518  -6.074  16.039  1.00  0.00           N  
ATOM   3057  N   LYS C  75       9.079  -8.229  14.946  1.00  0.00           N  
ATOM   3058 CA   LYS C  75       9.992  -8.806  13.944  1.00  0.00           C  
ATOM   3059  C   LYS C  75      11.003  -9.809  14.493  1.00  0.00           C  
ATOM   3060  O   LYS C  75      11.454  -9.680  15.625  1.00  0.00           O  
ATOM   3061 CB   LYS C  75      10.695  -7.702  13.155  1.00  0.00           C  
ATOM   3062 CG   LYS C  75       9.859  -7.207  12.004  1.00  0.00           C  
ATOM   3063 CD   LYS C  75      10.377  -5.920  11.422  1.00  0.00           C  
ATOM   3064 CE   LYS C  75       9.393  -5.333  10.407  1.00  0.00           C  
ATOM   3065 NZ   LYS C  75       8.984  -6.301   9.341  1.00  0.00           N  
ATOM   3066  N   GLU C  82      13.945 -16.585   6.288  1.00  0.00           N  
ATOM   3067 CA   GLU C  82      15.109 -16.904   5.474  1.00  0.00           C  
ATOM   3068  C   GLU C  82      15.407 -15.781   4.508  1.00  0.00           C  
ATOM   3069  O   GLU C  82      16.553 -15.605   4.098  1.00  0.00           O  
ATOM   3070 CB   GLU C  82      14.853 -18.186   4.676  1.00  0.00           C  
ATOM   3071  N   GLU C  83      14.371 -15.034   4.134  1.00  0.00           N  
ATOM   3072 CA   GLU C  83      14.509 -13.940   3.176  1.00  0.00           C  
ATOM   3073  C   GLU C  83      15.490 -12.897   3.704  1.00  0.00           C  
ATOM   3074  O   GLU C  83      16.358 -12.435   2.973  1.00  0.00           O  
ATOM   3075 CB   GLU C  83      13.162 -13.278   2.904  1.00  0.00           C  
ATOM   3076  N   GLU C  84      15.336 -12.538   4.978  1.00  0.00           N  
ATOM   3077 CA   GLU C  84      16.178 -11.530   5.639  1.00  0.00           C  
ATOM   3078  C   GLU C  84      17.570 -12.033   5.897  1.00  0.00           C  
ATOM   3079  O   GLU C  84      18.551 -11.276   5.792  1.00  0.00           O  
ATOM   3080 CB   GLU C  84      15.574 -11.118   6.973  1.00  0.00           C  
ATOM   3081 CG   GLU C  84      14.302 -10.343   6.832  1.00  0.00           C  
ATOM   3082 CD   GLU C  84      13.084 -11.158   7.184  1.00  0.00           C  
ATOM   3083 OE1  GLU C  84      13.123 -12.419   7.148  1.00  0.00           O  
ATOM   3084 OE2  GLU C  84      12.074 -10.521   7.522  1.00  0.00           O  
ATOM   3085  N   ILE C  85      17.676 -13.310   6.266  1.00  0.00           N  
ATOM   3086 CA   ILE C  85      19.010 -13.874   6.472  1.00  0.00           C  
ATOM   3087  C   ILE C  85      19.775 -13.872   5.169  1.00  0.00           C  
ATOM   3088  O   ILE C  85      20.972 -13.560   5.146  1.00  0.00           O  
ATOM   3089 CB   ILE C  85      18.981 -15.290   7.040  1.00  0.00           C  
ATOM   3090 CG1  ILE C  85      18.296 -15.276   8.402  1.00  0.00           C  
ATOM   3091 CG2  ILE C  85      20.436 -15.842   7.084  1.00  0.00           C  
ATOM   3092 CD1  ILE C  85      18.183 -16.628   9.069  1.00  0.00           C  
ATOM   3093  N   ARG C  86      19.083 -14.189   4.076  1.00  0.00           N  
ATOM   3094 CA   ARG C  86      19.737 -14.224   2.768  1.00  0.00           C  
ATOM   3095  C   ARG C  86      20.153 -12.798   2.373  1.00  0.00           C  
ATOM   3096  O   ARG C  86      21.184 -12.609   1.746  1.00  0.00           O  
ATOM   3097 CB   ARG C  86      18.823 -14.863   1.690  1.00  0.00           C  
ATOM   3098 CG   ARG C  86      19.071 -16.368   1.465  1.00  0.00           C  
ATOM   3099 CD   ARG C  86      17.854 -17.134   0.836  1.00  0.00           C  
ATOM   3100 NE   ARG C  86      17.981 -18.607   0.741  1.00  0.00           N  
ATOM   3101 CZ   ARG C  86      19.112 -19.318   0.519  1.00  0.00           C  
ATOM   3102 NH1  ARG C  86      20.307 -18.731   0.340  1.00  0.00           N  
ATOM   3103 NH2  ARG C  86      19.044 -20.653   0.457  1.00  0.00           N  
ATOM   3104  N   GLU C  87      19.319 -11.813   2.709  1.00  0.00           N  
ATOM   3105 CA   GLU C  87      19.632 -10.413   2.421  1.00  0.00           C  
ATOM   3106  C   GLU C  87      20.904 -10.008   3.183  1.00  0.00           C  
ATOM   3107  O   GLU C  87      21.784  -9.449   2.594  1.00  0.00           O  
ATOM   3108 CB   GLU C  87      18.486  -9.469   2.767  1.00  0.00           C  
ATOM   3109 CG   GLU C  87      17.312  -9.468   1.723  1.00  0.00           C  
ATOM   3110 CD   GLU C  87      16.297  -8.347   1.937  1.00  0.00           C  
ATOM   3111 OE1  GLU C  87      15.238  -8.351   1.288  1.00  0.00           O  
ATOM   3112 OE2  GLU C  87      16.547  -7.434   2.759  1.00  0.00           O  
ATOM   3113  N   ALA C  88      20.969 -10.306   4.480  1.00  0.00           N  
ATOM   3114 CA   ALA C  88      22.173 -10.038   5.305  1.00  0.00           C  
ATOM   3115  C   ALA C  88      23.417 -10.717   4.741  1.00  0.00           C  
ATOM   3116  O   ALA C  88      24.456 -10.084   4.569  1.00  0.00           O  
ATOM   3117 CB   ALA C  88      21.913 -10.462   6.781  1.00  0.00           C  
ATOM   3118  N   PHE C  89      23.309 -11.996   4.413  1.00  0.00           N  
ATOM   3119 CA   PHE C  89      24.396 -12.758   3.780  1.00  0.00           C  
ATOM   3120  C   PHE C  89      24.963 -12.060   2.546  1.00  0.00           C  
ATOM   3121  O   PHE C  89      26.178 -11.938   2.396  1.00  0.00           O  
ATOM   3122 CB   PHE C  89      23.868 -14.161   3.329  1.00  0.00           C  
ATOM   3123 CG   PHE C  89      24.960 -15.058   2.810  1.00  0.00           C  
ATOM   3124 CD1  PHE C  89      25.111 -15.296   1.456  1.00  0.00           C  
ATOM   3125 CD2  PHE C  89      25.860 -15.635   3.693  1.00  0.00           C  
ATOM   3126 CE1  PHE C  89      26.151 -16.129   0.998  1.00  0.00           C  
ATOM   3127 CE2  PHE C  89      26.897 -16.458   3.250  1.00  0.00           C  
ATOM   3128 CZ   PHE C  89      27.025 -16.692   1.899  1.00  0.00           C  
ATOM   3129  N   ARG C  90      24.079 -11.653   1.634  1.00  0.00           N  
ATOM   3130 CA   ARG C  90      24.476 -10.955   0.410  1.00  0.00           C  
ATOM   3131  C   ARG C  90      25.224  -9.634   0.650  1.00  0.00           C  
ATOM   3132  O   ARG C  90      25.986  -9.223  -0.202  1.00  0.00           O  
ATOM   3133 CB   ARG C  90      23.251 -10.686  -0.483  1.00  0.00           C  
ATOM   3134 CG   ARG C  90      22.668 -11.958  -1.094  1.00  0.00           C  
ATOM   3135 CD   ARG C  90      21.376 -11.648  -1.851  1.00  0.00           C  
ATOM   3136 NE   ARG C  90      20.811 -12.850  -2.429  1.00  0.00           N  
ATOM   3137 CZ   ARG C  90      19.540 -12.967  -2.810  1.00  0.00           C  
ATOM   3138 NH1  ARG C  90      18.686 -11.954  -2.640  1.00  0.00           N  
ATOM   3139 NH2  ARG C  90      19.114 -14.103  -3.345  1.00  0.00           N  
ATOM   3140  N   VAL C  91      24.947  -8.934   1.747  1.00  0.00           N  
ATOM   3141 CA   VAL C  91      25.714  -7.714   2.066  1.00  0.00           C  
ATOM   3142  C   VAL C  91      27.161  -8.110   2.358  1.00  0.00           C  
ATOM   3143  O   VAL C  91      28.100  -7.429   1.898  1.00  0.00           O  
ATOM   3144 CB   VAL C  91      25.118  -6.863   3.225  1.00  0.00           C  
ATOM   3145 CG1  VAL C  91      26.056  -5.682   3.574  1.00  0.00           C  
ATOM   3146 CG2  VAL C  91      23.638  -6.297   2.870  1.00  0.00           C  
ATOM   3147  N   PHE C  92      27.351  -9.201   3.110  1.00  0.00           N  
ATOM   3148 CA   PHE C  92      28.696  -9.700   3.374  1.00  0.00           C  
ATOM   3149  C   PHE C  92      29.331 -10.238   2.101  1.00  0.00           C  
ATOM   3150  O   PHE C  92      30.460  -9.876   1.763  1.00  0.00           O  
ATOM   3151 CB   PHE C  92      28.683 -10.816   4.425  1.00  0.00           C  
ATOM   3152 CG   PHE C  92      28.466 -10.325   5.811  1.00  0.00           C  
ATOM   3153 CD1  PHE C  92      27.198 -10.237   6.331  1.00  0.00           C  
ATOM   3154 CD2  PHE C  92      29.553  -9.931   6.607  1.00  0.00           C  
ATOM   3155 CE1  PHE C  92      26.989  -9.776   7.632  1.00  0.00           C  
ATOM   3156 CE2  PHE C  92      29.345  -9.455   7.880  1.00  0.00           C  
ATOM   3157 CZ   PHE C  92      28.041  -9.388   8.399  1.00  0.00           C  
ATOM   3158  N   ASP C  93      28.617 -11.150   1.442  1.00  0.00           N  
ATOM   3159 CA   ASP C  93      29.143 -11.891   0.278  1.00  0.00           C  
ATOM   3160  C   ASP C  93      29.131 -11.039  -1.006  1.00  0.00           C  
ATOM   3161  O   ASP C  93      28.409 -11.328  -1.967  1.00  0.00           O  
ATOM   3162 CB   ASP C  93      28.367 -13.209   0.083  1.00  0.00           C  
ATOM   3163 CG   ASP C  93      28.888 -14.030  -1.094  1.00  0.00           C  
ATOM   3164 OD1  ASP C  93      30.084 -13.948  -1.406  1.00  0.00           O  
ATOM   3165 OD2  ASP C  93      28.099 -14.754  -1.736  1.00  0.00           O  
ATOM   3166  N   LYS C  94      29.958 -10.000  -1.013  1.00  0.00           N  
ATOM   3167 CA   LYS C  94      29.966  -8.981  -2.082  1.00  0.00           C  
ATOM   3168  C   LYS C  94      30.277  -9.493  -3.495  1.00  0.00           C  
ATOM   3169  O   LYS C  94      29.845  -8.891  -4.465  1.00  0.00           O  
ATOM   3170 CB   LYS C  94      30.947  -7.843  -1.736  1.00  0.00           C  
ATOM   3171 CG   LYS C  94      30.291  -6.804  -0.807  1.00  0.00           C  
ATOM   3172 CD   LYS C  94      31.286  -5.793  -0.281  1.00  0.00           C  
ATOM   3173 CE   LYS C  94      30.586  -4.750   0.595  1.00  0.00           C  
ATOM   3174 NZ   LYS C  94      29.839  -5.346   1.765  1.00  0.00           N  
ATOM   3175  N   ASP C  95      31.034 -10.576  -3.613  1.00  0.00           N  
ATOM   3176 CA   ASP C  95      31.358 -11.105  -4.940  1.00  0.00           C  
ATOM   3177  C   ASP C  95      30.444 -12.262  -5.372  1.00  0.00           C  
ATOM   3178  O   ASP C  95      30.677 -12.916  -6.402  1.00  0.00           O  
ATOM   3179 CB   ASP C  95      32.839 -11.470  -5.012  1.00  0.00           C  
ATOM   3180 CG   ASP C  95      33.174 -12.739  -4.272  1.00  0.00           C  
ATOM   3181 OD1  ASP C  95      34.308 -13.188  -4.454  1.00  0.00           O  
ATOM   3182 OD2  ASP C  95      32.348 -13.296  -3.497  1.00  0.00           O  
ATOM   3183  N   GLY C  96      29.409 -12.502  -4.576  1.00  0.00           N  
ATOM   3184 CA   GLY C  96      28.374 -13.468  -4.906  1.00  0.00           C  
ATOM   3185  C   GLY C  96      28.841 -14.895  -5.059  1.00  0.00           C  
ATOM   3186  O   GLY C  96      28.155 -15.683  -5.672  1.00  0.00           O  
ATOM   3187  N   ASN C  97      30.002 -15.254  -4.512  1.00  0.00           N  
ATOM   3188 CA   ASN C  97      30.478 -16.640  -4.691  1.00  0.00           C  
ATOM   3189  C   ASN C  97      29.975 -17.642  -3.661  1.00  0.00           C  
ATOM   3190  O   ASN C  97      30.347 -18.814  -3.703  1.00  0.00           O  
ATOM   3191 CB   ASN C  97      32.008 -16.721  -4.831  1.00  0.00           C  
ATOM   3192 CG   ASN C  97      32.744 -16.705  -3.491  1.00  0.00           C  
ATOM   3193 OD1  ASN C  97      32.245 -16.199  -2.472  1.00  0.00           O  
ATOM   3194 ND2  ASN C  97      33.973 -17.223  -3.508  1.00  0.00           N  
ATOM   3195  N   GLY C  98      29.130 -17.200  -2.742  1.00  0.00           N  
ATOM   3196 CA   GLY C  98      28.557 -18.125  -1.766  1.00  0.00           C  
ATOM   3197  C   GLY C  98      29.379 -18.347  -0.514  1.00  0.00           C  
ATOM   3198  O   GLY C  98      28.999 -19.129   0.352  1.00  0.00           O  
ATOM   3199  N   TYR C  99      30.490 -17.625  -0.386  1.00  0.00           N  
ATOM   3200 CA   TYR C  99      31.329 -17.728   0.796  1.00  0.00           C  
ATOM   3201  C   TYR C  99      31.780 -16.354   1.253  1.00  0.00           C  
ATOM   3202  O   TYR C  99      32.225 -15.505   0.443  1.00  0.00           O  
ATOM   3203 CB   TYR C  99      32.588 -18.590   0.519  1.00  0.00           C  
ATOM   3204 CG   TYR C  99      32.275 -20.015   0.128  1.00  0.00           C  
ATOM   3205 CD1  TYR C  99      32.233 -20.395  -1.221  1.00  0.00           C  
ATOM   3206 CD2  TYR C  99      32.048 -20.997   1.096  1.00  0.00           C  
ATOM   3207 CE1  TYR C  99      31.942 -21.716  -1.590  1.00  0.00           C  
ATOM   3208 CE2  TYR C  99      31.746 -22.312   0.729  1.00  0.00           C  
ATOM   3209 CZ   TYR C  99      31.686 -22.655  -0.616  1.00  0.00           C  
ATOM   3210 OH   TYR C  99      31.431 -23.949  -0.989  1.00  0.00           O  
ATOM   3211  N   ILE C 100      31.656 -16.126   2.553  1.00  0.00           N  
ATOM   3212 CA   ILE C 100      32.192 -14.896   3.149  1.00  0.00           C  
ATOM   3213  C   ILE C 100      33.628 -15.126   3.573  1.00  0.00           C  
ATOM   3214  O   ILE C 100      33.910 -15.975   4.426  1.00  0.00           O  
ATOM   3215 CB   ILE C 100      31.339 -14.431   4.326  1.00  0.00           C  
ATOM   3216 CG1  ILE C 100      29.864 -14.269   3.898  1.00  0.00           C  
ATOM   3217 CG2  ILE C 100      31.907 -13.105   4.954  1.00  0.00           C  
ATOM   3218 CD1  ILE C 100      28.942 -14.290   5.103  1.00  0.00           C  
ATOM   3219  N   SER C 101      34.543 -14.374   2.965  1.00  0.00           N  
ATOM   3220 CA   SER C 101      35.976 -14.450   3.252  1.00  0.00           C  
ATOM   3221  C   SER C 101      36.306 -13.455   4.375  1.00  0.00           C  
ATOM   3222  O   SER C 101      35.475 -12.585   4.671  1.00  0.00           O  
ATOM   3223 CB   SER C 101      36.732 -14.058   1.997  1.00  0.00           C  
ATOM   3224 OG   SER C 101      36.413 -12.706   1.667  1.00  0.00           O  
ATOM   3225  N   ALA C 102      37.480 -13.589   4.999  1.00  0.00           N  
ATOM   3226 CA   ALA C 102      37.950 -12.612   6.001  1.00  0.00           C  
ATOM   3227  C   ALA C 102      37.878 -11.208   5.423  1.00  0.00           C  
ATOM   3228  O   ALA C 102      37.444 -10.293   6.089  1.00  0.00           O  
ATOM   3229 CB   ALA C 102      39.414 -12.928   6.468  1.00  0.00           C  
ATOM   3230  N   ALA C 103      38.330 -11.032   4.184  1.00  0.00           N  
ATOM   3231 CA   ALA C 103      38.292  -9.720   3.522  1.00  0.00           C  
ATOM   3232  C   ALA C 103      36.879  -9.141   3.470  1.00  0.00           C  
ATOM   3233  O   ALA C 103      36.676  -7.941   3.724  1.00  0.00           O  
ATOM   3234 CB   ALA C 103      38.846  -9.831   2.116  1.00  0.00           C  
ATOM   3235  N   GLU C 104      35.901  -9.985   3.138  1.00  0.00           N  
ATOM   3236 CA   GLU C 104      34.501  -9.530   3.022  1.00  0.00           C  
ATOM   3237  C   GLU C 104      33.922  -9.172   4.398  1.00  0.00           C  
ATOM   3238  O   GLU C 104      33.201  -8.192   4.544  1.00  0.00           O  
ATOM   3239 CB   GLU C 104      33.621 -10.589   2.319  1.00  0.00           C  
ATOM   3240 CG   GLU C 104      33.782 -10.597   0.807  1.00  0.00           C  
ATOM   3241 CD   GLU C 104      33.193 -11.792   0.124  1.00  0.00           C  
ATOM   3242 OE1  GLU C 104      32.846 -11.673  -1.072  1.00  0.00           O  
ATOM   3243 OE2  GLU C 104      33.101 -12.882   0.729  1.00  0.00           O  
ATOM   3244  N   LEU C 105      34.282  -9.954   5.416  1.00  0.00           N  
ATOM   3245 CA   LEU C 105      33.855  -9.694   6.786  1.00  0.00           C  
ATOM   3246  C   LEU C 105      34.471  -8.404   7.289  1.00  0.00           C  
ATOM   3247  O   LEU C 105      33.768  -7.523   7.798  1.00  0.00           O  
ATOM   3248 CB   LEU C 105      34.248 -10.873   7.682  1.00  0.00           C  
ATOM   3249 CG   LEU C 105      33.739 -10.864   9.121  1.00  0.00           C  
ATOM   3250 CD1  LEU C 105      32.259 -10.688   9.181  1.00  0.00           C  
ATOM   3251 CD2  LEU C 105      34.140 -12.152   9.870  1.00  0.00           C  
ATOM   3252  N   ARG C 106      35.784  -8.275   7.090  1.00  0.00           N  
ATOM   3253 CA   ARG C 106      36.497  -7.032   7.395  1.00  0.00           C  
ATOM   3254  C   ARG C 106      35.862  -5.802   6.706  1.00  0.00           C  
ATOM   3255  O   ARG C 106      35.761  -4.716   7.305  1.00  0.00           O  
ATOM   3256 CB   ARG C 106      37.971  -7.177   7.014  1.00  0.00           C  
ATOM   3257 CG   ARG C 106      38.860  -6.067   7.478  1.00  0.00           C  
ATOM   3258 CD   ARG C 106      40.339  -6.429   7.266  1.00  0.00           C  
ATOM   3259 NE   ARG C 106      40.658  -6.711   5.863  1.00  0.00           N  
ATOM   3260 CZ   ARG C 106      41.074  -7.880   5.367  1.00  0.00           C  
ATOM   3261 NH1  ARG C 106      41.247  -8.935   6.141  1.00  0.00           N  
ATOM   3262 NH2  ARG C 106      41.356  -7.974   4.070  1.00  0.00           N  
ATOM   3263  N   HIS C 107      35.412  -5.981   5.466  1.00  0.00           N  
ATOM   3264 CA   HIS C 107      34.769  -4.904   4.728  1.00  0.00           C  
ATOM   3265  C   HIS C 107      33.499  -4.390   5.413  1.00  0.00           C  
ATOM   3266  O   HIS C 107      33.323  -3.191   5.587  1.00  0.00           O  
ATOM   3267 CB   HIS C 107      34.364  -5.419   3.373  1.00  0.00           C  
ATOM   3268 CG   HIS C 107      34.063  -4.343   2.390  1.00  0.00           C  
ATOM   3269 ND1  HIS C 107      34.308  -4.488   1.046  1.00  0.00           N  
ATOM   3270 CD2  HIS C 107      33.550  -3.101   2.552  1.00  0.00           C  
ATOM   3271 CE1  HIS C 107      33.949  -3.383   0.417  1.00  0.00           C  
ATOM   3272 NE2  HIS C 107      33.501  -2.524   1.309  1.00  0.00           N  
ATOM   3273  N   VAL C 108      32.601  -5.285   5.784  1.00  0.00           N  
ATOM   3274 CA   VAL C 108      31.391  -4.883   6.514  1.00  0.00           C  
ATOM   3275  C   VAL C 108      31.759  -4.335   7.898  1.00  0.00           C  
ATOM   3276  O   VAL C 108      31.206  -3.329   8.350  1.00  0.00           O  
ATOM   3277 CB   VAL C 108      30.406  -6.088   6.647  1.00  0.00           C  
ATOM   3278 CG1  VAL C 108      29.153  -5.719   7.447  1.00  0.00           C  
ATOM   3279 CG2  VAL C 108      30.009  -6.595   5.250  1.00  0.00           C  
ATOM   3280  N   MET C 109      32.698  -5.003   8.561  1.00  0.00           N  
ATOM   3281 CA   MET C 109      33.132  -4.634   9.909  1.00  0.00           C  
ATOM   3282  C   MET C 109      33.549  -3.157   9.970  1.00  0.00           C  
ATOM   3283  O   MET C 109      33.149  -2.408  10.895  1.00  0.00           O  
ATOM   3284 CB   MET C 109      34.296  -5.557  10.320  1.00  0.00           C  
ATOM   3285 CG   MET C 109      34.832  -5.359  11.735  1.00  0.00           C  
ATOM   3286 SD   MET C 109      36.024  -4.015  11.918  1.00  0.00           S  
ATOM   3287 CE   MET C 109      37.466  -4.674  11.060  1.00  0.00           C  
ATOM   3288  N   THR C 110      34.381  -2.752   9.003  1.00  0.00           N  
ATOM   3289 CA   THR C 110      34.916  -1.383   8.960  1.00  0.00           C  
ATOM   3290  C   THR C 110      33.861  -0.372   8.485  1.00  0.00           C  
ATOM   3291  O   THR C 110      33.878   0.762   8.941  1.00  0.00           O  
ATOM   3292 CB   THR C 110      36.257  -1.306   8.136  1.00  0.00           C  
ATOM   3293 OG1  THR C 110      36.704   0.049   8.048  1.00  0.00           O  
ATOM   3294 CG2  THR C 110      36.092  -1.856   6.735  1.00  0.00           C  
ATOM   3295  N   ASN C 111      32.954  -0.783   7.595  1.00  0.00           N  
ATOM   3296 CA   ASN C 111      31.807   0.085   7.198  1.00  0.00           C  
ATOM   3297  C   ASN C 111      30.920   0.489   8.386  1.00  0.00           C  
ATOM   3298  O   ASN C 111      30.421   1.607   8.447  1.00  0.00           O  
ATOM   3299 CB   ASN C 111      30.920  -0.599   6.150  1.00  0.00           C  
ATOM   3300 CG   ASN C 111      31.551  -0.624   4.758  1.00  0.00           C  
ATOM   3301 OD1  ASN C 111      31.011  -1.251   3.828  1.00  0.00           O  
ATOM   3302 ND2  ASN C 111      32.702   0.062   4.605  1.00  0.00           N  
ATOM   3303  N   LEU C 112      30.709  -0.444   9.309  1.00  0.00           N  
ATOM   3304 CA   LEU C 112      29.981  -0.179  10.570  1.00  0.00           C  
ATOM   3305  C   LEU C 112      30.761   0.617  11.613  1.00  0.00           C  
ATOM   3306  O   LEU C 112      30.213   1.014  12.654  1.00  0.00           O  
ATOM   3307 CB   LEU C 112      29.497  -1.503  11.170  1.00  0.00           C  
ATOM   3308 CG   LEU C 112      28.471  -2.275  10.331  1.00  0.00           C  
ATOM   3309 CD1  LEU C 112      28.319  -3.635  10.901  1.00  0.00           C  
ATOM   3310 CD2  LEU C 112      27.107  -1.526  10.308  1.00  0.00           C  
ATOM   3311  N   GLY C 113      32.041   0.861  11.332  1.00  0.00           N  
ATOM   3312 CA   GLY C 113      32.909   1.585  12.248  1.00  0.00           C  
ATOM   3313  C   GLY C 113      33.381   0.752  13.431  1.00  0.00           C  
ATOM   3314  O   GLY C 113      33.724   1.305  14.478  1.00  0.00           O  
ATOM   3315  N   GLU C 114      33.428  -0.571  13.263  1.00  0.00           N  
ATOM   3316 CA   GLU C 114      33.737  -1.503  14.373  1.00  0.00           C  
ATOM   3317  C   GLU C 114      35.181  -1.581  14.883  1.00  0.00           C  
ATOM   3318  O   GLU C 114      35.405  -1.866  16.080  1.00  0.00           O  
ATOM   3319 CB   GLU C 114      33.228  -2.920  14.072  1.00  0.00           C  
ATOM   3320 CG   GLU C 114      31.750  -3.122  14.382  1.00  0.00           C  
ATOM   3321 CD   GLU C 114      31.380  -2.757  15.817  1.00  0.00           C  
ATOM   3322 OE1  GLU C 114      30.279  -3.147  16.271  1.00  0.00           O  
ATOM   3323 OE2  GLU C 114      32.179  -2.078  16.501  1.00  0.00           O  
ATOM   3324  N   LYS C 115      36.161  -1.355  14.010  1.00  0.00           N  
ATOM   3325 CA   LYS C 115      37.595  -1.375  14.443  1.00  0.00           C  
ATOM   3326  C   LYS C 115      38.174  -2.717  14.991  1.00  0.00           C  
ATOM   3327  O   LYS C 115      39.110  -2.694  15.770  1.00  0.00           O  
ATOM   3328 CB   LYS C 115      37.871  -0.241  15.453  1.00  0.00           C  
ATOM   3329 CG   LYS C 115      37.569   1.149  14.935  1.00  0.00           C  
ATOM   3330 CD   LYS C 115      37.971   2.219  15.933  1.00  0.00           C  
ATOM   3331 CE   LYS C 115      37.438   3.592  15.531  1.00  0.00           C  
ATOM   3332 NZ   LYS C 115      35.980   3.544  15.174  1.00  0.00           N  
ATOM   3333  N   LEU C 116      37.641  -3.878  14.603  1.00  0.00           N  
ATOM   3334 CA   LEU C 116      38.234  -5.170  15.032  1.00  0.00           C  
ATOM   3335  C   LEU C 116      39.624  -5.413  14.444  1.00  0.00           C  
ATOM   3336  O   LEU C 116      39.911  -5.004  13.326  1.00  0.00           O  
ATOM   3337 CB   LEU C 116      37.330  -6.358  14.675  1.00  0.00           C  
ATOM   3338 CG   LEU C 116      35.977  -6.539  15.368  1.00  0.00           C  
ATOM   3339 CD1  LEU C 116      35.196  -7.629  14.673  1.00  0.00           C  
ATOM   3340 CD2  LEU C 116      36.140  -6.857  16.848  1.00  0.00           C  
ATOM   3341  N   THR C 117      40.489  -6.087  15.200  1.00  0.00           N  
ATOM   3342 CA   THR C 117      41.811  -6.455  14.698  1.00  0.00           C  
ATOM   3343  C   THR C 117      41.690  -7.618  13.691  1.00  0.00           C  
ATOM   3344  O   THR C 117      40.682  -8.325  13.679  1.00  0.00           O  
ATOM   3345 CB   THR C 117      42.725  -6.916  15.837  1.00  0.00           C  
ATOM   3346 OG1  THR C 117      42.163  -8.084  16.448  1.00  0.00           O  
ATOM   3347 CG2  THR C 117      42.908  -5.807  16.890  1.00  0.00           C  
ATOM   3348  N   ASP C 118      42.702  -7.807  12.845  1.00  0.00           N  
ATOM   3349 CA   ASP C 118      42.719  -8.940  11.920  1.00  0.00           C  
ATOM   3350  C   ASP C 118      42.584 -10.266  12.672  1.00  0.00           C  
ATOM   3351  O   ASP C 118      41.881 -11.153  12.214  1.00  0.00           O  
ATOM   3352 CB   ASP C 118      43.992  -8.953  11.072  1.00  0.00           C  
ATOM   3353 CG   ASP C 118      43.988  -7.917   9.961  1.00  0.00           C  
ATOM   3354 OD1  ASP C 118      42.913  -7.510   9.511  1.00  0.00           O  
ATOM   3355 OD2  ASP C 118      45.085  -7.508   9.537  1.00  0.00           O  
ATOM   3356  N   GLU C 119      43.215 -10.394  13.836  1.00  0.00           N  
ATOM   3357 CA   GLU C 119      43.060 -11.620  14.622  1.00  0.00           C  
ATOM   3358  C   GLU C 119      41.612 -11.827  15.073  1.00  0.00           C  
ATOM   3359  O   GLU C 119      41.140 -12.953  15.082  1.00  0.00           O  
ATOM   3360 CB   GLU C 119      44.002 -11.688  15.836  1.00  0.00           C  
ATOM   3361 CG   GLU C 119      45.490 -11.515  15.524  1.00  0.00           C  
ATOM   3362 CD   GLU C 119      45.963 -10.087  15.753  1.00  0.00           C  
ATOM   3363 OE1  GLU C 119      46.635  -9.857  16.785  1.00  0.00           O  
ATOM   3364 OE2  GLU C 119      45.639  -9.193  14.934  1.00  0.00           O  
ATOM   3365  N   GLU C 120      40.922 -10.752  15.453  1.00  0.00           N  
ATOM   3366 CA   GLU C 120      39.496 -10.839  15.825  1.00  0.00           C  
ATOM   3367  C   GLU C 120      38.606 -11.154  14.632  1.00  0.00           C  
ATOM   3368  O   GLU C 120      37.640 -11.927  14.763  1.00  0.00           O  
ATOM   3369 CB   GLU C 120      39.011  -9.576  16.543  1.00  0.00           C  
ATOM   3370 CG   GLU C 120      39.480  -9.488  18.006  1.00  0.00           C  
ATOM   3371 CD   GLU C 120      39.447  -8.074  18.549  1.00  0.00           C  
ATOM   3372 OE1  GLU C 120      39.327  -7.130  17.751  1.00  0.00           O  
ATOM   3373 OE2  GLU C 120      39.577  -7.896  19.781  1.00  0.00           O  
ATOM   3374  N   VAL C 121      38.932 -10.601  13.464  1.00  0.00           N  
ATOM   3375 CA   VAL C 121      38.256 -11.048  12.228  1.00  0.00           C  
ATOM   3376  C   VAL C 121      38.457 -12.556  12.034  1.00  0.00           C  
ATOM   3377  O   VAL C 121      37.488 -13.290  11.868  1.00  0.00           O  
ATOM   3378 CB   VAL C 121      38.726 -10.258  10.958  1.00  0.00           C  
ATOM   3379 CG1  VAL C 121      38.121 -10.834   9.703  1.00  0.00           C  
ATOM   3380 CG2  VAL C 121      38.364  -8.767  11.079  1.00  0.00           C  
ATOM   3381  N   ASP C 122      39.705 -13.004  12.022  1.00  0.00           N  
ATOM   3382 CA   ASP C 122      40.004 -14.438  12.021  1.00  0.00           C  
ATOM   3383  C   ASP C 122      39.279 -15.258  13.121  1.00  0.00           C  
ATOM   3384  O   ASP C 122      38.829 -16.370  12.851  1.00  0.00           O  
ATOM   3385 CB   ASP C 122      41.525 -14.678  12.079  1.00  0.00           C  
ATOM   3386 CG   ASP C 122      42.217 -14.318  10.766  1.00  0.00           C  
ATOM   3387 OD1  ASP C 122      41.531 -14.247   9.712  1.00  0.00           O  
ATOM   3388 OD2  ASP C 122      43.438 -14.120  10.789  1.00  0.00           O  
ATOM   3389  N   GLU C 123      39.176 -14.728  14.343  1.00  0.00           N  
ATOM   3390 CA   GLU C 123      38.390 -15.395  15.389  1.00  0.00           C  
ATOM   3391  C   GLU C 123      36.909 -15.528  15.014  1.00  0.00           C  
ATOM   3392  O   GLU C 123      36.282 -16.551  15.285  1.00  0.00           O  
ATOM   3393 CB   GLU C 123      38.521 -14.677  16.726  1.00  0.00           C  
ATOM   3394 CG   GLU C 123      39.859 -14.859  17.428  1.00  0.00           C  
ATOM   3395 CD   GLU C 123      40.082 -13.812  18.504  1.00  0.00           C  
ATOM   3396 OE1  GLU C 123      41.260 -13.483  18.806  1.00  0.00           O  
ATOM   3397 OE2  GLU C 123      39.076 -13.320  19.055  1.00  0.00           O  
ATOM   3398  N   MET C 124      36.358 -14.498  14.382  1.00  0.00           N  
ATOM   3399 CA   MET C 124      34.966 -14.538  13.918  1.00  0.00           C  
ATOM   3400  C   MET C 124      34.742 -15.612  12.886  1.00  0.00           C  
ATOM   3401  O   MET C 124      33.792 -16.378  13.000  1.00  0.00           O  
ATOM   3402 CB   MET C 124      34.518 -13.204  13.349  1.00  0.00           C  
ATOM   3403 CG   MET C 124      34.075 -12.235  14.389  1.00  0.00           C  
ATOM   3404 SD   MET C 124      33.216 -10.836  13.660  1.00  0.00           S  
ATOM   3405 CE   MET C 124      31.481 -11.337  13.628  1.00  0.00           C  
ATOM   3406  N   ILE C 125      35.627 -15.686  11.897  1.00  0.00           N  
ATOM   3407 CA   ILE C 125      35.503 -16.694  10.858  1.00  0.00           C  
ATOM   3408  C   ILE C 125      35.573 -18.091  11.478  1.00  0.00           C  
ATOM   3409  O   ILE C 125      34.676 -18.918  11.257  1.00  0.00           O  
ATOM   3410 CB   ILE C 125      36.595 -16.561   9.759  1.00  0.00           C  
ATOM   3411 CG1  ILE C 125      36.468 -15.249   8.958  1.00  0.00           C  
ATOM   3412 CG2  ILE C 125      36.566 -17.773   8.836  1.00  0.00           C  
ATOM   3413 CD1  ILE C 125      35.211 -15.117   8.180  1.00  0.00           C  
ATOM   3414  N   ARG C 126      36.620 -18.322  12.275  1.00  0.00           N  
ATOM   3415 CA   ARG C 126      36.863 -19.591  12.965  1.00  0.00           C  
ATOM   3416  C   ARG C 126      35.618 -20.097  13.702  1.00  0.00           C  
ATOM   3417  O   ARG C 126      35.234 -21.261  13.583  1.00  0.00           O  
ATOM   3418 CB   ARG C 126      38.026 -19.397  13.933  1.00  0.00           C  
ATOM   3419 CG   ARG C 126      38.452 -20.634  14.711  1.00  0.00           C  
ATOM   3420 CD   ARG C 126      39.968 -20.678  14.925  1.00  0.00           C  
ATOM   3421 NE   ARG C 126      40.504 -19.539  15.675  1.00  0.00           N  
ATOM   3422 CZ   ARG C 126      41.181 -18.518  15.146  1.00  0.00           C  
ATOM   3423 NH1  ARG C 126      41.400 -18.453  13.834  1.00  0.00           N  
ATOM   3424 NH2  ARG C 126      41.631 -17.545  15.934  1.00  0.00           N  
ATOM   3425  N   GLU C 127      34.982 -19.203  14.447  1.00  0.00           N  
ATOM   3426 CA   GLU C 127      33.841 -19.533  15.265  1.00  0.00           C  
ATOM   3427  C   GLU C 127      32.649 -20.011  14.424  1.00  0.00           C  
ATOM   3428  O   GLU C 127      31.878 -20.872  14.864  1.00  0.00           O  
ATOM   3429 CB   GLU C 127      33.470 -18.294  16.060  1.00  0.00           C  
ATOM   3430 CG   GLU C 127      32.227 -18.417  16.907  1.00  0.00           C  
ATOM   3431 CD   GLU C 127      31.950 -17.140  17.668  1.00  0.00           C  
ATOM   3432 OE1  GLU C 127      31.805 -16.088  17.012  1.00  0.00           O  
ATOM   3433 OE2  GLU C 127      31.891 -17.187  18.919  1.00  0.00           O  
ATOM   3434  N   ALA C 128      32.501 -19.438  13.230  1.00  0.00           N  
ATOM   3435 CA   ALA C 128      31.392 -19.761  12.321  1.00  0.00           C  
ATOM   3436  C   ALA C 128      31.749 -20.877  11.364  1.00  0.00           C  
ATOM   3437  O   ALA C 128      30.872 -21.566  10.846  1.00  0.00           O  
ATOM   3438 CB   ALA C 128      30.987 -18.527  11.521  1.00  0.00           C  
ATOM   3439  N   ASP C 129      33.047 -21.047  11.126  1.00  0.00           N  
ATOM   3440 CA   ASP C 129      33.519 -21.943  10.095  1.00  0.00           C  
ATOM   3441  C   ASP C 129      33.396 -23.430  10.457  1.00  0.00           C  
ATOM   3442  O   ASP C 129      34.367 -24.058  10.883  1.00  0.00           O  
ATOM   3443 CB   ASP C 129      34.974 -21.605   9.723  1.00  0.00           C  
ATOM   3444 CG   ASP C 129      35.420 -22.314   8.481  1.00  0.00           C  
ATOM   3445 OD1  ASP C 129      36.635 -22.333   8.212  1.00  0.00           O  
ATOM   3446 OD2  ASP C 129      34.546 -22.862   7.773  1.00  0.00           O  
ATOM   3447  N   ILE C 130      32.214 -24.006  10.249  1.00  0.00           N  
ATOM   3448 CA   ILE C 130      31.984 -25.417  10.582  1.00  0.00           C  
ATOM   3449  C   ILE C 130      32.833 -26.384   9.740  1.00  0.00           C  
ATOM   3450  O   ILE C 130      33.482 -27.268  10.294  1.00  0.00           O  
ATOM   3451 CB   ILE C 130      30.480 -25.791  10.484  1.00  0.00           C  
ATOM   3452 CG1  ILE C 130      29.669 -25.007  11.512  1.00  0.00           C  
ATOM   3453 CG2  ILE C 130      30.275 -27.299  10.664  1.00  0.00           C  
ATOM   3454 CD1  ILE C 130      28.195 -24.840  11.124  1.00  0.00           C  
ATOM   3455  N   ASP C 131      32.852 -26.217   8.419  1.00  0.00           N  
ATOM   3456 CA   ASP C 131      33.505 -27.230   7.559  1.00  0.00           C  
ATOM   3457  C   ASP C 131      35.021 -27.059   7.403  1.00  0.00           C  
ATOM   3458  O   ASP C 131      35.708 -27.937   6.856  1.00  0.00           O  
ATOM   3459 CB   ASP C 131      32.833 -27.276   6.189  1.00  0.00           C  
ATOM   3460 CG   ASP C 131      32.971 -25.971   5.434  1.00  0.00           C  
ATOM   3461 OD1  ASP C 131      33.777 -25.119   5.858  1.00  0.00           O  
ATOM   3462 OD2  ASP C 131      32.270 -25.783   4.415  1.00  0.00           O  
ATOM   3463  N   GLY C 132      35.545 -25.931   7.872  1.00  0.00           N  
ATOM   3464 CA   GLY C 132      36.984 -25.709   7.916  1.00  0.00           C  
ATOM   3465  C   GLY C 132      37.670 -25.156   6.668  1.00  0.00           C  
ATOM   3466  O   GLY C 132      38.893 -25.326   6.515  1.00  0.00           O  
ATOM   3467  N   ASP C 133      36.930 -24.505   5.772  1.00  0.00           N  
ATOM   3468 CA   ASP C 133      37.542 -23.939   4.565  1.00  0.00           C  
ATOM   3469  C   ASP C 133      38.071 -22.491   4.742  1.00  0.00           C  
ATOM   3470  O   ASP C 133      38.519 -21.853   3.778  1.00  0.00           O  
ATOM   3471 CB   ASP C 133      36.591 -24.065   3.380  1.00  0.00           C  
ATOM   3472 CG   ASP C 133      35.317 -23.231   3.561  1.00  0.00           C  
ATOM   3473 OD1  ASP C 133      35.165 -22.598   4.628  1.00  0.00           O  
ATOM   3474 OD2  ASP C 133      34.447 -23.212   2.659  1.00  0.00           O  
ATOM   3475  N   GLY C 134      38.063 -21.997   5.982  1.00  0.00           N  
ATOM   3476 CA   GLY C 134      38.451 -20.625   6.303  1.00  0.00           C  
ATOM   3477  C   GLY C 134      37.492 -19.529   5.880  1.00  0.00           C  
ATOM   3478  O   GLY C 134      37.843 -18.353   5.893  1.00  0.00           O  
ATOM   3479  N   GLN C 135      36.252 -19.886   5.567  1.00  0.00           N  
ATOM   3480 CA   GLN C 135      35.270 -18.909   5.075  1.00  0.00           C  
ATOM   3481  C   GLN C 135      33.908 -19.370   5.567  1.00  0.00           C  
ATOM   3482  O   GLN C 135      33.791 -20.491   5.998  1.00  0.00           O  
ATOM   3483 CB   GLN C 135      35.221 -18.935   3.561  1.00  0.00           C  
ATOM   3484 CG   GLN C 135      36.442 -18.426   2.812  1.00  0.00           C  
ATOM   3485 CD   GLN C 135      36.251 -18.636   1.321  1.00  0.00           C  
ATOM   3486 OE1  GLN C 135      35.956 -19.749   0.882  1.00  0.00           O  
ATOM   3487 NE2  GLN C 135      36.334 -17.566   0.550  1.00  0.00           N  
ATOM   3488  N   VAL C 136      32.895 -18.511   5.438  1.00  0.00           N  
ATOM   3489 CA   VAL C 136      31.551 -18.742   5.992  1.00  0.00           C  
ATOM   3490  C   VAL C 136      30.568 -18.916   4.839  1.00  0.00           C  
ATOM   3491  O   VAL C 136      30.361 -18.002   4.073  1.00  0.00           O  
ATOM   3492 CB   VAL C 136      31.171 -17.571   6.945  1.00  0.00           C  
ATOM   3493 CG1  VAL C 136      29.796 -17.771   7.593  1.00  0.00           C  
ATOM   3494 CG2  VAL C 136      32.278 -17.421   8.038  1.00  0.00           C  
ATOM   3495  N   ASN C 137      30.018 -20.115   4.683  1.00  0.00           N  
ATOM   3496 CA   ASN C 137      29.025 -20.338   3.647  1.00  0.00           C  
ATOM   3497  C   ASN C 137      27.641 -19.954   4.174  1.00  0.00           C  
ATOM   3498  O   ASN C 137      27.500 -19.521   5.321  1.00  0.00           O  
ATOM   3499 CB   ASN C 137      29.084 -21.771   3.085  1.00  0.00           C  
ATOM   3500 CG   ASN C 137      28.622 -22.834   4.070  1.00  0.00           C  
ATOM   3501 OD1  ASN C 137      28.075 -22.536   5.139  1.00  0.00           O  
ATOM   3502 ND2  ASN C 137      28.833 -24.110   3.697  1.00  0.00           N  
ATOM   3503  N   TYR C 138      26.617 -20.092   3.343  1.00  0.00           N  
ATOM   3504 CA   TYR C 138      25.295 -19.618   3.744  1.00  0.00           C  
ATOM   3505  C   TYR C 138      24.770 -20.387   4.968  1.00  0.00           C  
ATOM   3506  O   TYR C 138      24.287 -19.779   5.944  1.00  0.00           O  
ATOM   3507 CB   TYR C 138      24.317 -19.672   2.569  1.00  0.00           C  
ATOM   3508 CG   TYR C 138      22.929 -19.291   3.002  1.00  0.00           C  
ATOM   3509 CD1  TYR C 138      21.965 -20.265   3.240  1.00  0.00           C  
ATOM   3510 CD2  TYR C 138      22.600 -17.963   3.229  1.00  0.00           C  
ATOM   3511 CE1  TYR C 138      20.663 -19.914   3.667  1.00  0.00           C  
ATOM   3512 CE2  TYR C 138      21.330 -17.602   3.659  1.00  0.00           C  
ATOM   3513 CZ   TYR C 138      20.373 -18.577   3.883  1.00  0.00           C  
ATOM   3514 OH   TYR C 138      19.128 -18.201   4.329  1.00  0.00           O  
ATOM   3515  N   GLU C 139      24.884 -21.715   4.934  1.00  0.00           N  
ATOM   3516 CA   GLU C 139      24.429 -22.533   6.068  1.00  0.00           C  
ATOM   3517  C   GLU C 139      25.173 -22.232   7.381  1.00  0.00           C  
ATOM   3518  O   GLU C 139      24.549 -22.163   8.442  1.00  0.00           O  
ATOM   3519 CB   GLU C 139      24.414 -24.041   5.735  1.00  0.00           C  
ATOM   3520 CG   GLU C 139      23.292 -24.469   4.722  1.00  0.00           C  
ATOM   3521 CD   GLU C 139      21.854 -24.050   5.118  1.00  0.00           C  
ATOM   3522 OE1  GLU C 139      21.501 -24.087   6.323  1.00  0.00           O  
ATOM   3523 OE2  GLU C 139      21.055 -23.698   4.210  1.00  0.00           O  
ATOM   3524  N   GLU C 140      26.482 -22.017   7.312  1.00  0.00           N  
ATOM   3525 CA   GLU C 140      27.256 -21.564   8.500  1.00  0.00           C  
ATOM   3526  C   GLU C 140      26.782 -20.182   9.018  1.00  0.00           C  
ATOM   3527  O   GLU C 140      26.581 -19.986  10.229  1.00  0.00           O  
ATOM   3528 CB   GLU C 140      28.774 -21.551   8.210  1.00  0.00           C  
ATOM   3529 CG   GLU C 140      29.315 -22.911   7.950  1.00  0.00           C  
ATOM   3530 CD   GLU C 140      30.671 -22.875   7.322  1.00  0.00           C  
ATOM   3531 OE1  GLU C 140      31.129 -21.788   6.933  1.00  0.00           O  
ATOM   3532 OE2  GLU C 140      31.305 -23.945   7.207  1.00  0.00           O  
ATOM   3533  N   PHE C 141      26.563 -19.261   8.092  1.00  0.00           N  
ATOM   3534 CA   PHE C 141      25.968 -17.943   8.387  1.00  0.00           C  
ATOM   3535  C   PHE C 141      24.583 -18.035   9.079  1.00  0.00           C  
ATOM   3536  O   PHE C 141      24.320 -17.330  10.063  1.00  0.00           O  
ATOM   3537 CB   PHE C 141      25.872 -17.137   7.089  1.00  0.00           C  
ATOM   3538 CG   PHE C 141      25.494 -15.666   7.283  1.00  0.00           C  
ATOM   3539 CD1  PHE C 141      24.219 -15.222   6.976  1.00  0.00           C  
ATOM   3540 CD2  PHE C 141      26.444 -14.727   7.734  1.00  0.00           C  
ATOM   3541 CE1  PHE C 141      23.856 -13.863   7.133  1.00  0.00           C  
ATOM   3542 CE2  PHE C 141      26.093 -13.378   7.897  1.00  0.00           C  
ATOM   3543 CZ   PHE C 141      24.788 -12.952   7.597  1.00  0.00           C  
ATOM   3544  N   VAL C 142      23.684 -18.865   8.537  1.00  0.00           N  
ATOM   3545 CA   VAL C 142      22.377 -19.087   9.140  1.00  0.00           C  
ATOM   3546  C   VAL C 142      22.532 -19.532  10.579  1.00  0.00           C  
ATOM   3547  O   VAL C 142      21.852 -19.006  11.467  1.00  0.00           O  
ATOM   3548 CB   VAL C 142      21.521 -20.154   8.384  1.00  0.00           C  
ATOM   3549 CG1  VAL C 142      20.193 -20.472   9.153  1.00  0.00           C  
ATOM   3550 CG2  VAL C 142      21.188 -19.680   6.995  1.00  0.00           C  
ATOM   3551  N   GLN C 143      23.429 -20.499  10.809  1.00  0.00           N  
ATOM   3552 CA   GLN C 143      23.622 -21.038  12.160  1.00  0.00           C  
ATOM   3553  C   GLN C 143      24.062 -19.939  13.124  1.00  0.00           C  
ATOM   3554  O   GLN C 143      23.645 -19.923  14.279  1.00  0.00           O  
ATOM   3555 CB   GLN C 143      24.619 -22.212  12.202  1.00  0.00           C  
ATOM   3556 CG   GLN C 143      24.344 -23.415  11.264  1.00  0.00           C  
ATOM   3557 CD   GLN C 143      22.874 -23.617  10.866  1.00  0.00           C  
ATOM   3558 OE1  GLN C 143      22.001 -23.970  11.696  1.00  0.00           O  
ATOM   3559 NE2  GLN C 143      22.597 -23.413   9.574  1.00  0.00           N  
ATOM   3560  N   MET C 144      24.876 -19.018  12.632  1.00  0.00           N  
ATOM   3561 CA   MET C 144      25.265 -17.849  13.395  1.00  0.00           C  
ATOM   3562  C   MET C 144      24.117 -16.843  13.566  1.00  0.00           C  
ATOM   3563  O   MET C 144      24.041 -16.155  14.582  1.00  0.00           O  
ATOM   3564 CB   MET C 144      26.437 -17.143  12.721  1.00  0.00           C  
ATOM   3565 CG   MET C 144      27.777 -17.848  12.853  1.00  0.00           C  
ATOM   3566 SD   MET C 144      28.274 -18.412  14.533  1.00  0.00           S  
ATOM   3567 CE   MET C 144      28.175 -20.194  14.386  1.00  0.00           C  
ATOM   3568  N   MET C 145      23.247 -16.740  12.559  1.00  0.00           N  
ATOM   3569 CA   MET C 145      22.141 -15.773  12.586  1.00  0.00           C  
ATOM   3570  C   MET C 145      21.043 -16.211  13.533  1.00  0.00           C  
ATOM   3571  O   MET C 145      20.003 -15.556  13.647  1.00  0.00           O  
ATOM   3572 CB   MET C 145      21.575 -15.544  11.182  1.00  0.00           C  
ATOM   3573 CG   MET C 145      22.385 -14.591  10.299  1.00  0.00           C  
ATOM   3574 SD   MET C 145      23.104 -13.147  11.120  1.00  0.00           S  
ATOM   3575 CE   MET C 145      24.677 -13.777  11.687  1.00  0.00           C  
ATOM   3576  N   THR C 146      21.283 -17.338  14.198  1.00  0.00           N  
ATOM   3577 CA   THR C 146      20.401 -17.873  15.232  1.00  0.00           C  
ATOM   3578  C   THR C 146      21.118 -18.954  16.051  1.00  0.00           C  
ATOM   3579  O   THR C 146      21.325 -18.803  17.258  1.00  0.00           O  
ATOM   3580 CB   THR C 146      19.074 -18.427  14.655  1.00  0.00           C  
ATOM   3581 OG1  THR C 146      18.387 -19.169  15.678  1.00  0.00           O  
ATOM   3582 CG2  THR C 146      19.308 -19.329  13.435  1.00  0.00           C  
ATOM   3583  N   VAL C1615      18.501  -3.768  -0.104  1.00  0.00           N  
ATOM   3584 CA   VAL C1615      17.750  -3.978   1.171  1.00  0.00           C  
ATOM   3585  C   VAL C1615      16.514  -3.106   1.166  1.00  0.00           C  
ATOM   3586  O   VAL C1615      16.621  -1.884   1.028  1.00  0.00           O  
ATOM   3587 CB   VAL C1615      18.561  -3.572   2.401  1.00  0.00           C  
ATOM   3588  N   GLY C1616      15.349  -3.722   1.315  1.00  0.00           N  
ATOM   3589 CA   GLY C1616      14.075  -3.003   1.171  1.00  0.00           C  
ATOM   3590  C   GLY C1616      13.411  -2.900   2.520  1.00  0.00           C  
ATOM   3591  O   GLY C1616      12.285  -2.404   2.632  1.00  0.00           O  
ATOM   3592  N   LYS C1617      14.118  -3.379   3.548  1.00  0.00           N  
ATOM   3593 CA   LYS C1617      13.569  -3.455   4.891  1.00  0.00           C  
ATOM   3594  C   LYS C1617      14.462  -2.770   5.953  1.00  0.00           C  
ATOM   3595  O   LYS C1617      15.682  -2.994   6.043  1.00  0.00           O  
ATOM   3596 CB   LYS C1617      13.301  -4.927   5.287  1.00  0.00           C  
ATOM   3597 CG   LYS C1617      12.443  -5.729   4.295  1.00  0.00           C  
ATOM   3598 CD   LYS C1617      10.973  -5.314   4.329  1.00  0.00           C  
ATOM   3599 CE   LYS C1617      10.131  -6.361   5.055  1.00  0.00           C  
ATOM   3600 NZ   LYS C1617      10.203  -7.720   4.401  1.00  0.00           N  
ATOM   3601  N   PHE C1618      13.816  -1.954   6.772  1.00  0.00           N  
ATOM   3602 CA   PHE C1618      14.472  -1.286   7.870  1.00  0.00           C  
ATOM   3603  C   PHE C1618      15.057  -2.318   8.870  1.00  0.00           C  
ATOM   3604  O   PHE C1618      16.163  -2.162   9.377  1.00  0.00           O  
ATOM   3605 CB   PHE C1618      13.452  -0.392   8.570  1.00  0.00           C  
ATOM   3606 CG   PHE C1618      14.015   0.350   9.711  1.00  0.00           C  
ATOM   3607 CD1  PHE C1618      14.337   1.680   9.593  1.00  0.00           C  
ATOM   3608 CD2  PHE C1618      14.295  -0.304  10.910  1.00  0.00           C  
ATOM   3609 CE1  PHE C1618      14.904   2.375  10.664  1.00  0.00           C  
ATOM   3610 CE2  PHE C1618      14.861   0.382  11.976  1.00  0.00           C  
ATOM   3611 CZ   PHE C1618      15.157   1.725  11.846  1.00  0.00           C  
ATOM   3612  N   TYR C1619      14.302  -3.366   9.158  1.00  0.00           N  
ATOM   3613 CA   TYR C1619      14.724  -4.383  10.114  1.00  0.00           C  
ATOM   3614  C   TYR C1619      16.033  -5.093   9.740  1.00  0.00           C  
ATOM   3615  O   TYR C1619      16.831  -5.425  10.614  1.00  0.00           O  
ATOM   3616 CB   TYR C1619      13.616  -5.420  10.283  1.00  0.00           C  
ATOM   3617 CG   TYR C1619      13.869  -6.320  11.457  1.00  0.00           C  
ATOM   3618 CD1  TYR C1619      13.806  -5.825  12.756  1.00  0.00           C  
ATOM   3619 CD2  TYR C1619      14.167  -7.654  11.274  1.00  0.00           C  
ATOM   3620 CE1  TYR C1619      14.024  -6.660  13.850  1.00  0.00           C  
ATOM   3621 CE2  TYR C1619      14.398  -8.491  12.351  1.00  0.00           C  
ATOM   3622 CZ   TYR C1619      14.339  -7.987  13.627  1.00  0.00           C  
ATOM   3623 OH   TYR C1619      14.541  -8.825  14.689  1.00  0.00           O  
ATOM   3624  N   ALA C1620      16.253  -5.324   8.447  1.00  0.00           N  
ATOM   3625 CA   ALA C1620      17.512  -5.927   7.970  1.00  0.00           C  
ATOM   3626  C   ALA C1620      18.739  -5.079   8.359  1.00  0.00           C  
ATOM   3627  O   ALA C1620      19.770  -5.614   8.783  1.00  0.00           O  
ATOM   3628 CB   ALA C1620      17.446  -6.175   6.457  1.00  0.00           C  
ATOM   3629  N   THR C1621      18.607  -3.758   8.248  1.00  0.00           N  
ATOM   3630 CA   THR C1621      19.672  -2.834   8.608  1.00  0.00           C  
ATOM   3631  C   THR C1621      19.916  -2.882  10.136  1.00  0.00           C  
ATOM   3632  O   THR C1621      21.062  -2.899  10.590  1.00  0.00           O  
ATOM   3633 CB   THR C1621      19.371  -1.403   8.119  1.00  0.00           C  
ATOM   3634 OG1  THR C1621      19.291  -1.400   6.687  1.00  0.00           O  
ATOM   3635 CG2  THR C1621      20.512  -0.479   8.512  1.00  0.00           C  
ATOM   3636  N   PHE C1622      18.837  -2.933  10.907  1.00  0.00           N  
ATOM   3637 CA   PHE C1622      18.923  -3.096  12.352  1.00  0.00           C  
ATOM   3638  C   PHE C1622      19.730  -4.360  12.681  1.00  0.00           C  
ATOM   3639  O   PHE C1622      20.667  -4.314  13.485  1.00  0.00           O  
ATOM   3640 CB   PHE C1622      17.520  -3.157  12.960  1.00  0.00           C  
ATOM   3641 CG   PHE C1622      17.467  -3.758  14.336  1.00  0.00           C  
ATOM   3642 CD1  PHE C1622      17.734  -2.981  15.457  1.00  0.00           C  
ATOM   3643 CD2  PHE C1622      17.097  -5.083  14.510  1.00  0.00           C  
ATOM   3644 CE1  PHE C1622      17.649  -3.521  16.733  1.00  0.00           C  
ATOM   3645 CE2  PHE C1622      17.008  -5.642  15.765  1.00  0.00           C  
ATOM   3646 CZ   PHE C1622      17.299  -4.870  16.890  1.00  0.00           C  
ATOM   3647  N   LEU C1623      19.370  -5.470  12.035  1.00  0.00           N  
ATOM   3648 CA   LEU C1623      20.018  -6.767  12.298  1.00  0.00           C  
ATOM   3649  C   LEU C1623      21.529  -6.690  12.120  1.00  0.00           C  
ATOM   3650  O   LEU C1623      22.305  -7.207  12.938  1.00  0.00           O  
ATOM   3651 CB   LEU C1623      19.443  -7.843  11.386  1.00  0.00           C  
ATOM   3652 CG   LEU C1623      18.068  -8.387  11.718  1.00  0.00           C  
ATOM   3653 CD1  LEU C1623      17.581  -9.328  10.578  1.00  0.00           C  
ATOM   3654 CD2  LEU C1623      18.110  -9.130  13.068  1.00  0.00           C  
ATOM   3655  N   ILE C1624      21.945  -6.075  11.030  1.00  0.00           N  
ATOM   3656 CA   ILE C1624      23.360  -5.942  10.736  1.00  0.00           C  
ATOM   3657  C   ILE C1624      24.096  -5.184  11.820  1.00  0.00           C  
ATOM   3658  O   ILE C1624      25.138  -5.638  12.313  1.00  0.00           O  
ATOM   3659 CB   ILE C1624      23.581  -5.293   9.347  1.00  0.00           C  
ATOM   3660 CG1  ILE C1624      23.070  -6.227   8.249  1.00  0.00           C  
ATOM   3661 CG2  ILE C1624      25.047  -4.939   9.141  1.00  0.00           C  
ATOM   3662 CD1  ILE C1624      22.866  -5.512   6.948  1.00  0.00           C  
ATOM   3663  N   GLN C1625      23.559  -4.033  12.205  1.00  0.00           N  
ATOM   3664 CA   GLN C1625      24.175  -3.212  13.239  1.00  0.00           C  
ATOM   3665  C   GLN C1625      24.176  -3.902  14.580  1.00  0.00           C  
ATOM   3666  O   GLN C1625      25.137  -3.788  15.352  1.00  0.00           O  
ATOM   3667 CB   GLN C1625      23.431  -1.885  13.381  1.00  0.00           C  
ATOM   3668 CG   GLN C1625      23.537  -0.982  12.193  1.00  0.00           C  
ATOM   3669 CD   GLN C1625      23.087   0.412  12.521  1.00  0.00           C  
ATOM   3670 OE1  GLN C1625      22.018   0.605  13.110  1.00  0.00           O  
ATOM   3671 NE2  GLN C1625      23.890   1.394  12.160  1.00  0.00           N  
ATOM   3672  N   GLU C1626      23.088  -4.599  14.886  1.00  0.00           N  
ATOM   3673 CA   GLU C1626      22.997  -5.300  16.183  1.00  0.00           C  
ATOM   3674  C   GLU C1626      23.915  -6.493  16.344  1.00  0.00           C  
ATOM   3675  O   GLU C1626      24.248  -6.847  17.459  1.00  0.00           O  
ATOM   3676 CB   GLU C1626      21.569  -5.722  16.476  1.00  0.00           C  
ATOM   3677 CG   GLU C1626      20.711  -4.523  16.731  1.00  0.00           C  
ATOM   3678 CD   GLU C1626      21.195  -3.736  17.934  1.00  0.00           C  
ATOM   3679 OE1  GLU C1626      21.842  -2.661  17.761  1.00  0.00           O  
ATOM   3680 OE2  GLU C1626      20.917  -4.214  19.044  1.00  0.00           O  
ATOM   3681  N   TYR C1627      24.269  -7.137  15.237  1.00  0.00           N  
ATOM   3682 CA   TYR C1627      25.220  -8.255  15.241  1.00  0.00           C  
ATOM   3683  C   TYR C1627      26.517  -7.776  15.881  1.00  0.00           C  
ATOM   3684  O   TYR C1627      27.056  -8.418  16.809  1.00  0.00           O  
ATOM   3685 CB   TYR C1627      25.461  -8.695  13.797  1.00  0.00           C  
ATOM   3686 CG   TYR C1627      26.160 -10.039  13.556  1.00  0.00           C  
ATOM   3687 CD1  TYR C1627      26.737 -10.313  12.310  1.00  0.00           C  
ATOM   3688 CD2  TYR C1627      26.190 -11.049  14.527  1.00  0.00           C  
ATOM   3689 CE1  TYR C1627      27.338 -11.535  12.029  1.00  0.00           C  
ATOM   3690 CE2  TYR C1627      26.825 -12.286  14.266  1.00  0.00           C  
ATOM   3691 CZ   TYR C1627      27.390 -12.514  13.006  1.00  0.00           C  
ATOM   3692 OH   TYR C1627      28.006 -13.703  12.701  1.00  0.00           O  
ATOM   3693  N   PHE C1628      27.002  -6.629  15.410  1.00  0.00           N  
ATOM   3694 CA   PHE C1628      28.286  -6.077  15.892  1.00  0.00           C  
ATOM   3695  C   PHE C1628      28.135  -5.509  17.270  1.00  0.00           C  
ATOM   3696  O   PHE C1628      28.985  -5.711  18.130  1.00  0.00           O  
ATOM   3697 CB   PHE C1628      28.841  -5.024  14.920  1.00  0.00           C  
ATOM   3698 CG   PHE C1628      29.320  -5.613  13.634  1.00  0.00           C  
ATOM   3699 CD1  PHE C1628      30.555  -6.243  13.559  1.00  0.00           C  
ATOM   3700 CD2  PHE C1628      28.502  -5.612  12.516  1.00  0.00           C  
ATOM   3701 CE1  PHE C1628      30.973  -6.826  12.369  1.00  0.00           C  
ATOM   3702 CE2  PHE C1628      28.912  -6.190  11.325  1.00  0.00           C  
ATOM   3703 CZ   PHE C1628      30.123  -6.799  11.239  1.00  0.00           C  
ATOM   3704  N   ARG C1629      27.032  -4.801  17.474  1.00  0.00           N  
ATOM   3705 CA   ARG C1629      26.709  -4.206  18.764  1.00  0.00           C  
ATOM   3706  C   ARG C1629      26.722  -5.251  19.885  1.00  0.00           C  
ATOM   3707  O   ARG C1629      27.406  -5.070  20.883  1.00  0.00           O  
ATOM   3708 CB   ARG C1629      25.342  -3.522  18.701  1.00  0.00           C  
ATOM   3709 CG   ARG C1629      25.245  -2.269  19.578  1.00  0.00           C  
ATOM   3710 CD   ARG C1629      23.802  -1.988  20.010  1.00  0.00           C  
ATOM   3711 NE   ARG C1629      23.647  -2.399  21.405  1.00  0.00           N  
ATOM   3712 CZ   ARG C1629      22.817  -3.345  21.836  1.00  0.00           C  
ATOM   3713 NH1  ARG C1629      22.018  -3.994  21.003  1.00  0.00           N  
ATOM   3714 NH2  ARG C1629      22.788  -3.637  23.121  1.00  0.00           N  
ATOM   3715  N   LYS C1630      25.970  -6.340  19.701  1.00  0.00           N  
ATOM   3716 CA   LYS C1630      25.871  -7.408  20.706  1.00  0.00           C  
ATOM   3717  C   LYS C1630      27.155  -8.212  20.891  1.00  0.00           C  
ATOM   3718  O   LYS C1630      27.428  -8.665  21.999  1.00  0.00           O  
ATOM   3719 CB   LYS C1630      24.711  -8.364  20.398  1.00  0.00           C  
ATOM   3720 CG   LYS C1630      23.342  -7.682  20.272  1.00  0.00           C  
ATOM   3721 CD   LYS C1630      22.223  -8.558  20.823  1.00  0.00           C  
ATOM   3722 CE   LYS C1630      21.315  -9.108  19.716  1.00  0.00           C  
ATOM   3723 NZ   LYS C1630      19.972  -9.502  20.283  1.00  0.00           N  
ATOM   3724  N   PHE C1631      27.924  -8.408  19.817  1.00  0.00           N  
ATOM   3725 CA   PHE C1631      29.236  -9.082  19.939  1.00  0.00           C  
ATOM   3726  C   PHE C1631      30.167  -8.255  20.809  1.00  0.00           C  
ATOM   3727  O   PHE C1631      30.791  -8.777  21.724  1.00  0.00           O  
ATOM   3728 CB   PHE C1631      29.920  -9.348  18.582  1.00  0.00           C  
ATOM   3729 CG   PHE C1631      31.396  -9.738  18.718  1.00  0.00           C  
ATOM   3730 CD1  PHE C1631      31.759 -11.028  19.100  1.00  0.00           C  
ATOM   3731 CD2  PHE C1631      32.407  -8.804  18.497  1.00  0.00           C  
ATOM   3732 CE1  PHE C1631      33.108 -11.383  19.247  1.00  0.00           C  
ATOM   3733 CE2  PHE C1631      33.772  -9.161  18.638  1.00  0.00           C  
ATOM   3734 CZ   PHE C1631      34.108 -10.442  19.009  1.00  0.00           C  
ATOM   3735  N   LYS C1632      30.265  -6.971  20.471  1.00  0.00           N  
ATOM   3736 CA   LYS C1632      31.076  -5.985  21.164  1.00  0.00           C  
ATOM   3737  C   LYS C1632      30.781  -6.014  22.664  1.00  0.00           C  
ATOM   3738  O   LYS C1632      31.676  -5.841  23.478  1.00  0.00           O  
ATOM   3739 CB   LYS C1632      30.765  -4.592  20.600  1.00  0.00           C  
ATOM   3740 CG   LYS C1632      31.326  -4.302  19.205  1.00  0.00           C  
ATOM   3741 CD   LYS C1632      32.499  -3.330  19.245  1.00  0.00           C  
ATOM   3742 CE   LYS C1632      32.046  -1.891  19.467  1.00  0.00           C  
ATOM   3743 NZ   LYS C1632      31.069  -1.485  18.427  1.00  0.00           N  
ATOM   3744  N   LYS C1633      29.511  -6.259  22.989  1.00  0.00           N  
ATOM   3745 CA   LYS C1633      28.995  -6.304  24.353  1.00  0.00           C  
ATOM   3746  C   LYS C1633      29.375  -7.582  25.084  1.00  0.00           C  
ATOM   3747  O   LYS C1633      29.799  -7.527  26.259  1.00  0.00           O  
ATOM   3748 CB   LYS C1633      27.474  -6.160  24.329  1.00  0.00           C  
ATOM   3749 CG   LYS C1633      26.981  -4.724  24.133  1.00  0.00           C  
ATOM   3750 CD   LYS C1633      26.641  -4.087  25.482  1.00  0.00           C  
ATOM   3751 CE   LYS C1633      25.145  -4.139  25.707  1.00  0.00           C  
ATOM   3752 NZ   LYS C1633      24.784  -4.530  27.094  1.00  0.00           N  
ATOM   3753  N   ARG C1634      29.220  -8.732  24.407  1.00  0.00           N  
ATOM   3754 CA   ARG C1634      29.662 -10.013  24.992  1.00  0.00           C  
ATOM   3755  C   ARG C1634      31.142  -9.956  25.366  1.00  0.00           C  
ATOM   3756  O   ARG C1634      31.564 -10.545  26.376  1.00  0.00           O  
ATOM   3757 CB   ARG C1634      29.371 -11.193  24.057  1.00  0.00           C  
ATOM   3758 CG   ARG C1634      27.887 -11.372  23.753  1.00  0.00           C  
ATOM   3759 CD   ARG C1634      27.592 -12.666  23.011  1.00  0.00           C  
ATOM   3760 NE   ARG C1634      27.927 -12.598  21.590  1.00  0.00           N  
ATOM   3761 CZ   ARG C1634      27.063 -12.311  20.621  1.00  0.00           C  
ATOM   3762 NH1  ARG C1634      25.788 -12.055  20.895  1.00  0.00           N  
ATOM   3763 NH2  ARG C1634      27.478 -12.290  19.368  1.00  0.00           N  
ATOM   3764  N   LYS C1635      31.920  -9.228  24.564  1.00  0.00           N  
ATOM   3765 CA   LYS C1635      33.318  -8.920  24.888  1.00  0.00           C  
ATOM   3766  C   LYS C1635      33.450  -8.256  26.273  1.00  0.00           C  
ATOM   3767  O   LYS C1635      34.234  -8.722  27.133  1.00  0.00           O  
ATOM   3768 CB   LYS C1635      33.909  -8.003  23.808  1.00  0.00           C  
ATOM   3769 CG   LYS C1635      34.177  -8.676  22.470  1.00  0.00           C  
ATOM   3770 CD   LYS C1635      35.644  -9.081  22.336  1.00  0.00           C  
ATOM   3771 CE   LYS C1635      35.937 -10.402  23.033  1.00  0.00           C  
ATOM   3772 NZ   LYS C1635      37.401 -10.688  23.004  1.00  0.00           N  
ATOM   3773  N   GLU C1636      32.682  -7.170  26.479  1.00  0.00           N  
ATOM   3774 CA   GLU C1636      32.645  -6.466  27.774  1.00  0.00           C  
ATOM   3775  C   GLU C1636      31.753  -7.209  28.778  1.00  0.00           C  
ATOM   3776  O   GLU C1636      32.447  -9.001  29.311  1.00  0.00           O  
ATOM   3777 CB   GLU C1636      32.161  -5.019  27.587  1.00  0.00           C  
TER    3778      GLU C1636                                                      
HETATM 3779   CA  CA C 501      17.402  12.046  14.735  1.00  0.00          CA  
HETATM 3780   CA  CA C 502       6.251   8.533  14.007  1.00  0.00          CA  
HETATM 3781   CA  CA C 503      32.376 -14.114  -1.224  1.00  0.00          CA  
HETATM 3782   CA  CA C 504      33.171 -22.756   6.009  1.00  0.00          CA  
HETATM 3783   NI  NI C 505      32.835  -2.075  -0.033  1.00  0.00          NI  
MASTER        0    0   15    0    0    0    0    0 3780    3    0    0          
END                                                                             



MODEL         1

ATOM      1  N   NAL     1      44.309  66.952  45.339  1.00  0.00

ATOM      2  H1  NAL     1      44.149  66.349  44.544  1.00  0.00

ATOM      3  H2  NAL     1      43.707  66.701  46.117  1.00  0.00

ATOM      4  H3  NAL     1      44.055  67.888  45.042  1.00  0.00

ATOM      5  CA  NAL     1      45.734  66.740  45.617  1.00  0.00

ATOM      6  HA  NAL     1      45.910  67.159  46.610  1.00  0.00

ATOM      7  CB  NAL     1      46.029  65.246  45.702  1.00  0.00

ATOM      8  HB1 NAL     1      45.824  64.804  44.728  1.00  0.00

ATOM      9  HB2 NAL     1      47.104  65.135  45.867  1.00  0.00

ATOM     10  HB3 NAL     1      45.453  64.731  46.471  1.00  0.00

ATOM     11  C   NAL     1      46.646  67.476  44.657  1.00  0.00

ATOM     12  O   NAL     1      46.243  67.639  43.511  1.00  0.00

ATOM     13  N   ASP     2      47.830  67.889  45.111  1.00  0.00

ATOM     14  H   ASP     2      48.063  67.545  46.026  1.00  0.00

ATOM     15  CA  ASP     2      48.730  68.715  44.323  1.00  0.00

ATOM     16  HA  ASP     2      48.241  69.035  43.408  1.00  0.00

ATOM     17  CB  ASP     2      48.952  70.001  45.106  1.00  0.00

ATOM     18  HB1 ASP     2      49.606  69.746  45.935  1.00  0.00

ATOM     19  HB2 ASP     2      48.012  70.324  45.550  1.00  0.00

ATOM     20  CG  ASP     2      49.683  71.075  44.312  1.00  0.00

ATOM     21  OD1 ASP     2      49.085  71.628  43.363  1.00  0.00

ATOM     22  OD2 ASP     2      50.913  71.215  44.521  1.00  0.00

ATOM     23  C   ASP     2      50.029  67.966  44.094  1.00  0.00

ATOM     24  O   ASP     2      50.711  68.249  43.110  1.00  0.00

ATOM     25  N   GLN     3      50.487  67.020  44.927  1.00  0.00

ATOM     26  H   GLN     3      49.934  66.868  45.752  1.00  0.00

ATOM     27  CA  GLN     3      51.706  66.244  44.813  1.00  0.00

ATOM     28  HA  GLN     3      52.279  66.590  43.952  1.00  0.00

ATOM     29  CB  GLN     3      52.403  66.497  46.140  1.00  0.00

ATOM     30  HB1 GLN     3      51.670  66.416  46.941  1.00  0.00

ATOM     31  HB2 GLN     3      52.762  67.523  46.229  1.00  0.00

ATOM     32  CG  GLN     3      53.570  65.609  46.564  1.00  0.00

ATOM     33  HG1 GLN     3      53.287  64.571  46.723  1.00  0.00

ATOM     34  HG2 GLN     3      53.987  66.013  47.493  1.00  0.00

ATOM     35  CD  GLN     3      54.709  65.560  45.555  1.00  0.00

ATOM     36  OE1 GLN     3      54.481  65.766  44.369  1.00  0.00

ATOM     37  NE2 GLN     3      55.958  65.416  46.025  1.00  0.00

ATOM     38 1HE2 GLN     3      56.068  65.161  46.996  1.00  0.00

ATOM     39 2HE2 GLN     3      56.718  65.503  45.368  1.00  0.00

ATOM     40  C   GLN     3      51.351  64.765  44.659  1.00  0.00

ATOM     41  O   GLN     3      50.449  64.310  45.367  1.00  0.00

ATOM     42  N   LEU     4      52.136  64.048  43.856  1.00  0.00

ATOM     43  H   LEU     4      52.748  64.572  43.249  1.00  0.00

ATOM     44  CA  LEU     4      52.053  62.630  43.574  1.00  0.00

ATOM     45  HA  LEU     4      52.626  62.431  42.668  1.00  0.00

ATOM     46  CB  LEU     4      52.530  61.752  44.726  1.00  0.00

ATOM     47  HB1 LEU     4      52.207  60.725  44.584  1.00  0.00

ATOM     48  HB2 LEU     4      52.012  62.039  45.644  1.00  0.00

ATOM     49  CG  LEU     4      54.035  61.614  44.925  1.00  0.00

ATOM     50  HG  LEU     4      54.576  62.555  45.040  1.00  0.00

ATOM     51  CD1 LEU     4      54.408  60.827  46.182  1.00  0.00

ATOM     52 1HD1 LEU     4      53.943  59.841  46.083  1.00  0.00

ATOM     53 2HD1 LEU     4      55.490  60.766  46.277  1.00  0.00

ATOM     54 3HD1 LEU     4      53.971  61.295  47.070  1.00  0.00

ATOM     55  CD2 LEU     4      54.693  60.855  43.785  1.00  0.00

ATOM     56 1HD2 LEU     4      54.470  61.448  42.899  1.00  0.00

ATOM     57 2HD2 LEU     4      55.749  60.741  44.018  1.00  0.00

ATOM     58 3HD2 LEU     4      54.283  59.840  43.800  1.00  0.00

ATOM     59  C   LEU     4      50.679  62.253  43.039  1.00  0.00

ATOM     60  O   LEU     4      50.040  61.274  43.415  1.00  0.00

ATOM     61  N   THR     5      50.169  63.033  42.082  1.00  0.00

ATOM     62  H   THR     5      50.707  63.852  41.822  1.00  0.00

ATOM     63  CA  THR     5      48.972  62.777  41.309  1.00  0.00

ATOM     64  HA  THR     5      48.252  62.229  41.907  1.00  0.00

ATOM     65  CB  THR     5      48.369  64.075  40.791  1.00  0.00

ATOM     66  HB  THR     5      47.501  63.855  40.161  1.00  0.00

ATOM     67  CG2 THR     5      47.951  64.973  41.953  1.00  0.00

ATOM     68 1HG2 THR     5      47.227  64.417  42.555  1.00  0.00

ATOM     69 2HG2 THR     5      48.848  65.254  42.511  1.00  0.00

ATOM     70 3HG2 THR     5      47.409  65.840  41.555  1.00  0.00

ATOM     71  OG1 THR     5      49.299  64.923  40.155  1.00  0.00

ATOM     72  HG1 THR     5      49.181  64.834  39.206  1.00  0.00

ATOM     73  C   THR     5      49.289  61.843  40.149  1.00  0.00

ATOM     74  O   THR     5      50.382  61.857  39.562  1.00  0.00

ATOM     75  N   GLU     6      48.338  61.003  39.746  1.00  0.00

ATOM     76  H   GLU     6      47.499  61.087  40.297  1.00  0.00

ATOM     77  CA  GLU     6      48.480  59.962  38.753  1.00  0.00

ATOM     78  HA  GLU     6      49.153  59.189  39.124  1.00  0.00

ATOM     79  CB  GLU     6      47.172  59.183  38.716  1.00  0.00

ATOM     80  HB1 GLU     6      46.808  59.088  39.741  1.00  0.00

ATOM     81  HB2 GLU     6      47.397  58.165  38.383  1.00  0.00

ATOM     82  CG  GLU     6      46.028  59.771  37.893  1.00  0.00

ATOM     83  HG1 GLU     6      46.276  59.730  36.839  1.00  0.00

ATOM     84  HG2 GLU     6      45.916  60.837  38.114  1.00  0.00

ATOM     85  CD  GLU     6      44.696  59.059  38.095  1.00  0.00

ATOM     86  OE1 GLU     6      44.237  58.871  39.244  1.00  0.00

ATOM     87  OE2 GLU     6      44.111  58.641  37.073  1.00  0.00

ATOM     88  C   GLU     6      49.036  60.318  37.375  1.00  0.00

ATOM     89  O   GLU     6      49.905  59.643  36.829  1.00  0.00

ATOM     90  N   GLU     7      48.527  61.398  36.771  1.00  0.00

ATOM     91  H   GLU     7      47.695  61.842  37.137  1.00  0.00

ATOM     92  CA  GLU     7      48.965  61.898  35.483  1.00  0.00

ATOM     93  HA  GLU     7      49.132  60.981  34.921  1.00  0.00

ATOM     94  CB  GLU     7      47.896  62.726  34.781  1.00  0.00

ATOM     95  HB1 GLU     7      46.901  62.281  34.874  1.00  0.00

ATOM     96  HB2 GLU     7      48.028  62.737  33.698  1.00  0.00

ATOM     97  CG  GLU     7      47.880  64.179  35.245  1.00  0.00

ATOM     98  HG1 GLU     7      47.074  64.784  34.837  1.00  0.00

ATOM     99  HG2 GLU     7      48.817  64.663  35.003  1.00  0.00

ATOM    100  CD  GLU     7      47.511  64.228  36.724  1.00  0.00

ATOM    101  OE1 GLU     7      48.323  64.604  37.593  1.00  0.00

ATOM    102  OE2 GLU     7      46.318  63.966  36.975  1.00  0.00

ATOM    103  C   GLU     7      50.328  62.567  35.559  1.00  0.00

ATOM    104  O   GLU     7      50.939  62.688  34.505  1.00  0.00

ATOM    105  N   GLN     8      50.878  62.818  36.745  1.00  0.00

ATOM    106  H   GLN     8      50.338  62.857  37.596  1.00  0.00

ATOM    107  CA  GLN     8      52.280  63.112  37.018  1.00  0.00

ATOM    108  HA  GLN     8      52.667  63.615  36.133  1.00  0.00

ATOM    109  CB  GLN     8      52.292  64.088  38.184  1.00  0.00

ATOM    110  HB1 GLN     8      52.121  63.558  39.124  1.00  0.00

ATOM    111  HB2 GLN     8      51.570  64.890  38.073  1.00  0.00

ATOM    112  CG  GLN     8      53.616  64.822  38.381  1.00  0.00

ATOM    113  HG1 GLN     8      54.388  64.092  38.613  1.00  0.00

ATOM    114  HG2 GLN     8      53.603  65.414  39.301  1.00  0.00

ATOM    115  CD  GLN     8      53.978  65.735  37.213  1.00  0.00

ATOM    116  OE1 GLN     8      53.711  66.924  37.069  1.00  0.00

ATOM    117  NE2 GLN     8      54.629  65.134  36.207  1.00  0.00

ATOM    118 1HE2 GLN     8      55.010  64.206  36.289  1.00  0.00

ATOM    119 2HE2 GLN     8      54.597  65.603  35.314  1.00  0.00

ATOM    120  C   GLN     8      53.206  61.927  37.223  1.00  0.00

ATOM    121  O   GLN     8      54.311  61.993  36.701  1.00  0.00

ATOM    122  N   ILE     9      52.734  60.860  37.872  1.00  0.00

ATOM    123  H   ILE     9      51.819  60.938  38.292  1.00  0.00

ATOM    124  CA  ILE     9      53.410  59.581  38.029  1.00  0.00

ATOM    125  HA  ILE     9      54.415  59.778  38.399  1.00  0.00

ATOM    126  CB  ILE     9      52.595  58.779  39.043  1.00  0.00

ATOM    127  HB  ILE     9      51.528  58.954  39.055  1.00  0.00

ATOM    128  CG2 ILE     9      52.922  57.293  38.962  1.00  0.00

ATOM    129 1HG2 ILE     9      52.598  56.687  39.812  1.00  0.00

ATOM    130 2HG2 ILE     9      52.649  56.802  38.032  1.00  0.00

ATOM    131 3HG2 ILE     9      54.003  57.122  38.975  1.00  0.00

ATOM    132  CG1 ILE     9      53.107  59.281  40.395  1.00  0.00

ATOM    133 1HG1 ILE     9      52.903  60.359  40.398  1.00  0.00

ATOM    134 2HG1 ILE     9      54.179  59.128  40.455  1.00  0.00

ATOM    135  CD  ILE     9      52.543  58.742  41.697  1.00  0.00

ATOM    136  HD1 ILE     9      53.093  57.846  42.029  1.00  0.00

ATOM    137  HD2 ILE     9      52.712  59.545  42.405  1.00  0.00

ATOM    138  HD3 ILE     9      51.468  58.594  41.718  1.00  0.00

ATOM    139  C   ILE     9      53.464  58.835  36.706  1.00  0.00

ATOM    140  O   ILE     9      54.336  57.988  36.487  1.00  0.00

ATOM    141  N   ALA    10      52.673  59.208  35.697  1.00  0.00

ATOM    142  H   ALA    10      51.922  59.810  36.014  1.00  0.00

ATOM    143  CA  ALA    10      52.751  58.755  34.329  1.00  0.00

ATOM    144  HA  ALA    10      52.917  57.674  34.345  1.00  0.00

ATOM    145  CB  ALA    10      51.453  59.115  33.605  1.00  0.00

ATOM    146  HB1 ALA    10      51.414  60.199  33.511  1.00  0.00

ATOM    147  HB2 ALA    10      51.431  58.648  32.622  1.00  0.00

ATOM    148  HB3 ALA    10      50.583  58.877  34.210  1.00  0.00

ATOM    149  C   ALA    10      53.997  59.221  33.591  1.00  0.00

ATOM    150  O   ALA    10      54.655  58.513  32.840  1.00  0.00

ATOM    151  N   GLU    11      54.467  60.442  33.860  1.00  0.00

ATOM    152  H   GLU    11      53.962  60.972  34.554  1.00  0.00

ATOM    153  CA  GLU    11      55.608  61.053  33.205  1.00  0.00

ATOM    154  HA  GLU    11      55.800  60.700  32.192  1.00  0.00

ATOM    155  CB  GLU    11      55.419  62.558  33.154  1.00  0.00

ATOM    156  HB1 GLU    11      56.290  62.856  32.560  1.00  0.00

ATOM    157  HB2 GLU    11      55.628  63.063  34.102  1.00  0.00

ATOM    158  CG  GLU    11      54.152  63.034  32.461  1.00  0.00

ATOM    159  HG1 GLU    11      53.277  62.664  32.991  1.00  0.00

ATOM    160  HG2 GLU    11      54.205  62.577  31.471  1.00  0.00

ATOM    161  CD  GLU    11      54.070  64.550  32.296  1.00  0.00

ATOM    162  OE1 GLU    11      54.263  65.328  33.258  1.00  0.00

ATOM    163  OE2 GLU    11      53.849  64.916  31.121  1.00  0.00

ATOM    164  C   GLU    11      56.877  60.669  33.948  1.00  0.00

ATOM    165  O   GLU    11      57.972  60.614  33.386  1.00  0.00

ATOM    166  N   PHE    12      56.782  60.364  35.251  1.00  0.00

ATOM    167  H   PHE    12      55.929  60.576  35.751  1.00  0.00

ATOM    168  CA  PHE    12      57.882  59.790  35.992  1.00  0.00

ATOM    169  HA  PHE    12      58.720  60.345  35.559  1.00  0.00

ATOM    170  CB  PHE    12      57.749  60.168  37.470  1.00  0.00

ATOM    171  HB1 PHE    12      58.677  59.924  37.986  1.00  0.00

ATOM    172  HB2 PHE    12      57.020  59.513  37.956  1.00  0.00

ATOM    173  CG  PHE    12      57.471  61.594  37.845  1.00  0.00

ATOM    174  CD1 PHE    12      58.093  62.721  37.279  1.00  0.00

ATOM    175  HD1 PHE    12      58.655  62.671  36.362  1.00  0.00

ATOM    176  CE1 PHE    12      58.023  63.970  37.911  1.00  0.00

ATOM    177  HE1 PHE    12      58.610  64.751  37.451  1.00  0.00

ATOM    178  CZ  PHE    12      57.172  64.225  38.983  1.00  0.00

ATOM    179  HZ  PHE    12      56.962  65.198  39.397  1.00  0.00

ATOM    180  CE2 PHE    12      56.491  63.122  39.518  1.00  0.00

ATOM    181  HE2 PHE    12      55.788  63.261  40.319  1.00  0.00

ATOM    182  CD2 PHE    12      56.729  61.827  39.013  1.00  0.00

ATOM    183  HD2 PHE    12      56.276  61.000  39.539  1.00  0.00

ATOM    184  C   PHE    12      58.124  58.308  35.737  1.00  0.00

ATOM    185  O   PHE    12      59.204  57.781  35.978  1.00  0.00

ATOM    186  N   LYS    13      57.128  57.617  35.182  1.00  0.00

ATOM    187  H   LYS    13      56.285  58.164  35.135  1.00  0.00

ATOM    188  CA  LYS    13      57.206  56.313  34.556  1.00  0.00

ATOM    189  HA  LYS    13      57.885  55.672  35.127  1.00  0.00

ATOM    190  CB  LYS    13      55.854  55.610  34.676  1.00  0.00

ATOM    191  HB1 LYS    13      55.100  56.163  34.115  1.00  0.00

ATOM    192  HB2 LYS    13      55.594  55.734  35.720  1.00  0.00

ATOM    193  CG  LYS    13      55.995  54.118  34.395  1.00  0.00

ATOM    194  HG1 LYS    13      56.819  53.753  34.999  1.00  0.00

ATOM    195  HG2 LYS    13      56.310  54.053  33.357  1.00  0.00

ATOM    196  CD  LYS    13      54.786  53.205  34.630  1.00  0.00

ATOM    197  HD1 LYS    13      53.837  53.692  34.386  1.00  0.00

ATOM    198  HD2 LYS    13      54.968  52.872  35.647  1.00  0.00

ATOM    199  CE  LYS    13      54.810  51.914  33.812  1.00  0.00

ATOM    200  HE1 LYS    13      55.845  51.572  33.893  1.00  0.00

ATOM    201  HE2 LYS    13      54.627  52.164  32.765  1.00  0.00

ATOM    202  NZ  LYS    13      53.843  50.941  34.344  1.00  0.00

ATOM    203  HZ1 LYS    13      53.900  50.023  33.907  1.00  0.00

ATOM    204  HZ2 LYS    13      53.959  50.635  35.300  1.00  0.00

ATOM    205  HZ3 LYS    13      52.890  51.252  34.261  1.00  0.00

ATOM    206  C   LYS    13      57.808  56.293  33.158  1.00  0.00

ATOM    207  O   LYS    13      58.674  55.472  32.857  1.00  0.00

ATOM    208  N   GLU    14      57.445  57.192  32.239  1.00  0.00

ATOM    209  H   GLU    14      56.640  57.782  32.392  1.00  0.00

ATOM    210  CA  GLU    14      58.218  57.419  31.025  1.00  0.00

ATOM    211  HA  GLU    14      58.177  56.523  30.406  1.00  0.00

ATOM    212  CB  GLU    14      57.640  58.580  30.213  1.00  0.00

ATOM    213  HB1 GLU    14      58.316  58.618  29.358  1.00  0.00

ATOM    214  HB2 GLU    14      57.603  59.539  30.724  1.00  0.00

ATOM    215  CG  GLU    14      56.247  58.177  29.728  1.00  0.00

ATOM    216  HG1 GLU    14      55.541  58.324  30.541  1.00  0.00

ATOM    217  HG2 GLU    14      56.213  57.143  29.404  1.00  0.00

ATOM    218  CD  GLU    14      55.651  59.028  28.619  1.00  0.00

ATOM    219  OE1 GLU    14      56.369  59.361  27.652  1.00  0.00

ATOM    220  OE2 GLU    14      54.423  59.264  28.612  1.00  0.00

ATOM    221  C   GLU    14      59.679  57.678  31.355  1.00  0.00

ATOM    222  O   GLU    14      60.570  57.105  30.732  1.00  0.00

ATOM    223  N   ALA    15      60.024  58.443  32.390  1.00  0.00

ATOM    224  H   ALA    15      59.347  58.822  33.053  1.00  0.00

ATOM    225  CA  ALA    15      61.400  58.606  32.804  1.00  0.00

ATOM    226  HA  ALA    15      61.936  59.080  31.984  1.00  0.00

ATOM    227  CB  ALA    15      61.366  59.699  33.857  1.00  0.00

ATOM    228  HB1 ALA    15      61.068  60.637  33.388  1.00  0.00

ATOM    229  HB2 ALA    15      60.889  59.330  34.776  1.00  0.00

ATOM    230  HB3 ALA    15      62.355  60.007  34.215  1.00  0.00

ATOM    231  C   ALA    15      62.094  57.319  33.238  1.00  0.00

ATOM    232  O   ALA    15      63.215  57.068  32.813  1.00  0.00

ATOM    233  N   PHE    16      61.422  56.516  34.065  1.00  0.00

ATOM    234  H   PHE    16      60.430  56.600  34.250  1.00  0.00

ATOM    235  CA  PHE    16      61.909  55.222  34.516  1.00  0.00

ATOM    236  HA  PHE    16      62.863  55.394  34.997  1.00  0.00

ATOM    237  CB  PHE    16      60.983  54.661  35.586  1.00  0.00

ATOM    238  HB1 PHE    16      60.064  54.417  35.067  1.00  0.00

ATOM    239  HB2 PHE    16      60.652  55.438  36.270  1.00  0.00

ATOM    240  CG  PHE    16      61.483  53.498  36.416  1.00  0.00

ATOM    241  CD1 PHE    16      62.227  53.696  37.581  1.00  0.00

ATOM    242  HD1 PHE    16      62.598  54.677  37.821  1.00  0.00

ATOM    243  CE1 PHE    16      62.626  52.589  38.337  1.00  0.00

ATOM    244  HE1 PHE    16      63.133  52.798  39.268  1.00  0.00

ATOM    245  CZ  PHE    16      62.222  51.320  37.941  1.00  0.00

ATOM    246  HZ  PHE    16      62.406  50.488  38.607  1.00  0.00

ATOM    247  CE2 PHE    16      61.526  51.061  36.751  1.00  0.00

ATOM    248  HE2 PHE    16      61.264  50.077  36.399  1.00  0.00

ATOM    249  CD2 PHE    16      61.175  52.190  36.000  1.00  0.00

ATOM    250  HD2 PHE    16      60.684  52.082  35.053  1.00  0.00

ATOM    251  C   PHE    16      62.076  54.192  33.405  1.00  0.00

ATOM    252  O   PHE    16      63.027  53.425  33.529  1.00  0.00

ATOM    253  N   SER    17      61.277  54.220  32.339  1.00  0.00

ATOM    254  H   SER    17      60.586  54.949  32.305  1.00  0.00

ATOM    255  CA  SER    17      61.497  53.527  31.081  1.00  0.00

ATOM    256  HA  SER    17      61.599  52.466  31.297  1.00  0.00

ATOM    257  CB  SER    17      60.275  53.640  30.170  1.00  0.00

ATOM    258  HB1 SER    17      60.604  53.193  29.232  1.00  0.00

ATOM    259  HB2 SER    17      60.020  54.692  30.012  1.00  0.00

ATOM    260  OG  SER    17      59.238  52.851  30.703  1.00  0.00

ATOM    261  HG  SER    17      58.468  53.074  30.179  1.00  0.00

ATOM    262  C   SER    17      62.732  53.844  30.251  1.00  0.00

ATOM    263  O   SER    17      63.092  53.003  29.416  1.00  0.00

ATOM    264  N   LEU    18      63.524  54.871  30.551  1.00  0.00

ATOM    265  H   LEU    18      63.254  55.532  31.271  1.00  0.00

ATOM    266  CA  LEU    18      64.852  55.023  29.978  1.00  0.00

ATOM    267  HA  LEU    18      64.722  54.555  29.004  1.00  0.00

ATOM    268  CB  LEU    18      65.173  56.514  29.964  1.00  0.00

ATOM    269  HB1 LEU    18      65.675  56.849  30.875  1.00  0.00

ATOM    270  HB2 LEU    18      64.271  57.088  29.794  1.00  0.00

ATOM    271  CG  LEU    18      65.996  57.032  28.784  1.00  0.00

ATOM    272  HG  LEU    18      66.919  56.454  28.704  1.00  0.00

ATOM    273  CD1 LEU    18      65.226  56.922  27.478  1.00  0.00

ATOM    274 1HD1 LEU    18      65.945  57.313  26.762  1.00  0.00

ATOM    275 2HD1 LEU    18      64.866  55.941  27.153  1.00  0.00

ATOM    276 3HD1 LEU    18      64.293  57.478  27.624  1.00  0.00

ATOM    277  CD2 LEU    18      66.310  58.503  29.040  1.00  0.00

ATOM    278 1HD2 LEU    18      66.862  58.950  28.217  1.00  0.00

ATOM    279 2HD2 LEU    18      65.444  59.162  29.120  1.00  0.00

ATOM    280 3HD2 LEU    18      66.897  58.592  29.953  1.00  0.00

ATOM    281  C   LEU    18      65.905  54.243  30.748  1.00  0.00

ATOM    282  O   LEU    18      66.919  53.994  30.092  1.00  0.00

ATOM    283  N   PHE    19      65.667  53.846  31.993  1.00  0.00

ATOM    284  H   PHE    19      64.727  54.017  32.306  1.00  0.00

ATOM    285  CA  PHE    19      66.581  53.098  32.839  1.00  0.00

ATOM    286  HA  PHE    19      67.570  53.337  32.458  1.00  0.00

ATOM    287  CB  PHE    19      66.735  53.600  34.272  1.00  0.00

ATOM    288  HB1 PHE    19      67.511  53.064  34.819  1.00  0.00

ATOM    289  HB2 PHE    19      65.787  53.351  34.760  1.00  0.00

ATOM    290  CG  PHE    19      66.877  55.094  34.453  1.00  0.00

ATOM    291  CD1 PHE    19      68.035  55.678  34.991  1.00  0.00

ATOM    292  HD1 PHE    19      68.744  54.961  35.366  1.00  0.00

ATOM    293  CE1 PHE    19      68.304  57.048  34.936  1.00  0.00

ATOM    294  HE1 PHE    19      69.167  57.552  35.344  1.00  0.00

ATOM    295  CZ  PHE    19      67.269  57.884  34.511  1.00  0.00

ATOM    296  HZ  PHE    19      67.430  58.950  34.444  1.00  0.00

ATOM    297  CE2 PHE    19      66.025  57.368  34.107  1.00  0.00

ATOM    298  HE2 PHE    19      65.166  57.989  33.906  1.00  0.00

ATOM    299  CD2 PHE    19      65.882  55.978  34.021  1.00  0.00

ATOM    300  HD2 PHE    19      64.933  55.573  33.707  1.00  0.00

ATOM    301  C   PHE    19      66.283  51.609  32.715  1.00  0.00

ATOM    302  O   PHE    19      67.108  50.896  32.141  1.00  0.00

ATOM    303  N   ASP    20      65.149  51.136  33.238  1.00  0.00

ATOM    304  H   ASP    20      64.464  51.823  33.527  1.00  0.00

ATOM    305  CA  ASP    20      64.660  49.774  33.153  1.00  0.00

ATOM    306  HA  ASP    20      65.483  49.105  33.416  1.00  0.00

ATOM    307  CB  ASP    20      63.527  49.702  34.169  1.00  0.00

ATOM    308  HB1 ASP    20      62.790  50.452  33.870  1.00  0.00

ATOM    309  HB2 ASP    20      63.966  50.038  35.100  1.00  0.00

ATOM    310  CG  ASP    20      62.966  48.305  34.367  1.00  0.00

ATOM    311  OD1 ASP    20      63.825  47.401  34.417  1.00  0.00

ATOM    312  OD2 ASP    20      61.725  48.178  34.412  1.00  0.00

ATOM    313  C   ASP    20      64.144  49.440  31.760  1.00  0.00

ATOM    314  O   ASP    20      62.992  49.047  31.627  1.00  0.00

ATOM    315  N   LYS    21      64.845  49.800  30.672  1.00  0.00

ATOM    316  H   LYS    21      65.773  50.157  30.846  1.00  0.00

ATOM    317  CA  LYS    21      64.615  49.388  29.306  1.00  0.00

ATOM    318  HA  LYS    21      63.738  49.929  28.935  1.00  0.00

ATOM    319  CB  LYS    21      65.928  49.566  28.542  1.00  0.00

ATOM    320  HB1 LYS    21      65.826  49.116  27.562  1.00  0.00

ATOM    321  HB2 LYS    21      66.691  49.047  29.126  1.00  0.00

ATOM    322  CG  LYS    21      66.301  51.035  28.335  1.00  0.00

ATOM    323  HG1 LYS    21      67.272  51.023  27.862  1.00  0.00

ATOM    324  HG2 LYS    21      66.491  51.632  29.230  1.00  0.00

ATOM    325  CD  LYS    21      65.433  51.825  27.355  1.00  0.00

ATOM    326  HD1 LYS    21      65.739  52.842  27.553  1.00  0.00

ATOM    327  HD2 LYS    21      64.416  51.809  27.765  1.00  0.00

ATOM    328  CE  LYS    21      65.268  51.468  25.877  1.00  0.00

ATOM    329  HE1 LYS    21      64.449  50.757  25.805  1.00  0.00

ATOM    330  HE2 LYS    21      66.228  51.101  25.523  1.00  0.00

ATOM    331  NZ  LYS    21      64.892  52.697  25.154  1.00  0.00

ATOM    332  HZ1 LYS    21      64.477  52.603  24.234  1.00  0.00

ATOM    333  HZ2 LYS    21      64.058  53.043  25.608  1.00  0.00

ATOM    334  HZ3 LYS    21      65.517  53.494  25.162  1.00  0.00

ATOM    335  C   LYS    21      64.342  47.911  29.064  1.00  0.00

ATOM    336  O   LYS    21      63.546  47.648  28.154  1.00  0.00

ATOM    337  N   ASP    22      64.814  47.029  29.934  1.00  0.00

ATOM    338  H   ASP    22      65.343  47.478  30.672  1.00  0.00

ATOM    339  CA  ASP    22      64.646  45.604  30.141  1.00  0.00

ATOM    340  HA  ASP    22      64.612  45.142  29.152  1.00  0.00

ATOM    341  CB  ASP    22      65.940  45.095  30.759  1.00  0.00

ATOM    342  HB1 ASP    22      66.758  45.429  30.116  1.00  0.00

ATOM    343  HB2 ASP    22      65.782  44.020  30.815  1.00  0.00

ATOM    344  CG  ASP    22      66.144  45.630  32.172  1.00  0.00

ATOM    345  OD1 ASP    22      66.231  46.869  32.326  1.00  0.00

ATOM    346  OD2 ASP    22      66.274  44.853  33.140  1.00  0.00

ATOM    347  C   ASP    22      63.452  45.119  30.959  1.00  0.00

ATOM    348  O   ASP    22      63.194  43.916  30.897  1.00  0.00

ATOM    349  N   GLY    23      62.743  46.051  31.591  1.00  0.00

ATOM    350  H   GLY    23      63.115  46.959  31.821  1.00  0.00

ATOM    351  CA  GLY    23      61.370  45.914  32.037  1.00  0.00

ATOM    352  HA1 GLY    23      60.842  45.591  31.138  1.00  0.00

ATOM    353  HA2 GLY    23      61.016  46.948  32.159  1.00  0.00

ATOM    354  C   GLY    23      61.074  45.107  33.287  1.00  0.00

ATOM    355  O   GLY    23      60.137  44.316  33.358  1.00  0.00

ATOM    356  N   ASP    24      61.919  45.219  34.325  1.00  0.00

ATOM    357  H   ASP    24      62.483  46.056  34.254  1.00  0.00

ATOM    358  CA  ASP    24      61.829  44.515  35.587  1.00  0.00

ATOM    359  HA  ASP    24      60.989  43.827  35.555  1.00  0.00

ATOM    360  CB  ASP    24      63.005  43.546  35.725  1.00  0.00

ATOM    361  HB1 ASP    24      63.380  43.274  34.752  1.00  0.00

ATOM    362  HB2 ASP    24      62.579  42.678  36.233  1.00  0.00

ATOM    363  CG  ASP    24      64.129  44.124  36.578  1.00  0.00

ATOM    364  OD1 ASP    24      64.439  45.315  36.342  1.00  0.00

ATOM    365  OD2 ASP    24      64.650  43.502  37.522  1.00  0.00

ATOM    366  C   ASP    24      61.596  45.310  36.867  1.00  0.00

ATOM    367  O   ASP    24      61.502  44.706  37.941  1.00  0.00

ATOM    368  N   GLY    25      61.352  46.619  36.802  1.00  0.00

ATOM    369  H   GLY    25      61.341  46.962  35.853  1.00  0.00

ATOM    370  CA  GLY    25      61.056  47.480  37.930  1.00  0.00

ATOM    371  HA1 GLY    25      60.315  46.975  38.554  1.00  0.00

ATOM    372  HA2 GLY    25      60.592  48.401  37.584  1.00  0.00

ATOM    373  C   GLY    25      62.204  47.750  38.886  1.00  0.00

ATOM    374  O   GLY    25      62.091  48.465  39.880  1.00  0.00

ATOM    375  N   THR    26      63.395  47.278  38.512  1.00  0.00

ATOM    376  H   THR    26      63.418  46.711  37.673  1.00  0.00

ATOM    377  CA  THR    26      64.698  47.562  39.079  1.00  0.00

ATOM    378  HA  THR    26      64.474  48.188  39.941  1.00  0.00

ATOM    379  CB  THR    26      65.472  46.338  39.585  1.00  0.00

ATOM    380  HB  THR    26      66.387  46.691  40.052  1.00  0.00

ATOM    381  CG2 THR    26      64.637  45.385  40.444  1.00  0.00

ATOM    382 1HG2 THR    26      65.229  44.811  41.149  1.00  0.00

ATOM    383 2HG2 THR    26      63.869  45.965  40.967  1.00  0.00

ATOM    384 3HG2 THR    26      64.174  44.653  39.782  1.00  0.00

ATOM    385  OG1 THR    26      66.014  45.713  38.445  1.00  0.00

ATOM    386  HG1 THR    26      65.282  45.367  37.928  1.00  0.00

ATOM    387  C   THR    26      65.459  48.447  38.099  1.00  0.00

ATOM    388  O   THR    26      65.541  48.116  36.912  1.00  0.00

ATOM    389  N   ILE    27      66.167  49.445  38.630  1.00  0.00

ATOM    390  H   ILE    27      66.040  49.723  39.589  1.00  0.00

ATOM    391  CA  ILE    27      67.356  49.988  38.009  1.00  0.00

ATOM    392  HA  ILE    27      67.485  49.681  36.975  1.00  0.00

ATOM    393  CB  ILE    27      67.339  51.511  38.015  1.00  0.00

ATOM    394  HB  ILE    27      67.601  51.780  39.038  1.00  0.00

ATOM    395  CG2 ILE    27      68.370  51.970  36.989  1.00  0.00

ATOM    396 1HG2 ILE    27      69.371  51.610  37.216  1.00  0.00

ATOM    397 2HG2 ILE    27      68.167  51.452  36.052  1.00  0.00

ATOM    398 3HG2 ILE    27      68.282  53.055  36.909  1.00  0.00

ATOM    399  CG1 ILE    27      65.980  52.157  37.735  1.00  0.00

ATOM    400 1HG1 ILE    27      65.297  51.882  38.537  1.00  0.00

ATOM    401 2HG1 ILE    27      65.492  51.768  36.840  1.00  0.00

ATOM    402  CD  ILE    27      66.060  53.681  37.817  1.00  0.00

ATOM    403  HD1 ILE    27      66.542  54.027  38.724  1.00  0.00

ATOM    404  HD2 ILE    27      66.496  54.080  36.902  1.00  0.00

ATOM    405  HD3 ILE    27      65.020  54.006  37.845  1.00  0.00

ATOM    406  C   ILE    27      68.629  49.629  38.780  1.00  0.00

ATOM    407  O   ILE    27      68.691  49.819  39.989  1.00  0.00

ATOM    408  N   THR    28      69.655  49.186  38.053  1.00  0.00

ATOM    409  H   THR    28      69.507  49.145  37.054  1.00  0.00

ATOM    410  CA  THR    28      70.995  48.811  38.462  1.00  0.00

ATOM    411  HA  THR    28      70.954  48.581  39.529  1.00  0.00

ATOM    412  CB  THR    28      71.464  47.460  37.929  1.00  0.00

ATOM    413  HB  THR    28      72.504  47.269  38.195  1.00  0.00

ATOM    414  CG2 THR    28      70.582  46.294  38.362  1.00  0.00

ATOM    415 1HG2 THR    28      69.552  46.419  38.012  1.00  0.00

ATOM    416 2HG2 THR    28      70.953  45.377  37.912  1.00  0.00

ATOM    417 3HG2 THR    28      70.688  46.238  39.447  1.00  0.00

ATOM    418  OG1 THR    28      71.401  47.471  36.524  1.00  0.00

ATOM    419  HG1 THR    28      71.045  46.621  36.274  1.00  0.00

ATOM    420  C   THR    28      72.013  49.930  38.264  1.00  0.00

ATOM    421  O   THR    28      71.744  50.888  37.548  1.00  0.00

ATOM    422  N   THR    29      73.197  49.784  38.869  1.00  0.00

ATOM    423  H   THR    29      73.430  48.984  39.437  1.00  0.00

ATOM    424  CA  THR    29      74.303  50.655  38.525  1.00  0.00

ATOM    425  HA  THR    29      74.099  51.680  38.823  1.00  0.00

ATOM    426  CB  THR    29      75.546  50.387  39.374  1.00  0.00

ATOM    427  HB  THR    29      76.358  51.012  39.010  1.00  0.00

ATOM    428  CG2 THR    29      75.540  50.784  40.852  1.00  0.00

ATOM    429 1HG2 THR    29      74.667  50.400  41.384  1.00  0.00

ATOM    430 2HG2 THR    29      76.441  50.450  41.364  1.00  0.00

ATOM    431 3HG2 THR    29      75.449  51.874  40.875  1.00  0.00

ATOM    432  OG1 THR    29      75.883  49.025  39.288  1.00  0.00

ATOM    433  HG1 THR    29      76.705  49.068  38.801  1.00  0.00

ATOM    434  C   THR    29      74.530  50.626  37.024  1.00  0.00

ATOM    435  O   THR    29      74.579  51.658  36.359  1.00  0.00

ATOM    436  N   LYS    30      74.647  49.404  36.499  1.00  0.00

ATOM    437  H   LYS    30      74.505  48.654  37.170  1.00  0.00

ATOM    438  CA  LYS    30      75.066  49.131  35.139  1.00  0.00

ATOM    439  HA  LYS    30      76.049  49.561  34.930  1.00  0.00

ATOM    440  CB  LYS    30      75.282  47.637  34.878  1.00  0.00

ATOM    441  HB1 LYS    30      76.224  47.406  35.361  1.00  0.00

ATOM    442  HB2 LYS    30      75.517  47.488  33.828  1.00  0.00

ATOM    443  CG  LYS    30      74.217  46.629  35.295  1.00  0.00

ATOM    444  HG1 LYS    30      73.365  46.894  34.668  1.00  0.00

ATOM    445  HG2 LYS    30      73.962  46.568  36.349  1.00  0.00

ATOM    446  CD  LYS    30      74.770  45.279  34.845  1.00  0.00

ATOM    447  HD1 LYS    30      74.471  44.575  35.621  1.00  0.00

ATOM    448  HD2 LYS    30      75.859  45.213  34.891  1.00  0.00

ATOM    449  CE  LYS    30      74.212  44.939  33.463  1.00  0.00

ATOM    450  HE1 LYS    30      74.903  44.284  32.947  1.00  0.00

ATOM    451  HE2 LYS    30      74.190  45.898  32.940  1.00  0.00

ATOM    452  NZ  LYS    30      72.894  44.297  33.565  1.00  0.00

ATOM    453  HZ1 LYS    30      73.036  43.424  34.056  1.00  0.00

ATOM    454  HZ2 LYS    30      72.137  44.823  33.979  1.00  0.00

ATOM    455  HZ3 LYS    30      72.517  44.236  32.630  1.00  0.00

ATOM    456  C   LYS    30      74.115  49.785  34.147  1.00  0.00

ATOM    457  O   LYS    30      74.481  50.559  33.267  1.00  0.00

ATOM    458  N   GLU    31      72.827  49.648  34.480  1.00  0.00

ATOM    459  H   GLU    31      72.668  49.254  35.389  1.00  0.00

ATOM    460  CA  GLU    31      71.728  50.327  33.833  1.00  0.00

ATOM    461  HA  GLU    31      71.760  50.060  32.774  1.00  0.00

ATOM    462  CB  GLU    31      70.496  49.743  34.519  1.00  0.00

ATOM    463  HB1 GLU    31      69.637  50.405  34.367  1.00  0.00

ATOM    464  HB2 GLU    31      70.688  49.712  35.588  1.00  0.00

ATOM    465  CG  GLU    31      70.259  48.406  33.821  1.00  0.00

ATOM    466  HG1 GLU    31      71.136  47.798  34.045  1.00  0.00

ATOM    467  HG2 GLU    31      70.337  48.525  32.745  1.00  0.00

ATOM    468  CD  GLU    31      68.955  47.775  34.256  1.00  0.00

ATOM    469  OE1 GLU    31      68.662  46.573  34.052  1.00  0.00

ATOM    470  OE2 GLU    31      67.980  48.348  34.796  1.00  0.00

ATOM    471  C   GLU    31      71.845  51.849  33.908  1.00  0.00

ATOM    472  O   GLU    31      71.957  52.441  32.838  1.00  0.00

ATOM    473  N   LEU    32      71.985  52.504  35.069  1.00  0.00

ATOM    474  H   LEU    32      72.178  51.988  35.910  1.00  0.00

ATOM    475  CA  LEU    32      71.995  53.943  35.247  1.00  0.00

ATOM    476  HA  LEU    32      71.150  54.384  34.709  1.00  0.00

ATOM    477  CB  LEU    32      71.986  54.071  36.767  1.00  0.00

ATOM    478  HB1 LEU    32      72.678  53.344  37.198  1.00  0.00

ATOM    479  HB2 LEU    32      70.951  53.773  36.932  1.00  0.00

ATOM    480  CG  LEU    32      72.268  55.510  37.171  1.00  0.00

ATOM    481  HG  LEU    32      73.258  55.835  36.852  1.00  0.00

ATOM    482  CD1 LEU    32      71.368  56.529  36.471  1.00  0.00

ATOM    483 1HD1 LEU    32      70.369  56.098  36.438  1.00  0.00

ATOM    484 2HD1 LEU    32      71.297  57.519  36.924  1.00  0.00

ATOM    485 3HD1 LEU    32      71.764  56.726  35.478  1.00  0.00

ATOM    486  CD2 LEU    32      72.020  55.565  38.667  1.00  0.00

ATOM    487 1HD2 LEU    32      72.729  54.864  39.119  1.00  0.00

ATOM    488 2HD2 LEU    32      72.237  56.551  39.087  1.00  0.00

ATOM    489 3HD2 LEU    32      71.077  55.119  38.995  1.00  0.00

ATOM    490  C   LEU    32      73.234  54.444  34.517  1.00  0.00

ATOM    491  O   LEU    32      73.185  55.434  33.797  1.00  0.00

ATOM    492  N   GLY    33      74.367  53.739  34.571  1.00  0.00

ATOM    493  H   GLY    33      74.326  52.931  35.166  1.00  0.00

ATOM    494  CA  GLY    33      75.588  53.992  33.828  1.00  0.00

ATOM    495  HA1 GLY    33      76.368  53.255  34.058  1.00  0.00

ATOM    496  HA2 GLY    33      76.038  54.903  34.235  1.00  0.00

ATOM    497  C   GLY    33      75.534  53.963  32.311  1.00  0.00

ATOM    498  O   GLY    33      76.129  54.760  31.594  1.00  0.00

ATOM    499  N   THR    34      74.679  53.079  31.778  1.00  0.00

ATOM    500  H   THR    34      74.340  52.369  32.416  1.00  0.00

ATOM    501  CA  THR    34      74.338  53.086  30.378  1.00  0.00

ATOM    502  HA  THR    34      75.281  53.168  29.822  1.00  0.00

ATOM    503  CB  THR    34      73.608  51.822  29.943  1.00  0.00

ATOM    504  HB  THR    34      72.584  51.928  30.300  1.00  0.00

ATOM    505  CG2 THR    34      73.585  51.675  28.421  1.00  0.00

ATOM    506 1HG2 THR    34      73.227  50.664  28.215  1.00  0.00

ATOM    507 2HG2 THR    34      73.003  52.454  27.934  1.00  0.00

ATOM    508 3HG2 THR    34      74.606  51.657  28.027  1.00  0.00

ATOM    509  OG1 THR    34      74.122  50.620  30.476  1.00  0.00

ATOM    510  HG1 THR    34      74.437  50.817  31.360  1.00  0.00

ATOM    511  C   THR    34      73.435  54.262  30.061  1.00  0.00

ATOM    512  O   THR    34      73.630  54.800  28.971  1.00  0.00

ATOM    513  N   VAL    35      72.602  54.816  30.942  1.00  0.00

ATOM    514  H   VAL    35      72.748  54.500  31.895  1.00  0.00

ATOM    515  CA  VAL    35      71.833  56.008  30.655  1.00  0.00

ATOM    516  HA  VAL    35      71.340  55.891  29.689  1.00  0.00

ATOM    517  CB  VAL    35      70.625  56.236  31.563  1.00  0.00

ATOM    518  HB  VAL    35      70.935  56.306  32.599  1.00  0.00

ATOM    519  CG1 VAL    35      69.772  57.430  31.148  1.00  0.00

ATOM    520 1HG1 VAL    35      69.474  57.297  30.107  1.00  0.00

ATOM    521 2HG1 VAL    35      68.889  57.509  31.780  1.00  0.00

ATOM    522 3HG1 VAL    35      70.329  58.362  31.290  1.00  0.00

ATOM    523  CG2 VAL    35      69.594  55.113  31.494  1.00  0.00

ATOM    524 1HG2 VAL    35      70.078  54.171  31.754  1.00  0.00

ATOM    525 2HG2 VAL    35      68.727  55.213  32.160  1.00  0.00

ATOM    526 3HG2 VAL    35      69.175  55.081  30.484  1.00  0.00

ATOM    527  C   VAL    35      72.607  57.318  30.740  1.00  0.00

ATOM    528  O   VAL    35      72.509  58.240  29.933  1.00  0.00

ATOM    529  N   MET    36      73.498  57.331  31.728  1.00  0.00

ATOM    530  H   MET    36      73.440  56.636  32.459  1.00  0.00

ATOM    531  CA  MET    36      74.417  58.444  31.856  1.00  0.00

ATOM    532  HA  MET    36      73.893  59.399  31.888  1.00  0.00

ATOM    533  CB  MET    36      75.208  58.450  33.170  1.00  0.00

ATOM    534  HB1 MET    36      75.901  59.290  33.146  1.00  0.00

ATOM    535  HB2 MET    36      75.856  57.573  33.220  1.00  0.00

ATOM    536  CG  MET    36      74.351  58.596  34.425  1.00  0.00

ATOM    537  HG1 MET    36      74.973  58.559  35.321  1.00  0.00

ATOM    538  HG2 MET    36      73.585  57.821  34.474  1.00  0.00

ATOM    539  SD  MET    36      73.543  60.209  34.467  1.00  0.00

ATOM    540  CE  MET    36      71.790  59.743  34.337  1.00  0.00

ATOM    541  HE1 MET    36      71.171  60.630  34.465  1.00  0.00

ATOM    542  HE2 MET    36      71.640  59.556  33.264  1.00  0.00

ATOM    543  HE3 MET    36      71.528  59.013  35.088  1.00  0.00

ATOM    544  C   MET    36      75.347  58.530  30.656  1.00  0.00

ATOM    545  O   MET    36      75.649  59.611  30.161  1.00  0.00

ATOM    546  N   ARG    37      75.814  57.384  30.154  1.00  0.00

ATOM    547  H   ARG    37      75.664  56.470  30.541  1.00  0.00

ATOM    548  CA  ARG    37      76.619  57.378  28.945  1.00  0.00

ATOM    549  HA  ARG    37      77.522  57.987  29.084  1.00  0.00

ATOM    550  CB  ARG    37      77.232  56.000  28.742  1.00  0.00

ATOM    551  HB1 ARG    37      77.653  55.948  27.739  1.00  0.00

ATOM    552  HB2 ARG    37      76.468  55.230  28.779  1.00  0.00

ATOM    553  CG  ARG    37      78.421  55.777  29.679  1.00  0.00

ATOM    554  HG1 ARG    37      78.093  55.890  30.715  1.00  0.00

ATOM    555  HG2 ARG    37      79.100  56.596  29.427  1.00  0.00

ATOM    556  CD  ARG    37      79.178  54.461  29.528  1.00  0.00

ATOM    557  HD1 ARG    37      80.228  54.643  29.707  1.00  0.00

ATOM    558  HD2 ARG    37      79.084  54.241  28.467  1.00  0.00

ATOM    559  NE  ARG    37      78.733  53.340  30.355  1.00  0.00

ATOM    560  HE  ARG    37      78.145  52.600  29.987  1.00  0.00

ATOM    561  CZ  ARG    37      78.898  53.241  31.680  1.00  0.00

ATOM    562  NH1 ARG    37      79.252  54.221  32.510  1.00  0.00

ATOM    563 1HH1 ARG    37      79.812  54.954  32.096  1.00  0.00

ATOM    564 2HH1 ARG    37      79.548  53.916  33.430  1.00  0.00

ATOM    565  NH2 ARG    37      78.479  52.093  32.248  1.00  0.00

ATOM    566 1HH2 ARG    37      78.060  51.403  31.647  1.00  0.00

ATOM    567 2HH2 ARG    37      78.494  52.044  33.253  1.00  0.00

ATOM    568  C   ARG    37      75.877  57.931  27.740  1.00  0.00

ATOM    569  O   ARG    37      76.443  58.584  26.870  1.00  0.00

ATOM    570  N   SER    38      74.546  57.844  27.743  1.00  0.00

ATOM    571  H   SER    38      74.175  57.657  28.664  1.00  0.00

ATOM    572  CA  SER    38      73.692  58.454  26.744  1.00  0.00

ATOM    573  HA  SER    38      74.175  58.321  25.770  1.00  0.00

ATOM    574  CB  SER    38      72.279  57.885  26.665  1.00  0.00

ATOM    575  HB1 SER    38      71.841  58.263  25.747  1.00  0.00

ATOM    576  HB2 SER    38      71.641  58.291  27.451  1.00  0.00

ATOM    577  OG  SER    38      72.313  56.489  26.546  1.00  0.00

ATOM    578  HG  SER    38      72.980  56.075  27.103  1.00  0.00

ATOM    579  C   SER    38      73.525  59.958  26.842  1.00  0.00

ATOM    580  O   SER    38      73.020  60.677  25.974  1.00  0.00

ATOM    581  N   LEU    39      73.930  60.534  27.973  1.00  0.00

ATOM    582  H   LEU    39      74.432  59.923  28.595  1.00  0.00

ATOM    583  CA  LEU    39      74.021  61.957  28.227  1.00  0.00

ATOM    584  HA  LEU    39      73.211  62.510  27.741  1.00  0.00

ATOM    585  CB  LEU    39      73.848  62.174  29.723  1.00  0.00

ATOM    586  HB1 LEU    39      73.827  63.249  29.906  1.00  0.00

ATOM    587  HB2 LEU    39      74.760  61.854  30.227  1.00  0.00

ATOM    588  CG  LEU    39      72.574  61.669  30.403  1.00  0.00

ATOM    589  HG  LEU    39      72.692  60.585  30.525  1.00  0.00

ATOM    590  CD1 LEU    39      72.504  62.277  31.795  1.00  0.00

ATOM    591 1HD1 LEU    39      72.267  63.334  31.717  1.00  0.00

ATOM    592 2HD1 LEU    39      71.767  61.750  32.409  1.00  0.00

ATOM    593 3HD1 LEU    39      73.447  62.240  32.343  1.00  0.00

ATOM    594  CD2 LEU    39      71.244  61.896  29.686  1.00  0.00

ATOM    595 1HD2 LEU    39      70.467  61.234  30.050  1.00  0.00

ATOM    596 2HD2 LEU    39      70.840  62.880  29.947  1.00  0.00

ATOM    597 3HD2 LEU    39      71.310  61.719  28.615  1.00  0.00

ATOM    598  C   LEU    39      75.365  62.401  27.671  1.00  0.00

ATOM    599  O   LEU    39      75.563  63.617  27.682  1.00  0.00

ATOM    600  N   GLY    40      76.321  61.578  27.234  1.00  0.00

ATOM    601  H   GLY    40      76.109  60.615  27.011  1.00  0.00

ATOM    602  CA  GLY    40      77.706  61.888  26.977  1.00  0.00

ATOM    603  HA1 GLY    40      77.880  62.833  26.459  1.00  0.00

ATOM    604  HA2 GLY    40      78.095  61.076  26.350  1.00  0.00

ATOM    605  C   GLY    40      78.508  62.079  28.251  1.00  0.00

ATOM    606  O   GLY    40      79.419  62.911  28.196  1.00  0.00

ATOM    607  N   GLN    41      78.064  61.423  29.320  1.00  0.00

ATOM    608  H   GLN    41      77.343  60.735  29.194  1.00  0.00

ATOM    609  CA  GLN    41      78.669  61.482  30.640  1.00  0.00

ATOM    610  HA  GLN    41      79.604  62.025  30.479  1.00  0.00

ATOM    611  CB  GLN    41      77.856  62.413  31.530  1.00  0.00

ATOM    612  HB1 GLN    41      78.238  62.305  32.552  1.00  0.00

ATOM    613  HB2 GLN    41      76.803  62.146  31.483  1.00  0.00

ATOM    614  CG  GLN    41      78.122  63.871  31.164  1.00  0.00

ATOM    615  HG1 GLN    41      78.000  63.953  30.083  1.00  0.00

ATOM    616  HG2 GLN    41      79.139  64.176  31.406  1.00  0.00

ATOM    617  CD  GLN    41      77.146  64.805  31.853  1.00  0.00

ATOM    618  OE1 GLN    41      77.436  65.281  32.948  1.00  0.00

ATOM    619  NE2 GLN    41      75.995  65.085  31.240  1.00  0.00

ATOM    620 1HE2 GLN    41      75.975  64.820  30.263  1.00  0.00

ATOM    621 2HE2 GLN    41      75.282  65.680  31.642  1.00  0.00

ATOM    622  C   GLN    41      78.895  60.049  31.091  1.00  0.00

ATOM    623  O   GLN    41      77.940  59.383  31.467  1.00  0.00

ATOM    624  N   ASN    42      80.158  59.622  31.208  1.00  0.00

ATOM    625  H   ASN    42      80.867  60.314  31.009  1.00  0.00

ATOM    626  CA  ASN    42      80.593  58.313  31.665  1.00  0.00

ATOM    627  HA  ASN    42      79.732  57.651  31.627  1.00  0.00

ATOM    628  CB  ASN    42      81.662  57.828  30.695  1.00  0.00

ATOM    629  HB1 ASN    42      82.607  58.351  30.852  1.00  0.00

ATOM    630  HB2 ASN    42      81.283  57.814  29.673  1.00  0.00

ATOM    631  CG  ASN    42      82.042  56.404  31.088  1.00  0.00

ATOM    632  OD1 ASN    42      81.296  55.604  31.656  1.00  0.00

ATOM    633  ND2 ASN    42      83.250  56.082  30.620  1.00  0.00

ATOM    634 1HD2 ASN    42      83.851  56.709  30.114  1.00  0.00

ATOM    635 2HD2 ASN    42      83.588  55.201  30.978  1.00  0.00

ATOM    636  C   ASN    42      81.088  58.455  33.093  1.00  0.00

ATOM    637  O   ASN    42      82.166  59.039  33.239  1.00  0.00

ATOM    638  N   PRO    43      80.411  58.061  34.176  1.00  0.00

ATOM    639  CD  PRO    43      78.964  57.995  34.190  1.00  0.00

ATOM    640  HD1 PRO    43      78.667  57.154  33.567  1.00  0.00

ATOM    641  HD2 PRO    43      78.497  58.875  33.739  1.00  0.00

ATOM    642  CG  PRO    43      78.590  57.928  35.671  1.00  0.00

ATOM    643  HG1 PRO    43      78.238  56.921  35.871  1.00  0.00

ATOM    644  HG2 PRO    43      77.715  58.568  35.850  1.00  0.00

ATOM    645  CB  PRO    43      79.800  58.431  36.448  1.00  0.00

ATOM    646  HB1 PRO    43      79.799  57.876  37.385  1.00  0.00

ATOM    647  HB2 PRO    43      79.732  59.480  36.718  1.00  0.00

ATOM    648  CA  PRO    43      80.967  58.122  35.509  1.00  0.00

ATOM    649  HA  PRO    43      81.672  58.947  35.596  1.00  0.00

ATOM    650  C   PRO    43      81.590  56.781  35.876  1.00  0.00

ATOM    651  O   PRO    43      81.340  55.728  35.291  1.00  0.00

ATOM    652  N   THR    44      82.550  56.847  36.806  1.00  0.00

ATOM    653  H   THR    44      82.824  57.743  37.181  1.00  0.00

ATOM    654  CA  THR    44      83.253  55.733  37.420  1.00  0.00

ATOM    655  HA  THR    44      83.531  55.024  36.648  1.00  0.00

ATOM    656  CB  THR    44      84.482  56.256  38.161  1.00  0.00

ATOM    657  HB  THR    44      84.837  55.366  38.671  1.00  0.00

ATOM    658  CG2 THR    44      85.678  56.703  37.326  1.00  0.00

ATOM    659 1HG2 THR    44      86.629  56.715  37.851  1.00  0.00

ATOM    660 2HG2 THR    44      85.765  56.136  36.397  1.00  0.00

ATOM    661 3HG2 THR    44      85.478  57.746  37.073  1.00  0.00

ATOM    662  OG1 THR    44      84.250  57.315  39.049  1.00  0.00

ATOM    663  HG1 THR    44      85.117  57.382  39.469  1.00  0.00

ATOM    664  C   THR    44      82.386  54.867  38.325  1.00  0.00

ATOM    665  O   THR    44      81.487  55.391  38.971  1.00  0.00

ATOM    666  N   GLU    45      82.634  53.560  38.398  1.00  0.00

ATOM    667  H   GLU    45      83.335  53.114  37.815  1.00  0.00

ATOM    668  CA  GLU    45      81.742  52.629  39.077  1.00  0.00

ATOM    669  HA  GLU    45      80.792  52.622  38.540  1.00  0.00

ATOM    670  CB  GLU    45      82.432  51.272  39.037  1.00  0.00

ATOM    671  HB1 GLU    45      81.865  50.586  39.674  1.00  0.00

ATOM    672  HB2 GLU    45      83.396  51.321  39.547  1.00  0.00

ATOM    673  CG  GLU    45      82.541  50.677  37.646  1.00  0.00

ATOM    674  HG1 GLU    45      83.113  49.752  37.755  1.00  0.00

ATOM    675  HG2 GLU    45      83.029  51.417  37.005  1.00  0.00

ATOM    676  CD  GLU    45      81.160  50.362  37.092  1.00  0.00

ATOM    677  OE1 GLU    45      80.341  49.819  37.865  1.00  0.00

ATOM    678  OE2 GLU    45      80.758  50.536  35.920  1.00  0.00

ATOM    679  C   GLU    45      81.351  53.055  40.485  1.00  0.00

ATOM    680  O   GLU    45      80.200  52.812  40.848  1.00  0.00

ATOM    681  N   ALA    46      82.220  53.702  41.262  1.00  0.00

ATOM    682  H   ALA    46      83.134  53.958  40.939  1.00  0.00

ATOM    683  CA  ALA    46      81.891  54.165  42.597  1.00  0.00

ATOM    684  HA  ALA    46      81.222  53.417  43.013  1.00  0.00

ATOM    685  CB  ALA    46      83.103  54.422  43.488  1.00  0.00

ATOM    686  HB1 ALA    46      82.723  54.547  44.503  1.00  0.00

ATOM    687  HB2 ALA    46      83.695  53.515  43.413  1.00  0.00

ATOM    688  HB3 ALA    46      83.621  55.333  43.176  1.00  0.00

ATOM    689  C   ALA    46      81.058  55.439  42.670  1.00  0.00

ATOM    690  O   ALA    46      80.137  55.533  43.478  1.00  0.00

ATOM    691  N   GLU    47      81.281  56.465  41.849  1.00  0.00

ATOM    692  H   GLU    47      81.929  56.288  41.105  1.00  0.00

ATOM    693  CA  GLU    47      80.470  57.664  41.742  1.00  0.00

ATOM    694  HA  GLU    47      80.508  58.154  42.713  1.00  0.00

ATOM    695  CB  GLU    47      81.057  58.530  40.628  1.00  0.00

ATOM    696  HB1 GLU    47      80.814  58.159  39.637  1.00  0.00

ATOM    697  HB2 GLU    47      82.124  58.624  40.838  1.00  0.00

ATOM    698  CG  GLU    47      80.435  59.924  40.604  1.00  0.00

ATOM    699  HG1 GLU    47      80.164  60.257  41.603  1.00  0.00

ATOM    700  HG2 GLU    47      79.554  60.004  39.969  1.00  0.00

ATOM    701  CD  GLU    47      81.443  60.977  40.150  1.00  0.00

ATOM    702  OE1 GLU    47      81.448  61.227  38.927  1.00  0.00

ATOM    703  OE2 GLU    47      82.224  61.646  40.854  1.00  0.00

ATOM    704  C   GLU    47      79.050  57.349  41.311  1.00  0.00

ATOM    705  O   GLU    47      78.101  58.030  41.692  1.00  0.00

ATOM    706  N   LEU    48      78.918  56.314  40.468  1.00  0.00

ATOM    707  H   LEU    48      79.781  55.843  40.217  1.00  0.00

ATOM    708  CA  LEU    48      77.673  55.778  39.954  1.00  0.00

ATOM    709  HA  LEU    48      77.197  56.698  39.615  1.00  0.00

ATOM    710  CB  LEU    48      78.085  54.979  38.721  1.00  0.00

ATOM    711  HB1 LEU    48      78.980  54.385  38.921  1.00  0.00

ATOM    712  HB2 LEU    48      78.262  55.650  37.876  1.00  0.00

ATOM    713  CG  LEU    48      77.001  54.066  38.161  1.00  0.00

ATOM    714  HG  LEU    48      76.573  53.308  38.820  1.00  0.00

ATOM    715  CD1 LEU    48      75.897  54.904  37.532  1.00  0.00

ATOM    716 1HD1 LEU    48      75.678  55.801  38.113  1.00  0.00

ATOM    717 2HD1 LEU    48      76.177  55.361  36.573  1.00  0.00

ATOM    718 3HD1 LEU    48      74.992  54.315  37.378  1.00  0.00

ATOM    719  CD2 LEU    48      77.669  53.143  37.150  1.00  0.00

ATOM    720 1HD2 LEU    48      76.977  52.621  36.486  1.00  0.00

ATOM    721 2HD2 LEU    48      78.404  53.664  36.548  1.00  0.00

ATOM    722 3HD2 LEU    48      78.275  52.410  37.706  1.00  0.00

ATOM    723  C   LEU    48      76.891  55.046  41.041  1.00  0.00

ATOM    724  O   LEU    48      75.669  55.095  41.089  1.00  0.00

ATOM    725  N   GLN    49      77.593  54.413  41.974  1.00  0.00

ATOM    726  H   GLN    49      78.598  54.482  41.913  1.00  0.00

ATOM    727  CA  GLN    49      76.976  53.630  43.031  1.00  0.00

ATOM    728  HA  GLN    49      76.258  52.906  42.647  1.00  0.00

ATOM    729  CB  GLN    49      77.997  52.658  43.603  1.00  0.00

ATOM    730  HB1 GLN    49      78.662  53.172  44.293  1.00  0.00

ATOM    731  HB2 GLN    49      78.604  52.245  42.788  1.00  0.00

ATOM    732  CG  GLN    49      77.401  51.470  44.360  1.00  0.00

ATOM    733  HG1 GLN    49      76.838  50.810  43.703  1.00  0.00

ATOM    734  HG2 GLN    49      76.624  51.923  44.981  1.00  0.00

ATOM    735  CD  GLN    49      78.474  50.715  45.127  1.00  0.00

ATOM    736  OE1 GLN    49      79.169  49.781  44.741  1.00  0.00

ATOM    737  NE2 GLN    49      78.498  51.031  46.422  1.00  0.00

ATOM    738 1HE2 GLN    49      77.971  51.791  46.823  1.00  0.00

ATOM    739 2HE2 GLN    49      78.979  50.339  46.990  1.00  0.00

ATOM    740  C   GLN    49      76.410  54.625  44.034  1.00  0.00

ATOM    741  O   GLN    49      75.347  54.345  44.587  1.00  0.00

ATOM    742  N   ASP    50      76.947  55.839  44.156  1.00  0.00

ATOM    743  H   ASP    50      77.849  55.995  43.732  1.00  0.00

ATOM    744  CA  ASP    50      76.498  56.971  44.947  1.00  0.00

ATOM    745  HA  ASP    50      76.270  56.634  45.948  1.00  0.00

ATOM    746  CB  ASP    50      77.663  57.958  44.915  1.00  0.00

ATOM    747  HB1 ASP    50      77.602  58.534  43.984  1.00  0.00

ATOM    748  HB2 ASP    50      78.617  57.437  44.980  1.00  0.00

ATOM    749  CG  ASP    50      77.644  58.924  46.099  1.00  0.00

ATOM    750  OD1 ASP    50      77.958  58.494  47.227  1.00  0.00

ATOM    751  OD2 ASP    50      77.249  60.090  45.922  1.00  0.00

ATOM    752  C   ASP    50      75.199  57.497  44.352  1.00  0.00

ATOM    753  O   ASP    50      74.293  57.886  45.085  1.00  0.00

ATOM    754  N   MET    51      75.027  57.494  43.028  1.00  0.00

ATOM    755  H   MET    51      75.817  57.366  42.407  1.00  0.00

ATOM    756  CA  MET    51      73.737  57.753  42.421  1.00  0.00

ATOM    757  HA  MET    51      73.465  58.695  42.895  1.00  0.00

ATOM    758  CB  MET    51      73.868  57.961  40.913  1.00  0.00

ATOM    759  HB1 MET    51      72.892  58.285  40.532  1.00  0.00

ATOM    760  HB2 MET    51      74.156  57.016  40.454  1.00  0.00

ATOM    761  CG  MET    51      74.887  59.025  40.542  1.00  0.00

ATOM    762  HG1 MET    51      75.771  58.652  41.060  1.00  0.00

ATOM    763  HG2 MET    51      74.530  59.980  40.933  1.00  0.00

ATOM    764  SD  MET    51      75.250  59.100  38.769  1.00  0.00

ATOM    765  CE  MET    51      76.564  60.340  38.876  1.00  0.00

ATOM    766  HE1 MET    51      77.315  59.924  39.561  1.00  0.00

ATOM    767  HE2 MET    51      77.103  60.574  37.962  1.00  0.00

ATOM    768  HE3 MET    51      76.264  61.264  39.356  1.00  0.00

ATOM    769  C   MET    51      72.599  56.767  42.610  1.00  0.00

ATOM    770  O   MET    51      71.439  57.183  42.579  1.00  0.00

ATOM    771  N   ILE    52      72.920  55.511  42.921  1.00  0.00

ATOM    772  H   ILE    52      73.911  55.341  42.992  1.00  0.00

ATOM    773  CA  ILE    52      71.920  54.505  43.203  1.00  0.00

ATOM    774  HA  ILE    52      70.981  54.651  42.665  1.00  0.00

ATOM    775  CB  ILE    52      72.427  53.114  42.841  1.00  0.00

ATOM    776  HB  ILE    52      73.487  53.085  43.111  1.00  0.00

ATOM    777  CG2 ILE    52      71.658  52.057  43.640  1.00  0.00

ATOM    778 1HG2 ILE    52      70.605  52.192  43.402  1.00  0.00

ATOM    779 2HG2 ILE    52      71.921  51.051  43.307  1.00  0.00

ATOM    780 3HG2 ILE    52      71.771  52.301  44.698  1.00  0.00

ATOM    781  CG1 ILE    52      72.428  52.710  41.367  1.00  0.00

ATOM    782 1HG1 ILE    52      72.838  51.695  41.279  1.00  0.00

ATOM    783 2HG1 ILE    52      73.034  53.360  40.739  1.00  0.00

ATOM    784  CD  ILE    52      71.057  52.580  40.727  1.00  0.00

ATOM    785  HD1 ILE    52      71.106  52.563  39.634  1.00  0.00

ATOM    786  HD2 ILE    52      70.621  51.681  41.166  1.00  0.00

ATOM    787  HD3 ILE    52      70.412  53.420  40.979  1.00  0.00

ATOM    788  C   ILE    52      71.618  54.693  44.678  1.00  0.00

ATOM    789  O   ILE    52      70.474  54.845  45.088  1.00  0.00

ATOM    790  N   ASN    53      72.632  54.846  45.543  1.00  0.00

ATOM    791  H   ASN    53      73.586  54.794  45.245  1.00  0.00

ATOM    792  CA  ASN    53      72.556  54.820  46.988  1.00  0.00

ATOM    793  HA  ASN    53      71.832  54.032  47.189  1.00  0.00

ATOM    794  CB  ASN    53      73.842  54.207  47.527  1.00  0.00

ATOM    795  HB1 ASN    53      74.657  54.778  47.069  1.00  0.00

ATOM    796  HB2 ASN    53      73.958  53.183  47.171  1.00  0.00

ATOM    797  CG  ASN    53      73.887  54.207  49.054  1.00  0.00

ATOM    798  OD1 ASN    53      73.354  53.303  49.703  1.00  0.00

ATOM    799  ND2 ASN    53      74.520  55.185  49.696  1.00  0.00

ATOM    800 1HD2 ASN    53      74.661  56.095  49.292  1.00  0.00

ATOM    801 2HD2 ASN    53      74.658  55.001  50.685  1.00  0.00

ATOM    802  C   ASN    53      72.056  56.085  47.689  1.00  0.00

ATOM    803  O   ASN    53      71.454  55.938  48.756  1.00  0.00

ATOM    804  N   GLU    54      72.119  57.259  47.060  1.00  0.00

ATOM    805  H   GLU    54      72.588  57.327  46.168  1.00  0.00

ATOM    806  CA  GLU    54      71.326  58.434  47.347  1.00  0.00

ATOM    807  HA  GLU    54      71.406  58.758  48.384  1.00  0.00

ATOM    808  CB  GLU    54      71.956  59.506  46.468  1.00  0.00

ATOM    809  HB1 GLU    54      71.744  59.124  45.475  1.00  0.00

ATOM    810  HB2 GLU    54      73.057  59.546  46.477  1.00  0.00

ATOM    811  CG  GLU    54      71.379  60.917  46.532  1.00  0.00

ATOM    812  HG1 GLU    54      70.294  60.828  46.455  1.00  0.00

ATOM    813  HG2 GLU    54      71.613  61.607  45.723  1.00  0.00

ATOM    814  CD  GLU    54      71.614  61.497  47.920  1.00  0.00

ATOM    815  OE1 GLU    54      72.745  61.587  48.451  1.00  0.00

ATOM    816  OE2 GLU    54      70.619  61.879  48.575  1.00  0.00

ATOM    817  C   GLU    54      69.833  58.329  47.084  1.00  0.00

ATOM    818  O   GLU    54      69.038  58.815  47.890  1.00  0.00

ATOM    819  N   VAL    55      69.392  57.528  46.105  1.00  0.00

ATOM    820  H   VAL    55      70.036  57.069  45.474  1.00  0.00

ATOM    821  CA  VAL    55      68.003  57.221  45.827  1.00  0.00

ATOM    822  HA  VAL    55      67.346  58.026  46.172  1.00  0.00

ATOM    823  CB  VAL    55      67.751  57.164  44.326  1.00  0.00

ATOM    824  HB  VAL    55      68.342  56.296  44.027  1.00  0.00

ATOM    825  CG1 VAL    55      66.287  56.878  44.014  1.00  0.00

ATOM    826 1HG1 VAL    55      65.554  57.493  44.548  1.00  0.00

ATOM    827 2HG1 VAL    55      65.998  57.078  42.985  1.00  0.00

ATOM    828 3HG1 VAL    55      66.004  55.860  44.283  1.00  0.00

ATOM    829  CG2 VAL    55      68.102  58.428  43.543  1.00  0.00

ATOM    830 1HG2 VAL    55      67.403  59.247  43.735  1.00  0.00

ATOM    831 2HG2 VAL    55      69.152  58.696  43.660  1.00  0.00

ATOM    832 3HG2 VAL    55      67.991  58.170  42.486  1.00  0.00

ATOM    833  C   VAL    55      67.513  56.015  46.614  1.00  0.00

ATOM    834  O   VAL    55      66.524  56.155  47.345  1.00  0.00

ATOM    835  N   ASP    56      68.144  54.844  46.568  1.00  0.00

ATOM    836  H   ASP    56      69.063  54.948  46.169  1.00  0.00

ATOM    837  CA  ASP    56      67.831  53.548  47.145  1.00  0.00

ATOM    838  HA  ASP    56      66.849  53.202  46.825  1.00  0.00

ATOM    839  CB  ASP    56      68.848  52.541  46.597  1.00  0.00

ATOM    840  HB1 ASP    56      69.878  52.805  46.828  1.00  0.00

ATOM    841  HB2 ASP    56      68.653  52.358  45.546  1.00  0.00

ATOM    842  CG  ASP    56      68.630  51.142  47.155  1.00  0.00

ATOM    843  OD1 ASP    56      67.464  50.906  47.535  1.00  0.00

ATOM    844  OD2 ASP    56      69.546  50.300  47.049  1.00  0.00

ATOM    845  C   ASP    56      67.745  53.528  48.662  1.00  0.00

ATOM    846  O   ASP    56      68.765  53.653  49.335  1.00  0.00

ATOM    847  N   ALA    57      66.501  53.449  49.133  1.00  0.00

ATOM    848  H   ALA    57      65.701  53.377  48.520  1.00  0.00

ATOM    849  CA  ALA    57      66.168  53.632  50.535  1.00  0.00

ATOM    850  HA  ALA    57      66.957  54.280  50.919  1.00  0.00

ATOM    851  CB  ALA    57      64.886  54.469  50.510  1.00  0.00

ATOM    852  HB1 ALA    57      64.007  53.867  50.265  1.00  0.00

ATOM    853  HB2 ALA    57      64.628  54.742  51.536  1.00  0.00

ATOM    854  HB3 ALA    57      65.007  55.276  49.794  1.00  0.00

ATOM    855  C   ALA    57      66.145  52.423  51.447  1.00  0.00

ATOM    856  O   ALA    57      66.468  52.511  52.632  1.00  0.00

ATOM    857  N   ASP    58      65.804  51.259  50.884  1.00  0.00

ATOM    858  H   ASP    58      65.708  51.231  49.879  1.00  0.00

ATOM    859  CA  ASP    58      65.937  50.008  51.599  1.00  0.00

ATOM    860  HA  ASP    58      65.935  50.223  52.677  1.00  0.00

ATOM    861  CB  ASP    58      64.816  49.017  51.290  1.00  0.00

ATOM    862  HB1 ASP    58      63.870  49.550  51.378  1.00  0.00

ATOM    863  HB2 ASP    58      64.722  48.297  52.101  1.00  0.00

ATOM    864  CG  ASP    58      64.930  48.192  50.020  1.00  0.00

ATOM    865  OD1 ASP    58      65.413  48.768  49.026  1.00  0.00

ATOM    866  OD2 ASP    58      64.456  47.032  49.981  1.00  0.00

ATOM    867  C   ASP    58      67.297  49.386  51.338  1.00  0.00

ATOM    868  O   ASP    58      67.570  48.379  51.992  1.00  0.00

ATOM    869  N   GLY    59      68.094  49.907  50.398  1.00  0.00

ATOM    870  H   GLY    59      67.717  50.702  49.906  1.00  0.00

ATOM    871  CA  GLY    59      69.492  49.580  50.210  1.00  0.00

ATOM    872  HA1 GLY    59      70.054  49.553  51.146  1.00  0.00

ATOM    873  HA2 GLY    59      69.916  50.411  49.631  1.00  0.00

ATOM    874  C   GLY    59      69.743  48.250  49.512  1.00  0.00

ATOM    875  O   GLY    59      70.812  47.664  49.678  1.00  0.00

ATOM    876  N   ASN    60      68.708  47.723  48.866  1.00  0.00

ATOM    877  H   ASN    60      67.836  48.221  48.740  1.00  0.00

ATOM    878  CA  ASN    60      68.663  46.357  48.361  1.00  0.00

ATOM    879  HA  ASN    60      69.137  45.737  49.124  1.00  0.00

ATOM    880  CB  ASN    60      67.210  45.904  48.269  1.00  0.00

ATOM    881  HB1 ASN    60      66.751  46.112  49.240  1.00  0.00

ATOM    882  HB2 ASN    60      67.164  44.823  48.188  1.00  0.00

ATOM    883  CG  ASN    60      66.575  46.541  47.038  1.00  0.00

ATOM    884  OD1 ASN    60      66.989  47.549  46.453  1.00  0.00

ATOM    885  ND2 ASN    60      65.403  46.069  46.611  1.00  0.00

ATOM    886 1HD2 ASN    60      64.899  45.413  47.188  1.00  0.00

ATOM    887 2HD2 ASN    60      64.946  46.555  45.842  1.00  0.00

ATOM    888  C   ASN    60      69.513  46.133  47.124  1.00  0.00

ATOM    889  O   ASN    60      69.603  45.039  46.555  1.00  0.00

ATOM    890  N   GLY    61      70.197  47.177  46.633  1.00  0.00

ATOM    891  H   GLY    61      69.897  48.083  46.957  1.00  0.00

ATOM    892  CA  GLY    61      71.143  46.950  45.563  1.00  0.00

ATOM    893  HA1 GLY    61      71.284  45.880  45.397  1.00  0.00

ATOM    894  HA2 GLY    61      72.114  47.330  45.883  1.00  0.00

ATOM    895  C   GLY    61      70.650  47.725  44.348  1.00  0.00

ATOM    896  O   GLY    61      71.467  47.967  43.461  1.00  0.00

ATOM    897  N   THR    62      69.395  48.144  44.274  1.00  0.00

ATOM    898  H   THR    62      68.795  47.825  45.030  1.00  0.00

ATOM    899  CA  THR    62      68.707  48.742  43.147  1.00  0.00

ATOM    900  HA  THR    62      69.453  49.048  42.410  1.00  0.00

ATOM    901  CB  THR    62      67.769  47.743  42.472  1.00  0.00

ATOM    902  HB  THR    62      67.269  48.323  41.696  1.00  0.00

ATOM    903  CG2 THR    62      68.624  46.721  41.736  1.00  0.00

ATOM    904 1HG2 THR    62      69.184  46.075  42.415  1.00  0.00

ATOM    905 2HG2 THR    62      67.880  46.077  41.271  1.00  0.00

ATOM    906 3HG2 THR    62      69.240  47.152  40.940  1.00  0.00

ATOM    907  OG1 THR    62      66.954  46.949  43.302  1.00  0.00

ATOM    908  HG1 THR    62      66.286  47.553  43.656  1.00  0.00

ATOM    909  C   THR    62      67.784  49.892  43.517  1.00  0.00

ATOM    910  O   THR    62      67.075  49.946  44.520  1.00  0.00

ATOM    911  N   ILE    63      67.649  50.782  42.529  1.00  0.00

ATOM    912  H   ILE    63      68.093  50.602  41.640  1.00  0.00

ATOM    913  CA  ILE    63      66.547  51.725  42.632  1.00  0.00

ATOM    914  HA  ILE    63      66.461  52.017  43.669  1.00  0.00

ATOM    915  CB  ILE    63      66.756  53.009  41.826  1.00  0.00

ATOM    916  HB  ILE    63      67.088  52.784  40.810  1.00  0.00

ATOM    917  CG2 ILE    63      65.435  53.737  41.648  1.00  0.00

ATOM    918 1HG2 ILE    63      65.567  54.586  40.976  1.00  0.00

ATOM    919 2HG2 ILE    63      64.607  53.129  41.288  1.00  0.00

ATOM    920 3HG2 ILE    63      65.065  54.095  42.614  1.00  0.00

ATOM    921  CG1 ILE    63      67.819  53.947  42.381  1.00  0.00

ATOM    922 1HG1 ILE    63      68.777  53.468  42.629  1.00  0.00

ATOM    923 2HG1 ILE    63      67.466  54.287  43.363  1.00  0.00

ATOM    924  CD  ILE    63      68.171  55.152  41.516  1.00  0.00

ATOM    925  HD1 ILE    63      67.385  55.844  41.219  1.00  0.00

ATOM    926  HD2 ILE    63      69.087  55.659  41.828  1.00  0.00

ATOM    927  HD3 ILE    63      68.438  54.707  40.552  1.00  0.00

ATOM    928  C   ILE    63      65.290  50.993  42.184  1.00  0.00

ATOM    929  O   ILE    63      65.249  50.358  41.139  1.00  0.00

ATOM    930  N   ASP    64      64.327  50.958  43.117  1.00  0.00

ATOM    931  H   ASP    64      64.387  51.523  43.960  1.00  0.00

ATOM    932  CA  ASP    64      63.035  50.359  42.868  1.00  0.00

ATOM    933  HA  ASP    64      63.055  49.643  42.046  1.00  0.00

ATOM    934  CB  ASP    64      62.610  49.496  44.046  1.00  0.00

ATOM    935  HB1 ASP    64      61.522  49.349  44.028  1.00  0.00

ATOM    936  HB2 ASP    64      62.745  50.113  44.932  1.00  0.00

ATOM    937  CG  ASP    64      63.411  48.223  44.275  1.00  0.00

ATOM    938  OD1 ASP    64      62.874  47.141  43.934  1.00  0.00

ATOM    939  OD2 ASP    64      64.513  48.192  44.866  1.00  0.00

ATOM    940  C   ASP    64      62.015  51.426  42.494  1.00  0.00

ATOM    941  O   ASP    64      62.231  52.622  42.613  1.00  0.00

ATOM    942  N   PHE    65      60.961  51.112  41.726  1.00  0.00

ATOM    943  H   PHE    65      60.720  50.173  41.435  1.00  0.00

ATOM    944  CA  PHE    65      60.080  52.104  41.148  1.00  0.00

ATOM    945  HA  PHE    65      60.773  52.618  40.479  1.00  0.00

ATOM    946  CB  PHE    65      59.123  51.349  40.231  1.00  0.00

ATOM    947  HB1 PHE    65      58.631  50.539  40.762  1.00  0.00

ATOM    948  HB2 PHE    65      59.679  50.953  39.383  1.00  0.00

ATOM    949  CG  PHE    65      58.139  52.228  39.487  1.00  0.00

ATOM    950  CD1 PHE    65      58.595  53.209  38.613  1.00  0.00

ATOM    951  HD1 PHE    65      59.610  53.542  38.462  1.00  0.00

ATOM    952  CE1 PHE    65      57.676  53.993  37.899  1.00  0.00

ATOM    953  HE1 PHE    65      58.064  54.710  37.188  1.00  0.00

ATOM    954  CZ  PHE    65      56.308  53.753  38.065  1.00  0.00

ATOM    955  HZ  PHE    65      55.594  54.301  37.473  1.00  0.00

ATOM    956  CE2 PHE    65      55.841  52.730  38.896  1.00  0.00

ATOM    957  HE2 PHE    65      54.805  52.435  38.845  1.00  0.00

ATOM    958  CD2 PHE    65      56.768  51.945  39.594  1.00  0.00

ATOM    959  HD2 PHE    65      56.412  51.102  40.164  1.00  0.00

ATOM    960  C   PHE    65      59.454  53.087  42.127  1.00  0.00

ATOM    961  O   PHE    65      59.514  54.270  41.827  1.00  0.00

ATOM    962  N   PRO    66      59.060  52.723  43.355  1.00  0.00

ATOM    963  CD  PRO    66      58.767  51.378  43.793  1.00  0.00

ATOM    964  HD1 PRO    66      59.639  51.061  44.374  1.00  0.00

ATOM    965  HD2 PRO    66      58.504  50.668  43.014  1.00  0.00

ATOM    966  CG  PRO    66      57.644  51.531  44.819  1.00  0.00

ATOM    967  HG1 PRO    66      57.639  50.629  45.436  1.00  0.00

ATOM    968  HG2 PRO    66      56.720  51.647  44.245  1.00  0.00

ATOM    969  CB  PRO    66      58.184  52.769  45.527  1.00  0.00

ATOM    970  HB1 PRO    66      59.077  52.430  46.068  1.00  0.00

ATOM    971  HB2 PRO    66      57.442  53.237  46.173  1.00  0.00

ATOM    972  CA  PRO    66      58.537  53.650  44.337  1.00  0.00

ATOM    973  HA  PRO    66      57.656  54.211  44.022  1.00  0.00

ATOM    974  C   PRO    66      59.496  54.725  44.839  1.00  0.00

ATOM    975  O   PRO    66      59.148  55.860  45.156  1.00  0.00

ATOM    976  N   GLU    67      60.799  54.418  44.764  1.00  0.00

ATOM    977  H   GLU    67      61.124  53.647  44.207  1.00  0.00

ATOM    978  CA  GLU    67      61.856  55.266  45.292  1.00  0.00

ATOM    979  HA  GLU    67      61.612  55.721  46.255  1.00  0.00

ATOM    980  CB  GLU    67      63.139  54.501  45.576  1.00  0.00

ATOM    981  HB1 GLU    67      63.945  55.123  45.957  1.00  0.00

ATOM    982  HB2 GLU    67      63.426  54.081  44.608  1.00  0.00

ATOM    983  CG  GLU    67      62.854  53.404  46.602  1.00  0.00

ATOM    984  HG1 GLU    67      61.992  52.778  46.387  1.00  0.00

ATOM    985  HG2 GLU    67      62.706  53.948  47.533  1.00  0.00

ATOM    986  CD  GLU    67      63.906  52.317  46.758  1.00  0.00

ATOM    987  OE1 GLU    67      64.468  51.873  45.733  1.00  0.00

ATOM    988  OE2 GLU    67      64.108  51.730  47.848  1.00  0.00

ATOM    989  C   GLU    67      62.264  56.284  44.230  1.00  0.00

ATOM    990  O   GLU    67      62.463  57.460  44.510  1.00  0.00

ATOM    991  N   PHE    68      62.189  55.904  42.949  1.00  0.00

ATOM    992  H   PHE    68      62.256  54.928  42.689  1.00  0.00

ATOM    993  CA  PHE    68      62.256  56.799  41.812  1.00  0.00

ATOM    994  HA  PHE    68      63.209  57.290  41.994  1.00  0.00

ATOM    995  CB  PHE    68      62.244  55.935  40.556  1.00  0.00

ATOM    996  HB1 PHE    68      61.245  55.522  40.360  1.00  0.00

ATOM    997  HB2 PHE    68      62.811  55.029  40.767  1.00  0.00

ATOM    998  CG  PHE    68      62.803  56.573  39.306  1.00  0.00

ATOM    999  CD1 PHE    68      64.179  56.597  39.075  1.00  0.00

ATOM   1000  HD1 PHE    68      64.878  56.167  39.766  1.00  0.00

ATOM   1001  CE1 PHE    68      64.680  57.200  37.906  1.00  0.00

ATOM   1002  HE1 PHE    68      65.738  57.254  37.717  1.00  0.00

ATOM   1003  CZ  PHE    68      63.782  57.762  36.984  1.00  0.00

ATOM   1004  HZ  PHE    68      64.046  58.196  36.037  1.00  0.00

ATOM   1005  CE2 PHE    68      62.421  57.913  37.289  1.00  0.00

ATOM   1006  HE2 PHE    68      61.764  58.454  36.635  1.00  0.00

ATOM   1007  CD2 PHE    68      61.956  57.302  38.463  1.00  0.00

ATOM   1008  HD2 PHE    68      60.929  57.389  38.780  1.00  0.00

ATOM   1009  C   PHE    68      61.051  57.732  41.764  1.00  0.00

ATOM   1010  O   PHE    68      61.318  58.912  41.552  1.00  0.00

ATOM   1011  N   LEU    69      59.790  57.310  41.829  1.00  0.00

ATOM   1012  H   LEU    69      59.601  56.312  41.841  1.00  0.00

ATOM   1013  CA  LEU    69      58.651  58.190  41.746  1.00  0.00

ATOM   1014  HA  LEU    69      58.618  58.740  40.804  1.00  0.00

ATOM   1015  CB  LEU    69      57.396  57.381  42.064  1.00  0.00

ATOM   1016  HB1 LEU    69      56.578  58.097  42.211  1.00  0.00

ATOM   1017  HB2 LEU    69      57.508  56.756  42.945  1.00  0.00

ATOM   1018  CG  LEU    69      56.961  56.435  40.950  1.00  0.00

ATOM   1019  HG  LEU    69      57.657  55.617  40.827  1.00  0.00

ATOM   1020  CD1 LEU    69      55.614  55.825  41.368  1.00  0.00

ATOM   1021 1HD1 LEU    69      54.769  56.508  41.445  1.00  0.00

ATOM   1022 2HD1 LEU    69      55.208  55.090  40.678  1.00  0.00

ATOM   1023 3HD1 LEU    69      55.761  55.322  42.322  1.00  0.00

ATOM   1024  CD2 LEU    69      56.911  57.129  39.590  1.00  0.00

ATOM   1025 1HD2 LEU    69      56.348  58.066  39.634  1.00  0.00

ATOM   1026 2HD2 LEU    69      57.908  57.338  39.188  1.00  0.00

ATOM   1027 3HD2 LEU    69      56.439  56.448  38.890  1.00  0.00

ATOM   1028  C   LEU    69      58.765  59.251  42.832  1.00  0.00

ATOM   1029  O   LEU    69      58.670  60.445  42.575  1.00  0.00

ATOM   1030  N   THR    70      59.084  58.848  44.066  1.00  0.00

ATOM   1031  H   THR    70      59.449  57.904  44.148  1.00  0.00

ATOM   1032  CA  THR    70      59.173  59.712  45.225  1.00  0.00

ATOM   1033  HA  THR    70      58.179  60.111  45.398  1.00  0.00

ATOM   1034  CB  THR    70      59.320  58.832  46.467  1.00  0.00

ATOM   1035  HB  THR    70      60.154  58.171  46.221  1.00  0.00

ATOM   1036  CG2 THR    70      59.605  59.582  47.763  1.00  0.00

ATOM   1037 1HG2 THR    70      59.790  58.858  48.557  1.00  0.00

ATOM   1038 2HG2 THR    70      60.518  60.166  47.674  1.00  0.00

ATOM   1039 3HG2 THR    70      58.790  60.255  48.031  1.00  0.00

ATOM   1040  OG1 THR    70      58.176  58.024  46.659  1.00  0.00

ATOM   1041  HG1 THR    70      58.411  57.131  46.912  1.00  0.00

ATOM   1042  C   THR    70      60.192  60.849  45.183  1.00  0.00

ATOM   1043  O   THR    70      59.904  61.930  45.696  1.00  0.00

ATOM   1044  N   MET    71      61.316  60.647  44.485  1.00  0.00

ATOM   1045  H   MET    71      61.500  59.719  44.121  1.00  0.00

ATOM   1046  CA  MET    71      62.393  61.603  44.356  1.00  0.00

ATOM   1047  HA  MET    71      62.433  62.195  45.272  1.00  0.00

ATOM   1048  CB  MET    71      63.744  60.910  44.295  1.00  0.00

ATOM   1049  HB1 MET    71      63.712  60.288  45.193  1.00  0.00

ATOM   1050  HB2 MET    71      64.552  61.623  44.407  1.00  0.00

ATOM   1051  CG  MET    71      64.073  59.997  43.114  1.00  0.00

ATOM   1052  HG1 MET    71      63.162  59.459  42.851  1.00  0.00

ATOM   1053  HG2 MET    71      64.845  59.360  43.544  1.00  0.00

ATOM   1054  SD  MET    71      64.759  60.815  41.650  1.00  0.00

ATOM   1055  CE  MET    71      64.678  59.491  40.415  1.00  0.00

ATOM   1056  HE1 MET    71      63.697  59.125  40.109  1.00  0.00

ATOM   1057  HE2 MET    71      65.317  59.830  39.601  1.00  0.00

ATOM   1058  HE3 MET    71      65.120  58.563  40.796  1.00  0.00

ATOM   1059  C   MET    71      62.124  62.576  43.205  1.00  0.00

ATOM   1060  O   MET    71      62.211  63.781  43.445  1.00  0.00

ATOM   1061  N   MET    72      61.584  62.110  42.077  1.00  0.00

ATOM   1062  H   MET    72      61.604  61.119  41.877  1.00  0.00

ATOM   1063  CA  MET    72      61.108  62.884  40.955  1.00  0.00

ATOM   1064  HA  MET    72      61.924  63.455  40.498  1.00  0.00

ATOM   1065  CB  MET    72      60.470  61.929  39.958  1.00  0.00

ATOM   1066  HB1 MET    72      59.883  62.558  39.286  1.00  0.00

ATOM   1067  HB2 MET    72      59.970  61.092  40.453  1.00  0.00

ATOM   1068  CG  MET    72      61.495  61.197  39.092  1.00  0.00

ATOM   1069  HG1 MET    72      61.105  60.269  38.704  1.00  0.00

ATOM   1070  HG2 MET    72      62.327  60.909  39.723  1.00  0.00

ATOM   1071  SD  MET    72      62.066  62.423  37.884  1.00  0.00

ATOM   1072  CE  MET    72      63.423  61.442  37.180  1.00  0.00

ATOM   1073  HE1 MET    72      63.080  60.599  36.592  1.00  0.00

ATOM   1074  HE2 MET    72      63.913  62.150  36.510  1.00  0.00

ATOM   1075  HE3 MET    72      64.087  61.231  38.007  1.00  0.00

ATOM   1076  C   MET    72      60.092  63.935  41.392  1.00  0.00

ATOM   1077  O   MET    72      60.095  65.057  40.882  1.00  0.00

ATOM   1078  N   ALA    73      59.128  63.520  42.215  1.00  0.00

ATOM   1079  H   ALA    73      59.137  62.547  42.497  1.00  0.00

ATOM   1080  CA  ALA    73      58.042  64.256  42.816  1.00  0.00

ATOM   1081  HA  ALA    73      57.494  64.794  42.050  1.00  0.00

ATOM   1082  CB  ALA    73      57.000  63.251  43.290  1.00  0.00

ATOM   1083  HB1 ALA    73      57.572  62.462  43.772  1.00  0.00

ATOM   1084  HB2 ALA    73      56.193  63.677  43.897  1.00  0.00

ATOM   1085  HB3 ALA    73      56.476  62.900  42.394  1.00  0.00

ATOM   1086  C   ALA    73      58.513  65.250  43.868  1.00  0.00

ATOM   1087  O   ALA    73      57.811  66.238  44.098  1.00  0.00

ATOM   1088  N   ARG    74      59.659  65.070  44.534  1.00  0.00

ATOM   1089  H   ARG    74      60.193  64.216  44.432  1.00  0.00

ATOM   1090  CA  ARG    74      60.216  66.103  45.375  1.00  0.00

ATOM   1091  HA  ARG    74      59.405  66.527  45.973  1.00  0.00

ATOM   1092  CB  ARG    74      61.105  65.447  46.433  1.00  0.00

ATOM   1093  HB1 ARG    74      62.071  65.068  46.089  1.00  0.00

ATOM   1094  HB2 ARG    74      60.399  64.731  46.862  1.00  0.00

ATOM   1095  CG  ARG    74      61.589  66.411  47.519  1.00  0.00

ATOM   1096  HG1 ARG    74      60.740  66.959  47.930  1.00  0.00

ATOM   1097  HG2 ARG    74      62.330  67.135  47.173  1.00  0.00

ATOM   1098  CD  ARG    74      62.251  65.638  48.659  1.00  0.00

ATOM   1099  HD1 ARG    74      61.496  64.889  48.868  1.00  0.00

ATOM   1100  HD2 ARG    74      62.417  66.331  49.480  1.00  0.00

ATOM   1101  NE  ARG    74      63.479  64.984  48.220  1.00  0.00

ATOM   1102  HE  ARG    74      64.247  65.557  47.900  1.00  0.00

ATOM   1103  CZ  ARG    74      63.704  63.679  48.021  1.00  0.00

ATOM   1104  NH1 ARG    74      62.825  62.796  48.536  1.00  0.00

ATOM   1105 1HH1 ARG    74      61.993  63.122  49.004  1.00  0.00

ATOM   1106 2HH1 ARG    74      63.150  61.835  48.585  1.00  0.00

ATOM   1107  NH2 ARG    74      64.845  63.277  47.443  1.00  0.00

ATOM   1108 1HH2 ARG    74      65.600  63.937  47.341  1.00  0.00

ATOM   1109 2HH2 ARG    74      65.196  62.344  47.576  1.00  0.00

ATOM   1110  C   ARG    74      60.898  67.259  44.670  1.00  0.00

ATOM   1111  O   ARG    74      60.615  68.408  45.020  1.00  0.00

ATOM   1112  N   LYS    75      61.683  66.947  43.631  1.00  0.00

ATOM   1113  H   LYS    75      61.821  65.970  43.460  1.00  0.00

ATOM   1114  CA  LYS    75      62.417  67.858  42.786  1.00  0.00

ATOM   1115  HA  LYS    75      62.927  68.542  43.467  1.00  0.00

ATOM   1116  CB  LYS    75      63.463  67.067  42.012  1.00  0.00

ATOM   1117  HB1 LYS    75      62.887  66.368  41.414  1.00  0.00

ATOM   1118  HB2 LYS    75      64.101  66.630  42.781  1.00  0.00

ATOM   1119  CG  LYS    75      64.300  67.774  40.948  1.00  0.00

ATOM   1120  HG1 LYS    75      63.686  68.314  40.226  1.00  0.00

ATOM   1121  HG2 LYS    75      64.778  67.043  40.293  1.00  0.00

ATOM   1122  CD  LYS    75      65.353  68.797  41.377  1.00  0.00

ATOM   1123  HD1 LYS    75      66.303  68.684  40.865  1.00  0.00

ATOM   1124  HD2 LYS    75      65.664  68.316  42.311  1.00  0.00

ATOM   1125  CE  LYS    75      64.770  70.183  41.608  1.00  0.00

ATOM   1126  HE1 LYS    75      63.852  70.209  42.199  1.00  0.00

ATOM   1127  HE2 LYS    75      64.512  70.641  40.651  1.00  0.00

ATOM   1128  NZ  LYS    75      65.782  71.087  42.183  1.00  0.00

ATOM   1129  HZ1 LYS    75      65.371  71.983  42.372  1.00  0.00

ATOM   1130  HZ2 LYS    75      66.133  70.788  43.085  1.00  0.00

ATOM   1131  HZ3 LYS    75      66.564  71.261  41.567  1.00  0.00

ATOM   1132  C   LYS    75      61.480  68.670  41.906  1.00  0.00

ATOM   1133  O   LYS    75      61.701  69.871  41.748  1.00  0.00

ATOM   1134  N   MET    76      60.333  68.145  41.488  1.00  0.00

ATOM   1135  H   MET    76      60.260  67.158  41.689  1.00  0.00

ATOM   1136  CA  MET    76      59.213  68.800  40.844  1.00  0.00

ATOM   1137  HA  MET    76      59.614  69.413  40.033  1.00  0.00

ATOM   1138  CB  MET    76      58.264  67.767  40.261  1.00  0.00

ATOM   1139  HB1 MET    76      57.838  67.100  41.016  1.00  0.00

ATOM   1140  HB2 MET    76      58.835  67.185  39.531  1.00  0.00

ATOM   1141  CG  MET    76      57.158  68.417  39.430  1.00  0.00

ATOM   1142  HG1 MET    76      56.688  67.665  38.798  1.00  0.00

ATOM   1143  HG2 MET    76      57.526  69.186  38.765  1.00  0.00

ATOM   1144  SD  MET    76      55.770  69.241  40.248  1.00  0.00

ATOM   1145  CE  MET    76      54.418  68.836  39.126  1.00  0.00

ATOM   1146  HE1 MET    76      54.443  69.465  38.231  1.00  0.00

ATOM   1147  HE2 MET    76      54.567  67.770  38.977  1.00  0.00

ATOM   1148  HE3 MET    76      53.403  68.946  39.501  1.00  0.00

ATOM   1149  C   MET    76      58.528  69.777  41.786  1.00  0.00

ATOM   1150  O   MET    76      58.286  70.910  41.377  1.00  0.00

ATOM   1151  N   LYS    77      58.406  69.431  43.076  1.00  0.00

ATOM   1152  H   LYS    77      58.602  68.488  43.382  1.00  0.00

ATOM   1153  CA  LYS    77      57.908  70.297  44.126  1.00  0.00

ATOM   1154  HA  LYS    77      57.279  70.990  43.566  1.00  0.00

ATOM   1155  CB  LYS    77      56.994  69.498  45.042  1.00  0.00

ATOM   1156  HB1 LYS    77      56.785  70.172  45.865  1.00  0.00

ATOM   1157  HB2 LYS    77      57.519  68.606  45.374  1.00  0.00

ATOM   1158  CG  LYS    77      55.656  68.917  44.573  1.00  0.00

ATOM   1159  HG1 LYS    77      55.275  68.369  45.430  1.00  0.00

ATOM   1160  HG2 LYS    77      55.974  68.228  43.788  1.00  0.00

ATOM   1161  CD  LYS    77      54.605  69.880  44.018  1.00  0.00

ATOM   1162  HD1 LYS    77      54.990  70.577  43.267  1.00  0.00

ATOM   1163  HD2 LYS    77      54.245  70.449  44.870  1.00  0.00

ATOM   1164  CE  LYS    77      53.461  69.270  43.227  1.00  0.00

ATOM   1165  HE1 LYS    77      52.928  68.508  43.793  1.00  0.00

ATOM   1166  HE2 LYS    77      53.825  68.667  42.391  1.00  0.00

ATOM   1167  NZ  LYS    77      52.578  70.305  42.653  1.00  0.00

ATOM   1168  HZ1 LYS    77      51.933  70.703  43.319  1.00  0.00

ATOM   1169  HZ2 LYS    77      53.084  71.012  42.146  1.00  0.00

ATOM   1170  HZ3 LYS    77      52.072  69.892  41.885  1.00  0.00

ATOM   1171  C   LYS    77      58.982  71.193  44.739  1.00  0.00

ATOM   1172  O   LYS    77      58.703  71.821  45.755  1.00  0.00

ATOM   1173  N   ASP    78      60.154  71.330  44.112  1.00  0.00

ATOM   1174  H   ASP    78      60.282  70.893  43.206  1.00  0.00

ATOM   1175  CA  ASP    78      61.088  72.359  44.498  1.00  0.00

ATOM   1176  HA  ASP    78      61.108  72.392  45.587  1.00  0.00

ATOM   1177  CB  ASP    78      62.485  71.977  44.013  1.00  0.00

ATOM   1178  HB1 ASP    78      62.512  72.220  42.951  1.00  0.00

ATOM   1179  HB2 ASP    78      62.700  70.910  44.093  1.00  0.00

ATOM   1180  CG  ASP    78      63.592  72.699  44.768  1.00  0.00

ATOM   1181  OD1 ASP    78      63.427  73.724  45.457  1.00  0.00

ATOM   1182  OD2 ASP    78      64.735  72.215  44.604  1.00  0.00

ATOM   1183  C   ASP    78      60.714  73.657  43.807  1.00  0.00

ATOM   1184  O   ASP    78      60.252  73.704  42.668  1.00  0.00

ATOM   1185  N   THR    79      60.978  74.791  44.460  1.00  0.00

ATOM   1186  H   THR    79      61.479  74.719  45.334  1.00  0.00

ATOM   1187  CA  THR    79      60.825  76.180  44.094  1.00  0.00

ATOM   1188  HA  THR    79      60.098  76.224  43.274  1.00  0.00

ATOM   1189  CB  THR    79      60.458  77.086  45.263  1.00  0.00

ATOM   1190  HB  THR    79      60.403  78.116  44.903  1.00  0.00

ATOM   1191  CG2 THR    79      59.059  76.879  45.814  1.00  0.00

ATOM   1192 1HG2 THR    79      58.704  77.691  46.458  1.00  0.00

ATOM   1193 2HG2 THR    79      58.327  76.503  45.098  1.00  0.00

ATOM   1194 3HG2 THR    79      59.128  75.999  46.469  1.00  0.00

ATOM   1195  OG1 THR    79      61.355  76.915  46.339  1.00  0.00

ATOM   1196  HG1 THR    79      61.532  77.809  46.638  1.00  0.00

ATOM   1197  C   THR    79      62.123  76.602  43.417  1.00  0.00

ATOM   1198  O   THR    79      62.257  77.764  43.027  1.00  0.00

ATOM   1199  N   ASP    80      63.045  75.684  43.129  1.00  0.00

ATOM   1200  H   ASP    80      62.995  74.775  43.554  1.00  0.00

ATOM   1201  CA  ASP    80      64.303  75.979  42.462  1.00  0.00

ATOM   1202  HA  ASP    80      64.228  76.920  41.913  1.00  0.00

ATOM   1203  CB  ASP    80      65.356  76.240  43.525  1.00  0.00

ATOM   1204  HB1 ASP    80      65.334  75.429  44.260  1.00  0.00

ATOM   1205  HB2 ASP    80      65.030  77.178  43.971  1.00  0.00

ATOM   1206  CG  ASP    80      66.769  76.346  42.952  1.00  0.00

ATOM   1207  OD1 ASP    80      67.582  75.404  42.849  1.00  0.00

ATOM   1208  OD2 ASP    80      67.046  77.500  42.557  1.00  0.00

ATOM   1209  C   ASP    80      64.700  74.845  41.527  1.00  0.00

ATOM   1210  O   ASP    80      64.554  73.667  41.847  1.00  0.00

ATOM   1211  N   SER    81      65.256  75.206  40.376  1.00  0.00

ATOM   1212  H   SER    81      65.274  76.189  40.147  1.00  0.00

ATOM   1213  CA  SER    81      65.517  74.333  39.256  1.00  0.00

ATOM   1214  HA  SER    81      65.834  73.367  39.652  1.00  0.00

ATOM   1215  CB  SER    81      64.288  74.181  38.365  1.00  0.00

ATOM   1216  HB1 SER    81      63.610  73.532  38.904  1.00  0.00

ATOM   1217  HB2 SER    81      64.529  73.760  37.386  1.00  0.00

ATOM   1218  OG  SER    81      63.699  75.451  38.279  1.00  0.00

ATOM   1219  HG  SER    81      63.024  75.306  37.616  1.00  0.00

ATOM   1220  C   SER    81      66.538  74.889  38.274  1.00  0.00

ATOM   1221  O   SER    81      66.755  74.238  37.260  1.00  0.00

ATOM   1222  N   GLU    82      67.080  76.103  38.450  1.00  0.00

ATOM   1223  H   GLU    82      66.704  76.665  39.198  1.00  0.00

ATOM   1224  CA  GLU    82      67.998  76.613  37.450  1.00  0.00

ATOM   1225  HA  GLU    82      67.435  76.743  36.529  1.00  0.00

ATOM   1226  CB  GLU    82      68.595  77.950  37.871  1.00  0.00

ATOM   1227  HB1 GLU    82      67.715  78.580  37.782  1.00  0.00

ATOM   1228  HB2 GLU    82      69.228  78.301  37.047  1.00  0.00

ATOM   1229  CG  GLU    82      69.128  78.124  39.286  1.00  0.00

ATOM   1230  HG1 GLU    82      69.681  77.271  39.676  1.00  0.00

ATOM   1231  HG2 GLU    82      68.303  78.148  39.990  1.00  0.00

ATOM   1232  CD  GLU    82      70.078  79.311  39.395  1.00  0.00

ATOM   1233  OE1 GLU    82      70.757  79.710  38.424  1.00  0.00

ATOM   1234  OE2 GLU    82      70.100  79.846  40.525  1.00  0.00

ATOM   1235  C   GLU    82      69.189  75.727  37.098  1.00  0.00

ATOM   1236  O   GLU    82      69.636  75.619  35.954  1.00  0.00

ATOM   1237  N   GLU    83      69.772  75.024  38.071  1.00  0.00

ATOM   1238  H   GLU    83      69.317  74.937  38.970  1.00  0.00

ATOM   1239  CA  GLU    83      70.778  73.995  37.909  1.00  0.00

ATOM   1240  HA  GLU    83      71.604  74.217  37.215  1.00  0.00

ATOM   1241  CB  GLU    83      71.322  73.722  39.300  1.00  0.00

ATOM   1242  HB1 GLU    83      70.748  72.922  39.768  1.00  0.00

ATOM   1243  HB2 GLU    83      71.166  74.634  39.868  1.00  0.00

ATOM   1244  CG  GLU    83      72.784  73.265  39.274  1.00  0.00

ATOM   1245  HG1 GLU    83      72.953  72.397  38.633  1.00  0.00

ATOM   1246  HG2 GLU    83      73.176  73.010  40.261  1.00  0.00

ATOM   1247  CD  GLU    83      73.784  74.342  38.854  1.00  0.00

ATOM   1248  OE1 GLU    83      74.491  74.165  37.841  1.00  0.00

ATOM   1249  OE2 GLU    83      73.877  75.382  39.533  1.00  0.00

ATOM   1250  C   GLU    83      70.269  72.682  37.324  1.00  0.00

ATOM   1251  O   GLU    83      71.008  71.978  36.633  1.00  0.00

ATOM   1252  N   GLU    84      68.980  72.370  37.383  1.00  0.00

ATOM   1253  H   GLU    84      68.352  72.944  37.927  1.00  0.00

ATOM   1254  CA  GLU    84      68.278  71.286  36.728  1.00  0.00

ATOM   1255  HA  GLU    84      68.958  70.444  36.664  1.00  0.00

ATOM   1256  CB  GLU    84      67.002  70.866  37.462  1.00  0.00

ATOM   1257  HB1 GLU    84      66.437  70.231  36.778  1.00  0.00

ATOM   1258  HB2 GLU    84      66.440  71.730  37.815  1.00  0.00

ATOM   1259  CG  GLU    84      67.381  69.968  38.623  1.00  0.00

ATOM   1260  HG1 GLU    84      67.887  69.096  38.209  1.00  0.00

ATOM   1261  HG2 GLU    84      66.372  69.713  38.949  1.00  0.00

ATOM   1262  CD  GLU    84      68.160  70.622  39.763  1.00  0.00

ATOM   1263  OE1 GLU    84      67.716  71.707  40.208  1.00  0.00

ATOM   1264  OE2 GLU    84      69.033  70.002  40.401  1.00  0.00

ATOM   1265  C   GLU    84      68.073  71.512  35.241  1.00  0.00

ATOM   1266  O   GLU    84      68.171  70.631  34.388  1.00  0.00

ATOM   1267  N   ILE    85      67.806  72.779  34.899  1.00  0.00

ATOM   1268  H   ILE    85      67.590  73.434  35.627  1.00  0.00

ATOM   1269  CA  ILE    85      67.591  73.196  33.529  1.00  0.00

ATOM   1270  HA  ILE    85      67.231  72.349  32.939  1.00  0.00

ATOM   1271  CB  ILE    85      66.578  74.321  33.346  1.00  0.00

ATOM   1272  HB  ILE    85      66.940  75.216  33.858  1.00  0.00

ATOM   1273  CG2 ILE    85      66.364  74.728  31.886  1.00  0.00

ATOM   1274 1HG2 ILE    85      67.096  75.448  31.523  1.00  0.00

ATOM   1275 2HG2 ILE    85      66.359  73.829  31.260  1.00  0.00

ATOM   1276 3HG2 ILE    85      65.399  75.209  31.732  1.00  0.00

ATOM   1277  CG1 ILE    85      65.254  73.918  33.976  1.00  0.00

ATOM   1278 1HG1 ILE    85      65.311  73.576  35.014  1.00  0.00

ATOM   1279 2HG1 ILE    85      64.804  73.198  33.283  1.00  0.00

ATOM   1280  CD  ILE    85      64.345  75.124  34.123  1.00  0.00

ATOM   1281  HD1 ILE    85      64.755  76.045  34.548  1.00  0.00

ATOM   1282  HD2 ILE    85      63.771  75.400  33.237  1.00  0.00

ATOM   1283  HD3 ILE    85      63.551  74.790  34.799  1.00  0.00

ATOM   1284  C   ILE    85      68.925  73.293  32.792  1.00  0.00

ATOM   1285  O   ILE    85      69.154  72.888  31.657  1.00  0.00

ATOM   1286  N   ARG    86      69.986  73.687  33.496  1.00  0.00

ATOM   1287  H   ARG    86      69.886  74.147  34.383  1.00  0.00

ATOM   1288  CA  ARG    86      71.332  73.628  32.953  1.00  0.00

ATOM   1289  HA  ARG    86      71.395  74.177  32.008  1.00  0.00

ATOM   1290  CB  ARG    86      72.322  74.411  33.813  1.00  0.00

ATOM   1291  HB1 ARG    86      73.288  73.937  33.590  1.00  0.00

ATOM   1292  HB2 ARG    86      72.100  74.217  34.864  1.00  0.00

ATOM   1293  CG  ARG    86      72.379  75.918  33.591  1.00  0.00

ATOM   1294  HG1 ARG    86      71.409  76.372  33.774  1.00  0.00

ATOM   1295  HG2 ARG    86      72.652  76.203  32.576  1.00  0.00

ATOM   1296  CD  ARG    86      73.332  76.646  34.526  1.00  0.00

ATOM   1297  HD1 ARG    86      73.496  77.692  34.278  1.00  0.00

ATOM   1298  HD2 ARG    86      74.291  76.151  34.378  1.00  0.00

ATOM   1299  NE  ARG    86      72.979  76.562  35.953  1.00  0.00

ATOM   1300  HE  ARG    86      73.357  75.768  36.445  1.00  0.00

ATOM   1301  CZ  ARG    86      72.515  77.508  36.776  1.00  0.00

ATOM   1302  NH1 ARG    86      72.060  78.684  36.320  1.00  0.00

ATOM   1303 1HH1 ARG    86      72.036  78.915  35.343  1.00  0.00

ATOM   1304 2HH1 ARG    86      71.546  79.297  36.935  1.00  0.00

ATOM   1305  NH2 ARG    86      72.535  77.221  38.085  1.00  0.00

ATOM   1306 1HH2 ARG    86      73.036  76.433  38.479  1.00  0.00

ATOM   1307 2HH2 ARG    86      72.145  77.890  38.717  1.00  0.00

ATOM   1308  C   ARG    86      71.746  72.183  32.740  1.00  0.00

ATOM   1309  O   ARG    86      72.353  72.002  31.688  1.00  0.00

ATOM   1310  N   GLU    87      71.408  71.241  33.615  1.00  0.00

ATOM   1311  H   GLU    87      70.787  71.488  34.377  1.00  0.00

ATOM   1312  CA  GLU    87      71.752  69.850  33.462  1.00  0.00

ATOM   1313  HA  GLU    87      72.817  69.888  33.251  1.00  0.00

ATOM   1314  CB  GLU    87      71.598  69.147  34.814  1.00  0.00

ATOM   1315  HB1 GLU    87      70.532  69.181  35.035  1.00  0.00

ATOM   1316  HB2 GLU    87      72.024  69.851  35.522  1.00  0.00

ATOM   1317  CG  GLU    87      72.098  67.737  35.120  1.00  0.00

ATOM   1318  HG1 GLU    87      71.905  67.087  34.270  1.00  0.00

ATOM   1319  HG2 GLU    87      71.655  67.374  36.042  1.00  0.00

ATOM   1320  CD  GLU    87      73.600  67.651  35.335  1.00  0.00

ATOM   1321  OE1 GLU    87      74.061  67.592  36.500  1.00  0.00

ATOM   1322  OE2 GLU    87      74.348  67.880  34.360  1.00  0.00

ATOM   1323  C   GLU    87      70.984  69.191  32.328  1.00  0.00

ATOM   1324  O   GLU    87      71.629  68.559  31.502  1.00  0.00

ATOM   1325  N   ALA    88      69.693  69.512  32.200  1.00  0.00

ATOM   1326  H   ALA    88      69.346  70.185  32.867  1.00  0.00

ATOM   1327  CA  ALA    88      68.901  69.268  31.012  1.00  0.00

ATOM   1328  HA  ALA    88      68.916  68.186  30.832  1.00  0.00

ATOM   1329  CB  ALA    88      67.478  69.774  31.225  1.00  0.00

ATOM   1330  HB1 ALA    88      66.916  69.801  30.288  1.00  0.00

ATOM   1331  HB2 ALA    88      66.931  69.157  31.941  1.00  0.00

ATOM   1332  HB3 ALA    88      67.534  70.791  31.619  1.00  0.00

ATOM   1333  C   ALA    88      69.510  69.778  29.714  1.00  0.00

ATOM   1334  O   ALA    88      69.551  69.020  28.742  1.00  0.00

ATOM   1335  N   PHE    89      70.124  70.966  29.688  1.00  0.00

ATOM   1336  H   PHE    89      69.826  71.634  30.387  1.00  0.00

ATOM   1337  CA  PHE    89      70.833  71.447  28.515  1.00  0.00

ATOM   1338  HA  PHE    89      70.188  71.270  27.660  1.00  0.00

ATOM   1339  CB  PHE    89      70.869  72.973  28.665  1.00  0.00

ATOM   1340  HB1 PHE    89      71.513  73.303  29.480  1.00  0.00

ATOM   1341  HB2 PHE    89      69.839  73.303  28.789  1.00  0.00

ATOM   1342  CG  PHE    89      71.363  73.697  27.443  1.00  0.00

ATOM   1343  CD1 PHE    89      70.540  73.976  26.342  1.00  0.00

ATOM   1344  HD1 PHE    89      69.540  73.571  26.282  1.00  0.00

ATOM   1345  CE1 PHE    89      70.908  74.785  25.260  1.00  0.00

ATOM   1346  HE1 PHE    89      70.226  74.885  24.428  1.00  0.00

ATOM   1347  CZ  PHE    89      72.176  75.381  25.328  1.00  0.00

ATOM   1348  HZ  PHE    89      72.434  76.086  24.550  1.00  0.00

ATOM   1349  CE2 PHE    89      73.041  75.133  26.391  1.00  0.00

ATOM   1350  HE2 PHE    89      73.982  75.670  26.422  1.00  0.00

ATOM   1351  CD2 PHE    89      72.600  74.365  27.480  1.00  0.00

ATOM   1352  HD2 PHE    89      73.239  74.195  28.324  1.00  0.00

ATOM   1353  C   PHE    89      72.240  70.907  28.340  1.00  0.00

ATOM   1354  O   PHE    89      72.566  70.771  27.161  1.00  0.00

ATOM   1355  N   ARG    90      73.059  70.504  29.307  1.00  0.00

ATOM   1356  H   ARG    90      72.737  70.833  30.207  1.00  0.00

ATOM   1357  CA  ARG    90      74.284  69.757  29.059  1.00  0.00

ATOM   1358  HA  ARG    90      74.886  70.382  28.404  1.00  0.00

ATOM   1359  CB  ARG    90      75.027  69.715  30.395  1.00  0.00

ATOM   1360  HB1 ARG    90      74.391  69.114  31.051  1.00  0.00

ATOM   1361  HB2 ARG    90      75.006  70.710  30.822  1.00  0.00

ATOM   1362  CG  ARG    90      76.440  69.163  30.230  1.00  0.00

ATOM   1363  HG1 ARG    90      76.929  69.680  29.403  1.00  0.00

ATOM   1364  HG2 ARG    90      76.341  68.085  30.109  1.00  0.00

ATOM   1365  CD  ARG    90      77.234  69.523  31.487  1.00  0.00

ATOM   1366  HD1 ARG    90      77.338  70.605  31.571  1.00  0.00

ATOM   1367  HD2 ARG    90      78.260  69.193  31.308  1.00  0.00

ATOM   1368  NE  ARG    90      76.812  68.937  32.760  1.00  0.00

ATOM   1369  HE  ARG    90      75.875  68.557  32.777  1.00  0.00

ATOM   1370  CZ  ARG    90      77.244  69.366  33.951  1.00  0.00

ATOM   1371  NH1 ARG    90      78.407  70.027  34.027  1.00  0.00

ATOM   1372 1HH1 ARG    90      79.011  70.103  33.224  1.00  0.00

ATOM   1373 2HH1 ARG    90      78.651  70.437  34.919  1.00  0.00

ATOM   1374  NH2 ARG    90      76.515  69.169  35.057  1.00  0.00

ATOM   1375 1HH2 ARG    90      75.663  68.623  35.027  1.00  0.00

ATOM   1376 2HH2 ARG    90      76.974  69.448  35.909  1.00  0.00

ATOM   1377  C   ARG    90      73.990  68.422  28.390  1.00  0.00

ATOM   1378  O   ARG    90      74.939  67.836  27.889  1.00  0.00

ATOM   1379  N   VAL    91      72.760  67.908  28.423  1.00  0.00

ATOM   1380  H   VAL    91      72.138  68.463  28.991  1.00  0.00

ATOM   1381  CA  VAL    91      72.344  66.764  27.633  1.00  0.00

ATOM   1382  HA  VAL    91      73.161  66.048  27.680  1.00  0.00

ATOM   1383  CB  VAL    91      71.112  65.985  28.059  1.00  0.00

ATOM   1384  HB  VAL    91      70.233  66.580  27.782  1.00  0.00

ATOM   1385  CG1 VAL    91      70.998  64.642  27.334  1.00  0.00

ATOM   1386 1HG1 VAL    91      70.945  64.800  26.260  1.00  0.00

ATOM   1387 2HG1 VAL    91      71.958  64.132  27.428  1.00  0.00

ATOM   1388 3HG1 VAL    91      70.172  64.115  27.811  1.00  0.00

ATOM   1389  CG2 VAL    91      71.087  65.845  29.580  1.00  0.00

ATOM   1390 1HG2 VAL    91      71.019  66.853  29.994  1.00  0.00

ATOM   1391 2HG2 VAL    91      70.264  65.207  29.906  1.00  0.00

ATOM   1392 3HG2 VAL    91      72.065  65.485  29.898  1.00  0.00

ATOM   1393  C   VAL    91      72.168  67.096  26.156  1.00  0.00

ATOM   1394  O   VAL    91      72.598  66.302  25.322  1.00  0.00

ATOM   1395  N   PHE    92      71.527  68.234  25.860  1.00  0.00

ATOM   1396  H   PHE    92      71.240  68.831  26.612  1.00  0.00

ATOM   1397  CA  PHE    92      71.368  68.696  24.498  1.00  0.00

ATOM   1398  HA  PHE    92      71.188  67.841  23.851  1.00  0.00

ATOM   1399  CB  PHE    92      70.186  69.652  24.377  1.00  0.00

ATOM   1400  HB1 PHE    92      70.304  70.211  23.447  1.00  0.00

ATOM   1401  HB2 PHE    92      70.240  70.424  25.149  1.00  0.00

ATOM   1402  CG  PHE    92      68.833  68.987  24.319  1.00  0.00

ATOM   1403  CD1 PHE    92      68.057  68.963  25.485  1.00  0.00

ATOM   1404  HD1 PHE    92      68.498  69.284  26.418  1.00  0.00

ATOM   1405  CE1 PHE    92      66.693  68.646  25.344  1.00  0.00

ATOM   1406  HE1 PHE    92      66.066  68.703  26.214  1.00  0.00

ATOM   1407  CZ  PHE    92      66.181  68.127  24.155  1.00  0.00

ATOM   1408  HZ  PHE    92      65.176  67.738  24.117  1.00  0.00

ATOM   1409  CE2 PHE    92      67.022  68.001  23.041  1.00  0.00

ATOM   1410  HE2 PHE    92      66.703  67.472  22.153  1.00  0.00

ATOM   1411  CD2 PHE    92      68.325  68.495  23.111  1.00  0.00

ATOM   1412  HD2 PHE    92      68.940  68.570  22.223  1.00  0.00

ATOM   1413  C   PHE    92      72.699  69.235  23.976  1.00  0.00

ATOM   1414  O   PHE    92      73.094  68.810  22.896  1.00  0.00

ATOM   1415  N   ASP    93      73.395  70.079  24.747  1.00  0.00

ATOM   1416  H   ASP    93      72.966  70.415  25.599  1.00  0.00

ATOM   1417  CA  ASP    93      74.647  70.666  24.313  1.00  0.00

ATOM   1418  HA  ASP    93      74.885  70.587  23.249  1.00  0.00

ATOM   1419  CB  ASP    93      74.588  72.155  24.643  1.00  0.00

ATOM   1420  HB1 ASP    93      74.453  72.171  25.724  1.00  0.00

ATOM   1421  HB2 ASP    93      73.631  72.446  24.202  1.00  0.00

ATOM   1422  CG  ASP    93      75.699  73.047  24.099  1.00  0.00

ATOM   1423  OD1 ASP    93      76.320  72.629  23.096  1.00  0.00

ATOM   1424  OD2 ASP    93      76.043  74.056  24.746  1.00  0.00

ATOM   1425  C   ASP    93      75.841  69.963  24.939  1.00  0.00

ATOM   1426  O   ASP    93      76.554  70.501  25.782  1.00  0.00

ATOM   1427  N   LYS    94      76.169  68.767  24.438  1.00  0.00

ATOM   1428  H   LYS    94      75.511  68.469  23.738  1.00  0.00

ATOM   1429  CA  LYS    94      77.171  67.822  24.889  1.00  0.00

ATOM   1430  HA  LYS    94      77.079  67.531  25.926  1.00  0.00

ATOM   1431  CB  LYS    94      76.916  66.477  24.202  1.00  0.00

ATOM   1432  HB1 LYS    94      77.726  65.801  24.485  1.00  0.00

ATOM   1433  HB2 LYS    94      76.959  66.526  23.123  1.00  0.00

ATOM   1434  CG  LYS    94      75.546  65.880  24.517  1.00  0.00

ATOM   1435  HG1 LYS    94      74.719  66.434  24.061  1.00  0.00

ATOM   1436  HG2 LYS    94      75.395  65.743  25.589  1.00  0.00

ATOM   1437  CD  LYS    94      75.443  64.432  24.056  1.00  0.00

ATOM   1438  HD1 LYS    94      76.216  63.796  24.487  1.00  0.00

ATOM   1439  HD2 LYS    94      75.695  64.364  23.005  1.00  0.00

ATOM   1440  CE  LYS    94      74.214  63.593  24.401  1.00  0.00

ATOM   1441  HE1 LYS    94      73.998  63.712  25.469  1.00  0.00

ATOM   1442  HE2 LYS    94      74.390  62.548  24.154  1.00  0.00

ATOM   1443  NZ  LYS    94      73.020  64.117  23.718  1.00  0.00

ATOM   1444  HZ1 LYS    94      72.229  63.560  24.012  1.00  0.00

ATOM   1445  HZ2 LYS    94      72.913  65.112  23.813  1.00  0.00

ATOM   1446  HZ3 LYS    94      73.124  64.019  22.714  1.00  0.00

ATOM   1447  C   LYS    94      78.596  68.285  24.595  1.00  0.00

ATOM   1448  O   LYS    94      79.588  67.809  25.133  1.00  0.00

ATOM   1449  N   ASP    95      78.703  69.110  23.552  1.00  0.00

ATOM   1450  H   ASP    95      77.887  69.226  22.969  1.00  0.00

ATOM   1451  CA  ASP    95      79.837  69.968  23.242  1.00  0.00

ATOM   1452  HA  ASP    95      80.680  69.279  23.373  1.00  0.00

ATOM   1453  CB  ASP    95      79.929  70.162  21.734  1.00  0.00

ATOM   1454  HB1 ASP    95      79.770  69.217  21.219  1.00  0.00

ATOM   1455  HB2 ASP    95      80.896  70.624  21.515  1.00  0.00

ATOM   1456  CG  ASP    95      78.828  71.112  21.264  1.00  0.00

ATOM   1457  OD1 ASP    95      77.800  70.709  20.682  1.00  0.00

ATOM   1458  OD2 ASP    95      78.902  72.360  21.321  1.00  0.00

ATOM   1459  C   ASP    95      80.076  71.194  24.107  1.00  0.00

ATOM   1460  O   ASP    95      81.206  71.663  24.180  1.00  0.00

ATOM   1461  N   GLY    96      79.017  71.781  24.688  1.00  0.00

ATOM   1462  H   GLY    96      78.098  71.403  24.512  1.00  0.00

ATOM   1463  CA  GLY    96      79.170  72.841  25.651  1.00  0.00

ATOM   1464  HA1 GLY    96      79.904  72.522  26.395  1.00  0.00

ATOM   1465  HA2 GLY    96      78.237  72.925  26.205  1.00  0.00

ATOM   1466  C   GLY    96      79.655  74.174  25.117  1.00  0.00

ATOM   1467  O   GLY    96      80.702  74.637  25.563  1.00  0.00

ATOM   1468  N   ASN    97      78.943  74.898  24.239  1.00  0.00

ATOM   1469  H   ASN    97      78.130  74.414  23.882  1.00  0.00

ATOM   1470  CA  ASN    97      79.233  76.245  23.825  1.00  0.00

ATOM   1471  HA  ASN    97      80.029  76.614  24.464  1.00  0.00

ATOM   1472  CB  ASN    97      79.670  76.207  22.354  1.00  0.00

ATOM   1473  HB1 ASN    97      80.417  75.429  22.198  1.00  0.00

ATOM   1474  HB2 ASN    97      80.102  77.169  22.100  1.00  0.00

ATOM   1475  CG  ASN    97      78.483  76.086  21.425  1.00  0.00

ATOM   1476  OD1 ASN    97      77.734  75.112  21.549  1.00  0.00

ATOM   1477  ND2 ASN    97      78.233  76.999  20.481  1.00  0.00

ATOM   1478 1HD2 ASN    97      78.907  77.728  20.328  1.00  0.00

ATOM   1479 2HD2 ASN    97      77.422  76.827  19.892  1.00  0.00

ATOM   1480  C   ASN    97      78.079  77.212  24.075  1.00  0.00

ATOM   1481  O   ASN    97      78.154  78.372  23.680  1.00  0.00

ATOM   1482  N   GLY    98      76.924  76.769  24.580  1.00  0.00

ATOM   1483  H   GLY    98      76.845  75.792  24.817  1.00  0.00

ATOM   1484  CA  GLY    98      75.799  77.596  24.955  1.00  0.00

ATOM   1485  HA1 GLY    98      76.165  78.593  25.218  1.00  0.00

ATOM   1486  HA2 GLY    98      75.209  77.200  25.777  1.00  0.00

ATOM   1487  C   GLY    98      74.752  77.763  23.854  1.00  0.00

ATOM   1488  O   GLY    98      73.861  78.601  23.959  1.00  0.00

ATOM   1489  N   TYR    99      74.777  76.870  22.859  1.00  0.00

ATOM   1490  H   TYR    99      75.514  76.179  22.850  1.00  0.00

ATOM   1491  CA  TYR    99      73.810  76.772  21.789  1.00  0.00

ATOM   1492  HA  TYR    99      72.884  77.223  22.145  1.00  0.00

ATOM   1493  CB  TYR    99      74.381  77.541  20.599  1.00  0.00

ATOM   1494  HB1 TYR    99      73.767  77.329  19.723  1.00  0.00

ATOM   1495  HB2 TYR    99      75.349  77.083  20.383  1.00  0.00

ATOM   1496  CG  TYR    99      74.544  79.037  20.711  1.00  0.00

ATOM   1497  CD1 TYR    99      75.774  79.540  21.148  1.00  0.00

ATOM   1498  HD1 TYR    99      76.589  78.895  21.444  1.00  0.00

ATOM   1499  CE1 TYR    99      75.953  80.920  21.286  1.00  0.00

ATOM   1500  HE1 TYR    99      76.901  81.376  21.545  1.00  0.00

ATOM   1501  CZ  TYR    99      74.909  81.780  20.895  1.00  0.00

ATOM   1502  OH  TYR    99      75.093  83.119  20.992  1.00  0.00

ATOM   1503  HH  TYR    99      74.311  83.676  21.015  1.00  0.00

ATOM   1504  CE2 TYR    99      73.661  81.268  20.469  1.00  0.00

ATOM   1505  HE2 TYR    99      72.837  81.926  20.232  1.00  0.00

ATOM   1506  CD2 TYR    99      73.494  79.884  20.338  1.00  0.00

ATOM   1507  HD2 TYR    99      72.552  79.409  20.102  1.00  0.00

ATOM   1508  C   TYR    99      73.634  75.329  21.343  1.00  0.00

ATOM   1509  O   TYR    99      74.490  74.453  21.513  1.00  0.00

ATOM   1510  N   ILE   100      72.449  75.084  20.777  1.00  0.00

ATOM   1511  H   ILE   100      71.754  75.798  20.930  1.00  0.00

ATOM   1512  CA  ILE   100      72.116  73.845  20.111  1.00  0.00

ATOM   1513  HA  ILE   100      72.926  73.162  19.893  1.00  0.00

ATOM   1514  CB  ILE   100      71.195  73.004  20.993  1.00  0.00

ATOM   1515  HB  ILE   100      71.117  72.054  20.449  1.00  0.00

ATOM   1516  CG2 ILE   100      71.915  72.815  22.323  1.00  0.00

ATOM   1517 1HG2 ILE   100      71.978  73.787  22.814  1.00  0.00

ATOM   1518 2HG2 ILE   100      71.350  72.087  22.910  1.00  0.00

ATOM   1519 3HG2 ILE   100      72.872  72.344  22.069  1.00  0.00

ATOM   1520  CG1 ILE   100      69.896  73.692  21.381  1.00  0.00

ATOM   1521 1HG1 ILE   100      69.479  74.124  20.465  1.00  0.00

ATOM   1522 2HG1 ILE   100      70.081  74.492  22.104  1.00  0.00

ATOM   1523  CD  ILE   100      68.770  72.786  21.879  1.00  0.00

ATOM   1524  HD1 ILE   100      67.906  73.407  22.137  1.00  0.00

ATOM   1525  HD2 ILE   100      68.495  72.106  21.066  1.00  0.00

ATOM   1526  HD3 ILE   100      69.028  72.180  22.738  1.00  0.00

ATOM   1527  C   ILE   100      71.615  74.099  18.690  1.00  0.00

ATOM   1528  O   ILE   100      71.049  75.114  18.288  1.00  0.00

ATOM   1529  N   SER   101      71.699  73.011  17.929  1.00  0.00

ATOM   1530  H   SER   101      72.072  72.163  18.343  1.00  0.00

ATOM   1531  CA  SER   101      71.294  72.859  16.548  1.00  0.00

ATOM   1532  HA  SER   101      70.840  73.789  16.206  1.00  0.00

ATOM   1533  CB  SER   101      72.620  72.682  15.810  1.00  0.00

ATOM   1534  HB1 SER   101      73.350  73.370  16.240  1.00  0.00

ATOM   1535  HB2 SER   101      72.314  72.880  14.779  1.00  0.00

ATOM   1536  OG  SER   101      73.005  71.324  15.892  1.00  0.00

ATOM   1537  HG  SER   101      73.841  71.186  15.432  1.00  0.00

ATOM   1538  C   SER   101      70.336  71.716  16.264  1.00  0.00

ATOM   1539  O   SER   101      69.966  71.021  17.211  1.00  0.00

ATOM   1540  N   ALA   102      69.833  71.646  15.030  1.00  0.00

ATOM   1541  H   ALA   102      70.017  72.422  14.413  1.00  0.00

ATOM   1542  CA  ALA   102      69.021  70.521  14.600  1.00  0.00

ATOM   1543  HA  ALA   102      68.042  70.504  15.082  1.00  0.00

ATOM   1544  CB  ALA   102      68.688  70.692  13.120  1.00  0.00

ATOM   1545  HB1 ALA   102      69.542  70.472  12.484  1.00  0.00

ATOM   1546  HB2 ALA   102      67.876  69.985  12.940  1.00  0.00

ATOM   1547  HB3 ALA   102      68.243  71.663  12.937  1.00  0.00

ATOM   1548  C   ALA   102      69.744  69.198  14.809  1.00  0.00

ATOM   1549  O   ALA   102      69.073  68.275  15.271  1.00  0.00

ATOM   1550  N   ALA   103      71.044  69.080  14.563  1.00  0.00

ATOM   1551  H   ALA   103      71.590  69.853  14.205  1.00  0.00

ATOM   1552  CA  ALA   103      71.725  67.829  14.826  1.00  0.00

ATOM   1553  HA  ALA   103      71.105  67.023  14.419  1.00  0.00

ATOM   1554  CB  ALA   103      73.020  67.784  14.022  1.00  0.00

ATOM   1555  HB1 ALA   103      73.741  68.575  14.164  1.00  0.00

ATOM   1556  HB2 ALA   103      73.510  66.853  14.311  1.00  0.00

ATOM   1557  HB3 ALA   103      72.775  67.621  12.971  1.00  0.00

ATOM   1558  C   ALA   103      71.813  67.463  16.298  1.00  0.00

ATOM   1559  O   ALA   103      71.913  66.296  16.660  1.00  0.00

ATOM   1560  N   GLU   104      71.850  68.530  17.103  1.00  0.00

ATOM   1561  H   GLU   104      72.035  69.386  16.607  1.00  0.00

ATOM   1562  CA  GLU   104      71.918  68.388  18.542  1.00  0.00

ATOM   1563  HA  GLU   104      72.570  67.547  18.788  1.00  0.00

ATOM   1564  CB  GLU   104      72.435  69.667  19.198  1.00  0.00

ATOM   1565  HB1 GLU   104      72.433  69.582  20.286  1.00  0.00

ATOM   1566  HB2 GLU   104      71.845  70.493  18.809  1.00  0.00

ATOM   1567  CG  GLU   104      73.874  69.830  18.714  1.00  0.00

ATOM   1568  HG1 GLU   104      73.893  69.948  17.633  1.00  0.00

ATOM   1569  HG2 GLU   104      74.367  68.897  18.979  1.00  0.00

ATOM   1570  CD  GLU   104      74.574  70.979  19.437  1.00  0.00

ATOM   1571  OE1 GLU   104      74.585  71.099  20.674  1.00  0.00

ATOM   1572  OE2 GLU   104      75.204  71.838  18.781  1.00  0.00

ATOM   1573  C   GLU   104      70.608  67.919  19.143  1.00  0.00

ATOM   1574  O   GLU   104      70.540  67.018  19.975  1.00  0.00

ATOM   1575  N   LEU   105      69.500  68.450  18.608  1.00  0.00

ATOM   1576  H   LEU   105      69.618  69.204  17.938  1.00  0.00

ATOM   1577  CA  LEU   105      68.140  68.061  18.900  1.00  0.00

ATOM   1578  HA  LEU   105      68.031  67.982  19.986  1.00  0.00

ATOM   1579  CB  LEU   105      67.188  69.154  18.419  1.00  0.00

ATOM   1580  HB1 LEU   105      67.428  69.278  17.361  1.00  0.00

ATOM   1581  HB2 LEU   105      67.536  70.096  18.849  1.00  0.00

ATOM   1582  CG  LEU   105      65.687  68.940  18.534  1.00  0.00

ATOM   1583  HG  LEU   105      65.410  68.094  17.901  1.00  0.00

ATOM   1584  CD1 LEU   105      65.224  68.459  19.899  1.00  0.00

ATOM   1585 1HD1 LEU   105      64.146  68.286  20.018  1.00  0.00

ATOM   1586 2HD1 LEU   105      65.661  67.483  20.110  1.00  0.00

ATOM   1587 3HD1 LEU   105      65.510  69.067  20.766  1.00  0.00

ATOM   1588  CD2 LEU   105      64.945  70.187  18.063  1.00  0.00

ATOM   1589 1HD2 LEU   105      65.125  70.455  17.021  1.00  0.00

ATOM   1590 2HD2 LEU   105      63.896  69.914  18.083  1.00  0.00

ATOM   1591 3HD2 LEU   105      65.081  71.020  18.760  1.00  0.00

ATOM   1592  C   LEU   105      67.872  66.643  18.405  1.00  0.00

ATOM   1593  O   LEU   105      67.482  65.896  19.305  1.00  0.00

ATOM   1594  N   ARG   106      68.105  66.275  17.147  1.00  0.00

ATOM   1595  H   ARG   106      68.424  66.991  16.518  1.00  0.00

ATOM   1596  CA  ARG   106      67.841  64.936  16.658  1.00  0.00

ATOM   1597  HA  ARG   106      66.787  64.799  16.872  1.00  0.00

ATOM   1598  CB  ARG   106      68.013  64.897  15.141  1.00  0.00

ATOM   1599  HB1 ARG   106      69.079  64.924  14.886  1.00  0.00

ATOM   1600  HB2 ARG   106      67.482  65.738  14.685  1.00  0.00

ATOM   1601  CG  ARG   106      67.465  63.665  14.436  1.00  0.00

ATOM   1602  HG1 ARG   106      66.462  63.810  14.034  1.00  0.00

ATOM   1603  HG2 ARG   106      67.404  62.795  15.087  1.00  0.00

ATOM   1604  CD  ARG   106      68.349  63.342  13.234  1.00  0.00

ATOM   1605  HD1 ARG   106      68.022  62.395  12.794  1.00  0.00

ATOM   1606  HD2 ARG   106      69.359  63.239  13.624  1.00  0.00

ATOM   1607  NE  ARG   106      68.336  64.382  12.212  1.00  0.00

ATOM   1608  HE  ARG   106      67.448  64.582  11.764  1.00  0.00

ATOM   1609  CZ  ARG   106      69.370  65.083  11.732  1.00  0.00

ATOM   1610  NH1 ARG   106      70.620  65.009  12.188  1.00  0.00

ATOM   1611 1HH1 ARG   106      70.933  64.268  12.794  1.00  0.00

ATOM   1612 2HH1 ARG   106      71.269  65.599  11.675  1.00  0.00

ATOM   1613  NH2 ARG   106      69.077  65.934  10.742  1.00  0.00

ATOM   1614 1HH2 ARG   106      68.144  65.919  10.357  1.00  0.00

ATOM   1615 2HH2 ARG   106      69.731  66.650  10.442  1.00  0.00

ATOM   1616  C   ARG   106      68.562  63.870  17.481  1.00  0.00

ATOM   1617  O   ARG   106      68.088  62.744  17.675  1.00  0.00

ATOM   1618  N   HIS   107      69.815  64.035  17.890  1.00  0.00

ATOM   1619  H   HIS   107      70.298  64.895  17.685  1.00  0.00

ATOM   1620  CA  HIS   107      70.594  63.086  18.661  1.00  0.00

ATOM   1621  HA  HIS   107      70.831  62.230  18.029  1.00  0.00

ATOM   1622  CB  HIS   107      71.887  63.786  19.096  1.00  0.00

ATOM   1623  HB1 HIS   107      71.670  64.518  19.867  1.00  0.00

ATOM   1624  HB2 HIS   107      72.266  64.342  18.250  1.00  0.00

ATOM   1625  CG  HIS   107      72.913  62.778  19.536  1.00  0.00

ATOM   1626  ND1 HIS   107      73.276  62.573  20.870  1.00  0.00

ATOM   1627  CE1 HIS   107      73.975  61.442  20.839  1.00  0.00

ATOM   1628  HE1 HIS   107      74.440  61.029  21.726  1.00  0.00

ATOM   1629  NE2 HIS   107      74.175  60.970  19.594  1.00  0.00

ATOM   1630  HE2 HIS   107      74.664  60.139  19.306  1.00  0.00

ATOM   1631  CD2 HIS   107      73.395  61.754  18.763  1.00  0.00

ATOM   1632  HD2 HIS   107      73.207  61.558  17.723  1.00  0.00

ATOM   1633  C   HIS   107      69.762  62.618  19.848  1.00  0.00

ATOM   1634  O   HIS   107      69.625  61.403  19.966  1.00  0.00

ATOM   1635  N   VAL   108      69.234  63.588  20.586  1.00  0.00

ATOM   1636  H   VAL   108      69.434  64.525  20.283  1.00  0.00

ATOM   1637  CA  VAL   108      68.442  63.377  21.784  1.00  0.00

ATOM   1638  HA  VAL   108      68.999  62.590  22.297  1.00  0.00

ATOM   1639  CB  VAL   108      68.294  64.602  22.689  1.00  0.00

ATOM   1640  HB  VAL   108      67.736  65.408  22.207  1.00  0.00

ATOM   1641  CG1 VAL   108      67.503  64.286  23.963  1.00  0.00

ATOM   1642 1HG1 VAL   108      66.560  63.870  23.614  1.00  0.00

ATOM   1643 2HG1 VAL   108      67.990  63.625  24.670  1.00  0.00

ATOM   1644 3HG1 VAL   108      67.383  65.240  24.483  1.00  0.00

ATOM   1645  CG2 VAL   108      69.650  65.175  23.070  1.00  0.00

ATOM   1646 1HG2 VAL   108      70.225  64.480  23.681  1.00  0.00

ATOM   1647 2HG2 VAL   108      70.197  65.432  22.160  1.00  0.00

ATOM   1648 3HG2 VAL   108      69.393  66.102  23.585  1.00  0.00

ATOM   1649  C   VAL   108      67.150  62.682  21.381  1.00  0.00

ATOM   1650  O   VAL   108      66.830  61.712  22.059  1.00  0.00

ATOM   1651  N   MET   109      66.429  63.166  20.372  1.00  0.00

ATOM   1652  H   MET   109      66.795  63.985  19.893  1.00  0.00

ATOM   1653  CA  MET   109      65.236  62.505  19.889  1.00  0.00

ATOM   1654  HA  MET   109      64.477  62.491  20.680  1.00  0.00

ATOM   1655  CB  MET   109      64.797  63.286  18.656  1.00  0.00

ATOM   1656  HB1 MET   109      65.495  63.171  17.819  1.00  0.00

ATOM   1657  HB2 MET   109      64.937  64.356  18.838  1.00  0.00

ATOM   1658  CG  MET   109      63.418  62.870  18.166  1.00  0.00

ATOM   1659  HG1 MET   109      62.725  63.297  18.897  1.00  0.00

ATOM   1660  HG2 MET   109      63.363  61.780  18.081  1.00  0.00

ATOM   1661  SD  MET   109      63.028  63.466  16.510  1.00  0.00

ATOM   1662  CE  MET   109      64.114  62.444  15.485  1.00  0.00

ATOM   1663  HE1 MET   109      63.801  62.546  14.441  1.00  0.00

ATOM   1664  HE2 MET   109      65.133  62.813  15.576  1.00  0.00

ATOM   1665  HE3 MET   109      63.986  61.370  15.628  1.00  0.00

ATOM   1666  C   MET   109      65.441  61.028  19.596  1.00  0.00

ATOM   1667  O   MET   109      64.583  60.190  19.852  1.00  0.00

ATOM   1668  N   THR   110      66.634  60.746  19.060  1.00  0.00

ATOM   1669  H   THR   110      67.280  61.485  18.840  1.00  0.00

ATOM   1670  CA  THR   110      66.941  59.412  18.573  1.00  0.00

ATOM   1671  HA  THR   110      66.027  58.979  18.155  1.00  0.00

ATOM   1672  CB  THR   110      68.011  59.454  17.492  1.00  0.00

ATOM   1673  HB  THR   110      68.972  59.823  17.853  1.00  0.00

ATOM   1674  CG2 THR   110      68.165  58.115  16.777  1.00  0.00

ATOM   1675 1HG2 THR   110      67.213  57.726  16.416  1.00  0.00

ATOM   1676 2HG2 THR   110      68.838  58.299  15.941  1.00  0.00

ATOM   1677 3HG2 THR   110      68.541  57.299  17.399  1.00  0.00

ATOM   1678  OG1 THR   110      67.727  60.342  16.433  1.00  0.00

ATOM   1679  HG1 THR   110      68.031  61.140  16.867  1.00  0.00

ATOM   1680  C   THR   110      67.318  58.451  19.689  1.00  0.00

ATOM   1681  O   THR   110      66.846  57.323  19.734  1.00  0.00

ATOM   1682  N   ASN   111      68.111  58.846  20.690  1.00  0.00

ATOM   1683  H   ASN   111      68.487  59.779  20.628  1.00  0.00

ATOM   1684  CA  ASN   111      68.164  58.264  22.014  1.00  0.00

ATOM   1685  HA  ASN   111      68.453  57.225  21.800  1.00  0.00

ATOM   1686  CB  ASN   111      69.328  58.987  22.694  1.00  0.00

ATOM   1687  HB1 ASN   111      69.064  60.037  22.791  1.00  0.00

ATOM   1688  HB2 ASN   111      70.247  58.946  22.105  1.00  0.00

ATOM   1689  CG  ASN   111      69.517  58.235  24.004  1.00  0.00

ATOM   1690  OD1 ASN   111      69.260  58.732  25.102  1.00  0.00

ATOM   1691  ND2 ASN   111      69.888  56.962  23.906  1.00  0.00

ATOM   1692 1HD2 ASN   111      70.146  56.595  23.000  1.00  0.00

ATOM   1693 2HD2 ASN   111      69.912  56.370  24.735  1.00  0.00

ATOM   1694  C   ASN   111      66.879  58.132  22.824  1.00  0.00

ATOM   1695  O   ASN   111      66.717  57.112  23.487  1.00  0.00

ATOM   1696  N   LEU   112      65.862  58.984  22.649  1.00  0.00

ATOM   1697  H   LEU   112      66.013  59.857  22.167  1.00  0.00

ATOM   1698  CA  LEU   112      64.678  58.946  23.468  1.00  0.00

ATOM   1699  HA  LEU   112      64.960  58.438  24.388  1.00  0.00

ATOM   1700  CB  LEU   112      64.148  60.356  23.713  1.00  0.00

ATOM   1701  HB1 LEU   112      63.112  60.385  24.034  1.00  0.00

ATOM   1702  HB2 LEU   112      64.172  60.869  22.750  1.00  0.00

ATOM   1703  CG  LEU   112      64.918  60.995  24.862  1.00  0.00

ATOM   1704  HG  LEU   112      66.000  61.094  24.710  1.00  0.00

ATOM   1705  CD1 LEU   112      64.415  62.435  24.951  1.00  0.00

ATOM   1706 1HD1 LEU   112      64.083  62.756  23.966  1.00  0.00

ATOM   1707 2HD1 LEU   112      63.505  62.346  25.537  1.00  0.00

ATOM   1708 3HD1 LEU   112      65.093  63.162  25.411  1.00  0.00

ATOM   1709  CD2 LEU   112      64.682  60.353  26.221  1.00  0.00

ATOM   1710 1HD2 LEU   112      65.331  59.477  26.350  1.00  0.00

ATOM   1711 2HD2 LEU   112      64.968  60.966  27.075  1.00  0.00

ATOM   1712 3HD2 LEU   112      63.692  59.898  26.279  1.00  0.00

ATOM   1713  C   LEU   112      63.527  58.105  22.930  1.00  0.00

ATOM   1714  O   LEU   112      62.496  58.051  23.595  1.00  0.00

ATOM   1715  N   GLY   113      63.676  57.504  21.748  1.00  0.00

ATOM   1716  H   GLY   113      64.436  57.776  21.136  1.00  0.00

ATOM   1717  CA  GLY   113      62.662  56.737  21.056  1.00  0.00

ATOM   1718  HA1 GLY   113      62.290  56.017  21.782  1.00  0.00

ATOM   1719  HA2 GLY   113      63.013  56.220  20.165  1.00  0.00

ATOM   1720  C   GLY   113      61.430  57.528  20.616  1.00  0.00

ATOM   1721  O   GLY   113      60.359  56.933  20.754  1.00  0.00

ATOM   1722  N   GLU   114      61.541  58.805  20.261  1.00  0.00

ATOM   1723  H   GLU   114      62.453  59.234  20.327  1.00  0.00

ATOM   1724  CA  GLU   114      60.353  59.618  20.090  1.00  0.00

ATOM   1725  HA  GLU   114      59.646  59.246  20.831  1.00  0.00

ATOM   1726  CB  GLU   114      60.742  61.075  20.322  1.00  0.00

ATOM   1727  HB1 GLU   114      61.367  61.404  19.494  1.00  0.00

ATOM   1728  HB2 GLU   114      61.336  61.123  21.239  1.00  0.00

ATOM   1729  CG  GLU   114      59.639  62.133  20.289  1.00  0.00

ATOM   1730  HG1 GLU   114      59.117  62.178  19.340  1.00  0.00

ATOM   1731  HG2 GLU   114      59.930  63.154  20.551  1.00  0.00

ATOM   1732  CD  GLU   114      58.617  61.832  21.371  1.00  0.00

ATOM   1733  OE1 GLU   114      58.721  62.445  22.456  1.00  0.00

ATOM   1734  OE2 GLU   114      57.681  61.055  21.052  1.00  0.00

ATOM   1735  C   GLU   114      59.695  59.404  18.736  1.00  0.00

ATOM   1736  O   GLU   114      60.338  59.049  17.755  1.00  0.00

ATOM   1737  N   LYS   115      58.380  59.619  18.652  1.00  0.00

ATOM   1738  H   LYS   115      57.884  59.865  19.498  1.00  0.00

ATOM   1739  CA  LYS   115      57.625  59.655  17.414  1.00  0.00

ATOM   1740  HA  LYS   115      58.226  58.989  16.787  1.00  0.00

ATOM   1741  CB  LYS   115      56.267  58.971  17.510  1.00  0.00

ATOM   1742  HB1 LYS   115      55.509  59.473  18.100  1.00  0.00

ATOM   1743  HB2 LYS   115      56.467  57.972  17.892  1.00  0.00

ATOM   1744  CG  LYS   115      55.569  58.816  16.165  1.00  0.00

ATOM   1745  HG1 LYS   115      55.157  59.779  15.864  1.00  0.00

ATOM   1746  HG2 LYS   115      54.774  58.082  16.301  1.00  0.00

ATOM   1747  CD  LYS   115      56.499  58.297  15.079  1.00  0.00

ATOM   1748  HD1 LYS   115      56.943  57.379  15.481  1.00  0.00

ATOM   1749  HD2 LYS   115      57.316  58.968  14.807  1.00  0.00

ATOM   1750  CE  LYS   115      55.861  57.853  13.770  1.00  0.00

ATOM   1751  HE1 LYS   115      55.400  58.723  13.284  1.00  0.00

ATOM   1752  HE2 LYS   115      55.035  57.184  14.012  1.00  0.00

ATOM   1753  NZ  LYS   115      56.729  57.219  12.760  1.00  0.00

ATOM   1754  HZ1 LYS   115      57.202  57.983  12.294  1.00  0.00

ATOM   1755  HZ2 LYS   115      57.373  56.554  13.171  1.00  0.00

ATOM   1756  HZ3 LYS   115      56.180  56.677  12.119  1.00  0.00

ATOM   1757  C   LYS   115      57.622  61.094  16.915  1.00  0.00

ATOM   1758  O   LYS   115      56.650  61.835  17.035  1.00  0.00

ATOM   1759  N   LEU   116      58.673  61.499  16.209  1.00  0.00

ATOM   1760  H   LEU   116      59.447  60.903  15.981  1.00  0.00

ATOM   1761  CA  LEU   116      58.802  62.834  15.640  1.00  0.00

ATOM   1762  HA  LEU   116      57.819  63.186  15.325  1.00  0.00

ATOM   1763  CB  LEU   116      59.359  63.763  16.706  1.00  0.00

ATOM   1764  HB1 LEU   116      60.273  63.355  17.123  1.00  0.00

ATOM   1765  HB2 LEU   116      58.657  63.689  17.536  1.00  0.00

ATOM   1766  CG  LEU   116      59.509  65.266  16.448  1.00  0.00

ATOM   1767  HG  LEU   116      60.152  65.495  15.607  1.00  0.00

ATOM   1768  CD1 LEU   116      58.155  65.868  16.094  1.00  0.00

ATOM   1769 1HD1 LEU   116      58.327  66.945  16.110  1.00  0.00

ATOM   1770 2HD1 LEU   116      57.841  65.579  15.090  1.00  0.00

ATOM   1771 3HD1 LEU   116      57.417  65.412  16.764  1.00  0.00

ATOM   1772  CD2 LEU   116      60.161  65.997  17.616  1.00  0.00

ATOM   1773 1HD2 LEU   116      60.762  65.305  18.214  1.00  0.00

ATOM   1774 2HD2 LEU   116      60.833  66.805  17.336  1.00  0.00

ATOM   1775 3HD2 LEU   116      59.367  66.282  18.300  1.00  0.00

ATOM   1776  C   LEU   116      59.767  62.762  14.463  1.00  0.00

ATOM   1777  O   LEU   116      60.733  61.998  14.466  1.00  0.00

ATOM   1778  N   THR   117      59.522  63.502  13.378  1.00  0.00

ATOM   1779  H   THR   117      58.794  64.195  13.450  1.00  0.00

ATOM   1780  CA  THR   117      60.275  63.436  12.138  1.00  0.00

ATOM   1781  HA  THR   117      60.648  62.418  12.070  1.00  0.00

ATOM   1782  CB  THR   117      59.316  63.563  10.953  1.00  0.00

ATOM   1783  HB  THR   117      59.967  63.546  10.088  1.00  0.00

ATOM   1784  CG2 THR   117      58.319  62.419  10.838  1.00  0.00

ATOM   1785 1HG2 THR   117      57.369  62.561  11.355  1.00  0.00

ATOM   1786 2HG2 THR   117      58.036  62.337   9.790  1.00  0.00

ATOM   1787 3HG2 THR   117      58.721  61.474  11.186  1.00  0.00

ATOM   1788  OG1 THR   117      58.528  64.740  10.930  1.00  0.00

ATOM   1789  HG1 THR   117      57.840  64.582  11.575  1.00  0.00

ATOM   1790  C   THR   117      61.404  64.457  12.073  1.00  0.00

ATOM   1791  O   THR   117      61.335  65.591  12.521  1.00  0.00

ATOM   1792  N   ASP   118      62.427  63.998  11.338  1.00  0.00

ATOM   1793  H   ASP   118      62.396  63.131  10.834  1.00  0.00

ATOM   1794  CA  ASP   118      63.446  64.905  10.850  1.00  0.00

ATOM   1795  HA  ASP   118      64.137  65.085  11.669  1.00  0.00

ATOM   1796  CB  ASP   118      64.326  64.238   9.795  1.00  0.00

ATOM   1797  HB1 ASP   118      63.770  64.115   8.861  1.00  0.00

ATOM   1798  HB2 ASP   118      64.626  63.270  10.189  1.00  0.00

ATOM   1799  CG  ASP   118      65.625  64.964   9.504  1.00  0.00

ATOM   1800  OD1 ASP   118      66.330  65.355  10.459  1.00  0.00

ATOM   1801  OD2 ASP   118      65.892  65.248   8.311  1.00  0.00

ATOM   1802  C   ASP   118      62.961  66.226  10.256  1.00  0.00

ATOM   1803  O   ASP   118      63.559  67.295  10.409  1.00  0.00

ATOM   1804  N   GLU   119      61.878  66.096   9.492  1.00  0.00

ATOM   1805  H   GLU   119      61.316  65.257   9.414  1.00  0.00

ATOM   1806  CA  GLU   119      61.323  67.237   8.797  1.00  0.00

ATOM   1807  HA  GLU   119      62.085  67.975   8.552  1.00  0.00

ATOM   1808  CB  GLU   119      60.551  66.858   7.533  1.00  0.00

ATOM   1809  HB1 GLU   119      59.817  67.621   7.287  1.00  0.00

ATOM   1810  HB2 GLU   119      59.935  65.974   7.696  1.00  0.00

ATOM   1811  CG  GLU   119      61.353  66.489   6.291  1.00  0.00

ATOM   1812  HG1 GLU   119      62.180  67.203   6.256  1.00  0.00

ATOM   1813  HG2 GLU   119      60.828  66.622   5.350  1.00  0.00

ATOM   1814  CD  GLU   119      62.003  65.112   6.308  1.00  0.00

ATOM   1815  OE1 GLU   119      62.994  64.985   5.551  1.00  0.00

ATOM   1816  OE2 GLU   119      61.656  64.074   6.922  1.00  0.00

ATOM   1817  C   GLU   119      60.457  68.084   9.709  1.00  0.00

ATOM   1818  O   GLU   119      60.092  69.195   9.321  1.00  0.00

ATOM   1819  N   GLU   120      60.038  67.617  10.889  1.00  0.00

ATOM   1820  H   GLU   120      60.374  66.683  11.098  1.00  0.00

ATOM   1821  CA  GLU   120      59.435  68.390  11.952  1.00  0.00

ATOM   1822  HA  GLU   120      59.205  69.364  11.510  1.00  0.00

ATOM   1823  CB  GLU   120      58.040  67.846  12.258  1.00  0.00

ATOM   1824  HB1 GLU   120      58.072  66.808  12.574  1.00  0.00

ATOM   1825  HB2 GLU   120      57.526  67.813  11.297  1.00  0.00

ATOM   1826  CG  GLU   120      57.205  68.563  13.315  1.00  0.00

ATOM   1827  HG1 GLU   120      57.184  69.640  13.133  1.00  0.00

ATOM   1828  HG2 GLU   120      57.595  68.381  14.311  1.00  0.00

ATOM   1829  CD  GLU   120      55.760  68.091  13.176  1.00  0.00

ATOM   1830  OE1 GLU   120      55.009  68.556  12.288  1.00  0.00

ATOM   1831  OE2 GLU   120      55.368  67.109  13.836  1.00  0.00

ATOM   1832  C   GLU   120      60.267  68.779  13.162  1.00  0.00

ATOM   1833  O   GLU   120      59.996  69.760  13.857  1.00  0.00

ATOM   1834  N   VAL   121      61.442  68.179  13.390  1.00  0.00

ATOM   1835  H   VAL   121      61.554  67.329  12.855  1.00  0.00

ATOM   1836  CA  VAL   121      62.603  68.688  14.089  1.00  0.00

ATOM   1837  HA  VAL   121      62.219  68.924  15.085  1.00  0.00

ATOM   1838  CB  VAL   121      63.688  67.636  14.255  1.00  0.00

ATOM   1839  HB  VAL   121      64.116  67.359  13.290  1.00  0.00

ATOM   1840  CG1 VAL   121      64.790  68.288  15.094  1.00  0.00

ATOM   1841 1HG1 VAL   121      65.282  69.104  14.551  1.00  0.00

ATOM   1842 2HG1 VAL   121      64.335  68.664  16.009  1.00  0.00

ATOM   1843 3HG1 VAL   121      65.496  67.501  15.359  1.00  0.00

ATOM   1844  CG2 VAL   121      63.343  66.310  14.933  1.00  0.00

ATOM   1845 1HG2 VAL   121      63.339  66.432  16.007  1.00  0.00

ATOM   1846 2HG2 VAL   121      62.307  66.059  14.692  1.00  0.00

ATOM   1847 3HG2 VAL   121      64.037  65.551  14.573  1.00  0.00

ATOM   1848  C   VAL   121      63.101  69.983  13.453  1.00  0.00

ATOM   1849  O   VAL   121      63.385  70.921  14.189  1.00  0.00

ATOM   1850  N   ASP   122      63.103  70.040  12.118  1.00  0.00

ATOM   1851  H   ASP   122      62.989  69.200  11.583  1.00  0.00

ATOM   1852  CA  ASP   122      63.296  71.288  11.397  1.00  0.00

ATOM   1853  HA  ASP   122      64.244  71.711  11.742  1.00  0.00

ATOM   1854  CB  ASP   122      63.576  70.842   9.958  1.00  0.00

ATOM   1855  HB1 ASP   122      62.646  70.465   9.549  1.00  0.00

ATOM   1856  HB2 ASP   122      64.288  70.025  10.078  1.00  0.00

ATOM   1857  CG  ASP   122      64.073  72.013   9.118  1.00  0.00

ATOM   1858  OD1 ASP   122      63.233  72.664   8.457  1.00  0.00

ATOM   1859  OD2 ASP   122      65.306  72.195   9.066  1.00  0.00

ATOM   1860  C   ASP   122      62.237  72.350  11.602  1.00  0.00

ATOM   1861  O   ASP   122      62.441  73.525  11.299  1.00  0.00

ATOM   1862  N   GLU   123      61.151  71.989  12.296  1.00  0.00

ATOM   1863  H   GLU   123      60.970  70.999  12.428  1.00  0.00

ATOM   1864  CA  GLU   123      60.140  72.903  12.779  1.00  0.00

ATOM   1865  HA  GLU   123      60.111  73.799  12.157  1.00  0.00

ATOM   1866  CB  GLU   123      58.748  72.319  12.600  1.00  0.00

ATOM   1867  HB1 GLU   123      58.546  71.595  13.388  1.00  0.00

ATOM   1868  HB2 GLU   123      58.820  71.729  11.683  1.00  0.00

ATOM   1869  CG  GLU   123      57.524  73.233  12.543  1.00  0.00

ATOM   1870  HG1 GLU   123      57.452  73.823  13.460  1.00  0.00

ATOM   1871  HG2 GLU   123      56.629  72.628  12.421  1.00  0.00

ATOM   1872  CD  GLU   123      57.523  74.207  11.368  1.00  0.00

ATOM   1873  OE1 GLU   123      57.589  73.678  10.237  1.00  0.00

ATOM   1874  OE2 GLU   123      57.524  75.453  11.451  1.00  0.00

ATOM   1875  C   GLU   123      60.263  73.226  14.262  1.00  0.00

ATOM   1876  O   GLU   123      59.963  74.380  14.551  1.00  0.00

ATOM   1877  N   MET   124      60.724  72.319  15.120  1.00  0.00

ATOM   1878  H   MET   124      61.017  71.433  14.726  1.00  0.00

ATOM   1879  CA  MET   124      60.795  72.443  16.564  1.00  0.00

ATOM   1880  HA  MET   124      59.909  72.992  16.904  1.00  0.00

ATOM   1881  CB  MET   124      60.830  71.000  17.046  1.00  0.00

ATOM   1882  HB1 MET   124      61.710  70.464  16.696  1.00  0.00

ATOM   1883  HB2 MET   124      59.924  70.535  16.653  1.00  0.00

ATOM   1884  CG  MET   124      60.804  71.047  18.566  1.00  0.00

ATOM   1885  HG1 MET   124      59.859  71.480  18.913  1.00  0.00

ATOM   1886  HG2 MET   124      61.630  71.632  18.978  1.00  0.00

ATOM   1887  SD  MET   124      61.098  69.367  19.166  1.00  0.00

ATOM   1888  CE  MET   124      61.469  69.748  20.898  1.00  0.00

ATOM   1889  HE1 MET   124      60.529  70.071  21.342  1.00  0.00

ATOM   1890  HE2 MET   124      61.988  68.912  21.348  1.00  0.00

ATOM   1891  HE3 MET   124      62.103  70.633  20.907  1.00  0.00

ATOM   1892  C   MET   124      61.947  73.361  16.950  1.00  0.00

ATOM   1893  O   MET   124      61.768  74.250  17.787  1.00  0.00

ATOM   1894  N   ILE   125      63.122  73.262  16.333  1.00  0.00

ATOM   1895  H   ILE   125      63.189  72.454  15.721  1.00  0.00

ATOM   1896  CA  ILE   125      64.241  74.134  16.620  1.00  0.00

ATOM   1897  HA  ILE   125      64.325  74.212  17.701  1.00  0.00

ATOM   1898  CB  ILE   125      65.525  73.532  16.052  1.00  0.00

ATOM   1899  HB  ILE   125      65.412  72.453  16.131  1.00  0.00

ATOM   1900  CG2 ILE   125      65.662  73.668  14.543  1.00  0.00

ATOM   1901 1HG2 ILE   125      64.795  73.226  14.046  1.00  0.00

ATOM   1902 2HG2 ILE   125      65.838  74.693  14.225  1.00  0.00

ATOM   1903 3HG2 ILE   125      66.507  73.032  14.309  1.00  0.00

ATOM   1904  CG1 ILE   125      66.824  73.917  16.749  1.00  0.00

ATOM   1905 1HG1 ILE   125      66.999  74.979  16.572  1.00  0.00

ATOM   1906 2HG1 ILE   125      67.694  73.459  16.287  1.00  0.00

ATOM   1907  CD  ILE   125      66.772  73.603  18.237  1.00  0.00

ATOM   1908  HD1 ILE   125      67.797  73.500  18.596  1.00  0.00

ATOM   1909  HD2 ILE   125      66.255  74.333  18.865  1.00  0.00

ATOM   1910  HD3 ILE   125      66.330  72.634  18.441  1.00  0.00

ATOM   1911  C   ILE   125      63.978  75.548  16.111  1.00  0.00

ATOM   1912  O   ILE   125      64.720  76.456  16.494  1.00  0.00

ATOM   1913  N   ARG   126      62.941  75.810  15.317  1.00  0.00

ATOM   1914  H   ARG   126      62.342  75.073  14.989  1.00  0.00

ATOM   1915  CA  ARG   126      62.636  77.158  14.855  1.00  0.00

ATOM   1916  HA  ARG   126      63.446  77.848  15.073  1.00  0.00

ATOM   1917  CB  ARG   126      62.564  77.175  13.327  1.00  0.00

ATOM   1918  HB1 ARG   126      62.154  78.120  12.994  1.00  0.00

ATOM   1919  HB2 ARG   126      62.022  76.299  12.962  1.00  0.00

ATOM   1920  CG  ARG   126      63.968  77.085  12.750  1.00  0.00

ATOM   1921  HG1 ARG   126      64.506  76.157  12.934  1.00  0.00

ATOM   1922  HG2 ARG   126      64.601  77.878  13.152  1.00  0.00

ATOM   1923  CD  ARG   126      63.984  77.407  11.256  1.00  0.00

ATOM   1924  HD1 ARG   126      63.807  78.475  11.202  1.00  0.00

ATOM   1925  HD2 ARG   126      63.172  76.929  10.691  1.00  0.00

ATOM   1926  NE  ARG   126      65.235  77.060  10.577  1.00  0.00

ATOM   1927  HE  ARG   126      65.780  77.894  10.379  1.00  0.00

ATOM   1928  CZ  ARG   126      65.493  75.836  10.106  1.00  0.00

ATOM   1929  NH1 ARG   126      64.779  74.709  10.286  1.00  0.00

ATOM   1930 1HH1 ARG   126      63.973  74.731  10.889  1.00  0.00

ATOM   1931 2HH1 ARG   126      65.050  73.903   9.741  1.00  0.00

ATOM   1932  NH2 ARG   126      66.633  75.625   9.436  1.00  0.00

ATOM   1933 1HH2 ARG   126      67.263  76.410   9.329  1.00  0.00

ATOM   1934 2HH2 ARG   126      66.703  74.776   8.899  1.00  0.00

ATOM   1935  C   ARG   126      61.420  77.762  15.536  1.00  0.00

ATOM   1936  O   ARG   126      61.234  78.978  15.595  1.00  0.00

ATOM   1937  N   GLU   127      60.506  76.901  15.973  1.00  0.00

ATOM   1938  H   GLU   127      60.564  75.911  15.800  1.00  0.00

ATOM   1939  CA  GLU   127      59.447  77.356  16.852  1.00  0.00

ATOM   1940  HA  GLU   127      58.912  78.172  16.368  1.00  0.00

ATOM   1941  CB  GLU   127      58.394  76.294  17.159  1.00  0.00

ATOM   1942  HB1 GLU   127      57.804  76.545  18.041  1.00  0.00

ATOM   1943  HB2 GLU   127      58.897  75.366  17.396  1.00  0.00

ATOM   1944  CG  GLU   127      57.422  76.085  16.000  1.00  0.00

ATOM   1945  HG1 GLU   127      56.836  75.179  16.186  1.00  0.00

ATOM   1946  HG2 GLU   127      57.897  75.873  15.044  1.00  0.00

ATOM   1947  CD  GLU   127      56.552  77.331  15.880  1.00  0.00

ATOM   1948  OE1 GLU   127      56.800  78.221  15.038  1.00  0.00

ATOM   1949  OE2 GLU   127      55.519  77.403  16.578  1.00  0.00

ATOM   1950  C   GLU   127      60.048  78.017  18.094  1.00  0.00

ATOM   1951  O   GLU   127      59.583  79.080  18.497  1.00  0.00

ATOM   1952  N   ALA   128      61.037  77.326  18.652  1.00  0.00

ATOM   1953  H   ALA   128      61.332  76.418  18.319  1.00  0.00

ATOM   1954  CA  ALA   128      61.609  77.692  19.930  1.00  0.00

ATOM   1955  HA  ALA   128      60.849  77.890  20.693  1.00  0.00

ATOM   1956  CB  ALA   128      62.459  76.506  20.357  1.00  0.00

ATOM   1957  HB1 ALA   128      63.211  76.334  19.582  1.00  0.00

ATOM   1958  HB2 ALA   128      63.015  76.713  21.274  1.00  0.00

ATOM   1959  HB3 ALA   128      61.828  75.630  20.492  1.00  0.00

ATOM   1960  C   ALA   128      62.470  78.940  19.743  1.00  0.00

ATOM   1961  O   ALA   128      62.716  79.547  20.779  1.00  0.00

ATOM   1962  N   ASP   129      62.954  79.270  18.544  1.00  0.00

ATOM   1963  H   ASP   129      62.513  78.774  17.781  1.00  0.00

ATOM   1964  CA  ASP   129      63.932  80.324  18.322  1.00  0.00

ATOM   1965  HA  ASP   129      64.481  80.423  19.252  1.00  0.00

ATOM   1966  CB  ASP   129      64.902  79.902  17.220  1.00  0.00

ATOM   1967  HB1 ASP   129      64.353  79.688  16.300  1.00  0.00

ATOM   1968  HB2 ASP   129      65.369  78.957  17.478  1.00  0.00

ATOM   1969  CG  ASP   129      66.079  80.843  17.020  1.00  0.00

ATOM   1970  OD1 ASP   129      67.190  80.355  16.736  1.00  0.00

ATOM   1971  OD2 ASP   129      66.066  82.073  17.227  1.00  0.00

ATOM   1972  C   ASP   129      63.239  81.658  18.049  1.00  0.00

ATOM   1973  O   ASP   129      62.412  81.838  17.152  1.00  0.00

ATOM   1974  N   ILE   130      63.513  82.619  18.935  1.00  0.00

ATOM   1975  H   ILE   130      64.076  82.367  19.731  1.00  0.00

ATOM   1976  CA  ILE   130      62.916  83.933  18.993  1.00  0.00

ATOM   1977  HA  ILE   130      61.885  83.782  18.673  1.00  0.00

ATOM   1978  CB  ILE   130      62.975  84.381  20.451  1.00  0.00

ATOM   1979  HB  ILE   130      62.560  83.577  21.066  1.00  0.00

ATOM   1980  CG2 ILE   130      64.370  84.796  20.911  1.00  0.00

ATOM   1981 1HG2 ILE   130      65.122  84.125  20.492  1.00  0.00

ATOM   1982 2HG2 ILE   130      64.591  85.772  20.487  1.00  0.00

ATOM   1983 3HG2 ILE   130      64.374  84.747  22.001  1.00  0.00

ATOM   1984  CG1 ILE   130      61.980  85.495  20.785  1.00  0.00

ATOM   1985 1HG1 ILE   130      61.044  85.278  20.269  1.00  0.00

ATOM   1986 2HG1 ILE   130      62.415  86.451  20.473  1.00  0.00

ATOM   1987  CD  ILE   130      61.646  85.550  22.268  1.00  0.00

ATOM   1988  HD1 ILE   130      62.510  85.859  22.861  1.00  0.00

ATOM   1989  HD2 ILE   130      60.883  86.323  22.274  1.00  0.00

ATOM   1990  HD3 ILE   130      61.216  84.596  22.589  1.00  0.00

ATOM   1991  C   ILE   130      63.606  84.986  18.133  1.00  0.00

ATOM   1992  O   ILE   130      63.038  86.051  17.916  1.00  0.00

ATOM   1993  N   ASP   131      64.829  84.736  17.644  1.00  0.00

ATOM   1994  H   ASP   131      65.265  83.862  17.870  1.00  0.00

ATOM   1995  CA  ASP   131      65.565  85.686  16.825  1.00  0.00

ATOM   1996  HA  ASP   131      64.955  86.559  16.619  1.00  0.00

ATOM   1997  CB  ASP   131      66.808  86.081  17.617  1.00  0.00

ATOM   1998  HB1 ASP   131      66.636  86.574  18.569  1.00  0.00

ATOM   1999  HB2 ASP   131      67.268  86.924  17.108  1.00  0.00

ATOM   2000  CG  ASP   131      67.865  85.021  17.879  1.00  0.00

ATOM   2001  OD1 ASP   131      68.260  84.692  19.026  1.00  0.00

ATOM   2002  OD2 ASP   131      68.177  84.308  16.896  1.00  0.00

ATOM   2003  C   ASP   131      65.841  85.213  15.405  1.00  0.00

ATOM   2004  O   ASP   131      66.250  85.948  14.509  1.00  0.00

ATOM   2005  N   GLY   132      65.373  84.011  15.051  1.00  0.00

ATOM   2006  H   GLY   132      65.063  83.450  15.829  1.00  0.00

ATOM   2007  CA  GLY   132      65.536  83.432  13.733  1.00  0.00

ATOM   2008  HA1 GLY   132      65.005  84.001  12.974  1.00  0.00

ATOM   2009  HA2 GLY   132      65.053  82.457  13.754  1.00  0.00

ATOM   2010  C   GLY   132      66.931  83.063  13.246  1.00  0.00

ATOM   2011  O   GLY   132      67.163  82.570  12.149  1.00  0.00

ATOM   2012  N   ASP   133      67.920  83.159  14.145  1.00  0.00

ATOM   2013  H   ASP   133      67.750  83.507  15.079  1.00  0.00

ATOM   2014  CA  ASP   133      69.282  82.921  13.708  1.00  0.00

ATOM   2015  HA  ASP   133      69.421  83.408  12.747  1.00  0.00

ATOM   2016  CB  ASP   133      70.362  83.506  14.616  1.00  0.00

ATOM   2017  HB1 ASP   133      70.016  84.524  14.841  1.00  0.00

ATOM   2018  HB2 ASP   133      71.323  83.575  14.110  1.00  0.00

ATOM   2019  CG  ASP   133      70.649  82.752  15.900  1.00  0.00

ATOM   2020  OD1 ASP   133      69.899  81.830  16.287  1.00  0.00

ATOM   2021  OD2 ASP   133      71.643  83.091  16.590  1.00  0.00

ATOM   2022  C   ASP   133      69.694  81.515  13.272  1.00  0.00

ATOM   2023  O   ASP   133      70.690  81.283  12.600  1.00  0.00

ATOM   2024  N   GLY   134      68.928  80.489  13.643  1.00  0.00

ATOM   2025  H   GLY   134      68.175  80.751  14.264  1.00  0.00

ATOM   2026  CA  GLY   134      69.094  79.083  13.333  1.00  0.00

ATOM   2027  HA1 GLY   134      69.690  78.953  12.436  1.00  0.00

ATOM   2028  HA2 GLY   134      68.136  78.584  13.155  1.00  0.00

ATOM   2029  C   GLY   134      69.779  78.296  14.452  1.00  0.00

ATOM   2030  O   GLY   134      70.160  77.158  14.198  1.00  0.00

ATOM   2031  N   GLN   135      69.902  78.833  15.667  1.00  0.00

ATOM   2032  H   GLN   135      69.610  79.778  15.877  1.00  0.00

ATOM   2033  CA  GLN   135      70.422  78.080  16.784  1.00  0.00

ATOM   2034  HA  GLN   135      70.087  77.065  16.578  1.00  0.00

ATOM   2035  CB  GLN   135      71.945  77.994  16.783  1.00  0.00

ATOM   2036  HB1 GLN   135      72.195  77.319  15.962  1.00  0.00

ATOM   2037  HB2 GLN   135      72.276  77.484  17.689  1.00  0.00

ATOM   2038  CG  GLN   135      72.744  79.274  16.576  1.00  0.00

ATOM   2039  HG1 GLN   135      72.694  79.986  17.401  1.00  0.00

ATOM   2040  HG2 GLN   135      72.307  79.845  15.769  1.00  0.00

ATOM   2041  CD  GLN   135      74.213  78.938  16.341  1.00  0.00

ATOM   2042  OE1 GLN   135      74.723  77.827  16.472  1.00  0.00

ATOM   2043  NE2 GLN   135      75.011  79.990  16.155  1.00  0.00

ATOM   2044 1HE2 GLN   135      74.578  80.896  16.138  1.00  0.00

ATOM   2045 2HE2 GLN   135      76.026  79.956  16.188  1.00  0.00

ATOM   2046  C   GLN   135      69.816  78.510  18.119  1.00  0.00

ATOM   2047  O   GLN   135      69.757  79.700  18.415  1.00  0.00

ATOM   2048  N   VAL   136      69.393  77.532  18.920  1.00  0.00

ATOM   2049  H   VAL   136      69.714  76.596  18.692  1.00  0.00

ATOM   2050  CA  VAL   136      68.763  77.786  20.197  1.00  0.00

ATOM   2051  HA  VAL   136      68.209  78.714  20.090  1.00  0.00

ATOM   2052  CB  VAL   136      67.745  76.683  20.472  1.00  0.00

ATOM   2053  HB  VAL   136      68.098  75.757  20.033  1.00  0.00

ATOM   2054  CG1 VAL   136      67.354  76.511  21.936  1.00  0.00

ATOM   2055 1HG1 VAL   136      66.817  77.369  22.334  1.00  0.00

ATOM   2056 2HG1 VAL   136      66.683  75.652  21.952  1.00  0.00

ATOM   2057 3HG1 VAL   136      68.240  76.308  22.545  1.00  0.00

ATOM   2058  CG2 VAL   136      66.457  77.028  19.734  1.00  0.00

ATOM   2059 1HG2 VAL   136      66.033  77.953  20.130  1.00  0.00

ATOM   2060 2HG2 VAL   136      66.546  77.401  18.718  1.00  0.00

ATOM   2061 3HG2 VAL   136      65.722  76.251  19.916  1.00  0.00

ATOM   2062  C   VAL   136      69.871  78.000  21.219  1.00  0.00

ATOM   2063  O   VAL   136      70.553  77.000  21.479  1.00  0.00

ATOM   2064  N   ASN   137      70.058  79.214  21.725  1.00  0.00

ATOM   2065  H   ASN   137      69.476  79.931  21.319  1.00  0.00

ATOM   2066  CA  ASN   137      70.786  79.600  22.920  1.00  0.00

ATOM   2067  HA  ASN   137      71.827  79.320  22.781  1.00  0.00

ATOM   2068  CB  ASN   137      70.790  81.123  22.904  1.00  0.00

ATOM   2069  HB1 ASN   137      69.786  81.480  23.158  1.00  0.00

ATOM   2070  HB2 ASN   137      71.033  81.636  21.976  1.00  0.00

ATOM   2071  CG  ASN   137      71.607  81.670  24.068  1.00  0.00

ATOM   2072  OD1 ASN   137      71.071  82.103  25.082  1.00  0.00

ATOM   2073  ND2 ASN   137      72.932  81.539  23.926  1.00  0.00

ATOM   2074 1HD2 ASN   137      73.299  81.345  23.011  1.00  0.00

ATOM   2075 2HD2 ASN   137      73.317  81.116  24.766  1.00  0.00

ATOM   2076  C   ASN   137      70.243  79.036  24.228  1.00  0.00

ATOM   2077  O   ASN   137      69.030  78.796  24.246  1.00  0.00

ATOM   2078  N   TYR   138      70.988  78.977  25.339  1.00  0.00

ATOM   2079  H   TYR   138      71.994  79.018  25.351  1.00  0.00

ATOM   2080  CA  TYR   138      70.384  78.584  26.589  1.00  0.00

ATOM   2081  HA  TYR   138      70.048  77.546  26.558  1.00  0.00

ATOM   2082  CB  TYR   138      71.447  78.740  27.667  1.00  0.00

ATOM   2083  HB1 TYR   138      71.991  79.689  27.653  1.00  0.00

ATOM   2084  HB2 TYR   138      72.151  77.928  27.516  1.00  0.00

ATOM   2085  CG  TYR   138      70.871  78.576  29.053  1.00  0.00

ATOM   2086  CD1 TYR   138      70.730  79.668  29.922  1.00  0.00

ATOM   2087  HD1 TYR   138      71.038  80.659  29.634  1.00  0.00

ATOM   2088  CE1 TYR   138      69.967  79.625  31.096  1.00  0.00

ATOM   2089  HE1 TYR   138      69.924  80.476  31.744  1.00  0.00

ATOM   2090  CZ  TYR   138      69.549  78.355  31.539  1.00  0.00

ATOM   2091  OH  TYR   138      68.926  78.222  32.750  1.00  0.00

ATOM   2092  HH  TYR   138      68.888  79.012  33.293  1.00  0.00

ATOM   2093  CE2 TYR   138      69.718  77.230  30.719  1.00  0.00

ATOM   2094  HE2 TYR   138      69.309  76.276  31.018  1.00  0.00

ATOM   2095  CD2 TYR   138      70.315  77.354  29.455  1.00  0.00

ATOM   2096  HD2 TYR   138      70.417  76.453  28.866  1.00  0.00

ATOM   2097  C   TYR   138      69.159  79.436  26.931  1.00  0.00

ATOM   2098  O   TYR   138      68.134  78.876  27.312  1.00  0.00

ATOM   2099  N   GLU   139      69.154  80.752  26.742  1.00  0.00

ATOM   2100  H   GLU   139      70.007  81.078  26.300  1.00  0.00

ATOM   2101  CA  GLU   139      68.099  81.693  27.025  1.00  0.00

ATOM   2102  HA  GLU   139      67.955  81.461  28.078  1.00  0.00

ATOM   2103  CB  GLU   139      68.578  83.136  26.952  1.00  0.00

ATOM   2104  HB1 GLU   139      67.748  83.845  26.925  1.00  0.00

ATOM   2105  HB2 GLU   139      69.111  83.280  26.013  1.00  0.00

ATOM   2106  CG  GLU   139      69.440  83.570  28.137  1.00  0.00

ATOM   2107  HG1 GLU   139      70.342  82.952  28.179  1.00  0.00

ATOM   2108  HG2 GLU   139      68.807  83.643  29.029  1.00  0.00

ATOM   2109  CD  GLU   139      70.043  84.962  28.033  1.00  0.00

ATOM   2110  OE1 GLU   139      69.358  85.905  27.590  1.00  0.00

ATOM   2111  OE2 GLU   139      71.211  85.199  28.414  1.00  0.00

ATOM   2112  C   GLU   139      66.805  81.452  26.253  1.00  0.00

ATOM   2113  O   GLU   139      65.786  81.959  26.715  1.00  0.00

ATOM   2114  N   GLU   140      66.734  80.553  25.274  1.00  0.00

ATOM   2115  H   GLU   140      67.648  80.174  25.060  1.00  0.00

ATOM   2116  CA  GLU   140      65.596  80.204  24.431  1.00  0.00

ATOM   2117  HA  GLU   140      64.765  80.904  24.508  1.00  0.00

ATOM   2118  CB  GLU   140      66.014  80.128  22.966  1.00  0.00

ATOM   2119  HB1 GLU   140      65.260  79.766  22.270  1.00  0.00

ATOM   2120  HB2 GLU   140      66.910  79.497  23.024  1.00  0.00

ATOM   2121  CG  GLU   140      66.575  81.447  22.452  1.00  0.00

ATOM   2122  HG1 GLU   140      67.446  81.659  23.071  1.00  0.00

ATOM   2123  HG2 GLU   140      65.863  82.270  22.514  1.00  0.00

ATOM   2124  CD  GLU   140      67.070  81.384  21.013  1.00  0.00

ATOM   2125  OE1 GLU   140      68.229  80.954  20.797  1.00  0.00

ATOM   2126  OE2 GLU   140      66.477  81.968  20.079  1.00  0.00

ATOM   2127  C   GLU   140      65.062  78.853  24.869  1.00  0.00

ATOM   2128  O   GLU   140      63.847  78.632  24.873  1.00  0.00

ATOM   2129  N   PHE   141      65.965  77.922  25.197  1.00  0.00

ATOM   2130  H   PHE   141      66.923  78.228  25.070  1.00  0.00

ATOM   2131  CA  PHE   141      65.715  76.629  25.786  1.00  0.00

ATOM   2132  HA  PHE   141      65.160  75.974  25.100  1.00  0.00

ATOM   2133  CB  PHE   141      67.074  75.961  26.001  1.00  0.00

ATOM   2134  HB1 PHE   141      67.737  76.540  26.635  1.00  0.00

ATOM   2135  HB2 PHE   141      67.518  75.899  25.010  1.00  0.00

ATOM   2136  CG  PHE   141      66.957  74.546  26.488  1.00  0.00

ATOM   2137  CD1 PHE   141      67.178  74.251  27.843  1.00  0.00

ATOM   2138  HD1 PHE   141      67.294  75.116  28.476  1.00  0.00

ATOM   2139  CE1 PHE   141      67.197  72.921  28.267  1.00  0.00

ATOM   2140  HE1 PHE   141      67.052  72.718  29.326  1.00  0.00

ATOM   2141  CZ  PHE   141      67.035  71.854  27.378  1.00  0.00

ATOM   2142  HZ  PHE   141      67.081  70.823  27.675  1.00  0.00

ATOM   2143  CE2 PHE   141      66.794  72.125  26.026  1.00  0.00

ATOM   2144  HE2 PHE   141      66.750  71.300  25.338  1.00  0.00

ATOM   2145  CD2 PHE   141      66.809  73.461  25.606  1.00  0.00

ATOM   2146  HD2 PHE   141      66.721  73.680  24.550  1.00  0.00

ATOM   2147  C   PHE   141      65.011  76.792  27.119  1.00  0.00

ATOM   2148  O   PHE   141      64.055  76.054  27.361  1.00  0.00

ATOM   2149  N   VAL   142      65.492  77.650  28.032  1.00  0.00

ATOM   2150  H   VAL   142      66.354  78.145  27.862  1.00  0.00

ATOM   2151  CA  VAL   142      64.865  77.841  29.321  1.00  0.00

ATOM   2152  HA  VAL   142      64.676  76.972  29.958  1.00  0.00

ATOM   2153  CB  VAL   142      65.770  78.718  30.172  1.00  0.00

ATOM   2154  HB  VAL   142      66.776  78.295  30.215  1.00  0.00

ATOM   2155  CG1 VAL   142      65.889  80.122  29.596  1.00  0.00

ATOM   2156 1HG1 VAL   142      66.707  80.594  30.158  1.00  0.00

ATOM   2157 2HG1 VAL   142      66.055  80.168  28.522  1.00  0.00

ATOM   2158 3HG1 VAL   142      65.001  80.698  29.862  1.00  0.00

ATOM   2159  CG2 VAL   142      65.282  78.773  31.609  1.00  0.00

ATOM   2160 1HG2 VAL   142      64.311  79.247  31.778  1.00  0.00

ATOM   2161 2HG2 VAL   142      65.134  77.768  32.000  1.00  0.00

ATOM   2162 3HG2 VAL   142      65.995  79.276  32.265  1.00  0.00

ATOM   2163  C   VAL   142      63.448  78.389  29.203  1.00  0.00

ATOM   2164  O   VAL   142      62.510  77.945  29.859  1.00  0.00

ATOM   2165  N   GLN   143      63.194  79.230  28.194  1.00  0.00

ATOM   2166  H   GLN   143      64.090  79.528  27.827  1.00  0.00

ATOM   2167  CA  GLN   143      61.923  79.858  27.896  1.00  0.00

ATOM   2168  HA  GLN   143      61.521  80.312  28.803  1.00  0.00

ATOM   2169  CB  GLN   143      62.185  81.016  26.928  1.00  0.00

ATOM   2170  HB1 GLN   143      61.299  81.350  26.385  1.00  0.00

ATOM   2171  HB2 GLN   143      62.833  80.594  26.173  1.00  0.00

ATOM   2172  CG  GLN   143      62.766  82.281  27.565  1.00  0.00

ATOM   2173  HG1 GLN   143      63.729  82.110  28.038  1.00  0.00

ATOM   2174  HG2 GLN   143      62.037  82.528  28.336  1.00  0.00

ATOM   2175  CD  GLN   143      62.747  83.491  26.651  1.00  0.00

ATOM   2176  OE1 GLN   143      61.933  84.402  26.793  1.00  0.00

ATOM   2177  NE2 GLN   143      63.680  83.548  25.694  1.00  0.00

ATOM   2178 1HE2 GLN   143      64.446  82.878  25.713  1.00  0.00

ATOM   2179 2HE2 GLN   143      63.693  84.317  25.041  1.00  0.00

ATOM   2180  C   GLN   143      60.908  78.878  27.348  1.00  0.00

ATOM   2181  O   GLN   143      59.691  79.040  27.441  1.00  0.00

ATOM   2182  N   MET   144      61.452  77.810  26.747  1.00  0.00

ATOM   2183  H   MET   144      62.462  77.745  26.765  1.00  0.00

ATOM   2184  CA  MET   144      60.672  76.721  26.201  1.00  0.00

ATOM   2185  HA  MET   144      59.721  77.076  25.813  1.00  0.00

ATOM   2186  CB  MET   144      61.520  76.040  25.131  1.00  0.00

ATOM   2187  HB1 MET   144      62.058  75.171  25.521  1.00  0.00

ATOM   2188  HB2 MET   144      62.289  76.636  24.636  1.00  0.00

ATOM   2189  CG  MET   144      60.602  75.673  23.973  1.00  0.00

ATOM   2190  HG1 MET   144      61.251  75.513  23.112  1.00  0.00

ATOM   2191  HG2 MET   144      59.939  76.516  23.767  1.00  0.00

ATOM   2192  SD  MET   144      59.581  74.242  24.403  1.00  0.00

ATOM   2193  CE  MET   144      60.911  73.037  24.233  1.00  0.00

ATOM   2194  HE1 MET   144      61.516  73.021  25.145  1.00  0.00

ATOM   2195  HE2 MET   144      60.417  72.071  24.156  1.00  0.00

ATOM   2196  HE3 MET   144      61.406  73.306  23.301  1.00  0.00

ATOM   2197  C   MET   144      60.379  75.852  27.416  1.00  0.00

ATOM   2198  O   MET   144      59.207  75.514  27.602  1.00  0.00

ATOM   2199  N   MET   145      61.320  75.552  28.312  1.00  0.00

ATOM   2200  H   MET   145      62.262  75.822  28.074  1.00  0.00

ATOM   2201  CA  MET   145      61.211  74.706  29.485  1.00  0.00

ATOM   2202  HA  MET   145      60.968  73.671  29.235  1.00  0.00

ATOM   2203  CB  MET   145      62.600  74.520  30.107  1.00  0.00

ATOM   2204  HB1 MET   145      62.447  74.129  31.103  1.00  0.00

ATOM   2205  HB2 MET   145      63.084  75.502  30.151  1.00  0.00

ATOM   2206  CG  MET   145      63.552  73.534  29.440  1.00  0.00

ATOM   2207  HG1 MET   145      64.562  73.918  29.305  1.00  0.00

ATOM   2208  HG2 MET   145      63.201  73.381  28.418  1.00  0.00

ATOM   2209  SD  MET   145      63.725  72.005  30.381  1.00  0.00

ATOM   2210  CE  MET   145      62.036  71.434  30.067  1.00  0.00

ATOM   2211  HE1 MET   145      61.904  70.403  30.409  1.00  0.00

ATOM   2212  HE2 MET   145      61.406  72.136  30.599  1.00  0.00

ATOM   2213  HE3 MET   145      61.824  71.361  29.004  1.00  0.00

ATOM   2214  C   MET   145      60.179  75.132  30.515  1.00  0.00

ATOM   2215  O   MET   145      59.464  74.316  31.092  1.00  0.00

ATOM   2216  N   THR   146      60.144  76.413  30.884  1.00  0.00

ATOM   2217  H   THR   146      60.820  77.017  30.457  1.00  0.00

ATOM   2218  CA  THR   146      59.250  76.882  31.926  1.00  0.00

ATOM   2219  HA  THR   146      59.236  76.121  32.715  1.00  0.00

ATOM   2220  CB  THR   146      59.781  78.143  32.589  1.00  0.00

ATOM   2221  HB  THR   146      59.102  78.551  33.328  1.00  0.00

ATOM   2222  CG2 THR   146      61.036  77.978  33.447  1.00  0.00

ATOM   2223 1HG2 THR   146      61.915  77.927  32.812  1.00  0.00

ATOM   2224 2HG2 THR   146      61.202  78.852  34.086  1.00  0.00

ATOM   2225 3HG2 THR   146      60.954  77.132  34.139  1.00  0.00

ATOM   2226  OG1 THR   146      59.936  79.139  31.604  1.00  0.00

ATOM   2227  HG1 THR   146      60.855  79.428  31.568  1.00  0.00

ATOM   2228  C   THR   146      57.817  77.138  31.473  1.00  0.00

ATOM   2229  O   THR   146      56.890  77.383  32.233  1.00  0.00

ATOM   2230  N   ALA   147      57.479  76.789  30.231  1.00  0.00

ATOM   2231  H   ALA   147      58.280  76.486  29.695  1.00  0.00

ATOM   2232  CA  ALA   147      56.154  76.898  29.671  1.00  0.00

ATOM   2233  HA  ALA   147      55.921  77.920  29.973  1.00  0.00

ATOM   2234  CB  ALA   147      56.148  76.832  28.148  1.00  0.00

ATOM   2235  HB1 ALA   147      55.127  77.073  27.851  1.00  0.00

ATOM   2236  HB2 ALA   147      56.774  77.619  27.746  1.00  0.00

ATOM   2237  HB3 ALA   147      56.410  75.848  27.755  1.00  0.00

ATOM   2238  C   ALA   147      55.082  75.988  30.256  1.00  0.00

ATOM   2239  O   ALA   147      55.347  74.791  30.334  1.00  0.00

ATOM   2240  N   CLY   148      53.903  76.484  30.641  1.00  0.00

ATOM   2241  H   CLY   148      53.750  77.474  30.499  1.00  0.00

ATOM   2242  CA  CLY   148      52.879  75.720  31.311  1.00  0.00

ATOM   2243  HA  CLY   148      53.337  75.153  32.129  1.00  0.00

ATOM   2244  CB  CLY   148      51.873  76.715  31.878  1.00  0.00

ATOM   2245  HB1 CLY   148      51.432  77.355  31.117  1.00  0.00

ATOM   2246  HB2 CLY   148      52.337  77.423  32.566  1.00  0.00

ATOM   2247  CG  CLY   148      50.760  76.079  32.717  1.00  0.00

ATOM   2248  HG1 CLY   148      51.178  75.297  33.334  1.00  0.00

ATOM   2249  HG2 CLY   148      50.052  75.610  32.030  1.00  0.00

ATOM   2250  CD  CLY   148      49.973  77.168  33.439  1.00  0.00

ATOM   2251  HD1 CLY   148      49.396  77.806  32.772  1.00  0.00

ATOM   2252  HD2 CLY   148      50.652  77.870  33.927  1.00  0.00

ATOM   2253  CE  CLY   148      49.019  76.716  34.550  1.00  0.00

ATOM   2254  HE1 CLY   148      49.435  75.993  35.248  1.00  0.00

ATOM   2255  HE2 CLY   148      48.186  76.163  34.113  1.00  0.00

ATOM   2256  NZ  CLY   148      48.382  77.839  35.257  1.00  0.00

ATOM   2257  HZ1 CLY   148      47.788  77.610  36.038  1.00  0.00

ATOM   2258  HZ2 CLY   148      49.029  78.411  35.786  1.00  0.00

ATOM   2259  HZ3 CLY   148      47.991  78.507  34.613  1.00  0.00

ATOM   2260  C   CLY   148      52.084  74.751  30.454  1.00  0.00

ATOM   2261  OC1 CLY   148      51.741  75.094  29.300  1.00  0.00

ATOM   2262  OC2 CLY   148      51.898  73.614  30.947  1.00  0.00

ATOM   2263  CA  CA    501      66.193  46.548  34.993  1.00  0.00

ATOM   2264  CA  CA    502      65.442  49.639  46.647  1.00  0.00

ATOM   2265  CA  CA    503      76.426  72.978  20.594  1.00  0.00

ATOM   2266  CA  CA    504      68.482  82.053  18.362  1.00  0.00

ENDMDL

MODEL         2

ATOM      1  N   NAL     1      55.382  59.548  52.006  1.00  0.00

ATOM      2  H1  NAL     1      54.737  58.796  51.821  1.00  0.00

ATOM      3  H2  NAL     1      56.253  59.122  52.283  1.00  0.00

ATOM      4  H3  NAL     1      55.037  60.081  52.803  1.00  0.00

ATOM      5  CA  NAL     1      55.554  60.396  50.819  1.00  0.00

ATOM      6  HA  NAL     1      56.236  61.193  51.127  1.00  0.00

ATOM      7  CB  NAL     1      56.099  59.646  49.595  1.00  0.00

ATOM      8  HB1 NAL     1      55.336  59.018  49.136  1.00  0.00

ATOM      9  HB2 NAL     1      56.403  60.409  48.880  1.00  0.00

ATOM     10  HB3 NAL     1      56.929  59.060  49.990  1.00  0.00

ATOM     11  C   NAL     1      54.282  61.167  50.480  1.00  0.00

ATOM     12  O   NAL     1      53.180  60.702  50.742  1.00  0.00

ATOM     13  N   ASP     2      54.346  62.329  49.833  1.00  0.00

ATOM     14  H   ASP     2      55.275  62.663  49.627  1.00  0.00

ATOM     15  CA  ASP     2      53.226  63.031  49.244  1.00  0.00

ATOM     16  HA  ASP     2      52.501  63.192  50.042  1.00  0.00

ATOM     17  CB  ASP     2      53.651  64.402  48.709  1.00  0.00

ATOM     18  HB1 ASP     2      54.389  64.266  47.922  1.00  0.00

ATOM     19  HB2 ASP     2      54.157  64.908  49.530  1.00  0.00

ATOM     20  CG  ASP     2      52.527  65.341  48.301  1.00  0.00

ATOM     21  OD1 ASP     2      51.578  65.559  49.074  1.00  0.00

ATOM     22  OD2 ASP     2      52.728  66.129  47.348  1.00  0.00

ATOM     23  C   ASP     2      52.527  62.201  48.183  1.00  0.00

ATOM     24  O   ASP     2      53.154  61.351  47.556  1.00  0.00

ATOM     25  N   GLN     3      51.267  62.514  47.868  1.00  0.00

ATOM     26  H   GLN     3      50.877  63.293  48.376  1.00  0.00

ATOM     27  CA  GLN     3      50.430  61.751  46.965  1.00  0.00

ATOM     28  HA  GLN     3      50.916  60.795  46.759  1.00  0.00

ATOM     29  CB  GLN     3      49.092  61.373  47.581  1.00  0.00

ATOM     30  HB1 GLN     3      48.278  61.284  46.848  1.00  0.00

ATOM     31  HB2 GLN     3      48.738  62.149  48.246  1.00  0.00

ATOM     32  CG  GLN     3      49.058  60.069  48.380  1.00  0.00

ATOM     33  HG1 GLN     3      49.235  59.198  47.735  1.00  0.00

ATOM     34  HG2 GLN     3      48.040  59.898  48.707  1.00  0.00

ATOM     35  CD  GLN     3      49.964  60.036  49.594  1.00  0.00

ATOM     36  OE1 GLN     3      49.596  60.460  50.685  1.00  0.00

ATOM     37  NE2 GLN     3      51.167  59.459  49.518  1.00  0.00

ATOM     38 1HE2 GLN     3      51.513  59.288  48.592  1.00  0.00

ATOM     39 2HE2 GLN     3      51.803  59.723  50.254  1.00  0.00

ATOM     40  C   GLN     3      50.283  62.405  45.591  1.00  0.00

ATOM     41  O   GLN     3      50.157  63.622  45.461  1.00  0.00

ATOM     42  N   LEU     4      50.210  61.530  44.590  1.00  0.00

ATOM     43  H   LEU     4      50.134  60.538  44.763  1.00  0.00

ATOM     44  CA  LEU     4      50.366  61.855  43.180  1.00  0.00

ATOM     45  HA  LEU     4      50.447  62.930  43.037  1.00  0.00

ATOM     46  CB  LEU     4      51.662  61.268  42.635  1.00  0.00

ATOM     47  HB1 LEU     4      51.845  61.572  41.604  1.00  0.00

ATOM     48  HB2 LEU     4      51.594  60.180  42.622  1.00  0.00

ATOM     49  CG  LEU     4      52.926  61.711  43.366  1.00  0.00

ATOM     50  HG  LEU     4      52.782  61.388  44.400  1.00  0.00

ATOM     51  CD1 LEU     4      54.161  60.996  42.823  1.00  0.00

ATOM     52 1HD1 LEU     4      53.894  59.959  43.074  1.00  0.00

ATOM     53 2HD1 LEU     4      54.294  61.356  41.805  1.00  0.00

ATOM     54 3HD1 LEU     4      55.033  61.361  43.359  1.00  0.00

ATOM     55  CD2 LEU     4      53.288  63.193  43.329  1.00  0.00

ATOM     56 1HD2 LEU     4      54.206  63.280  43.897  1.00  0.00

ATOM     57 2HD2 LEU     4      53.288  63.634  42.327  1.00  0.00

ATOM     58 3HD2 LEU     4      52.602  63.756  43.969  1.00  0.00

ATOM     59  C   LEU     4      49.211  61.316  42.343  1.00  0.00

ATOM     60  O   LEU     4      48.615  60.277  42.584  1.00  0.00

ATOM     61  N   THR     5      48.914  62.044  41.260  1.00  0.00

ATOM     62  H   THR     5      49.550  62.780  40.998  1.00  0.00

ATOM     63  CA  THR     5      47.754  61.687  40.476  1.00  0.00

ATOM     64  HA  THR     5      46.963  61.435  41.182  1.00  0.00

ATOM     65  CB  THR     5      47.389  62.908  39.634  1.00  0.00

ATOM     66  HB  THR     5      48.299  62.959  39.032  1.00  0.00

ATOM     67  CG2 THR     5      46.240  62.747  38.650  1.00  0.00

ATOM     68 1HG2 THR     5      45.965  61.750  38.308  1.00  0.00

ATOM     69 2HG2 THR     5      45.339  63.245  38.983  1.00  0.00

ATOM     70 3HG2 THR     5      46.476  63.325  37.747  1.00  0.00

ATOM     71  OG1 THR     5      47.208  63.996  40.510  1.00  0.00

ATOM     72  HG1 THR     5      48.063  64.270  40.844  1.00  0.00

ATOM     73  C   THR     5      48.130  60.519  39.577  1.00  0.00

ATOM     74  O   THR     5      49.256  60.408  39.101  1.00  0.00

ATOM     75  N   GLU     6      47.184  59.593  39.388  1.00  0.00

ATOM     76  H   GLU     6      46.257  59.721  39.771  1.00  0.00

ATOM     77  CA  GLU     6      47.368  58.464  38.507  1.00  0.00

ATOM     78  HA  GLU     6      48.085  57.883  39.090  1.00  0.00

ATOM     79  CB  GLU     6      45.968  57.879  38.365  1.00  0.00

ATOM     80  HB1 GLU     6      45.348  58.503  37.715  1.00  0.00

ATOM     81  HB2 GLU     6      45.538  57.881  39.372  1.00  0.00

ATOM     82  CG  GLU     6      46.138  56.430  37.914  1.00  0.00

ATOM     83  HG1 GLU     6      46.635  56.369  36.952  1.00  0.00

ATOM     84  HG2 GLU     6      45.179  55.982  37.642  1.00  0.00

ATOM     85  CD  GLU     6      46.870  55.533  38.902  1.00  0.00

ATOM     86  OE1 GLU     6      46.485  55.509  40.093  1.00  0.00

ATOM     87  OE2 GLU     6      47.884  54.892  38.568  1.00  0.00

ATOM     88  C   GLU     6      47.888  58.851  37.131  1.00  0.00

ATOM     89  O   GLU     6      48.644  58.094  36.520  1.00  0.00

ATOM     90  N   GLU     7      47.365  59.951  36.578  1.00  0.00

ATOM     91  H   GLU     7      46.610  60.431  37.054  1.00  0.00

ATOM     92  CA  GLU     7      47.733  60.556  35.318  1.00  0.00

ATOM     93  HA  GLU     7      47.678  59.750  34.587  1.00  0.00

ATOM     94  CB  GLU     7      46.707  61.605  34.891  1.00  0.00

ATOM     95  HB1 GLU     7      46.652  62.419  35.616  1.00  0.00

ATOM     96  HB2 GLU     7      45.734  61.120  34.952  1.00  0.00

ATOM     97  CG  GLU     7      46.859  61.921  33.399  1.00  0.00

ATOM     98  HG1 GLU     7      46.672  61.038  32.797  1.00  0.00

ATOM     99  HG2 GLU     7      47.929  62.091  33.309  1.00  0.00

ATOM    100  CD  GLU     7      46.042  63.148  33.030  1.00  0.00

ATOM    101  OE1 GLU     7      46.412  64.283  33.437  1.00  0.00

ATOM    102  OE2 GLU     7      45.078  63.080  32.247  1.00  0.00

ATOM    103  C   GLU     7      49.159  61.078  35.247  1.00  0.00

ATOM    104  O   GLU     7      49.854  61.015  34.241  1.00  0.00

ATOM    105  N   GLN     8      49.702  61.578  36.368  1.00  0.00

ATOM    106  H   GLN     8      49.109  61.610  37.185  1.00  0.00

ATOM    107  CA  GLN     8      51.119  61.808  36.496  1.00  0.00

ATOM    108  HA  GLN     8      51.514  62.443  35.702  1.00  0.00

ATOM    109  CB  GLN     8      51.285  62.736  37.694  1.00  0.00

ATOM    110  HB1 GLN     8      52.356  62.873  37.874  1.00  0.00

ATOM    111  HB2 GLN     8      50.852  62.226  38.558  1.00  0.00

ATOM    112  CG  GLN     8      50.766  64.171  37.577  1.00  0.00

ATOM    113  HG1 GLN     8      49.679  64.193  37.500  1.00  0.00

ATOM    114  HG2 GLN     8      51.226  64.597  36.690  1.00  0.00

ATOM    115  CD  GLN     8      51.112  65.041  38.778  1.00  0.00

ATOM    116  OE1 GLN     8      51.401  64.586  39.874  1.00  0.00

ATOM    117  NE2 GLN     8      50.940  66.359  38.654  1.00  0.00

ATOM    118 1HE2 GLN     8      50.728  66.726  37.731  1.00  0.00

ATOM    119 2HE2 GLN     8      50.893  66.932  39.491  1.00  0.00

ATOM    120  C   GLN     8      51.954  60.545  36.666  1.00  0.00

ATOM    121  O   GLN     8      52.986  60.477  35.993  1.00  0.00

ATOM    122  N   ILE     9      51.484  59.539  37.423  1.00  0.00

ATOM    123  H   ILE     9      50.724  59.898  37.976  1.00  0.00

ATOM    124  CA  ILE     9      52.146  58.283  37.716  1.00  0.00

ATOM    125  HA  ILE     9      53.109  58.520  38.175  1.00  0.00

ATOM    126  CB  ILE     9      51.349  57.447  38.717  1.00  0.00

ATOM    127  HB  ILE     9      50.277  57.437  38.543  1.00  0.00

ATOM    128  CG2 ILE     9      51.822  56.002  38.737  1.00  0.00

ATOM    129 1HG2 ILE     9      52.890  55.835  38.880  1.00  0.00

ATOM    130 2HG2 ILE     9      51.343  55.425  39.527  1.00  0.00

ATOM    131 3HG2 ILE     9      51.518  55.586  37.780  1.00  0.00

ATOM    132  CG1 ILE     9      51.679  58.039  40.088  1.00  0.00

ATOM    133 1HG1 ILE     9      51.395  59.084  40.159  1.00  0.00

ATOM    134 2HG1 ILE     9      52.674  57.798  40.465  1.00  0.00

ATOM    135  CD  ILE     9      50.645  57.512  41.064  1.00  0.00

ATOM    136  HD1 ILE     9      49.665  57.762  40.657  1.00  0.00

ATOM    137  HD2 ILE     9      50.726  56.433  41.238  1.00  0.00

ATOM    138  HD3 ILE     9      50.824  57.956  42.050  1.00  0.00

ATOM    139  C   ILE     9      52.575  57.472  36.499  1.00  0.00

ATOM    140  O   ILE     9      53.726  57.040  36.407  1.00  0.00

ATOM    141  N   ALA    10      51.673  57.426  35.519  1.00  0.00

ATOM    142  H   ALA    10      50.831  57.942  35.726  1.00  0.00

ATOM    143  CA  ALA    10      51.898  57.099  34.122  1.00  0.00

ATOM    144  HA  ALA    10      52.073  56.029  34.041  1.00  0.00

ATOM    145  CB  ALA    10      50.698  57.478  33.260  1.00  0.00

ATOM    146  HB1 ALA    10      50.501  58.539  33.413  1.00  0.00

ATOM    147  HB2 ALA    10      50.893  57.199  32.228  1.00  0.00

ATOM    148  HB3 ALA    10      49.841  56.859  33.523  1.00  0.00

ATOM    149  C   ALA    10      53.050  57.765  33.382  1.00  0.00

ATOM    150  O   ALA    10      53.905  57.075  32.827  1.00  0.00

ATOM    151  N   GLU    11      53.117  59.094  33.353  1.00  0.00

ATOM    152  H   GLU    11      52.409  59.691  33.735  1.00  0.00

ATOM    153  CA  GLU    11      54.191  59.781  32.655  1.00  0.00

ATOM    154  HA  GLU    11      54.270  59.328  31.667  1.00  0.00

ATOM    155  CB  GLU    11      53.775  61.228  32.415  1.00  0.00

ATOM    156  HB1 GLU    11      54.641  61.674  31.917  1.00  0.00

ATOM    157  HB2 GLU    11      53.619  61.631  33.417  1.00  0.00

ATOM    158  CG  GLU    11      52.569  61.431  31.502  1.00  0.00

ATOM    159  HG1 GLU    11      52.472  62.513  31.412  1.00  0.00

ATOM    160  HG2 GLU    11      51.654  61.127  32.014  1.00  0.00

ATOM    161  CD  GLU    11      52.710  60.885  30.099  1.00  0.00

ATOM    162  OE1 GLU    11      53.815  60.839  29.511  1.00  0.00

ATOM    163  OE2 GLU    11      51.679  60.501  29.489  1.00  0.00

ATOM    164  C   GLU    11      55.543  59.629  33.353  1.00  0.00

ATOM    165  O   GLU    11      56.603  59.551  32.737  1.00  0.00

ATOM    166  N   PHE    12      55.505  59.465  34.678  1.00  0.00

ATOM    167  H   PHE    12      54.638  59.628  35.169  1.00  0.00

ATOM    168  CA  PHE    12      56.706  59.209  35.443  1.00  0.00

ATOM    169  HA  PHE    12      57.515  59.863  35.119  1.00  0.00

ATOM    170  CB  PHE    12      56.501  59.441  36.937  1.00  0.00

ATOM    171  HB1 PHE    12      57.363  59.006  37.448  1.00  0.00

ATOM    172  HB2 PHE    12      55.661  58.869  37.346  1.00  0.00

ATOM    173  CG  PHE    12      56.513  60.899  37.316  1.00  0.00

ATOM    174  CD1 PHE    12      55.346  61.345  37.940  1.00  0.00

ATOM    175  HD1 PHE    12      54.527  60.639  38.036  1.00  0.00

ATOM    176  CE1 PHE    12      55.223  62.641  38.448  1.00  0.00

ATOM    177  HE1 PHE    12      54.322  62.994  38.946  1.00  0.00

ATOM    178  CZ  PHE    12      56.309  63.516  38.319  1.00  0.00

ATOM    179  HZ  PHE    12      56.286  64.506  38.747  1.00  0.00

ATOM    180  CE2 PHE    12      57.487  63.072  37.705  1.00  0.00

ATOM    181  HE2 PHE    12      58.421  63.621  37.697  1.00  0.00

ATOM    182  CD2 PHE    12      57.608  61.760  37.226  1.00  0.00

ATOM    183  HD2 PHE    12      58.494  61.364  36.764  1.00  0.00

ATOM    184  C   PHE    12      57.220  57.799  35.198  1.00  0.00

ATOM    185  O   PHE    12      58.434  57.682  35.136  1.00  0.00

ATOM    186  N   LYS    13      56.332  56.803  35.165  1.00  0.00

ATOM    187  H   LYS    13      55.382  57.030  35.421  1.00  0.00

ATOM    188  CA  LYS    13      56.646  55.426  34.827  1.00  0.00

ATOM    189  HA  LYS    13      57.388  55.177  35.589  1.00  0.00

ATOM    190  CB  LYS    13      55.387  54.582  34.930  1.00  0.00

ATOM    191  HB1 LYS    13      54.611  54.946  34.247  1.00  0.00

ATOM    192  HB2 LYS    13      55.019  54.831  35.919  1.00  0.00

ATOM    193  CG  LYS    13      55.518  53.060  34.850  1.00  0.00

ATOM    194  HG1 LYS    13      55.651  52.659  33.852  1.00  0.00

ATOM    195  HG2 LYS    13      54.577  52.592  35.132  1.00  0.00

ATOM    196  CD  LYS    13      56.682  52.420  35.604  1.00  0.00

ATOM    197  HD1 LYS    13      57.631  52.923  35.447  1.00  0.00

ATOM    198  HD2 LYS    13      56.772  51.365  35.322  1.00  0.00

ATOM    199  CE  LYS    13      56.365  52.455  37.098  1.00  0.00

ATOM    200  HE1 LYS    13      55.873  53.411  37.224  1.00  0.00

ATOM    201  HE2 LYS    13      57.300  52.337  37.649  1.00  0.00

ATOM    202  NZ  LYS    13      55.407  51.440  37.559  1.00  0.00

ATOM    203  HZ1 LYS    13      55.956  50.616  37.787  1.00  0.00

ATOM    204  HZ2 LYS    13      54.777  51.684  38.305  1.00  0.00

ATOM    205  HZ3 LYS    13      54.775  51.191  36.805  1.00  0.00

ATOM    206  C   LYS    13      57.243  55.309  33.431  1.00  0.00

ATOM    207  O   LYS    13      58.192  54.570  33.174  1.00  0.00

ATOM    208  N   GLU    14      56.837  56.207  32.524  1.00  0.00

ATOM    209  H   GLU    14      55.990  56.708  32.750  1.00  0.00

ATOM    210  CA  GLU    14      57.531  56.460  31.283  1.00  0.00

ATOM    211  HA  GLU    14      57.650  55.469  30.863  1.00  0.00

ATOM    212  CB  GLU    14      56.637  57.291  30.367  1.00  0.00

ATOM    213  HB1 GLU    14      56.890  58.354  30.455  1.00  0.00

ATOM    214  HB2 GLU    14      55.573  57.222  30.570  1.00  0.00

ATOM    215  CG  GLU    14      56.879  56.928  28.903  1.00  0.00

ATOM    216  HG1 GLU    14      56.567  55.879  28.935  1.00  0.00

ATOM    217  HG2 GLU    14      57.936  57.041  28.675  1.00  0.00

ATOM    218  CD  GLU    14      56.053  57.768  27.939  1.00  0.00

ATOM    219  OE1 GLU    14      55.269  57.160  27.180  1.00  0.00

ATOM    220  OE2 GLU    14      56.289  58.998  27.887  1.00  0.00

ATOM    221  C   GLU    14      58.891  57.141  31.341  1.00  0.00

ATOM    222  O   GLU    14      59.755  56.736  30.556  1.00  0.00

ATOM    223  N   ALA    15      59.167  58.104  32.215  1.00  0.00

ATOM    224  H   ALA    15      58.373  58.353  32.790  1.00  0.00

ATOM    225  CA  ALA    15      60.463  58.711  32.465  1.00  0.00

ATOM    226  HA  ALA    15      60.923  58.905  31.499  1.00  0.00

ATOM    227  CB  ALA    15      60.295  60.013  33.233  1.00  0.00

ATOM    228  HB1 ALA    15      59.495  60.588  32.772  1.00  0.00

ATOM    229  HB2 ALA    15      60.127  59.858  34.300  1.00  0.00

ATOM    230  HB3 ALA    15      61.164  60.638  33.020  1.00  0.00

ATOM    231  C   ALA    15      61.455  57.752  33.120  1.00  0.00

ATOM    232  O   ALA    15      62.623  57.668  32.763  1.00  0.00

ATOM    233  N   PHE    16      61.059  56.986  34.130  1.00  0.00

ATOM    234  H   PHE    16      60.201  57.241  34.602  1.00  0.00

ATOM    235  CA  PHE    16      61.771  55.876  34.740  1.00  0.00

ATOM    236  HA  PHE    16      62.728  56.075  35.225  1.00  0.00

ATOM    237  CB  PHE    16      60.878  55.273  35.822  1.00  0.00

ATOM    238  HB1 PHE    16      59.928  54.891  35.425  1.00  0.00

ATOM    239  HB2 PHE    16      60.751  56.126  36.479  1.00  0.00

ATOM    240  CG  PHE    16      61.469  54.118  36.593  1.00  0.00

ATOM    241  CD1 PHE    16      62.210  54.335  37.767  1.00  0.00

ATOM    242  HD1 PHE    16      62.559  55.323  38.057  1.00  0.00

ATOM    243  CE1 PHE    16      62.642  53.238  38.514  1.00  0.00

ATOM    244  HE1 PHE    16      63.143  53.447  39.442  1.00  0.00

ATOM    245  CZ  PHE    16      62.496  51.931  38.048  1.00  0.00

ATOM    246  HZ  PHE    16      62.728  51.024  38.589  1.00  0.00

ATOM    247  CE2 PHE    16      61.787  51.739  36.853  1.00  0.00

ATOM    248  HE2 PHE    16      61.580  50.770  36.415  1.00  0.00

ATOM    249  CD2 PHE    16      61.228  52.818  36.150  1.00  0.00

ATOM    250  HD2 PHE    16      60.575  52.728  35.296  1.00  0.00

ATOM    251  C   PHE    16      62.134  54.860  33.669  1.00  0.00

ATOM    252  O   PHE    16      63.284  54.423  33.667  1.00  0.00

ATOM    253  N   SER    17      61.248  54.534  32.733  1.00  0.00

ATOM    254  H   SER    17      60.334  54.932  32.863  1.00  0.00

ATOM    255  CA  SER    17      61.582  53.603  31.666  1.00  0.00

ATOM    256  HA  SER    17      62.061  52.716  32.067  1.00  0.00

ATOM    257  CB  SER    17      60.296  53.194  30.941  1.00  0.00

ATOM    258  HB1 SER    17      60.544  52.562  30.093  1.00  0.00

ATOM    259  HB2 SER    17      59.879  54.120  30.557  1.00  0.00

ATOM    260  OG  SER    17      59.385  52.603  31.844  1.00  0.00

ATOM    261  HG  SER    17      58.919  53.358  32.216  1.00  0.00

ATOM    262  C   SER    17      62.566  54.173  30.650  1.00  0.00

ATOM    263  O   SER    17      62.687  53.577  29.578  1.00  0.00

ATOM    264  N   LEU    18      63.241  55.284  30.916  1.00  0.00

ATOM    265  H   LEU    18      63.013  55.796  31.757  1.00  0.00

ATOM    266  CA  LEU    18      64.305  55.818  30.089  1.00  0.00

ATOM    267  HA  LEU    18      64.137  55.513  29.058  1.00  0.00

ATOM    268  CB  LEU    18      64.328  57.346  29.988  1.00  0.00

ATOM    269  HB1 LEU    18      65.169  57.522  29.328  1.00  0.00

ATOM    270  HB2 LEU    18      64.490  57.670  31.022  1.00  0.00

ATOM    271  CG  LEU    18      63.103  58.089  29.457  1.00  0.00

ATOM    272  HG  LEU    18      62.201  57.515  29.620  1.00  0.00

ATOM    273  CD1 LEU    18      62.964  59.482  30.060  1.00  0.00

ATOM    274 1HD1 LEU    18      63.289  59.550  31.094  1.00  0.00

ATOM    275 2HD1 LEU    18      63.669  60.194  29.624  1.00  0.00

ATOM    276 3HD1 LEU    18      61.974  59.924  29.961  1.00  0.00

ATOM    277  CD2 LEU    18      63.071  58.417  27.969  1.00  0.00

ATOM    278 1HD2 LEU    18      63.368  57.503  27.446  1.00  0.00

ATOM    279 2HD2 LEU    18      62.029  58.678  27.763  1.00  0.00

ATOM    280 3HD2 LEU    18      63.728  59.246  27.705  1.00  0.00

ATOM    281  C   LEU    18      65.621  55.180  30.489  1.00  0.00

ATOM    282  O   LEU    18      66.542  55.120  29.668  1.00  0.00

ATOM    283  N   PHE    19      65.641  54.537  31.657  1.00  0.00

ATOM    284  H   PHE    19      64.833  54.618  32.253  1.00  0.00

ATOM    285  CA  PHE    19      66.721  53.887  32.368  1.00  0.00

ATOM    286  HA  PHE    19      67.725  53.890  31.921  1.00  0.00

ATOM    287  CB  PHE    19      66.831  54.475  33.766  1.00  0.00

ATOM    288  HB1 PHE    19      67.478  53.862  34.404  1.00  0.00

ATOM    289  HB2 PHE    19      65.836  54.413  34.195  1.00  0.00

ATOM    290  CG  PHE    19      67.534  55.810  33.893  1.00  0.00

ATOM    291  CD1 PHE    19      66.843  57.024  33.994  1.00  0.00

ATOM    292  HD1 PHE    19      65.772  57.025  33.882  1.00  0.00

ATOM    293  CE1 PHE    19      67.524  58.181  34.386  1.00  0.00

ATOM    294  HE1 PHE    19      66.994  59.098  34.542  1.00  0.00

ATOM    295  CZ  PHE    19      68.918  58.169  34.507  1.00  0.00

ATOM    296  HZ  PHE    19      69.456  59.108  34.566  1.00  0.00

ATOM    297  CE2 PHE    19      69.608  56.981  34.248  1.00  0.00

ATOM    298  HE2 PHE    19      70.688  56.940  34.293  1.00  0.00

ATOM    299  CD2 PHE    19      68.937  55.790  33.952  1.00  0.00

ATOM    300  HD2 PHE    19      69.497  54.880  33.813  1.00  0.00

ATOM    301  C   PHE    19      66.350  52.407  32.437  1.00  0.00

ATOM    302  O   PHE    19      67.055  51.637  31.800  1.00  0.00

ATOM    303  N   ASP    20      65.249  51.953  33.024  1.00  0.00

ATOM    304  H   ASP    20      64.677  52.617  33.540  1.00  0.00

ATOM    305  CA  ASP    20      64.797  50.577  32.942  1.00  0.00

ATOM    306  HA  ASP    20      65.528  49.826  33.228  1.00  0.00

ATOM    307  CB  ASP    20      63.683  50.419  33.983  1.00  0.00

ATOM    308  HB1 ASP    20      62.898  51.161  33.906  1.00  0.00

ATOM    309  HB2 ASP    20      64.107  50.559  34.974  1.00  0.00

ATOM    310  CG  ASP    20      62.996  49.055  33.932  1.00  0.00

ATOM    311  OD1 ASP    20      63.685  48.106  33.509  1.00  0.00

ATOM    312  OD2 ASP    20      61.804  48.993  34.284  1.00  0.00

ATOM    313  C   ASP    20      64.204  50.171  31.596  1.00  0.00

ATOM    314  O   ASP    20      63.046  50.477  31.329  1.00  0.00

ATOM    315  N   LYS    21      65.070  49.570  30.777  1.00  0.00

ATOM    316  H   LYS    21      65.898  49.180  31.206  1.00  0.00

ATOM    317  CA  LYS    21      64.770  49.257  29.396  1.00  0.00

ATOM    318  HA  LYS    21      63.903  49.855  29.118  1.00  0.00

ATOM    319  CB  LYS    21      65.917  49.653  28.471  1.00  0.00

ATOM    320  HB1 LYS    21      65.681  49.391  27.433  1.00  0.00

ATOM    321  HB2 LYS    21      66.826  49.172  28.839  1.00  0.00

ATOM    322  CG  LYS    21      66.229  51.141  28.492  1.00  0.00

ATOM    323  HG1 LYS    21      66.417  51.420  29.528  1.00  0.00

ATOM    324  HG2 LYS    21      65.306  51.655  28.221  1.00  0.00

ATOM    325  CD  LYS    21      67.279  51.582  27.483  1.00  0.00

ATOM    326  HD1 LYS    21      66.842  51.248  26.542  1.00  0.00

ATOM    327  HD2 LYS    21      68.233  51.139  27.779  1.00  0.00

ATOM    328  CE  LYS    21      67.570  53.079  27.406  1.00  0.00

ATOM    329  HE1 LYS    21      68.184  53.485  28.212  1.00  0.00

ATOM    330  HE2 LYS    21      66.681  53.680  27.528  1.00  0.00

ATOM    331  NZ  LYS    21      68.221  53.581  26.190  1.00  0.00

ATOM    332  HZ1 LYS    21      68.613  54.514  26.245  1.00  0.00

ATOM    333  HZ2 LYS    21      68.925  52.963  25.795  1.00  0.00

ATOM    334  HZ3 LYS    21      67.633  53.709  25.374  1.00  0.00

ATOM    335  C   LYS    21      64.370  47.806  29.228  1.00  0.00

ATOM    336  O   LYS    21      63.912  47.434  28.142  1.00  0.00

ATOM    337  N   ASP    22      64.413  46.940  30.243  1.00  0.00

ATOM    338  H   ASP    22      64.933  47.192  31.073  1.00  0.00

ATOM    339  CA  ASP    22      63.744  45.652  30.219  1.00  0.00

ATOM    340  HA  ASP    22      63.558  45.453  29.163  1.00  0.00

ATOM    341  CB  ASP    22      64.665  44.506  30.637  1.00  0.00

ATOM    342  HB1 ASP    22      65.586  44.534  30.060  1.00  0.00

ATOM    343  HB2 ASP    22      64.117  43.665  30.216  1.00  0.00

ATOM    344  CG  ASP    22      64.893  44.349  32.132  1.00  0.00

ATOM    345  OD1 ASP    22      65.183  45.419  32.714  1.00  0.00

ATOM    346  OD2 ASP    22      65.001  43.200  32.598  1.00  0.00

ATOM    347  C   ASP    22      62.370  45.630  30.872  1.00  0.00

ATOM    348  O   ASP    22      61.656  44.640  30.769  1.00  0.00

ATOM    349  N   GLY    23      61.964  46.797  31.389  1.00  0.00

ATOM    350  H   GLY    23      62.536  47.627  31.400  1.00  0.00

ATOM    351  CA  GLY    23      60.610  47.063  31.821  1.00  0.00

ATOM    352  HA1 GLY    23      59.930  46.648  31.073  1.00  0.00

ATOM    353  HA2 GLY    23      60.390  48.122  31.946  1.00  0.00

ATOM    354  C   GLY    23      60.268  46.432  33.156  1.00  0.00

ATOM    355  O   GLY    23      59.097  46.274  33.494  1.00  0.00

ATOM    356  N   ASP    24      61.228  45.818  33.857  1.00  0.00

ATOM    357  H   ASP    24      62.132  45.926  33.414  1.00  0.00

ATOM    358  CA  ASP    24      60.984  45.097  35.098  1.00  0.00

ATOM    359  HA  ASP    24      60.034  44.571  34.998  1.00  0.00

ATOM    360  CB  ASP    24      62.105  44.124  35.451  1.00  0.00

ATOM    361  HB1 ASP    24      62.509  43.589  34.585  1.00  0.00

ATOM    362  HB2 ASP    24      61.651  43.422  36.142  1.00  0.00

ATOM    363  CG  ASP    24      63.266  44.794  36.151  1.00  0.00

ATOM    364  OD1 ASP    24      63.625  45.942  35.800  1.00  0.00

ATOM    365  OD2 ASP    24      63.999  44.115  36.912  1.00  0.00

ATOM    366  C   ASP    24      60.683  46.021  36.272  1.00  0.00

ATOM    367  O   ASP    24      60.471  45.576  37.391  1.00  0.00

ATOM    368  N   GLY    25      60.729  47.345  36.103  1.00  0.00

ATOM    369  H   GLY    25      61.054  47.803  35.266  1.00  0.00

ATOM    370  CA  GLY    25      60.417  48.173  37.257  1.00  0.00

ATOM    371  HA1 GLY    25      59.595  47.657  37.752  1.00  0.00

ATOM    372  HA2 GLY    25      60.010  49.095  36.851  1.00  0.00

ATOM    373  C   GLY    25      61.578  48.409  38.198  1.00  0.00

ATOM    374  O   GLY    25      61.326  48.700  39.361  1.00  0.00

ATOM    375  N   THR    26      62.791  48.055  37.753  1.00  0.00

ATOM    376  H   THR    26      62.876  47.715  36.808  1.00  0.00

ATOM    377  CA  THR    26      64.006  48.251  38.521  1.00  0.00

ATOM    378  HA  THR    26      63.759  49.009  39.262  1.00  0.00

ATOM    379  CB  THR    26      64.529  47.001  39.218  1.00  0.00

ATOM    380  HB  THR    26      64.761  46.201  38.513  1.00  0.00

ATOM    381  CG2 THR    26      65.660  47.305  40.202  1.00  0.00

ATOM    382 1HG2 THR    26      66.589  47.569  39.704  1.00  0.00

ATOM    383 2HG2 THR    26      65.306  48.079  40.877  1.00  0.00

ATOM    384 3HG2 THR    26      65.870  46.456  40.864  1.00  0.00

ATOM    385  OG1 THR    26      63.499  46.521  40.047  1.00  0.00

ATOM    386  HG1 THR    26      62.696  46.666  39.534  1.00  0.00

ATOM    387  C   THR    26      65.098  48.884  37.672  1.00  0.00

ATOM    388  O   THR    26      65.032  48.642  36.463  1.00  0.00

ATOM    389  N   ILE    27      65.978  49.718  38.224  1.00  0.00

ATOM    390  H   ILE    27      65.926  49.881  39.214  1.00  0.00

ATOM    391  CA  ILE    27      67.105  50.315  37.529  1.00  0.00

ATOM    392  HA  ILE    27      67.055  49.920  36.513  1.00  0.00

ATOM    393  CB  ILE    27      67.031  51.832  37.631  1.00  0.00

ATOM    394  HB  ILE    27      66.756  52.096  38.651  1.00  0.00

ATOM    395  CG2 ILE    27      68.384  52.489  37.363  1.00  0.00

ATOM    396 1HG2 ILE    27      69.107  52.241  38.147  1.00  0.00

ATOM    397 2HG2 ILE    27      68.791  52.196  36.394  1.00  0.00

ATOM    398 3HG2 ILE    27      68.250  53.570  37.328  1.00  0.00

ATOM    399  CG1 ILE    27      65.955  52.322  36.666  1.00  0.00

ATOM    400 1HG1 ILE    27      65.041  51.860  37.037  1.00  0.00

ATOM    401 2HG1 ILE    27      66.162  52.037  35.632  1.00  0.00

ATOM    402  CD  ILE    27      65.669  53.803  36.881  1.00  0.00

ATOM    403  HD1 ILE    27      66.377  54.418  36.331  1.00  0.00

ATOM    404  HD2 ILE    27      64.727  54.116  36.426  1.00  0.00

ATOM    405  HD3 ILE    27      65.577  53.949  37.956  1.00  0.00

ATOM    406  C   ILE    27      68.329  49.767  38.236  1.00  0.00

ATOM    407  O   ILE    27      68.457  49.954  39.450  1.00  0.00

ATOM    408  N   THR    28      69.334  49.249  37.521  1.00  0.00

ATOM    409  H   THR    28      69.220  49.192  36.524  1.00  0.00

ATOM    410  CA  THR    28      70.606  48.723  37.991  1.00  0.00

ATOM    411  HA  THR    28      70.550  48.796  39.073  1.00  0.00

ATOM    412  CB  THR    28      70.897  47.294  37.538  1.00  0.00

ATOM    413  HB  THR    28      71.560  46.910  38.313  1.00  0.00

ATOM    414  CG2 THR    28      69.728  46.348  37.272  1.00  0.00

ATOM    415 1HG2 THR    28      69.186  46.632  36.379  1.00  0.00

ATOM    416 2HG2 THR    28      70.060  45.306  37.277  1.00  0.00

ATOM    417 3HG2 THR    28      69.014  46.456  38.093  1.00  0.00

ATOM    418  OG1 THR    28      71.581  47.330  36.302  1.00  0.00

ATOM    419  HG1 THR    28      71.372  46.494  35.891  1.00  0.00

ATOM    420  C   THR    28      71.804  49.583  37.604  1.00  0.00

ATOM    421  O   THR    28      71.739  50.339  36.628  1.00  0.00

ATOM    422  N   THR    29      72.979  49.329  38.170  1.00  0.00

ATOM    423  H   THR    29      72.964  48.659  38.912  1.00  0.00

ATOM    424  CA  THR    29      74.218  50.029  37.859  1.00  0.00

ATOM    425  HA  THR    29      74.255  51.009  38.339  1.00  0.00

ATOM    426  CB  THR    29      75.460  49.288  38.347  1.00  0.00

ATOM    427  HB  THR    29      76.356  49.649  37.845  1.00  0.00

ATOM    428  CG2 THR    29      75.770  49.503  39.827  1.00  0.00

ATOM    429 1HG2 THR    29      76.541  48.787  40.112  1.00  0.00

ATOM    430 2HG2 THR    29      76.223  50.488  39.952  1.00  0.00

ATOM    431 3HG2 THR    29      74.882  49.392  40.450  1.00  0.00

ATOM    432  OG1 THR    29      75.325  47.883  38.244  1.00  0.00

ATOM    433  HG1 THR    29      75.900  47.479  38.895  1.00  0.00

ATOM    434  C   THR    29      74.488  50.254  36.382  1.00  0.00

ATOM    435  O   THR    29      75.089  51.238  35.961  1.00  0.00

ATOM    436  N   LYS    30      74.108  49.267  35.568  1.00  0.00

ATOM    437  H   LYS    30      73.607  48.473  35.938  1.00  0.00

ATOM    438  CA  LYS    30      74.370  49.073  34.152  1.00  0.00

ATOM    439  HA  LYS    30      75.325  49.443  33.775  1.00  0.00

ATOM    440  CB  LYS    30      74.304  47.593  33.797  1.00  0.00

ATOM    441  HB1 LYS    30      73.222  47.422  33.869  1.00  0.00

ATOM    442  HB2 LYS    30      74.786  46.998  34.579  1.00  0.00

ATOM    443  CG  LYS    30      74.680  47.249  32.360  1.00  0.00

ATOM    444  HG1 LYS    30      75.757  47.211  32.253  1.00  0.00

ATOM    445  HG2 LYS    30      74.382  47.957  31.589  1.00  0.00

ATOM    446  CD  LYS    30      74.147  45.866  32.023  1.00  0.00

ATOM    447  HD1 LYS    30      74.447  45.262  32.877  1.00  0.00

ATOM    448  HD2 LYS    30      74.715  45.526  31.151  1.00  0.00

ATOM    449  CE  LYS    30      72.633  45.964  31.846  1.00  0.00

ATOM    450  HE1 LYS    30      72.507  46.616  30.987  1.00  0.00

ATOM    451  HE2 LYS    30      72.227  46.394  32.760  1.00  0.00

ATOM    452  NZ  LYS    30      71.968  44.685  31.518  1.00  0.00

ATOM    453  HZ1 LYS    30      70.957  44.733  31.435  1.00  0.00

ATOM    454  HZ2 LYS    30      72.363  44.247  30.695  1.00  0.00

ATOM    455  HZ3 LYS    30      72.101  44.051  32.277  1.00  0.00

ATOM    456  C   LYS    30      73.319  49.833  33.349  1.00  0.00

ATOM    457  O   LYS    30      73.701  50.493  32.377  1.00  0.00

ATOM    458  N   GLU    31      72.055  49.954  33.742  1.00  0.00

ATOM    459  H   GLU    31      71.818  49.421  34.558  1.00  0.00

ATOM    460  CA  GLU    31      71.005  50.750  33.115  1.00  0.00

ATOM    461  HA  GLU    31      71.048  50.653  32.032  1.00  0.00

ATOM    462  CB  GLU    31      69.634  50.362  33.662  1.00  0.00

ATOM    463  HB1 GLU    31      68.900  51.136  33.430  1.00  0.00

ATOM    464  HB2 GLU    31      69.708  50.370  34.750  1.00  0.00

ATOM    465  CG  GLU    31      69.353  48.950  33.170  1.00  0.00

ATOM    466  HG1 GLU    31      70.008  48.342  33.797  1.00  0.00

ATOM    467  HG2 GLU    31      69.697  48.882  32.135  1.00  0.00

ATOM    468  CD  GLU    31      67.904  48.595  33.416  1.00  0.00

ATOM    469  OE1 GLU    31      67.018  48.295  32.585  1.00  0.00

ATOM    470  OE2 GLU    31      67.570  48.553  34.629  1.00  0.00

ATOM    471  C   GLU    31      71.202  52.246  33.313  1.00  0.00

ATOM    472  O   GLU    31      70.937  53.041  32.408  1.00  0.00

ATOM    473  N   LEU    32      71.789  52.621  34.444  1.00  0.00

ATOM    474  H   LEU    32      71.897  51.892  35.144  1.00  0.00

ATOM    475  CA  LEU    32      72.239  53.929  34.873  1.00  0.00

ATOM    476  HA  LEU    32      71.457  54.668  34.693  1.00  0.00

ATOM    477  CB  LEU    32      72.399  53.970  36.390  1.00  0.00

ATOM    478  HB1 LEU    32      73.340  53.583  36.776  1.00  0.00

ATOM    479  HB2 LEU    32      71.606  53.477  36.935  1.00  0.00

ATOM    480  CG  LEU    32      72.099  55.378  36.893  1.00  0.00

ATOM    481  HG  LEU    32      71.075  55.634  36.624  1.00  0.00

ATOM    482  CD1 LEU    32      72.309  55.395  38.402  1.00  0.00

ATOM    483 1HD1 LEU    32      71.885  56.366  38.643  1.00  0.00

ATOM    484 2HD1 LEU    32      71.659  54.610  38.802  1.00  0.00

ATOM    485 3HD1 LEU    32      73.370  55.398  38.667  1.00  0.00

ATOM    486  CD2 LEU    32      72.866  56.594  36.378  1.00  0.00

ATOM    487 1HD2 LEU    32      73.943  56.480  36.476  1.00  0.00

ATOM    488 2HD2 LEU    32      72.548  56.719  35.347  1.00  0.00

ATOM    489 3HD2 LEU    32      72.705  57.473  37.002  1.00  0.00

ATOM    490  C   LEU    32      73.511  54.277  34.109  1.00  0.00

ATOM    491  O   LEU    32      73.572  55.378  33.566  1.00  0.00

ATOM    492  N   GLY    33      74.404  53.315  33.923  1.00  0.00

ATOM    493  H   GLY    33      74.200  52.411  34.336  1.00  0.00

ATOM    494  CA  GLY    33      75.645  53.549  33.201  1.00  0.00

ATOM    495  HA1 GLY    33      76.223  52.634  33.130  1.00  0.00

ATOM    496  HA2 GLY    33      76.059  54.428  33.703  1.00  0.00

ATOM    497  C   GLY    33      75.400  53.886  31.740  1.00  0.00

ATOM    498  O   GLY    33      76.060  54.756  31.166  1.00  0.00

ATOM    499  N   THR    34      74.486  53.085  31.176  1.00  0.00

ATOM    500  H   THR    34      74.179  52.245  31.639  1.00  0.00

ATOM    501  CA  THR    34      74.102  53.227  29.779  1.00  0.00

ATOM    502  HA  THR    34      74.937  52.938  29.144  1.00  0.00

ATOM    503  CB  THR    34      72.947  52.287  29.441  1.00  0.00

ATOM    504  HB  THR    34      72.182  52.374  30.215  1.00  0.00

ATOM    505  CG2 THR    34      72.429  52.535  28.033  1.00  0.00

ATOM    506 1HG2 THR    34      71.909  53.493  27.959  1.00  0.00

ATOM    507 2HG2 THR    34      73.190  52.401  27.273  1.00  0.00

ATOM    508 3HG2 THR    34      71.556  51.901  27.900  1.00  0.00

ATOM    509  OG1 THR    34      73.404  50.957  29.507  1.00  0.00

ATOM    510  HG1 THR    34      73.549  50.688  30.410  1.00  0.00

ATOM    511  C   THR    34      73.657  54.651  29.489  1.00  0.00

ATOM    512  O   THR    34      74.164  55.232  28.534  1.00  0.00

ATOM    513  N   VAL    35      72.832  55.237  30.352  1.00  0.00

ATOM    514  H   VAL    35      72.475  54.741  31.157  1.00  0.00

ATOM    515  CA  VAL    35      72.317  56.555  30.048  1.00  0.00

ATOM    516  HA  VAL    35      72.179  56.704  28.977  1.00  0.00

ATOM    517  CB  VAL    35      71.054  56.833  30.856  1.00  0.00

ATOM    518  HB  VAL    35      71.255  56.621  31.911  1.00  0.00

ATOM    519  CG1 VAL    35      70.386  58.194  30.687  1.00  0.00

ATOM    520 1HG1 VAL    35      71.028  59.049  30.885  1.00  0.00

ATOM    521 2HG1 VAL    35      69.980  58.275  29.681  1.00  0.00

ATOM    522 3HG1 VAL    35      69.552  58.369  31.369  1.00  0.00

ATOM    523  CG2 VAL    35      69.968  55.838  30.472  1.00  0.00

ATOM    524 1HG2 VAL    35      70.206  54.855  30.902  1.00  0.00

ATOM    525 2HG2 VAL    35      69.042  55.971  31.028  1.00  0.00

ATOM    526 3HG2 VAL    35      69.781  55.791  29.393  1.00  0.00

ATOM    527  C   VAL    35      73.411  57.587  30.283  1.00  0.00

ATOM    528  O   VAL    35      73.523  58.607  29.622  1.00  0.00

ATOM    529  N   MET    36      74.284  57.378  31.266  1.00  0.00

ATOM    530  H   MET    36      74.119  56.593  31.881  1.00  0.00

ATOM    531  CA  MET    36      75.544  58.102  31.311  1.00  0.00

ATOM    532  HA  MET    36      75.248  59.128  31.544  1.00  0.00

ATOM    533  CB  MET    36      76.258  57.724  32.609  1.00  0.00

ATOM    534  HB1 MET    36      77.324  57.930  32.493  1.00  0.00

ATOM    535  HB2 MET    36      76.086  56.682  32.828  1.00  0.00

ATOM    536  CG  MET    36      75.790  58.416  33.887  1.00  0.00

ATOM    537  HG1 MET    36      74.722  58.245  33.987  1.00  0.00

ATOM    538  HG2 MET    36      75.903  59.504  33.792  1.00  0.00

ATOM    539  SD  MET    36      76.550  57.905  35.446  1.00  0.00

ATOM    540  CE  MET    36      76.370  59.457  36.358  1.00  0.00

ATOM    541  HE1 MET    36      75.438  59.923  36.032  1.00  0.00

ATOM    542  HE2 MET    36      76.461  59.291  37.432  1.00  0.00

ATOM    543  HE3 MET    36      77.216  60.067  36.054  1.00  0.00

ATOM    544  C   MET    36      76.376  58.011  30.041  1.00  0.00

ATOM    545  O   MET    36      76.843  59.021  29.518  1.00  0.00

ATOM    546  N   ARG    37      76.566  56.839  29.439  1.00  0.00

ATOM    547  H   ARG    37      76.232  56.062  29.984  1.00  0.00

ATOM    548  CA  ARG    37      77.523  56.619  28.371  1.00  0.00

ATOM    549  HA  ARG    37      78.463  56.998  28.759  1.00  0.00

ATOM    550  CB  ARG    37      77.827  55.145  28.154  1.00  0.00

ATOM    551  HB1 ARG    37      78.266  55.240  27.158  1.00  0.00

ATOM    552  HB2 ARG    37      76.873  54.609  28.105  1.00  0.00

ATOM    553  CG  ARG    37      78.789  54.573  29.185  1.00  0.00

ATOM    554  HG1 ARG    37      78.535  54.866  30.205  1.00  0.00

ATOM    555  HG2 ARG    37      79.796  54.924  28.972  1.00  0.00

ATOM    556  CD  ARG    37      78.881  53.063  28.949  1.00  0.00

ATOM    557  HD1 ARG    37      79.816  52.619  29.277  1.00  0.00

ATOM    558  HD2 ARG    37      78.613  52.952  27.903  1.00  0.00

ATOM    559  NE  ARG    37      77.818  52.309  29.627  1.00  0.00

ATOM    560  HE  ARG    37      77.055  51.987  29.052  1.00  0.00

ATOM    561  CZ  ARG    37      78.013  51.782  30.838  1.00  0.00

ATOM    562  NH1 ARG    37      79.024  52.117  31.648  1.00  0.00

ATOM    563 1HH1 ARG    37      79.804  52.717  31.402  1.00  0.00

ATOM    564 2HH1 ARG    37      79.030  51.702  32.571  1.00  0.00

ATOM    565  NH2 ARG    37      77.103  50.902  31.289  1.00  0.00

ATOM    566 1HH2 ARG    37      76.507  50.366  30.668  1.00  0.00

ATOM    567 2HH2 ARG    37      77.171  50.558  32.233  1.00  0.00

ATOM    568  C   ARG    37      76.967  57.287  27.120  1.00  0.00

ATOM    569  O   ARG    37      77.767  57.867  26.382  1.00  0.00

ATOM    570  N   SER    38      75.652  57.503  27.024  1.00  0.00

ATOM    571  H   SER    38      75.103  57.013  27.722  1.00  0.00

ATOM    572  CA  SER    38      75.035  58.200  25.926  1.00  0.00

ATOM    573  HA  SER    38      75.649  58.148  25.022  1.00  0.00

ATOM    574  CB  SER    38      73.776  57.444  25.491  1.00  0.00

ATOM    575  HB1 SER    38      74.071  56.425  25.280  1.00  0.00

ATOM    576  HB2 SER    38      73.437  58.005  24.627  1.00  0.00

ATOM    577  OG  SER    38      72.696  57.522  26.394  1.00  0.00

ATOM    578  HG  SER    38      71.907  57.622  25.864  1.00  0.00

ATOM    579  C   SER    38      74.884  59.704  26.077  1.00  0.00

ATOM    580  O   SER    38      74.393  60.465  25.245  1.00  0.00

ATOM    581  N   LEU    39      75.307  60.166  27.258  1.00  0.00

ATOM    582  H   LEU    39      75.661  59.484  27.913  1.00  0.00

ATOM    583  CA  LEU    39      75.427  61.555  27.626  1.00  0.00

ATOM    584  HA  LEU    39      75.059  62.144  26.789  1.00  0.00

ATOM    585  CB  LEU    39      74.741  61.878  28.947  1.00  0.00

ATOM    586  HB1 LEU    39      75.018  62.891  29.259  1.00  0.00

ATOM    587  HB2 LEU    39      75.151  61.172  29.673  1.00  0.00

ATOM    588  CG  LEU    39      73.215  61.793  28.890  1.00  0.00

ATOM    589  HG  LEU    39      72.894  60.848  28.460  1.00  0.00

ATOM    590  CD1 LEU    39      72.513  62.013  30.221  1.00  0.00

ATOM    591 1HD1 LEU    39      71.425  62.037  30.134  1.00  0.00

ATOM    592 2HD1 LEU    39      72.790  61.099  30.766  1.00  0.00

ATOM    593 3HD1 LEU    39      72.807  62.954  30.685  1.00  0.00

ATOM    594  CD2 LEU    39      72.744  62.987  28.058  1.00  0.00

ATOM    595 1HD2 LEU    39      71.713  62.753  27.832  1.00  0.00

ATOM    596 2HD2 LEU    39      72.774  63.961  28.559  1.00  0.00

ATOM    597 3HD2 LEU    39      73.278  62.881  27.117  1.00  0.00

ATOM    598  C   LEU    39      76.904  61.901  27.690  1.00  0.00

ATOM    599  O   LEU    39      77.226  63.002  28.139  1.00  0.00

ATOM    600  N   GLY    40      77.776  60.979  27.278  1.00  0.00

ATOM    601  H   GLY    40      77.587  60.105  26.819  1.00  0.00

ATOM    602  CA  GLY    40      79.189  61.275  27.252  1.00  0.00

ATOM    603  HA1 GLY    40      79.289  62.157  26.626  1.00  0.00

ATOM    604  HA2 GLY    40      79.760  60.430  26.866  1.00  0.00

ATOM    605  C   GLY    40      79.706  61.549  28.663  1.00  0.00

ATOM    606  O   GLY    40      80.417  62.538  28.838  1.00  0.00

ATOM    607  N   GLN    41      79.263  60.799  29.671  1.00  0.00

ATOM    608  H   GLN    41      78.548  60.141  29.425  1.00  0.00

ATOM    609  CA  GLN    41      79.700  60.838  31.053  1.00  0.00

ATOM    610  HA  GLN    41      80.199  61.796  31.240  1.00  0.00

ATOM    611  CB  GLN    41      78.492  60.835  31.993  1.00  0.00

ATOM    612  HB1 GLN    41      78.838  60.838  33.016  1.00  0.00

ATOM    613  HB2 GLN    41      77.933  59.922  31.798  1.00  0.00

ATOM    614  CG  GLN    41      77.621  62.070  31.793  1.00  0.00

ATOM    615  HG1 GLN    41      77.221  62.101  30.780  1.00  0.00

ATOM    616  HG2 GLN    41      78.186  62.989  31.967  1.00  0.00

ATOM    617  CD  GLN    41      76.438  62.029  32.755  1.00  0.00

ATOM    618  OE1 GLN    41      76.590  62.236  33.959  1.00  0.00

ATOM    619  NE2 GLN    41      75.196  61.892  32.292  1.00  0.00

ATOM    620 1HE2 GLN    41      74.964  61.637  31.346  1.00  0.00

ATOM    621 2HE2 GLN    41      74.480  62.151  32.960  1.00  0.00

ATOM    622  C   GLN    41      80.667  59.728  31.408  1.00  0.00

ATOM    623  O   GLN    41      80.711  58.686  30.748  1.00  0.00

ATOM    624  N   ASN    42      81.483  59.884  32.454  1.00  0.00

ATOM    625  H   ASN    42      81.336  60.636  33.101  1.00  0.00

ATOM    626  CA  ASN    42      82.497  58.928  32.872  1.00  0.00

ATOM    627  HA  ASN    42      82.392  57.939  32.440  1.00  0.00

ATOM    628  CB  ASN    42      83.809  59.487  32.333  1.00  0.00

ATOM    629  HB1 ASN    42      84.063  60.449  32.784  1.00  0.00

ATOM    630  HB2 ASN    42      83.642  59.658  31.268  1.00  0.00

ATOM    631  CG  ASN    42      85.007  58.577  32.593  1.00  0.00

ATOM    632  OD1 ASN    42      84.926  57.513  33.194  1.00  0.00

ATOM    633  ND2 ASN    42      86.196  58.918  32.092  1.00  0.00

ATOM    634 1HD2 ASN    42      86.240  59.635  31.383  1.00  0.00

ATOM    635 2HD2 ASN    42      87.040  58.501  32.456  1.00  0.00

ATOM    636  C   ASN    42      82.436  58.748  34.380  1.00  0.00

ATOM    637  O   ASN    42      83.385  59.162  35.035  1.00  0.00

ATOM    638  N   PRO    43      81.440  58.090  34.991  1.00  0.00

ATOM    639  CD  PRO    43      80.323  57.502  34.275  1.00  0.00

ATOM    640  HD1 PRO    43      80.509  56.969  33.345  1.00  0.00

ATOM    641  HD2 PRO    43      79.673  58.351  34.082  1.00  0.00

ATOM    642  CG  PRO    43      79.761  56.518  35.300  1.00  0.00

ATOM    643  HG1 PRO    43      80.128  55.502  35.344  1.00  0.00

ATOM    644  HG2 PRO    43      78.688  56.394  35.163  1.00  0.00

ATOM    645  CB  PRO    43      80.040  57.240  36.612  1.00  0.00

ATOM    646  HB1 PRO    43      79.947  56.578  37.476  1.00  0.00

ATOM    647  HB2 PRO    43      79.445  58.121  36.863  1.00  0.00

ATOM    648  CA  PRO    43      81.486  57.667  36.375  1.00  0.00

ATOM    649  HA  PRO    43      81.808  58.549  36.930  1.00  0.00

ATOM    650  C   PRO    43      82.515  56.565  36.611  1.00  0.00

ATOM    651  O   PRO    43      82.719  55.768  35.698  1.00  0.00

ATOM    652  N   THR    44      83.225  56.492  37.733  1.00  0.00

ATOM    653  H   THR    44      83.200  57.264  38.378  1.00  0.00

ATOM    654  CA  THR    44      83.776  55.227  38.181  1.00  0.00

ATOM    655  HA  THR    44      84.268  54.749  37.342  1.00  0.00

ATOM    656  CB  THR    44      84.823  55.487  39.262  1.00  0.00

ATOM    657  HB  THR    44      85.250  54.564  39.645  1.00  0.00

ATOM    658  CG2 THR    44      85.990  56.416  38.907  1.00  0.00

ATOM    659 1HG2 THR    44      85.579  57.380  38.628  1.00  0.00

ATOM    660 2HG2 THR    44      86.680  56.458  39.741  1.00  0.00

ATOM    661 3HG2 THR    44      86.516  55.936  38.084  1.00  0.00

ATOM    662  OG1 THR    44      84.291  56.092  40.415  1.00  0.00

ATOM    663  HG1 THR    44      85.065  56.498  40.827  1.00  0.00

ATOM    664  C   THR    44      82.772  54.213  38.739  1.00  0.00

ATOM    665  O   THR    44      81.670  54.545  39.149  1.00  0.00

ATOM    666  N   GLU    45      83.142  52.944  38.905  1.00  0.00

ATOM    667  H   GLU    45      84.056  52.734  38.534  1.00  0.00

ATOM    668  CA  GLU    45      82.328  52.006  39.652  1.00  0.00

ATOM    669  HA  GLU    45      81.465  51.865  39.000  1.00  0.00

ATOM    670  CB  GLU    45      83.126  50.711  39.741  1.00  0.00

ATOM    671  HB1 GLU    45      82.546  50.014  40.337  1.00  0.00

ATOM    672  HB2 GLU    45      84.118  50.775  40.206  1.00  0.00

ATOM    673  CG  GLU    45      83.377  50.044  38.391  1.00  0.00

ATOM    674  HG1 GLU    45      83.721  49.021  38.498  1.00  0.00

ATOM    675  HG2 GLU    45      84.098  50.653  37.839  1.00  0.00

ATOM    676  CD  GLU    45      82.123  49.911  37.544  1.00  0.00

ATOM    677  OE1 GLU    45      81.165  49.267  38.020  1.00  0.00

ATOM    678  OE2 GLU    45      82.214  50.325  36.366  1.00  0.00

ATOM    679  C   GLU    45      81.833  52.405  41.030  1.00  0.00

ATOM    680  O   GLU    45      80.633  52.212  41.255  1.00  0.00

ATOM    681  N   ALA    46      82.662  53.101  41.804  1.00  0.00

ATOM    682  H   ALA    46      83.661  53.146  41.616  1.00  0.00

ATOM    683  CA  ALA    46      82.271  53.692  43.071  1.00  0.00

ATOM    684  HA  ALA    46      81.855  52.890  43.664  1.00  0.00

ATOM    685  CB  ALA    46      83.510  54.229  43.765  1.00  0.00

ATOM    686  HB1 ALA    46      84.131  53.416  44.138  1.00  0.00

ATOM    687  HB2 ALA    46      84.056  54.885  43.088  1.00  0.00

ATOM    688  HB3 ALA    46      83.191  54.850  44.601  1.00  0.00

ATOM    689  C   ALA    46      81.155  54.710  42.845  1.00  0.00

ATOM    690  O   ALA    46      80.161  54.686  43.572  1.00  0.00

ATOM    691  N   GLU    47      81.341  55.640  41.910  1.00  0.00

ATOM    692  H   GLU    47      82.128  55.492  41.288  1.00  0.00

ATOM    693  CA  GLU    47      80.495  56.775  41.584  1.00  0.00

ATOM    694  HA  GLU    47      80.370  57.293  42.535  1.00  0.00

ATOM    695  CB  GLU    47      81.240  57.675  40.607  1.00  0.00

ATOM    696  HB1 GLU    47      80.570  58.435  40.193  1.00  0.00

ATOM    697  HB2 GLU    47      81.673  57.123  39.776  1.00  0.00

ATOM    698  CG  GLU    47      82.256  58.531  41.368  1.00  0.00

ATOM    699  HG1 GLU    47      82.807  58.012  42.151  1.00  0.00

ATOM    700  HG2 GLU    47      81.739  59.247  42.006  1.00  0.00

ATOM    701  CD  GLU    47      83.237  59.216  40.428  1.00  0.00

ATOM    702  OE1 GLU    47      83.116  59.066  39.196  1.00  0.00

ATOM    703  OE2 GLU    47      84.130  59.912  40.941  1.00  0.00

ATOM    704  C   GLU    47      79.119  56.349  41.112  1.00  0.00

ATOM    705  O   GLU    47      78.122  56.834  41.649  1.00  0.00

ATOM    706  N   LEU    48      79.088  55.324  40.260  1.00  0.00

ATOM    707  H   LEU    48      80.010  55.051  39.972  1.00  0.00

ATOM    708  CA  LEU    48      77.905  54.576  39.868  1.00  0.00

ATOM    709  HA  LEU    48      77.212  55.265  39.387  1.00  0.00

ATOM    710  CB  LEU    48      78.302  53.413  38.978  1.00  0.00

ATOM    711  HB1 LEU    48      77.505  52.679  38.834  1.00  0.00

ATOM    712  HB2 LEU    48      79.120  52.839  39.406  1.00  0.00

ATOM    713  CG  LEU    48      78.685  53.651  37.518  1.00  0.00

ATOM    714  HG  LEU    48      79.524  54.320  37.365  1.00  0.00

ATOM    715  CD1 LEU    48      78.889  52.296  36.821  1.00  0.00

ATOM    716 1HD1 LEU    48      79.336  52.559  35.865  1.00  0.00

ATOM    717 2HD1 LEU    48      79.616  51.711  37.391  1.00  0.00

ATOM    718 3HD1 LEU    48      77.967  51.754  36.615  1.00  0.00

ATOM    719  CD2 LEU    48      77.533  54.399  36.848  1.00  0.00

ATOM    720 1HD2 LEU    48      77.545  55.473  37.028  1.00  0.00

ATOM    721 2HD2 LEU    48      77.613  54.139  35.791  1.00  0.00

ATOM    722 3HD2 LEU    48      76.595  53.973  37.205  1.00  0.00

ATOM    723  C   LEU    48      77.188  54.089  41.125  1.00  0.00

ATOM    724  O   LEU    48      75.982  54.310  41.218  1.00  0.00

ATOM    725  N   GLN    49      77.924  53.576  42.119  1.00  0.00

ATOM    726  H   GLN    49      78.914  53.448  41.992  1.00  0.00

ATOM    727  CA  GLN    49      77.316  52.968  43.286  1.00  0.00

ATOM    728  HA  GLN    49      76.396  52.418  43.068  1.00  0.00

ATOM    729  CB  GLN    49      78.205  51.904  43.920  1.00  0.00

ATOM    730  HB1 GLN    49      78.001  51.853  44.995  1.00  0.00

ATOM    731  HB2 GLN    49      79.248  52.200  43.788  1.00  0.00

ATOM    732  CG  GLN    49      77.973  50.663  43.067  1.00  0.00

ATOM    733  HG1 GLN    49      77.910  50.902  41.998  1.00  0.00

ATOM    734  HG2 GLN    49      77.007  50.228  43.295  1.00  0.00

ATOM    735  CD  GLN    49      78.994  49.563  43.336  1.00  0.00

ATOM    736  OE1 GLN    49      78.835  48.608  44.092  1.00  0.00

ATOM    737  NE2 GLN    49      80.125  49.661  42.641  1.00  0.00

ATOM    738 1HE2 GLN    49      80.234  50.458  42.034  1.00  0.00

ATOM    739 2HE2 GLN    49      80.875  48.977  42.678  1.00  0.00

ATOM    740  C   GLN    49      76.940  54.085  44.240  1.00  0.00

ATOM    741  O   GLN    49      75.967  53.876  44.963  1.00  0.00

ATOM    742  N   ASP    50      77.536  55.281  44.282  1.00  0.00

ATOM    743  H   ASP    50      78.287  55.446  43.631  1.00  0.00

ATOM    744  CA  ASP    50      77.165  56.393  45.142  1.00  0.00

ATOM    745  HA  ASP    50      77.152  56.091  46.183  1.00  0.00

ATOM    746  CB  ASP    50      78.250  57.460  45.149  1.00  0.00

ATOM    747  HB1 ASP    50      78.444  57.897  44.174  1.00  0.00

ATOM    748  HB2 ASP    50      79.152  56.922  45.460  1.00  0.00

ATOM    749  CG  ASP    50      78.062  58.642  46.088  1.00  0.00

ATOM    750  OD1 ASP    50      78.264  58.436  47.306  1.00  0.00

ATOM    751  OD2 ASP    50      77.741  59.769  45.645  1.00  0.00

ATOM    752  C   ASP    50      75.850  56.899  44.574  1.00  0.00

ATOM    753  O   ASP    50      74.927  57.249  45.308  1.00  0.00

ATOM    754  N   MET    51      75.786  57.019  43.247  1.00  0.00

ATOM    755  H   MET    51      76.607  56.820  42.685  1.00  0.00

ATOM    756  CA  MET    51      74.674  57.652  42.577  1.00  0.00

ATOM    757  HA  MET    51      74.551  58.670  42.950  1.00  0.00

ATOM    758  CB  MET    51      74.975  57.720  41.077  1.00  0.00

ATOM    759  HB1 MET    51      75.360  56.738  40.819  1.00  0.00

ATOM    760  HB2 MET    51      75.774  58.427  40.862  1.00  0.00

ATOM    761  CG  MET    51      73.834  58.236  40.214  1.00  0.00

ATOM    762  HG1 MET    51      72.947  57.603  40.307  1.00  0.00

ATOM    763  HG2 MET    51      74.244  58.229  39.199  1.00  0.00

ATOM    764  SD  MET    51      73.328  59.897  40.702  1.00  0.00

ATOM    765  CE  MET    51      74.372  60.883  39.608  1.00  0.00

ATOM    766  HE1 MET    51      75.441  60.778  39.768  1.00  0.00

ATOM    767  HE2 MET    51      74.212  60.559  38.583  1.00  0.00

ATOM    768  HE3 MET    51      74.029  61.906  39.764  1.00  0.00

ATOM    769  C   MET    51      73.368  56.904  42.778  1.00  0.00

ATOM    770  O   MET    51      72.324  57.518  43.022  1.00  0.00

ATOM    771  N   ILE    52      73.492  55.588  42.989  1.00  0.00

ATOM    772  H   ILE    52      74.326  55.087  42.734  1.00  0.00

ATOM    773  CA  ILE    52      72.340  54.808  43.380  1.00  0.00

ATOM    774  HA  ILE    52      71.445  55.232  42.933  1.00  0.00

ATOM    775  CB  ILE    52      72.438  53.394  42.831  1.00  0.00

ATOM    776  HB  ILE    52      73.460  53.002  42.881  1.00  0.00

ATOM    777  CG2 ILE    52      71.524  52.486  43.644  1.00  0.00

ATOM    778 1HG2 ILE    52      71.706  52.576  44.709  1.00  0.00

ATOM    779 2HG2 ILE    52      70.474  52.679  43.441  1.00  0.00

ATOM    780 3HG2 ILE    52      71.929  51.478  43.523  1.00  0.00

ATOM    781  CG1 ILE    52      72.093  53.339  41.344  1.00  0.00

ATOM    782 1HG1 ILE    52      72.843  53.812  40.701  1.00  0.00

ATOM    783 2HG1 ILE    52      71.146  53.852  41.158  1.00  0.00

ATOM    784  CD  ILE    52      72.082  51.887  40.864  1.00  0.00

ATOM    785  HD1 ILE    52      72.909  51.310  41.261  1.00  0.00

ATOM    786  HD2 ILE    52      71.107  51.536  41.215  1.00  0.00

ATOM    787  HD3 ILE    52      71.983  51.860  39.777  1.00  0.00

ATOM    788  C   ILE    52      72.040  54.946  44.865  1.00  0.00

ATOM    789  O   ILE    52      70.878  55.080  45.257  1.00  0.00

ATOM    790  N   ASN    53      72.985  54.887  45.797  1.00  0.00

ATOM    791  H   ASN    53      73.952  54.706  45.555  1.00  0.00

ATOM    792  CA  ASN    53      72.736  55.075  47.210  1.00  0.00

ATOM    793  HA  ASN    53      71.962  54.324  47.407  1.00  0.00

ATOM    794  CB  ASN    53      74.024  54.753  47.967  1.00  0.00

ATOM    795  HB1 ASN    53      74.761  55.496  47.673  1.00  0.00

ATOM    796  HB2 ASN    53      74.437  53.793  47.637  1.00  0.00

ATOM    797  CG  ASN    53      73.831  54.741  49.481  1.00  0.00

ATOM    798  OD1 ASN    53      74.458  55.517  50.199  1.00  0.00

ATOM    799  ND2 ASN    53      73.142  53.730  50.011  1.00  0.00

ATOM    800 1HD2 ASN    53      72.786  53.020  49.379  1.00  0.00

ATOM    801 2HD2 ASN    53      73.032  53.606  51.004  1.00  0.00

ATOM    802  C   ASN    53      72.143  56.381  47.736  1.00  0.00

ATOM    803  O   ASN    53      71.406  56.466  48.710  1.00  0.00

ATOM    804  N   GLU    54      72.312  57.458  46.974  1.00  0.00

ATOM    805  H   GLU    54      72.923  57.409  46.172  1.00  0.00

ATOM    806  CA  GLU    54      71.680  58.759  47.118  1.00  0.00

ATOM    807  HA  GLU    54      71.860  59.002  48.161  1.00  0.00

ATOM    808  CB  GLU    54      72.185  59.713  46.036  1.00  0.00

ATOM    809  HB1 GLU    54      71.433  60.498  45.889  1.00  0.00

ATOM    810  HB2 GLU    54      72.286  59.255  45.054  1.00  0.00

ATOM    811  CG  GLU    54      73.536  60.327  46.351  1.00  0.00

ATOM    812  HG1 GLU    54      73.692  60.959  45.475  1.00  0.00

ATOM    813  HG2 GLU    54      74.300  59.555  46.437  1.00  0.00

ATOM    814  CD  GLU    54      73.363  61.150  47.629  1.00  0.00

ATOM    815  OE1 GLU    54      74.098  60.714  48.541  1.00  0.00

ATOM    816  OE2 GLU    54      72.487  62.032  47.682  1.00  0.00

ATOM    817  C   GLU    54      70.163  58.691  46.972  1.00  0.00

ATOM    818  O   GLU    54      69.540  59.555  47.590  1.00  0.00

ATOM    819  N   VAL    55      69.568  57.714  46.307  1.00  0.00

ATOM    820  H   VAL    55      70.140  57.075  45.773  1.00  0.00

ATOM    821  CA  VAL    55      68.145  57.465  46.157  1.00  0.00

ATOM    822  HA  VAL    55      67.573  58.248  46.657  1.00  0.00

ATOM    823  CB  VAL    55      67.778  57.571  44.682  1.00  0.00

ATOM    824  HB  VAL    55      68.314  56.792  44.146  1.00  0.00

ATOM    825  CG1 VAL    55      66.296  57.336  44.389  1.00  0.00

ATOM    826 1HG1 VAL    55      65.719  58.087  44.947  1.00  0.00

ATOM    827 2HG1 VAL    55      66.030  57.398  43.333  1.00  0.00

ATOM    828 3HG1 VAL    55      65.903  56.374  44.706  1.00  0.00

ATOM    829  CG2 VAL    55      68.204  58.928  44.105  1.00  0.00

ATOM    830 1HG2 VAL    55      67.563  59.748  44.436  1.00  0.00

ATOM    831 2HG2 VAL    55      69.243  59.135  44.317  1.00  0.00

ATOM    832 3HG2 VAL    55      68.226  58.825  43.014  1.00  0.00

ATOM    833  C   VAL    55      67.662  56.158  46.767  1.00  0.00

ATOM    834  O   VAL    55      66.479  56.124  47.101  1.00  0.00

ATOM    835  N   ASP    56      68.531  55.157  46.904  1.00  0.00

ATOM    836  H   ASP    56      69.461  55.226  46.494  1.00  0.00

ATOM    837  CA  ASP    56      68.133  53.834  47.330  1.00  0.00

ATOM    838  HA  ASP    56      67.184  53.615  46.851  1.00  0.00

ATOM    839  CB  ASP    56      69.098  52.909  46.602  1.00  0.00

ATOM    840  HB1 ASP    56      70.123  53.274  46.672  1.00  0.00

ATOM    841  HB2 ASP    56      68.805  52.866  45.546  1.00  0.00

ATOM    842  CG  ASP    56      68.989  51.483  47.142  1.00  0.00

ATOM    843  OD1 ASP    56      67.871  51.135  47.571  1.00  0.00

ATOM    844  OD2 ASP    56      70.003  50.761  47.112  1.00  0.00

ATOM    845  C   ASP    56      68.048  53.634  48.838  1.00  0.00

ATOM    846  O   ASP    56      69.032  53.663  49.573  1.00  0.00

ATOM    847  N   ALA    57      66.815  53.813  49.336  1.00  0.00

ATOM    848  H   ALA    57      66.076  53.889  48.655  1.00  0.00

ATOM    849  CA  ALA    57      66.529  54.132  50.719  1.00  0.00

ATOM    850  HA  ALA    57      67.418  54.580  51.172  1.00  0.00

ATOM    851  CB  ALA    57      65.360  55.114  50.738  1.00  0.00

ATOM    852  HB1 ALA    57      65.600  55.952  50.080  1.00  0.00

ATOM    853  HB2 ALA    57      64.418  54.668  50.424  1.00  0.00

ATOM    854  HB3 ALA    57      65.181  55.353  51.784  1.00  0.00

ATOM    855  C   ALA    57      66.206  52.855  51.476  1.00  0.00

ATOM    856  O   ALA    57      66.319  52.843  52.699  1.00  0.00

ATOM    857  N   ASP    58      65.859  51.747  50.816  1.00  0.00

ATOM    858  H   ASP    58      66.015  51.801  49.819  1.00  0.00

ATOM    859  CA  ASP    58      65.879  50.420  51.403  1.00  0.00

ATOM    860  HA  ASP    58      65.731  50.516  52.478  1.00  0.00

ATOM    861  CB  ASP    58      64.757  49.548  50.846  1.00  0.00

ATOM    862  HB1 ASP    58      63.793  49.997  51.089  1.00  0.00

ATOM    863  HB2 ASP    58      64.784  48.580  51.343  1.00  0.00

ATOM    864  CG  ASP    58      64.833  49.469  49.325  1.00  0.00

ATOM    865  OD1 ASP    58      65.792  48.806  48.883  1.00  0.00

ATOM    866  OD2 ASP    58      63.977  49.948  48.554  1.00  0.00

ATOM    867  C   ASP    58      67.261  49.800  51.239  1.00  0.00

ATOM    868  O   ASP    58      67.576  48.835  51.915  1.00  0.00

ATOM    869  N   GLY    59      68.179  50.327  50.419  1.00  0.00

ATOM    870  H   GLY    59      67.881  50.954  49.689  1.00  0.00

ATOM    871  CA  GLY    59      69.586  50.002  50.521  1.00  0.00

ATOM    872  HA1 GLY    59      69.859  49.694  51.536  1.00  0.00

ATOM    873  HA2 GLY    59      70.114  50.932  50.285  1.00  0.00

ATOM    874  C   GLY    59      70.043  48.848  49.635  1.00  0.00

ATOM    875  O   GLY    59      71.107  48.289  49.882  1.00  0.00

ATOM    876  N   ASN    60      69.230  48.344  48.699  1.00  0.00

ATOM    877  H   ASN    60      68.448  48.908  48.407  1.00  0.00

ATOM    878  CA  ASN    60      69.470  47.098  48.000  1.00  0.00

ATOM    879  HA  ASN    60      70.095  46.449  48.616  1.00  0.00

ATOM    880  CB  ASN    60      68.156  46.346  47.816  1.00  0.00

ATOM    881  HB1 ASN    60      67.610  46.393  48.762  1.00  0.00

ATOM    882  HB2 ASN    60      68.354  45.335  47.486  1.00  0.00

ATOM    883  CG  ASN    60      67.224  46.882  46.737  1.00  0.00

ATOM    884  OD1 ASN    60      67.334  48.030  46.336  1.00  0.00

ATOM    885  ND2 ASN    60      66.197  46.111  46.343  1.00  0.00

ATOM    886 1HD2 ASN    60      66.171  45.232  46.838  1.00  0.00

ATOM    887 2HD2 ASN    60      65.496  46.419  45.696  1.00  0.00

ATOM    888  C   ASN    60      70.358  47.159  46.762  1.00  0.00

ATOM    889  O   ASN    60      70.556  46.135  46.116  1.00  0.00

ATOM    890  N   GLY    61      70.923  48.335  46.470  1.00  0.00

ATOM    891  H   GLY    61      70.528  49.126  46.960  1.00  0.00

ATOM    892  CA  GLY    61      71.782  48.563  45.327  1.00  0.00

ATOM    893  HA1 GLY    61      72.368  47.659  45.135  1.00  0.00

ATOM    894  HA2 GLY    61      72.476  49.404  45.456  1.00  0.00

ATOM    895  C   GLY    61      71.058  48.750  43.998  1.00  0.00

ATOM    896  O   GLY    61      71.661  48.941  42.952  1.00  0.00

ATOM    897  N   THR    62      69.739  48.914  44.017  1.00  0.00

ATOM    898  H   THR    62      69.275  48.836  44.917  1.00  0.00

ATOM    899  CA  THR    62      68.918  49.303  42.887  1.00  0.00

ATOM    900  HA  THR    62      69.521  49.632  42.041  1.00  0.00

ATOM    901  CB  THR    62      68.112  48.132  42.325  1.00  0.00

ATOM    902  HB  THR    62      67.390  48.549  41.623  1.00  0.00

ATOM    903  CG2 THR    62      68.990  47.054  41.711  1.00  0.00

ATOM    904 1HG2 THR    62      69.589  46.583  42.493  1.00  0.00

ATOM    905 2HG2 THR    62      68.467  46.164  41.383  1.00  0.00

ATOM    906 3HG2 THR    62      69.576  47.538  40.927  1.00  0.00

ATOM    907  OG1 THR    62      67.345  47.518  43.339  1.00  0.00

ATOM    908  HG1 THR    62      67.789  46.755  43.699  1.00  0.00

ATOM    909  C   THR    62      68.011  50.448  43.300  1.00  0.00

ATOM    910  O   THR    62      67.522  50.614  44.415  1.00  0.00

ATOM    911  N   ILE    63      67.583  51.235  42.301  1.00  0.00

ATOM    912  H   ILE    63      67.810  50.861  41.396  1.00  0.00

ATOM    913  CA  ILE    63      66.532  52.220  42.347  1.00  0.00

ATOM    914  HA  ILE    63      66.308  52.378  43.409  1.00  0.00

ATOM    915  CB  ILE    63      66.908  53.502  41.605  1.00  0.00

ATOM    916  HB  ILE    63      67.002  53.146  40.575  1.00  0.00

ATOM    917  CG2 ILE    63      65.791  54.540  41.584  1.00  0.00

ATOM    918 1HG2 ILE    63      64.961  54.033  41.086  1.00  0.00

ATOM    919 2HG2 ILE    63      65.393  54.636  42.598  1.00  0.00

ATOM    920 3HG2 ILE    63      66.045  55.520  41.195  1.00  0.00

ATOM    921  CG1 ILE    63      68.189  54.147  42.114  1.00  0.00

ATOM    922 1HG1 ILE    63      69.083  53.518  42.050  1.00  0.00

ATOM    923 2HG1 ILE    63      68.005  54.252  43.185  1.00  0.00

ATOM    924  CD  ILE    63      68.614  55.405  41.353  1.00  0.00

ATOM    925  HD1 ILE    63      69.699  55.473  41.400  1.00  0.00

ATOM    926  HD2 ILE    63      68.373  55.185  40.310  1.00  0.00

ATOM    927  HD3 ILE    63      68.132  56.301  41.744  1.00  0.00

ATOM    928  C   ILE    63      65.265  51.561  41.824  1.00  0.00

ATOM    929  O   ILE    63      65.307  50.766  40.890  1.00  0.00

ATOM    930  N   ASP    64      64.134  51.959  42.427  1.00  0.00

ATOM    931  H   ASP    64      64.232  52.665  43.140  1.00  0.00

ATOM    932  CA  ASP    64      62.818  51.454  42.101  1.00  0.00

ATOM    933  HA  ASP    64      62.831  51.115  41.063  1.00  0.00

ATOM    934  CB  ASP    64      62.479  50.249  42.970  1.00  0.00

ATOM    935  HB1 ASP    64      63.275  49.515  42.824  1.00  0.00

ATOM    936  HB2 ASP    64      61.574  49.772  42.597  1.00  0.00

ATOM    937  CG  ASP    64      62.391  50.541  44.468  1.00  0.00

ATOM    938  OD1 ASP    64      63.260  50.187  45.282  1.00  0.00

ATOM    939  OD2 ASP    64      61.294  50.932  44.924  1.00  0.00

ATOM    940  C   ASP    64      61.765  52.554  42.222  1.00  0.00

ATOM    941  O   ASP    64      61.959  53.625  42.795  1.00  0.00

ATOM    942  N   PHE    65      60.590  52.237  41.688  1.00  0.00

ATOM    943  H   PHE    65      60.562  51.311  41.285  1.00  0.00

ATOM    944  CA  PHE    65      59.684  53.275  41.246  1.00  0.00

ATOM    945  HA  PHE    65      60.238  53.941  40.589  1.00  0.00

ATOM    946  CB  PHE    65      58.514  52.671  40.453  1.00  0.00

ATOM    947  HB1 PHE    65      57.992  51.928  41.056  1.00  0.00

ATOM    948  HB2 PHE    65      58.959  52.013  39.710  1.00  0.00

ATOM    949  CG  PHE    65      57.615  53.658  39.750  1.00  0.00

ATOM    950  CD1 PHE    65      56.274  53.729  40.157  1.00  0.00

ATOM    951  HD1 PHE    65      55.902  53.046  40.901  1.00  0.00

ATOM    952  CE1 PHE    65      55.378  54.650  39.607  1.00  0.00

ATOM    953  HE1 PHE    65      54.364  54.657  39.966  1.00  0.00

ATOM    954  CZ  PHE    65      55.920  55.530  38.664  1.00  0.00

ATOM    955  HZ  PHE    65      55.296  56.308  38.236  1.00  0.00

ATOM    956  CE2 PHE    65      57.261  55.489  38.261  1.00  0.00

ATOM    957  HE2 PHE    65      57.672  56.227  37.590  1.00  0.00

ATOM    958  CD2 PHE    65      58.130  54.513  38.766  1.00  0.00

ATOM    959  HD2 PHE    65      59.184  54.485  38.552  1.00  0.00

ATOM    960  C   PHE    65      59.214  54.233  42.323  1.00  0.00

ATOM    961  O   PHE    65      59.289  55.428  42.084  1.00  0.00

ATOM    962  N   PRO    66      58.861  53.789  43.540  1.00  0.00

ATOM    963  CD  PRO    66      58.595  52.425  43.965  1.00  0.00

ATOM    964  HD1 PRO    66      59.490  52.001  44.413  1.00  0.00

ATOM    965  HD2 PRO    66      58.170  51.814  43.172  1.00  0.00

ATOM    966  CG  PRO    66      57.565  52.560  45.082  1.00  0.00

ATOM    967  HG1 PRO    66      57.555  51.709  45.761  1.00  0.00

ATOM    968  HG2 PRO    66      56.546  52.528  44.686  1.00  0.00

ATOM    969  CB  PRO    66      57.904  53.883  45.780  1.00  0.00

ATOM    970  HB1 PRO    66      58.679  53.722  46.528  1.00  0.00

ATOM    971  HB2 PRO    66      57.029  54.337  46.237  1.00  0.00

ATOM    972  CA  PRO    66      58.454  54.686  44.603  1.00  0.00

ATOM    973  HA  PRO    66      57.633  55.231  44.151  1.00  0.00

ATOM    974  C   PRO    66      59.547  55.605  45.139  1.00  0.00

ATOM    975  O   PRO    66      59.284  56.749  45.503  1.00  0.00

ATOM    976  N   GLU    67      60.799  55.156  45.032  1.00  0.00

ATOM    977  H   GLU    67      60.937  54.172  44.865  1.00  0.00

ATOM    978  CA  GLU    67      61.996  55.928  45.304  1.00  0.00

ATOM    979  HA  GLU    67      61.943  56.508  46.223  1.00  0.00

ATOM    980  CB  GLU    67      63.258  55.067  45.389  1.00  0.00

ATOM    981  HB1 GLU    67      64.088  55.644  45.784  1.00  0.00

ATOM    982  HB2 GLU    67      63.631  54.719  44.428  1.00  0.00

ATOM    983  CG  GLU    67      63.158  53.860  46.310  1.00  0.00

ATOM    984  HG1 GLU    67      62.368  53.225  45.893  1.00  0.00

ATOM    985  HG2 GLU    67      62.945  54.188  47.330  1.00  0.00

ATOM    986  CD  GLU    67      64.409  52.991  46.355  1.00  0.00

ATOM    987  OE1 GLU    67      64.837  52.519  45.281  1.00  0.00

ATOM    988  OE2 GLU    67      64.938  52.732  47.456  1.00  0.00

ATOM    989  C   GLU    67      62.185  56.998  44.233  1.00  0.00

ATOM    990  O   GLU    67      62.730  58.063  44.519  1.00  0.00

ATOM    991  N   PHE    68      61.897  56.681  42.972  1.00  0.00

ATOM    992  H   PHE    68      61.518  55.754  42.834  1.00  0.00

ATOM    993  CA  PHE    68      61.929  57.655  41.899  1.00  0.00

ATOM    994  HA  PHE    68      62.879  58.187  42.030  1.00  0.00

ATOM    995  CB  PHE    68      62.010  56.848  40.604  1.00  0.00

ATOM    996  HB1 PHE    68      61.122  56.215  40.564  1.00  0.00

ATOM    997  HB2 PHE    68      62.833  56.137  40.629  1.00  0.00

ATOM    998  CG  PHE    68      62.077  57.674  39.336  1.00  0.00

ATOM    999  CD1 PHE    68      63.338  57.958  38.810  1.00  0.00

ATOM   1000  HD1 PHE    68      64.224  57.743  39.396  1.00  0.00

ATOM   1001  CE1 PHE    68      63.405  58.609  37.572  1.00  0.00

ATOM   1002  HE1 PHE    68      64.423  58.892  37.339  1.00  0.00

ATOM   1003  CZ  PHE    68      62.277  58.892  36.791  1.00  0.00

ATOM   1004  HZ  PHE    68      62.355  59.393  35.837  1.00  0.00

ATOM   1005  CE2 PHE    68      61.017  58.607  37.327  1.00  0.00

ATOM   1006  HE2 PHE    68      60.149  58.929  36.772  1.00  0.00

ATOM   1007  CD2 PHE    68      60.936  58.002  38.582  1.00  0.00

ATOM   1008  HD2 PHE    68      59.979  57.839  39.055  1.00  0.00

ATOM   1009  C   PHE    68      60.803  58.677  41.959  1.00  0.00

ATOM   1010  O   PHE    68      61.038  59.883  41.914  1.00  0.00

ATOM   1011  N   LEU    69      59.577  58.283  42.315  1.00  0.00

ATOM   1012  H   LEU    69      59.588  57.312  42.601  1.00  0.00

ATOM   1013  CA  LEU    69      58.572  59.249  42.708  1.00  0.00

ATOM   1014  HA  LEU    69      58.386  59.966  41.915  1.00  0.00

ATOM   1015  CB  LEU    69      57.258  58.484  42.868  1.00  0.00

ATOM   1016  HB1 LEU    69      56.583  59.313  43.072  1.00  0.00

ATOM   1017  HB2 LEU    69      57.375  57.865  43.762  1.00  0.00

ATOM   1018  CG  LEU    69      56.705  57.749  41.659  1.00  0.00

ATOM   1019  HG  LEU    69      57.372  56.948  41.327  1.00  0.00

ATOM   1020  CD1 LEU    69      55.351  57.143  42.005  1.00  0.00

ATOM   1021 1HD1 LEU    69      54.962  56.598  41.144  1.00  0.00

ATOM   1022 2HD1 LEU    69      55.489  56.522  42.886  1.00  0.00

ATOM   1023 3HD1 LEU    69      54.588  57.832  42.365  1.00  0.00

ATOM   1024  CD2 LEU    69      56.377  58.738  40.541  1.00  0.00

ATOM   1025 1HD2 LEU    69      55.944  58.256  39.662  1.00  0.00

ATOM   1026 2HD2 LEU    69      55.627  59.427  40.930  1.00  0.00

ATOM   1027 3HD2 LEU    69      57.275  59.304  40.286  1.00  0.00

ATOM   1028  C   LEU    69      58.835  60.037  43.979  1.00  0.00

ATOM   1029  O   LEU    69      58.535  61.237  43.990  1.00  0.00

ATOM   1030  N   THR    70      59.414  59.472  45.037  1.00  0.00

ATOM   1031  H   THR    70      59.481  58.457  45.047  1.00  0.00

ATOM   1032  CA  THR    70      59.891  60.200  46.194  1.00  0.00

ATOM   1033  HA  THR    70      59.036  60.779  46.521  1.00  0.00

ATOM   1034  CB  THR    70      60.223  59.270  47.349  1.00  0.00

ATOM   1035  HB  THR    70      61.114  58.806  46.919  1.00  0.00

ATOM   1036  CG2 THR    70      60.418  59.936  48.705  1.00  0.00

ATOM   1037 1HG2 THR    70      59.473  60.057  49.231  1.00  0.00

ATOM   1038 2HG2 THR    70      61.089  59.344  49.332  1.00  0.00

ATOM   1039 3HG2 THR    70      60.982  60.862  48.637  1.00  0.00

ATOM   1040  OG1 THR    70      59.215  58.310  47.569  1.00  0.00

ATOM   1041  HG1 THR    70      59.160  57.636  46.874  1.00  0.00

ATOM   1042  C   THR    70      61.011  61.181  45.881  1.00  0.00

ATOM   1043  O   THR    70      61.008  62.333  46.336  1.00  0.00

ATOM   1044  N   MET    71      62.014  60.884  45.052  1.00  0.00

ATOM   1045  H   MET    71      62.056  59.945  44.679  1.00  0.00

ATOM   1046  CA  MET    71      63.007  61.777  44.491  1.00  0.00

ATOM   1047  HA  MET    71      63.593  62.147  45.327  1.00  0.00

ATOM   1048  CB  MET    71      63.932  61.111  43.474  1.00  0.00

ATOM   1049  HB1 MET    71      63.352  60.804  42.595  1.00  0.00

ATOM   1050  HB2 MET    71      64.388  60.247  43.953  1.00  0.00

ATOM   1051  CG  MET    71      65.050  62.032  43.003  1.00  0.00

ATOM   1052  HG1 MET    71      65.634  62.517  43.782  1.00  0.00

ATOM   1053  HG2 MET    71      64.580  62.815  42.405  1.00  0.00

ATOM   1054  SD  MET    71      66.122  61.259  41.762  1.00  0.00

ATOM   1055  CE  MET    71      64.968  60.934  40.403  1.00  0.00

ATOM   1056  HE1 MET    71      65.599  60.526  39.616  1.00  0.00

ATOM   1057  HE2 MET    71      64.239  60.221  40.791  1.00  0.00

ATOM   1058  HE3 MET    71      64.501  61.884  40.160  1.00  0.00

ATOM   1059  C   MET    71      62.359  62.957  43.780  1.00  0.00

ATOM   1060  O   MET    71      62.787  64.079  44.057  1.00  0.00

ATOM   1061  N   MET    72      61.288  62.744  43.013  1.00  0.00

ATOM   1062  H   MET    72      60.920  61.807  42.965  1.00  0.00

ATOM   1063  CA  MET    72      60.448  63.723  42.353  1.00  0.00

ATOM   1064  HA  MET    72      61.084  64.428  41.822  1.00  0.00

ATOM   1065  CB  MET    72      59.641  63.069  41.235  1.00  0.00

ATOM   1066  HB1 MET    72      58.743  63.678  41.156  1.00  0.00

ATOM   1067  HB2 MET    72      59.302  62.053  41.468  1.00  0.00

ATOM   1068  CG  MET    72      60.365  63.091  39.901  1.00  0.00

ATOM   1069  HG1 MET    72      60.543  64.134  39.631  1.00  0.00

ATOM   1070  HG2 MET    72      59.703  62.651  39.147  1.00  0.00

ATOM   1071  SD  MET    72      61.877  62.103  39.778  1.00  0.00

ATOM   1072  CE  MET    72      62.376  62.316  38.048  1.00  0.00

ATOM   1073  HE1 MET    72      62.605  63.383  37.997  1.00  0.00

ATOM   1074  HE2 MET    72      63.208  61.641  37.813  1.00  0.00

ATOM   1075  HE3 MET    72      61.510  62.096  37.427  1.00  0.00

ATOM   1076  C   MET    72      59.557  64.469  43.344  1.00  0.00

ATOM   1077  O   MET    72      59.359  65.650  43.086  1.00  0.00

ATOM   1078  N   ALA    73      59.197  63.875  44.483  1.00  0.00

ATOM   1079  H   ALA    73      59.371  62.887  44.484  1.00  0.00

ATOM   1080  CA  ALA    73      58.250  64.461  45.422  1.00  0.00

ATOM   1081  HA  ALA    73      57.494  65.013  44.871  1.00  0.00

ATOM   1082  CB  ALA    73      57.583  63.279  46.131  1.00  0.00

ATOM   1083  HB1 ALA    73      56.775  63.641  46.771  1.00  0.00

ATOM   1084  HB2 ALA    73      57.232  62.463  45.506  1.00  0.00

ATOM   1085  HB3 ALA    73      58.238  62.783  46.853  1.00  0.00

ATOM   1086  C   ALA    73      58.826  65.451  46.426  1.00  0.00

ATOM   1087  O   ALA    73      58.153  66.383  46.855  1.00  0.00

ATOM   1088  N   ARG    74      60.122  65.303  46.725  1.00  0.00

ATOM   1089  H   ARG    74      60.570  64.422  46.502  1.00  0.00

ATOM   1090  CA  ARG    74      60.746  66.151  47.716  1.00  0.00

ATOM   1091  HA  ARG    74      59.899  66.463  48.315  1.00  0.00

ATOM   1092  CB  ARG    74      61.792  65.445  48.567  1.00  0.00

ATOM   1093  HB1 ARG    74      61.438  64.469  48.918  1.00  0.00

ATOM   1094  HB2 ARG    74      61.945  66.116  49.412  1.00  0.00

ATOM   1095  CG  ARG    74      63.009  65.107  47.707  1.00  0.00

ATOM   1096  HG1 ARG    74      63.444  66.029  47.330  1.00  0.00

ATOM   1097  HG2 ARG    74      62.781  64.491  46.828  1.00  0.00

ATOM   1098  CD  ARG    74      64.155  64.466  48.493  1.00  0.00

ATOM   1099  HD1 ARG    74      64.468  65.099  49.313  1.00  0.00

ATOM   1100  HD2 ARG    74      64.955  64.319  47.768  1.00  0.00

ATOM   1101  NE  ARG    74      63.840  63.157  49.073  1.00  0.00

ATOM   1102  HE  ARG    74      62.908  62.851  48.835  1.00  0.00

ATOM   1103  CZ  ARG    74      64.674  62.302  49.678  1.00  0.00

ATOM   1104  NH1 ARG    74      64.159  61.133  50.096  1.00  0.00

ATOM   1105 1HH1 ARG    74      63.152  61.115  50.167  1.00  0.00

ATOM   1106 2HH1 ARG    74      64.751  60.500  50.616  1.00  0.00

ATOM   1107  NH2 ARG    74      65.985  62.492  49.896  1.00  0.00

ATOM   1108 1HH2 ARG    74      66.465  63.282  49.507  1.00  0.00

ATOM   1109 2HH2 ARG    74      66.626  61.748  50.152  1.00  0.00

ATOM   1110  C   ARG    74      61.230  67.451  47.084  1.00  0.00

ATOM   1111  O   ARG    74      61.666  68.276  47.892  1.00  0.00

ATOM   1112  N   LYS    75      61.141  67.709  45.777  1.00  0.00

ATOM   1113  H   LYS    75      60.634  67.029  45.239  1.00  0.00

ATOM   1114  CA  LYS    75      61.801  68.755  45.032  1.00  0.00

ATOM   1115  HA  LYS    75      62.414  69.267  45.770  1.00  0.00

ATOM   1116  CB  LYS    75      62.597  68.153  43.876  1.00  0.00

ATOM   1117  HB1 LYS    75      63.076  68.974  43.359  1.00  0.00

ATOM   1118  HB2 LYS    75      61.955  67.663  43.144  1.00  0.00

ATOM   1119  CG  LYS    75      63.683  67.183  44.335  1.00  0.00

ATOM   1120  HG1 LYS    75      63.266  66.287  44.785  1.00  0.00

ATOM   1121  HG2 LYS    75      64.390  67.660  45.027  1.00  0.00

ATOM   1122  CD  LYS    75      64.491  66.607  43.182  1.00  0.00

ATOM   1123  HD1 LYS    75      64.982  67.417  42.621  1.00  0.00

ATOM   1124  HD2 LYS    75      63.870  66.014  42.526  1.00  0.00

ATOM   1125  CE  LYS    75      65.552  65.630  43.694  1.00  0.00

ATOM   1126  HE1 LYS    75      65.990  65.256  42.762  1.00  0.00

ATOM   1127  HE2 LYS    75      65.066  64.840  44.266  1.00  0.00

ATOM   1128  NZ  LYS    75      66.595  66.215  44.540  1.00  0.00

ATOM   1129  HZ1 LYS    75      67.399  65.611  44.662  1.00  0.00

ATOM   1130  HZ2 LYS    75      67.035  67.018  44.117  1.00  0.00

ATOM   1131  HZ3 LYS    75      66.331  66.519  45.472  1.00  0.00

ATOM   1132  C   LYS    75      60.789  69.771  44.508  1.00  0.00

ATOM   1133  O   LYS    75      60.779  70.140  43.337  1.00  0.00

ATOM   1134  N   MET    76      59.932  70.301  45.388  1.00  0.00

ATOM   1135  H   MET    76      60.256  70.233  46.345  1.00  0.00

ATOM   1136  CA  MET    76      58.860  71.251  45.148  1.00  0.00

ATOM   1137  HA  MET    76      58.112  71.291  45.925  1.00  0.00

ATOM   1138  CB  MET    76      59.410  72.681  45.103  1.00  0.00

ATOM   1139  HB1 MET    76      58.662  73.437  44.881  1.00  0.00

ATOM   1140  HB2 MET    76      60.086  72.769  44.249  1.00  0.00

ATOM   1141  CG  MET    76      60.202  73.155  46.311  1.00  0.00

ATOM   1142  HG1 MET    76      60.679  74.129  46.158  1.00  0.00

ATOM   1143  HG2 MET    76      60.917  72.400  46.649  1.00  0.00

ATOM   1144  SD  MET    76      58.990  73.344  47.640  1.00  0.00

ATOM   1145  CE  MET    76      60.009  73.538  49.132  1.00  0.00

ATOM   1146  HE1 MET    76      59.988  74.544  49.531  1.00  0.00

ATOM   1147  HE2 MET    76      59.714  72.861  49.928  1.00  0.00

ATOM   1148  HE3 MET    76      61.065  73.326  48.936  1.00  0.00

ATOM   1149  C   MET    76      58.000  70.825  43.964  1.00  0.00

ATOM   1150  O   MET    76      57.669  69.644  43.851  1.00  0.00

ATOM   1151  N   LYS    77      57.699  71.756  43.069  1.00  0.00

ATOM   1152  H   LYS    77      58.017  72.693  43.276  1.00  0.00

ATOM   1153  CA  LYS    77      56.841  71.573  41.904  1.00  0.00

ATOM   1154  HA  LYS    77      56.094  70.815  42.137  1.00  0.00

ATOM   1155  CB  LYS    77      56.038  72.830  41.577  1.00  0.00

ATOM   1156  HB1 LYS    77      55.441  73.097  42.444  1.00  0.00

ATOM   1157  HB2 LYS    77      55.283  72.658  40.816  1.00  0.00

ATOM   1158  CG  LYS    77      56.920  74.039  41.271  1.00  0.00

ATOM   1159  HG1 LYS    77      57.708  73.802  40.546  1.00  0.00

ATOM   1160  HG2 LYS    77      57.445  74.356  42.178  1.00  0.00

ATOM   1161  CD  LYS    77      56.124  75.175  40.654  1.00  0.00

ATOM   1162  HD1 LYS    77      55.319  75.536  41.304  1.00  0.00

ATOM   1163  HD2 LYS    77      55.687  74.678  39.795  1.00  0.00

ATOM   1164  CE  LYS    77      56.842  76.402  40.096  1.00  0.00

ATOM   1165  HE1 LYS    77      57.592  75.934  39.470  1.00  0.00

ATOM   1166  HE2 LYS    77      57.360  76.877  40.933  1.00  0.00

ATOM   1167  NZ  LYS    77      56.015  77.312  39.294  1.00  0.00

ATOM   1168  HZ1 LYS    77      55.945  76.961  38.356  1.00  0.00

ATOM   1169  HZ2 LYS    77      55.111  77.474  39.719  1.00  0.00

ATOM   1170  HZ3 LYS    77      56.542  78.168  39.252  1.00  0.00

ATOM   1171  C   LYS    77      57.507  70.937  40.689  1.00  0.00

ATOM   1172  O   LYS    77      56.851  70.284  39.878  1.00  0.00

ATOM   1173  N   ASP    78      58.794  71.182  40.459  1.00  0.00

ATOM   1174  H   ASP    78      59.329  71.771  41.085  1.00  0.00

ATOM   1175  CA  ASP    78      59.498  70.746  39.275  1.00  0.00

ATOM   1176  HA  ASP    78      59.011  69.876  38.833  1.00  0.00

ATOM   1177  CB  ASP    78      59.228  71.791  38.197  1.00  0.00

ATOM   1178  HB1 ASP    78      60.098  71.732  37.535  1.00  0.00

ATOM   1179  HB2 ASP    78      59.209  72.815  38.557  1.00  0.00

ATOM   1180  CG  ASP    78      58.119  71.372  37.247  1.00  0.00

ATOM   1181  OD1 ASP    78      58.228  70.324  36.568  1.00  0.00

ATOM   1182  OD2 ASP    78      57.246  72.245  37.034  1.00  0.00

ATOM   1183  C   ASP    78      61.003  70.587  39.477  1.00  0.00

ATOM   1184  O   ASP    78      61.540  69.645  38.900  1.00  0.00

ATOM   1185  N   THR    79      61.621  71.491  40.242  1.00  0.00

ATOM   1186  H   THR    79      60.999  72.179  40.635  1.00  0.00

ATOM   1187  CA  THR    79      62.963  71.355  40.760  1.00  0.00

ATOM   1188  HA  THR    79      63.126  70.315  41.060  1.00  0.00

ATOM   1189  CB  THR    79      64.039  71.589  39.703  1.00  0.00

ATOM   1190  HB  THR    79      63.812  70.971  38.834  1.00  0.00

ATOM   1191  CG2 THR    79      64.168  73.026  39.202  1.00  0.00

ATOM   1192 1HG2 THR    79      64.718  73.518  39.996  1.00  0.00

ATOM   1193 2HG2 THR    79      64.678  72.926  38.245  1.00  0.00

ATOM   1194 3HG2 THR    79      63.183  73.406  38.903  1.00  0.00

ATOM   1195  OG1 THR    79      65.336  71.145  40.048  1.00  0.00

ATOM   1196  HG1 THR    79      65.815  71.734  40.629  1.00  0.00

ATOM   1197  C   THR    79      63.300  72.008  42.098  1.00  0.00

ATOM   1198  O   THR    79      62.609  72.933  42.528  1.00  0.00

ATOM   1199  N   ASP    80      64.340  71.522  42.763  1.00  0.00

ATOM   1200  H   ASP    80      64.894  70.825  42.286  1.00  0.00

ATOM   1201  CA  ASP    80      65.108  72.234  43.770  1.00  0.00

ATOM   1202  HA  ASP    80      64.466  72.847  44.391  1.00  0.00

ATOM   1203  CB  ASP    80      65.868  71.183  44.584  1.00  0.00

ATOM   1204  HB1 ASP    80      66.588  70.674  43.947  1.00  0.00

ATOM   1205  HB2 ASP    80      65.075  70.457  44.786  1.00  0.00

ATOM   1206  CG  ASP    80      66.473  71.778  45.841  1.00  0.00

ATOM   1207  OD1 ASP    80      67.376  71.151  46.435  1.00  0.00

ATOM   1208  OD2 ASP    80      65.996  72.813  46.370  1.00  0.00

ATOM   1209  C   ASP    80      66.111  73.167  43.121  1.00  0.00

ATOM   1210  O   ASP    80      66.544  72.973  41.989  1.00  0.00

ATOM   1211  N   SER    81      66.599  74.142  43.901  1.00  0.00

ATOM   1212  H   SER    81      66.267  74.186  44.850  1.00  0.00

ATOM   1213  CA  SER    81      66.723  75.521  43.485  1.00  0.00

ATOM   1214  HA  SER    81      65.803  75.895  43.035  1.00  0.00

ATOM   1215  CB  SER    81      67.109  76.421  44.653  1.00  0.00

ATOM   1216  HB1 SER    81      66.194  76.556  45.219  1.00  0.00

ATOM   1217  HB2 SER    81      67.499  77.387  44.307  1.00  0.00

ATOM   1218  OG  SER    81      68.050  75.807  45.509  1.00  0.00

ATOM   1219  HG  SER    81      67.660  74.985  45.822  1.00  0.00

ATOM   1220  C   SER    81      67.767  75.749  42.400  1.00  0.00

ATOM   1221  O   SER    81      67.389  76.254  41.341  1.00  0.00

ATOM   1222  N   GLU    82      68.964  75.240  42.679  1.00  0.00

ATOM   1223  H   GLU    82      68.891  74.627  43.476  1.00  0.00

ATOM   1224  CA  GLU    82      70.193  75.474  41.937  1.00  0.00

ATOM   1225  HA  GLU    82      69.860  75.840  40.967  1.00  0.00

ATOM   1226  CB  GLU    82      70.941  76.576  42.670  1.00  0.00

ATOM   1227  HB1 GLU    82      71.397  76.176  43.570  1.00  0.00

ATOM   1228  HB2 GLU    82      70.204  77.346  42.915  1.00  0.00

ATOM   1229  CG  GLU    82      72.020  77.208  41.792  1.00  0.00

ATOM   1230  HG1 GLU    82      71.660  77.338  40.776  1.00  0.00

ATOM   1231  HG2 GLU    82      72.930  76.601  41.759  1.00  0.00

ATOM   1232  CD  GLU    82      72.356  78.554  42.412  1.00  0.00

ATOM   1233  OE1 GLU    82      72.611  78.621  43.637  1.00  0.00

ATOM   1234  OE2 GLU    82      72.493  79.587  41.719  1.00  0.00

ATOM   1235  C   GLU    82      71.189  74.335  41.737  1.00  0.00

ATOM   1236  O   GLU    82      71.781  74.217  40.666  1.00  0.00

ATOM   1237  N   GLU    83      71.409  73.396  42.651  1.00  0.00

ATOM   1238  H   GLU    83      70.905  73.340  43.528  1.00  0.00

ATOM   1239  CA  GLU    83      72.430  72.378  42.483  1.00  0.00

ATOM   1240  HA  GLU    83      73.313  72.851  42.047  1.00  0.00

ATOM   1241  CB  GLU    83      72.718  71.672  43.803  1.00  0.00

ATOM   1242  HB1 GLU    83      73.455  70.901  43.568  1.00  0.00

ATOM   1243  HB2 GLU    83      71.852  71.181  44.256  1.00  0.00

ATOM   1244  CG  GLU    83      73.320  72.767  44.674  1.00  0.00

ATOM   1245  HG1 GLU    83      72.532  73.455  44.987  1.00  0.00

ATOM   1246  HG2 GLU    83      74.111  73.224  44.085  1.00  0.00

ATOM   1247  CD  GLU    83      73.841  72.115  45.952  1.00  0.00

ATOM   1248  OE1 GLU    83      73.786  70.888  46.164  1.00  0.00

ATOM   1249  OE2 GLU    83      74.430  72.815  46.797  1.00  0.00

ATOM   1250  C   GLU    83      71.987  71.364  41.440  1.00  0.00

ATOM   1251  O   GLU    83      72.899  70.855  40.809  1.00  0.00

ATOM   1252  N   GLU    84      70.692  71.059  41.308  1.00  0.00

ATOM   1253  H   GLU    84      70.080  71.479  41.993  1.00  0.00

ATOM   1254  CA  GLU    84      70.098  70.238  40.276  1.00  0.00

ATOM   1255  HA  GLU    84      70.659  69.302  40.297  1.00  0.00

ATOM   1256  CB  GLU    84      68.631  69.907  40.538  1.00  0.00

ATOM   1257  HB1 GLU    84      68.174  69.541  39.616  1.00  0.00

ATOM   1258  HB2 GLU    84      68.159  70.874  40.704  1.00  0.00

ATOM   1259  CG  GLU    84      68.179  68.919  41.610  1.00  0.00

ATOM   1260  HG1 GLU    84      68.810  68.059  41.377  1.00  0.00

ATOM   1261  HG2 GLU    84      67.101  68.815  41.476  1.00  0.00

ATOM   1262  CD  GLU    84      68.490  69.246  43.063  1.00  0.00

ATOM   1263  OE1 GLU    84      68.994  70.325  43.437  1.00  0.00

ATOM   1264  OE2 GLU    84      68.261  68.360  43.906  1.00  0.00

ATOM   1265  C   GLU    84      70.373  70.841  38.906  1.00  0.00

ATOM   1266  O   GLU    84      70.731  70.193  37.920  1.00  0.00

ATOM   1267  N   ILE    85      70.142  72.149  38.789  1.00  0.00

ATOM   1268  H   ILE    85      69.702  72.670  39.535  1.00  0.00

ATOM   1269  CA  ILE    85      70.186  72.822  37.495  1.00  0.00

ATOM   1270  HA  ILE    85      69.777  72.171  36.725  1.00  0.00

ATOM   1271  CB  ILE    85      69.296  74.057  37.582  1.00  0.00

ATOM   1272  HB  ILE    85      69.915  74.608  38.294  1.00  0.00

ATOM   1273  CG2 ILE    85      69.196  74.697  36.201  1.00  0.00

ATOM   1274 1HG2 ILE    85      68.857  75.728  36.317  1.00  0.00

ATOM   1275 2HG2 ILE    85      70.093  74.755  35.590  1.00  0.00

ATOM   1276 3HG2 ILE    85      68.569  74.091  35.555  1.00  0.00

ATOM   1277  CG1 ILE    85      67.888  73.730  38.070  1.00  0.00

ATOM   1278 1HG1 ILE    85      67.956  73.204  39.023  1.00  0.00

ATOM   1279 2HG1 ILE    85      67.414  73.086  37.319  1.00  0.00

ATOM   1280  CD  ILE    85      67.032  74.951  38.385  1.00  0.00

ATOM   1281  HD1 ILE    85      66.490  74.736  39.308  1.00  0.00

ATOM   1282  HD2 ILE    85      67.693  75.805  38.560  1.00  0.00

ATOM   1283  HD3 ILE    85      66.367  75.173  37.550  1.00  0.00

ATOM   1284  C   ILE    85      71.588  73.242  37.080  1.00  0.00

ATOM   1285  O   ILE    85      71.877  73.235  35.887  1.00  0.00

ATOM   1286  N   ARG    86      72.528  73.584  37.960  1.00  0.00

ATOM   1287  H   ARG    86      72.213  73.818  38.890  1.00  0.00

ATOM   1288  CA  ARG    86      73.876  73.995  37.621  1.00  0.00

ATOM   1289  HA  ARG    86      73.830  74.549  36.680  1.00  0.00

ATOM   1290  CB  ARG    86      74.600  74.863  38.633  1.00  0.00

ATOM   1291  HB1 ARG    86      75.628  74.936  38.262  1.00  0.00

ATOM   1292  HB2 ARG    86      74.557  74.389  39.615  1.00  0.00

ATOM   1293  CG  ARG    86      74.032  76.277  38.611  1.00  0.00

ATOM   1294  HG1 ARG    86      73.144  76.260  39.245  1.00  0.00

ATOM   1295  HG2 ARG    86      73.754  76.633  37.622  1.00  0.00

ATOM   1296  CD  ARG    86      75.102  77.250  39.095  1.00  0.00

ATOM   1297  HD1 ARG    86      75.874  77.451  38.335  1.00  0.00

ATOM   1298  HD2 ARG    86      75.561  76.841  39.994  1.00  0.00

ATOM   1299  NE  ARG    86      74.464  78.500  39.478  1.00  0.00

ATOM   1300  HE  ARG    86      74.166  78.542  40.443  1.00  0.00

ATOM   1301  CZ  ARG    86      74.192  79.560  38.696  1.00  0.00

ATOM   1302  NH1 ARG    86      74.774  79.716  37.497  1.00  0.00

ATOM   1303 1HH1 ARG    86      75.325  79.004  37.038  1.00  0.00

ATOM   1304 2HH1 ARG    86      74.608  80.514  36.904  1.00  0.00

ATOM   1305  NH2 ARG    86      73.464  80.591  39.124  1.00  0.00

ATOM   1306 1HH2 ARG    86      73.224  80.500  40.107  1.00  0.00

ATOM   1307 2HH2 ARG    86      73.237  81.430  38.615  1.00  0.00

ATOM   1308  C   ARG    86      74.619  72.736  37.184  1.00  0.00

ATOM   1309  O   ARG    86      75.188  72.772  36.104  1.00  0.00

ATOM   1310  N   GLU    87      74.476  71.595  37.865  1.00  0.00

ATOM   1311  H   GLU    87      74.027  71.598  38.762  1.00  0.00

ATOM   1312  CA  GLU    87      74.956  70.300  37.435  1.00  0.00

ATOM   1313  HA  GLU    87      76.025  70.483  37.265  1.00  0.00

ATOM   1314  CB  GLU    87      74.781  69.253  38.526  1.00  0.00

ATOM   1315  HB1 GLU    87      73.716  69.009  38.617  1.00  0.00

ATOM   1316  HB2 GLU    87      75.017  69.742  39.481  1.00  0.00

ATOM   1317  CG  GLU    87      75.805  68.137  38.377  1.00  0.00

ATOM   1318  HG1 GLU    87      76.729  68.564  37.980  1.00  0.00

ATOM   1319  HG2 GLU    87      75.307  67.429  37.702  1.00  0.00

ATOM   1320  CD  GLU    87      76.060  67.539  39.754  1.00  0.00

ATOM   1321  OE1 GLU    87      77.197  67.592  40.260  1.00  0.00

ATOM   1322  OE2 GLU    87      75.033  67.113  40.326  1.00  0.00

ATOM   1323  C   GLU    87      74.366  69.827  36.110  1.00  0.00

ATOM   1324  O   GLU    87      75.106  69.230  35.338  1.00  0.00

ATOM   1325  N   ALA    88      73.164  70.221  35.676  1.00  0.00

ATOM   1326  H   ALA    88      72.709  70.876  36.289  1.00  0.00

ATOM   1327  CA  ALA    88      72.630  69.958  34.360  1.00  0.00

ATOM   1328  HA  ALA    88      72.711  68.917  34.041  1.00  0.00

ATOM   1329  CB  ALA    88      71.129  70.256  34.418  1.00  0.00

ATOM   1330  HB1 ALA    88      70.918  71.236  34.848  1.00  0.00

ATOM   1331  HB2 ALA    88      70.650  70.126  33.447  1.00  0.00

ATOM   1332  HB3 ALA    88      70.632  69.546  35.073  1.00  0.00

ATOM   1333  C   ALA    88      73.125  70.871  33.244  1.00  0.00

ATOM   1334  O   ALA    88      73.534  70.367  32.198  1.00  0.00

ATOM   1335  N   PHE    89      73.235  72.175  33.521  1.00  0.00

ATOM   1336  H   PHE    89      72.896  72.470  34.420  1.00  0.00

ATOM   1337  CA  PHE    89      73.627  73.215  32.595  1.00  0.00

ATOM   1338  HA  PHE    89      72.870  73.227  31.816  1.00  0.00

ATOM   1339  CB  PHE    89      73.697  74.551  33.317  1.00  0.00

ATOM   1340  HB1 PHE    89      74.444  74.511  34.113  1.00  0.00

ATOM   1341  HB2 PHE    89      72.794  74.662  33.918  1.00  0.00

ATOM   1342  CG  PHE    89      73.830  75.721  32.367  1.00  0.00

ATOM   1343  CD1 PHE    89      75.115  76.081  31.949  1.00  0.00

ATOM   1344  HD1 PHE    89      76.006  75.535  32.219  1.00  0.00

ATOM   1345  CE1 PHE    89      75.189  77.158  31.056  1.00  0.00

ATOM   1346  HE1 PHE    89      76.157  77.428  30.666  1.00  0.00

ATOM   1347  CZ  PHE    89      74.072  77.895  30.654  1.00  0.00

ATOM   1348  HZ  PHE    89      74.174  78.686  29.936  1.00  0.00

ATOM   1349  CE2 PHE    89      72.796  77.551  31.124  1.00  0.00

ATOM   1350  HE2 PHE    89      71.973  78.111  30.714  1.00  0.00

ATOM   1351  CD2 PHE    89      72.711  76.479  32.028  1.00  0.00

ATOM   1352  HD2 PHE    89      71.683  76.261  32.301  1.00  0.00

ATOM   1353  C   PHE    89      75.009  72.895  32.031  1.00  0.00

ATOM   1354  O   PHE    89      75.278  72.944  30.837  1.00  0.00

ATOM   1355  N   ARG    90      75.895  72.410  32.898  1.00  0.00

ATOM   1356  H   ARG    90      75.656  72.319  33.880  1.00  0.00

ATOM   1357  CA  ARG    90      77.207  71.871  32.611  1.00  0.00

ATOM   1358  HA  ARG    90      77.939  72.682  32.548  1.00  0.00

ATOM   1359  CB  ARG    90      77.733  71.163  33.850  1.00  0.00

ATOM   1360  HB1 ARG    90      77.173  70.240  33.979  1.00  0.00

ATOM   1361  HB2 ARG    90      77.657  71.878  34.677  1.00  0.00

ATOM   1362  CG  ARG    90      79.206  70.773  33.703  1.00  0.00

ATOM   1363  HG1 ARG    90      79.787  71.507  33.143  1.00  0.00

ATOM   1364  HG2 ARG    90      79.249  69.783  33.253  1.00  0.00

ATOM   1365  CD  ARG    90      79.890  70.738  35.066  1.00  0.00

ATOM   1366  HD1 ARG    90      79.257  70.294  35.831  1.00  0.00

ATOM   1367  HD2 ARG    90      79.966  71.781  35.366  1.00  0.00

ATOM   1368  NE  ARG    90      81.159  70.008  35.014  1.00  0.00

ATOM   1369  HE  ARG    90      81.910  70.305  34.410  1.00  0.00

ATOM   1370  CZ  ARG    90      81.419  68.810  35.567  1.00  0.00

ATOM   1371  NH1 ARG    90      80.514  68.044  36.184  1.00  0.00

ATOM   1372 1HH1 ARG    90      79.559  68.344  36.307  1.00  0.00

ATOM   1373 2HH1 ARG    90      80.819  67.166  36.567  1.00  0.00

ATOM   1374  NH2 ARG    90      82.656  68.288  35.616  1.00  0.00

ATOM   1375 1HH2 ARG    90      83.461  68.795  35.274  1.00  0.00

ATOM   1376 2HH2 ARG    90      82.655  67.391  36.075  1.00  0.00

ATOM   1377  C   ARG    90      77.275  70.913  31.430  1.00  0.00

ATOM   1378  O   ARG    90      78.223  70.940  30.657  1.00  0.00

ATOM   1379  N   VAL    91      76.234  70.106  31.226  1.00  0.00

ATOM   1380  H   VAL    91      75.451  70.123  31.873  1.00  0.00

ATOM   1381  CA  VAL    91      76.098  69.123  30.169  1.00  0.00

ATOM   1382  HA  VAL    91      77.051  68.592  30.211  1.00  0.00

ATOM   1383  CB  VAL    91      74.942  68.134  30.262  1.00  0.00

ATOM   1384  HB  VAL    91      74.004  68.682  30.342  1.00  0.00

ATOM   1385  CG1 VAL    91      74.855  67.141  29.107  1.00  0.00

ATOM   1386 1HG1 VAL    91      75.700  66.470  29.063  1.00  0.00

ATOM   1387 2HG1 VAL    91      73.989  66.481  29.214  1.00  0.00

ATOM   1388 3HG1 VAL    91      74.740  67.574  28.108  1.00  0.00

ATOM   1389  CG2 VAL    91      75.199  67.358  31.557  1.00  0.00

ATOM   1390 1HG2 VAL    91      74.399  66.659  31.783  1.00  0.00

ATOM   1391 2HG2 VAL    91      76.100  66.772  31.375  1.00  0.00

ATOM   1392 3HG2 VAL    91      75.383  68.030  32.397  1.00  0.00

ATOM   1393  C   VAL    91      76.061  69.801  28.815  1.00  0.00

ATOM   1394  O   VAL    91      76.812  69.363  27.939  1.00  0.00

ATOM   1395  N   PHE    92      75.291  70.887  28.687  1.00  0.00

ATOM   1396  H   PHE    92      74.905  71.247  29.549  1.00  0.00

ATOM   1397  CA  PHE    92      74.986  71.533  27.433  1.00  0.00

ATOM   1398  HA  PHE    92      74.842  70.791  26.650  1.00  0.00

ATOM   1399  CB  PHE    92      73.713  72.373  27.519  1.00  0.00

ATOM   1400  HB1 PHE    92      73.495  72.771  26.529  1.00  0.00

ATOM   1401  HB2 PHE    92      73.781  73.172  28.257  1.00  0.00

ATOM   1402  CG  PHE    92      72.505  71.485  27.671  1.00  0.00

ATOM   1403  CD1 PHE    92      71.782  71.582  28.867  1.00  0.00

ATOM   1404  HD1 PHE    92      71.973  72.335  29.615  1.00  0.00

ATOM   1405  CE1 PHE    92      70.710  70.705  29.034  1.00  0.00

ATOM   1406  HE1 PHE    92      70.213  70.886  29.980  1.00  0.00

ATOM   1407  CZ  PHE    92      70.320  69.746  28.093  1.00  0.00

ATOM   1408  HZ  PHE    92      69.516  69.044  28.258  1.00  0.00

ATOM   1409  CE2 PHE    92      71.025  69.667  26.880  1.00  0.00

ATOM   1410  HE2 PHE    92      70.799  68.974  26.083  1.00  0.00

ATOM   1411  CD2 PHE    92      72.093  70.555  26.705  1.00  0.00

ATOM   1412  HD2 PHE    92      72.546  70.523  25.732  1.00  0.00

ATOM   1413  C   PHE    92      76.161  72.341  26.920  1.00  0.00

ATOM   1414  O   PHE    92      76.393  72.402  25.712  1.00  0.00

ATOM   1415  N   ASP    93      76.806  73.105  27.817  1.00  0.00

ATOM   1416  H   ASP    93      76.647  72.997  28.808  1.00  0.00

ATOM   1417  CA  ASP    93      77.780  74.080  27.370  1.00  0.00

ATOM   1418  HA  ASP    93      77.432  74.492  26.417  1.00  0.00

ATOM   1419  CB  ASP    93      77.746  75.230  28.366  1.00  0.00

ATOM   1420  HB1 ASP    93      78.318  74.816  29.200  1.00  0.00

ATOM   1421  HB2 ASP    93      76.728  75.454  28.691  1.00  0.00

ATOM   1422  CG  ASP    93      78.510  76.462  27.874  1.00  0.00

ATOM   1423  OD1 ASP    93      78.484  76.940  26.718  1.00  0.00

ATOM   1424  OD2 ASP    93      79.238  76.981  28.741  1.00  0.00

ATOM   1425  C   ASP    93      79.186  73.529  27.160  1.00  0.00

ATOM   1426  O   ASP    93      79.836  73.201  28.147  1.00  0.00

ATOM   1427  N   LYS    94      79.625  73.355  25.918  1.00  0.00

ATOM   1428  H   LYS    94      79.151  73.879  25.198  1.00  0.00

ATOM   1429  CA  LYS    94      80.805  72.612  25.500  1.00  0.00

ATOM   1430  HA  LYS    94      80.910  71.718  26.099  1.00  0.00

ATOM   1431  CB  LYS    94      80.635  72.272  24.029  1.00  0.00

ATOM   1432  HB1 LYS    94      81.573  71.920  23.597  1.00  0.00

ATOM   1433  HB2 LYS    94      80.407  73.207  23.521  1.00  0.00

ATOM   1434  CG  LYS    94      79.590  71.224  23.664  1.00  0.00

ATOM   1435  HG1 LYS    94      79.642  70.954  22.610  1.00  0.00

ATOM   1436  HG2 LYS    94      78.574  71.572  23.892  1.00  0.00

ATOM   1437  CD  LYS    94      79.469  69.874  24.367  1.00  0.00

ATOM   1438  HD1 LYS    94      80.418  69.341  24.348  1.00  0.00

ATOM   1439  HD2 LYS    94      78.878  69.226  23.721  1.00  0.00

ATOM   1440  CE  LYS    94      78.969  69.781  25.807  1.00  0.00

ATOM   1441  HE1 LYS    94      78.008  70.302  25.877  1.00  0.00

ATOM   1442  HE2 LYS    94      79.598  70.279  26.532  1.00  0.00

ATOM   1443  NZ  LYS    94      78.833  68.377  26.222  1.00  0.00

ATOM   1444  HZ1 LYS    94      78.137  68.347  26.943  1.00  0.00

ATOM   1445  HZ2 LYS    94      78.469  67.838  25.440  1.00  0.00

ATOM   1446  HZ3 LYS    94      79.746  68.079  26.520  1.00  0.00

ATOM   1447  C   LYS    94      82.045  73.456  25.816  1.00  0.00

ATOM   1448  O   LYS    94      82.999  72.880  26.339  1.00  0.00

ATOM   1449  N   ASP    95      82.017  74.734  25.448  1.00  0.00

ATOM   1450  H   ASP    95      81.113  75.022  25.096  1.00  0.00

ATOM   1451  CA  ASP    95      83.168  75.608  25.463  1.00  0.00

ATOM   1452  HA  ASP    95      84.004  74.923  25.623  1.00  0.00

ATOM   1453  CB  ASP    95      83.363  76.258  24.098  1.00  0.00

ATOM   1454  HB1 ASP    95      83.303  75.540  23.277  1.00  0.00

ATOM   1455  HB2 ASP    95      84.343  76.749  24.149  1.00  0.00

ATOM   1456  CG  ASP    95      82.326  77.268  23.627  1.00  0.00

ATOM   1457  OD1 ASP    95      81.234  77.283  24.240  1.00  0.00

ATOM   1458  OD2 ASP    95      82.566  78.075  22.702  1.00  0.00

ATOM   1459  C   ASP    95      83.218  76.563  26.649  1.00  0.00

ATOM   1460  O   ASP    95      83.953  77.546  26.709  1.00  0.00

ATOM   1461  N   GLY    96      82.454  76.122  27.653  1.00  0.00

ATOM   1462  H   GLY    96      81.784  75.388  27.504  1.00  0.00

ATOM   1463  CA  GLY    96      82.481  76.660  28.994  1.00  0.00

ATOM   1464  HA1 GLY    96      83.486  76.447  29.352  1.00  0.00

ATOM   1465  HA2 GLY    96      81.776  76.073  29.578  1.00  0.00

ATOM   1466  C   GLY    96      82.263  78.168  29.113  1.00  0.00

ATOM   1467  O   GLY    96      82.751  78.704  30.103  1.00  0.00

ATOM   1468  N   ASN    97      81.679  78.858  28.132  1.00  0.00

ATOM   1469  H   ASN    97      81.296  78.344  27.356  1.00  0.00

ATOM   1470  CA  ASN    97      81.466  80.291  28.130  1.00  0.00

ATOM   1471  HA  ASN    97      82.146  80.839  28.783  1.00  0.00

ATOM   1472  CB  ASN    97      81.709  80.857  26.728  1.00  0.00

ATOM   1473  HB1 ASN    97      82.707  80.470  26.507  1.00  0.00

ATOM   1474  HB2 ASN    97      81.784  81.932  26.900  1.00  0.00

ATOM   1475  CG  ASN    97      80.614  80.681  25.684  1.00  0.00

ATOM   1476  OD1 ASN    97      79.877  79.693  25.715  1.00  0.00

ATOM   1477  ND2 ASN    97      80.467  81.618  24.740  1.00  0.00

ATOM   1478 1HD2 ASN    97      80.946  82.509  24.780  1.00  0.00

ATOM   1479 2HD2 ASN    97      79.824  81.373  24.008  1.00  0.00

ATOM   1480  C   ASN    97      80.105  80.640  28.695  1.00  0.00

ATOM   1481  O   ASN    97      79.762  81.820  28.606  1.00  0.00

ATOM   1482  N   GLY    98      79.331  79.745  29.320  1.00  0.00

ATOM   1483  H   GLY    98      79.774  78.843  29.349  1.00  0.00

ATOM   1484  CA  GLY    98      78.066  80.050  29.959  1.00  0.00

ATOM   1485  HA1 GLY    98      78.297  80.971  30.479  1.00  0.00

ATOM   1486  HA2 GLY    98      77.832  79.275  30.695  1.00  0.00

ATOM   1487  C   GLY    98      76.840  80.354  29.111  1.00  0.00

ATOM   1488  O   GLY    98      75.866  80.711  29.761  1.00  0.00

ATOM   1489  N   TYR    99      76.866  80.040  27.811  1.00  0.00

ATOM   1490  H   TYR    99      77.756  79.748  27.443  1.00  0.00

ATOM   1491  CA  TYR    99      75.884  80.338  26.781  1.00  0.00

ATOM   1492  HA  TYR    99      74.941  80.569  27.290  1.00  0.00

ATOM   1493  CB  TYR    99      76.384  81.566  26.037  1.00  0.00

ATOM   1494  HB1 TYR    99      75.664  81.773  25.247  1.00  0.00

ATOM   1495  HB2 TYR    99      77.300  81.260  25.542  1.00  0.00

ATOM   1496  CG  TYR    99      76.423  82.858  26.829  1.00  0.00

ATOM   1497  CD1 TYR    99      77.732  83.364  26.811  1.00  0.00

ATOM   1498  HD1 TYR    99      78.504  83.005  26.145  1.00  0.00

ATOM   1499  CE1 TYR    99      77.919  84.547  27.530  1.00  0.00

ATOM   1500  HE1 TYR    99      78.880  85.038  27.472  1.00  0.00

ATOM   1501  CZ  TYR    99      76.863  85.180  28.224  1.00  0.00

ATOM   1502  OH  TYR    99      76.976  86.418  28.777  1.00  0.00

ATOM   1503  HH  TYR    99      76.222  86.746  29.275  1.00  0.00

ATOM   1504  CE2 TYR    99      75.606  84.547  28.342  1.00  0.00

ATOM   1505  HE2 TYR    99      74.796  84.937  28.935  1.00  0.00

ATOM   1506  CD2 TYR    99      75.390  83.380  27.597  1.00  0.00

ATOM   1507  HD2 TYR    99      74.457  82.835  27.646  1.00  0.00

ATOM   1508  C   TYR    99      75.721  79.155  25.845  1.00  0.00

ATOM   1509  O   TYR    99      76.694  78.775  25.202  1.00  0.00

ATOM   1510  N   ILE   100      74.487  78.708  25.597  1.00  0.00

ATOM   1511  H   ILE   100      73.726  79.269  25.962  1.00  0.00

ATOM   1512  CA  ILE   100      74.186  77.441  24.962  1.00  0.00

ATOM   1513  HA  ILE   100      75.095  76.853  24.870  1.00  0.00

ATOM   1514  CB  ILE   100      73.153  76.625  25.751  1.00  0.00

ATOM   1515  HB  ILE   100      72.377  77.353  25.975  1.00  0.00

ATOM   1516  CG2 ILE   100      72.590  75.442  24.976  1.00  0.00

ATOM   1517 1HG2 ILE   100      71.762  74.982  25.508  1.00  0.00

ATOM   1518 2HG2 ILE   100      72.154  75.771  24.024  1.00  0.00

ATOM   1519 3HG2 ILE   100      73.405  74.752  24.731  1.00  0.00

ATOM   1520  CG1 ILE   100      73.820  76.168  27.044  1.00  0.00

ATOM   1521 1HG1 ILE   100      74.549  76.856  27.465  1.00  0.00

ATOM   1522 2HG1 ILE   100      74.279  75.219  26.801  1.00  0.00

ATOM   1523  CD  ILE   100      72.773  75.887  28.123  1.00  0.00

ATOM   1524  HD1 ILE   100      72.186  75.046  27.758  1.00  0.00

ATOM   1525  HD2 ILE   100      73.329  75.596  29.024  1.00  0.00

ATOM   1526  HD3 ILE   100      72.238  76.803  28.341  1.00  0.00

ATOM   1527  C   ILE   100      73.690  77.717  23.555  1.00  0.00

ATOM   1528  O   ILE   100      72.801  78.550  23.359  1.00  0.00

ATOM   1529  N   SER   101      74.347  77.071  22.584  1.00  0.00

ATOM   1530  H   SER   101      75.125  76.480  22.832  1.00  0.00

ATOM   1531  CA  SER   101      74.060  77.298  21.185  1.00  0.00

ATOM   1532  HA  SER   101      73.301  78.059  20.985  1.00  0.00

ATOM   1533  CB  SER   101      75.386  77.775  20.593  1.00  0.00

ATOM   1534  HB1 SER   101      75.758  78.658  21.112  1.00  0.00

ATOM   1535  HB2 SER   101      75.289  77.959  19.521  1.00  0.00

ATOM   1536  OG  SER   101      76.366  76.771  20.645  1.00  0.00

ATOM   1537  HG  SER   101      76.578  76.618  21.565  1.00  0.00

ATOM   1538  C   SER   101      73.634  76.011  20.482  1.00  0.00

ATOM   1539  O   SER   101      73.777  74.940  21.065  1.00  0.00

ATOM   1540  N   ALA   102      72.991  76.093  19.312  1.00  0.00

ATOM   1541  H   ALA   102      72.723  76.998  18.968  1.00  0.00

ATOM   1542  CA  ALA   102      72.342  74.950  18.705  1.00  0.00

ATOM   1543  HA  ALA   102      71.685  74.398  19.368  1.00  0.00

ATOM   1544  CB  ALA   102      71.564  75.503  17.508  1.00  0.00

ATOM   1545  HB1 ALA   102      72.306  75.972  16.875  1.00  0.00

ATOM   1546  HB2 ALA   102      71.124  74.732  16.880  1.00  0.00

ATOM   1547  HB3 ALA   102      70.804  76.234  17.812  1.00  0.00

ATOM   1548  C   ALA   102      73.347  73.865  18.328  1.00  0.00

ATOM   1549  O   ALA   102      72.992  72.707  18.545  1.00  0.00

ATOM   1550  N   ALA   103      74.585  74.121  17.923  1.00  0.00

ATOM   1551  H   ALA   103      74.866  75.081  17.782  1.00  0.00

ATOM   1552  CA  ALA   103      75.528  73.059  17.668  1.00  0.00

ATOM   1553  HA  ALA   103      75.098  72.461  16.856  1.00  0.00

ATOM   1554  CB  ALA   103      76.805  73.679  17.079  1.00  0.00

ATOM   1555  HB1 ALA   103      77.670  73.015  17.034  1.00  0.00

ATOM   1556  HB2 ALA   103      76.701  73.983  16.043  1.00  0.00

ATOM   1557  HB3 ALA   103      77.091  74.502  17.723  1.00  0.00

ATOM   1558  C   ALA   103      75.871  72.275  18.931  1.00  0.00

ATOM   1559  O   ALA   103      76.099  71.077  18.828  1.00  0.00

ATOM   1560  N   GLU   104      75.876  72.954  20.078  1.00  0.00

ATOM   1561  H   GLU   104      75.480  73.878  20.077  1.00  0.00

ATOM   1562  CA  GLU   104      76.108  72.272  21.337  1.00  0.00

ATOM   1563  HA  GLU   104      76.997  71.635  21.313  1.00  0.00

ATOM   1564  CB  GLU   104      76.373  73.240  22.488  1.00  0.00

ATOM   1565  HB1 GLU   104      76.453  72.640  23.389  1.00  0.00

ATOM   1566  HB2 GLU   104      75.540  73.930  22.633  1.00  0.00

ATOM   1567  CG  GLU   104      77.699  73.962  22.291  1.00  0.00

ATOM   1568  HG1 GLU   104      77.905  74.293  21.271  1.00  0.00

ATOM   1569  HG2 GLU   104      78.540  73.309  22.525  1.00  0.00

ATOM   1570  CD  GLU   104      77.801  75.117  23.272  1.00  0.00

ATOM   1571  OE1 GLU   104      78.726  75.215  24.114  1.00  0.00

ATOM   1572  OE2 GLU   104      77.075  76.128  23.108  1.00  0.00

ATOM   1573  C   GLU   104      74.997  71.326  21.784  1.00  0.00

ATOM   1574  O   GLU   104      75.324  70.193  22.134  1.00  0.00

ATOM   1575  N   LEU   105      73.785  71.887  21.809  1.00  0.00

ATOM   1576  H   LEU   105      73.694  72.855  21.572  1.00  0.00

ATOM   1577  CA  LEU   105      72.571  71.193  22.198  1.00  0.00

ATOM   1578  HA  LEU   105      72.757  70.896  23.225  1.00  0.00

ATOM   1579  CB  LEU   105      71.390  72.162  22.136  1.00  0.00

ATOM   1580  HB1 LEU   105      71.337  72.403  21.076  1.00  0.00

ATOM   1581  HB2 LEU   105      71.542  73.053  22.743  1.00  0.00

ATOM   1582  CG  LEU   105      70.065  71.596  22.625  1.00  0.00

ATOM   1583  HG  LEU   105      69.672  70.929  21.852  1.00  0.00

ATOM   1584  CD1 LEU   105      70.156  71.085  24.054  1.00  0.00

ATOM   1585 1HD1 LEU   105      70.350  71.954  24.684  1.00  0.00

ATOM   1586 2HD1 LEU   105      69.166  70.692  24.300  1.00  0.00

ATOM   1587 3HD1 LEU   105      70.961  70.354  24.039  1.00  0.00

ATOM   1588  CD2 LEU   105      69.063  72.747  22.543  1.00  0.00

ATOM   1589 1HD2 LEU   105      69.248  73.613  23.174  1.00  0.00

ATOM   1590 2HD2 LEU   105      68.887  73.078  21.520  1.00  0.00

ATOM   1591 3HD2 LEU   105      68.141  72.355  22.984  1.00  0.00

ATOM   1592  C   LEU   105      72.399  70.007  21.263  1.00  0.00

ATOM   1593  O   LEU   105      72.061  68.901  21.657  1.00  0.00

ATOM   1594  N   ARG   106      72.791  70.268  20.008  1.00  0.00

ATOM   1595  H   ARG   106      72.937  71.204  19.668  1.00  0.00

ATOM   1596  CA  ARG   106      72.709  69.206  19.016  1.00  0.00

ATOM   1597  HA  ARG   106      71.791  68.642  19.152  1.00  0.00

ATOM   1598  CB  ARG   106      72.814  69.801  17.614  1.00  0.00

ATOM   1599  HB1 ARG   106      73.680  70.460  17.639  1.00  0.00

ATOM   1600  HB2 ARG   106      71.921  70.423  17.526  1.00  0.00

ATOM   1601  CG  ARG   106      72.629  68.816  16.462  1.00  0.00

ATOM   1602  HG1 ARG   106      71.567  68.557  16.398  1.00  0.00

ATOM   1603  HG2 ARG   106      73.226  67.926  16.605  1.00  0.00

ATOM   1604  CD  ARG   106      73.116  69.367  15.130  1.00  0.00

ATOM   1605  HD1 ARG   106      72.414  70.172  14.908  1.00  0.00

ATOM   1606  HD2 ARG   106      73.029  68.536  14.420  1.00  0.00

ATOM   1607  NE  ARG   106      74.526  69.741  15.144  1.00  0.00

ATOM   1608  HE  ARG   106      75.183  69.282  15.779  1.00  0.00

ATOM   1609  CZ  ARG   106      75.074  70.872  14.697  1.00  0.00

ATOM   1610  NH1 ARG   106      74.386  71.808  14.023  1.00  0.00

ATOM   1611 1HH1 ARG   106      73.555  71.516  13.521  1.00  0.00

ATOM   1612 2HH1 ARG   106      74.858  72.656  13.784  1.00  0.00

ATOM   1613  NH2 ARG   106      76.358  71.170  14.921  1.00  0.00

ATOM   1614 1HH2 ARG   106      76.925  70.473  15.385  1.00  0.00

ATOM   1615 2HH2 ARG   106      76.693  71.990  14.442  1.00  0.00

ATOM   1616  C   ARG   106      73.705  68.080  19.265  1.00  0.00

ATOM   1617  O   ARG   106      73.344  66.917  19.116  1.00  0.00

ATOM   1618  N   HIS   107      74.882  68.445  19.773  1.00  0.00

ATOM   1619  H   HIS   107      75.013  69.453  19.819  1.00  0.00

ATOM   1620  CA  HIS   107      75.851  67.478  20.237  1.00  0.00

ATOM   1621  HA  HIS   107      76.144  66.737  19.492  1.00  0.00

ATOM   1622  CB  HIS   107      77.177  68.149  20.613  1.00  0.00

ATOM   1623  HB1 HIS   107      77.127  68.693  21.558  1.00  0.00

ATOM   1624  HB2 HIS   107      77.380  68.916  19.859  1.00  0.00

ATOM   1625  CG  HIS   107      78.331  67.181  20.607  1.00  0.00

ATOM   1626  ND1 HIS   107      78.691  66.360  21.670  1.00  0.00

ATOM   1627  CE1 HIS   107      79.815  65.718  21.373  1.00  0.00

ATOM   1628  HE1 HIS   107      80.353  65.092  22.063  1.00  0.00

ATOM   1629  NE2 HIS   107      80.137  66.022  20.102  1.00  0.00

ATOM   1630  HE2 HIS   107      80.958  65.684  19.605  1.00  0.00

ATOM   1631  CD2 HIS   107      79.200  66.890  19.592  1.00  0.00

ATOM   1632  HD2 HIS   107      79.412  67.479  18.704  1.00  0.00

ATOM   1633  C   HIS   107      75.264  66.574  21.305  1.00  0.00

ATOM   1634  O   HIS   107      75.294  65.345  21.243  1.00  0.00

ATOM   1635  N   VAL   108      74.548  67.147  22.275  1.00  0.00

ATOM   1636  H   VAL   108      74.467  68.143  22.152  1.00  0.00

ATOM   1637  CA  VAL   108      73.935  66.412  23.366  1.00  0.00

ATOM   1638  HA  VAL   108      74.660  65.748  23.826  1.00  0.00

ATOM   1639  CB  VAL   108      73.408  67.352  24.439  1.00  0.00

ATOM   1640  HB  VAL   108      72.695  68.086  24.037  1.00  0.00

ATOM   1641  CG1 VAL   108      72.656  66.554  25.499  1.00  0.00

ATOM   1642 1HG1 VAL   108      73.297  65.790  25.937  1.00  0.00

ATOM   1643 2HG1 VAL   108      72.311  67.289  26.240  1.00  0.00

ATOM   1644 3HG1 VAL   108      71.740  66.038  25.214  1.00  0.00

ATOM   1645  CG2 VAL   108      74.464  68.225  25.115  1.00  0.00

ATOM   1646 1HG2 VAL   108      74.967  68.835  24.367  1.00  0.00

ATOM   1647 2HG2 VAL   108      73.982  68.763  25.930  1.00  0.00

ATOM   1648 3HG2 VAL   108      75.217  67.565  25.542  1.00  0.00

ATOM   1649  C   VAL   108      72.796  65.564  22.825  1.00  0.00

ATOM   1650  O   VAL   108      72.734  64.375  23.114  1.00  0.00

ATOM   1651  N   MET   109      71.960  66.043  21.900  1.00  0.00

ATOM   1652  H   MET   109      72.024  67.029  21.677  1.00  0.00

ATOM   1653  CA  MET   109      70.938  65.330  21.157  1.00  0.00

ATOM   1654  HA  MET   109      70.157  65.019  21.854  1.00  0.00

ATOM   1655  CB  MET   109      70.304  66.314  20.167  1.00  0.00

ATOM   1656  HB1 MET   109      71.122  66.802  19.639  1.00  0.00

ATOM   1657  HB2 MET   109      69.911  67.103  20.809  1.00  0.00

ATOM   1658  CG  MET   109      69.126  65.981  19.266  1.00  0.00

ATOM   1659  HG1 MET   109      68.844  66.938  18.839  1.00  0.00

ATOM   1660  HG2 MET   109      68.352  65.651  19.961  1.00  0.00

ATOM   1661  SD  MET   109      69.296  64.760  17.940  1.00  0.00

ATOM   1662  CE  MET   109      70.489  65.720  16.987  1.00  0.00

ATOM   1663  HE1 MET   109      70.973  65.048  16.278  1.00  0.00

ATOM   1664  HE2 MET   109      70.008  66.508  16.401  1.00  0.00

ATOM   1665  HE3 MET   109      71.304  66.191  17.543  1.00  0.00

ATOM   1666  C   MET   109      71.504  64.139  20.395  1.00  0.00

ATOM   1667  O   MET   109      71.126  62.992  20.636  1.00  0.00

ATOM   1668  N   THR   110      72.496  64.386  19.542  1.00  0.00

ATOM   1669  H   THR   110      72.832  65.330  19.483  1.00  0.00

ATOM   1670  CA  THR   110      73.078  63.443  18.604  1.00  0.00

ATOM   1671  HA  THR   110      72.220  63.089  18.027  1.00  0.00

ATOM   1672  CB  THR   110      73.994  64.079  17.565  1.00  0.00

ATOM   1673  HB  THR   110      73.703  65.101  17.309  1.00  0.00

ATOM   1674  CG2 THR   110      75.449  64.347  17.926  1.00  0.00

ATOM   1675 1HG2 THR   110      75.860  64.928  17.104  1.00  0.00

ATOM   1676 2HG2 THR   110      75.572  64.803  18.921  1.00  0.00

ATOM   1677 3HG2 THR   110      75.933  63.373  17.890  1.00  0.00

ATOM   1678  OG1 THR   110      74.020  63.226  16.433  1.00  0.00

ATOM   1679  HG1 THR   110      74.768  63.519  15.910  1.00  0.00

ATOM   1680  C   THR   110      73.733  62.225  19.238  1.00  0.00

ATOM   1681  O   THR   110      73.579  61.097  18.775  1.00  0.00

ATOM   1682  N   ASN   111      74.418  62.410  20.364  1.00  0.00

ATOM   1683  H   ASN   111      74.462  63.346  20.737  1.00  0.00

ATOM   1684  CA  ASN   111      74.966  61.322  21.159  1.00  0.00

ATOM   1685  HA  ASN   111      75.328  60.552  20.473  1.00  0.00

ATOM   1686  CB  ASN   111      76.093  61.807  22.074  1.00  0.00

ATOM   1687  HB1 ASN   111      76.294  60.948  22.716  1.00  0.00

ATOM   1688  HB2 ASN   111      75.708  62.600  22.705  1.00  0.00

ATOM   1689  CG  ASN   111      77.302  62.198  21.243  1.00  0.00

ATOM   1690  OD1 ASN   111      77.985  61.331  20.698  1.00  0.00

ATOM   1691  ND2 ASN   111      77.470  63.508  21.077  1.00  0.00

ATOM   1692 1HD2 ASN   111      76.855  64.207  21.481  1.00  0.00

ATOM   1693 2HD2 ASN   111      78.046  63.876  20.331  1.00  0.00

ATOM   1694  C   ASN   111      73.900  60.527  21.883  1.00  0.00

ATOM   1695  O   ASN   111      74.005  59.312  22.027  1.00  0.00

ATOM   1696  N   LEU   112      72.790  61.156  22.289  1.00  0.00

ATOM   1697  H   LEU   112      72.701  62.154  22.208  1.00  0.00

ATOM   1698  CA  LEU   112      71.647  60.442  22.819  1.00  0.00

ATOM   1699  HA  LEU   112      71.978  59.764  23.599  1.00  0.00

ATOM   1700  CB  LEU   112      70.701  61.406  23.540  1.00  0.00

ATOM   1701  HB1 LEU   112      69.672  61.114  23.346  1.00  0.00

ATOM   1702  HB2 LEU   112      70.753  62.353  23.009  1.00  0.00

ATOM   1703  CG  LEU   112      70.746  61.536  25.062  1.00  0.00

ATOM   1704  HG  LEU   112      71.792  61.779  25.258  1.00  0.00

ATOM   1705  CD1 LEU   112      69.847  62.710  25.437  1.00  0.00

ATOM   1706 1HD1 LEU   112      68.833  62.580  25.069  1.00  0.00

ATOM   1707 2HD1 LEU   112      69.986  62.980  26.488  1.00  0.00

ATOM   1708 3HD1 LEU   112      70.199  63.545  24.836  1.00  0.00

ATOM   1709  CD2 LEU   112      70.236  60.305  25.807  1.00  0.00

ATOM   1710 1HD2 LEU   112      70.585  60.456  26.838  1.00  0.00

ATOM   1711 2HD2 LEU   112      69.166  60.147  25.686  1.00  0.00

ATOM   1712 3HD2 LEU   112      70.853  59.597  25.260  1.00  0.00

ATOM   1713  C   LEU   112      70.898  59.611  21.795  1.00  0.00

ATOM   1714  O   LEU   112      70.247  58.645  22.194  1.00  0.00

ATOM   1715  N   GLY   113      71.060  59.855  20.496  1.00  0.00

ATOM   1716  H   GLY   113      71.461  60.753  20.262  1.00  0.00

ATOM   1717  CA  GLY   113      70.221  59.200  19.515  1.00  0.00

ATOM   1718  HA1 GLY   113      70.107  58.119  19.630  1.00  0.00

ATOM   1719  HA2 GLY   113      70.687  59.313  18.537  1.00  0.00

ATOM   1720  C   GLY   113      68.807  59.759  19.401  1.00  0.00

ATOM   1721  O   GLY   113      67.970  59.046  18.848  1.00  0.00

ATOM   1722  N   GLU   114      68.464  60.931  19.951  1.00  0.00

ATOM   1723  H   GLU   114      69.221  61.498  20.323  1.00  0.00

ATOM   1724  CA  GLU   114      67.134  61.489  19.817  1.00  0.00

ATOM   1725  HA  GLU   114      66.417  60.770  20.203  1.00  0.00

ATOM   1726  CB  GLU   114      67.096  62.744  20.685  1.00  0.00

ATOM   1727  HB1 GLU   114      66.151  63.255  20.518  1.00  0.00

ATOM   1728  HB2 GLU   114      67.862  63.458  20.363  1.00  0.00

ATOM   1729  CG  GLU   114      67.150  62.445  22.174  1.00  0.00

ATOM   1730  HG1 GLU   114      66.747  63.231  22.806  1.00  0.00

ATOM   1731  HG2 GLU   114      68.210  62.292  22.411  1.00  0.00

ATOM   1732  CD  GLU   114      66.361  61.219  22.639  1.00  0.00

ATOM   1733  OE1 GLU   114      65.136  61.096  22.450  1.00  0.00

ATOM   1734  OE2 GLU   114      66.953  60.296  23.235  1.00  0.00

ATOM   1735  C   GLU   114      66.692  61.725  18.377  1.00  0.00

ATOM   1736  O   GLU   114      65.513  61.832  18.048  1.00  0.00

ATOM   1737  N   LYS   115      67.559  61.625  17.366  1.00  0.00

ATOM   1738  H   LYS   115      68.529  61.523  17.630  1.00  0.00

ATOM   1739  CA  LYS   115      67.287  61.743  15.952  1.00  0.00

ATOM   1740  HA  LYS   115      68.270  61.710  15.493  1.00  0.00

ATOM   1741  CB  LYS   115      66.458  60.545  15.512  1.00  0.00

ATOM   1742  HB1 LYS   115      66.052  60.688  14.514  1.00  0.00

ATOM   1743  HB2 LYS   115      65.524  60.398  16.066  1.00  0.00

ATOM   1744  CG  LYS   115      67.322  59.291  15.548  1.00  0.00

ATOM   1745  HG1 LYS   115      67.606  59.079  16.583  1.00  0.00

ATOM   1746  HG2 LYS   115      68.202  59.492  14.947  1.00  0.00

ATOM   1747  CD  LYS   115      66.564  58.080  15.007  1.00  0.00

ATOM   1748  HD1 LYS   115      66.806  58.056  13.949  1.00  0.00

ATOM   1749  HD2 LYS   115      65.493  58.194  15.121  1.00  0.00

ATOM   1750  CE  LYS   115      67.136  56.775  15.549  1.00  0.00

ATOM   1751  HE1 LYS   115      68.205  56.688  15.397  1.00  0.00

ATOM   1752  HE2 LYS   115      66.669  55.923  15.036  1.00  0.00

ATOM   1753  NZ  LYS   115      66.725  56.633  16.952  1.00  0.00

ATOM   1754  HZ1 LYS   115      66.785  55.681  17.285  1.00  0.00

ATOM   1755  HZ2 LYS   115      67.352  57.113  17.583  1.00  0.00

ATOM   1756  HZ3 LYS   115      65.765  56.875  17.160  1.00  0.00

ATOM   1757  C   LYS   115      66.623  63.007  15.406  1.00  0.00

ATOM   1758  O   LYS   115      66.018  63.032  14.337  1.00  0.00

ATOM   1759  N   LEU   116      66.714  64.129  16.110  1.00  0.00

ATOM   1760  H   LEU   116      67.467  64.165  16.783  1.00  0.00

ATOM   1761  CA  LEU   116      66.206  65.434  15.702  1.00  0.00

ATOM   1762  HA  LEU   116      65.236  65.391  15.217  1.00  0.00

ATOM   1763  CB  LEU   116      66.045  66.357  16.910  1.00  0.00

ATOM   1764  HB1 LEU   116      65.626  67.304  16.589  1.00  0.00

ATOM   1765  HB2 LEU   116      67.030  66.497  17.354  1.00  0.00

ATOM   1766  CG  LEU   116      65.090  65.942  18.022  1.00  0.00

ATOM   1767  HG  LEU   116      65.503  65.038  18.460  1.00  0.00

ATOM   1768  CD1 LEU   116      64.934  67.080  19.032  1.00  0.00

ATOM   1769 1HD1 LEU   116      65.904  67.373  19.425  1.00  0.00

ATOM   1770 2HD1 LEU   116      64.639  67.943  18.432  1.00  0.00

ATOM   1771 3HD1 LEU   116      64.201  66.766  19.784  1.00  0.00

ATOM   1772  CD2 LEU   116      63.657  65.765  17.537  1.00  0.00

ATOM   1773 1HD2 LEU   116      62.965  65.687  18.363  1.00  0.00

ATOM   1774 2HD2 LEU   116      63.329  66.510  16.805  1.00  0.00

ATOM   1775 3HD2 LEU   116      63.576  64.809  17.014  1.00  0.00

ATOM   1776  C   LEU   116      67.072  66.050  14.615  1.00  0.00

ATOM   1777  O   LEU   116      68.273  65.821  14.562  1.00  0.00

ATOM   1778  N   THR   117      66.441  66.761  13.673  1.00  0.00

ATOM   1779  H   THR   117      65.443  66.821  13.803  1.00  0.00

ATOM   1780  CA  THR   117      67.161  67.508  12.661  1.00  0.00

ATOM   1781  HA  THR   117      68.081  66.941  12.530  1.00  0.00

ATOM   1782  CB  THR   117      66.324  67.637  11.389  1.00  0.00

ATOM   1783  HB  THR   117      66.935  68.115  10.631  1.00  0.00

ATOM   1784  CG2 THR   117      65.787  66.353  10.771  1.00  0.00

ATOM   1785 1HG2 THR   117      66.616  65.648  10.776  1.00  0.00

ATOM   1786 2HG2 THR   117      65.089  65.966  11.510  1.00  0.00

ATOM   1787 3HG2 THR   117      65.344  66.576   9.797  1.00  0.00

ATOM   1788  OG1 THR   117      65.151  68.322  11.789  1.00  0.00

ATOM   1789  HG1 THR   117      64.586  67.661  12.194  1.00  0.00

ATOM   1790  C   THR   117      67.596  68.932  13.004  1.00  0.00

ATOM   1791  O   THR   117      67.348  69.464  14.073  1.00  0.00

ATOM   1792  N   ASP   118      68.431  69.503  12.129  1.00  0.00

ATOM   1793  H   ASP   118      68.625  68.967  11.299  1.00  0.00

ATOM   1794  CA  ASP   118      69.236  70.687  12.346  1.00  0.00

ATOM   1795  HA  ASP   118      69.784  70.454  13.266  1.00  0.00

ATOM   1796  CB  ASP   118      70.222  70.885  11.194  1.00  0.00

ATOM   1797  HB1 ASP   118      69.639  71.303  10.373  1.00  0.00

ATOM   1798  HB2 ASP   118      70.698  69.957  10.860  1.00  0.00

ATOM   1799  CG  ASP   118      71.308  71.836  11.653  1.00  0.00

ATOM   1800  OD1 ASP   118      71.247  73.020  11.267  1.00  0.00

ATOM   1801  OD2 ASP   118      72.196  71.381  12.403  1.00  0.00

ATOM   1802  C   ASP   118      68.418  71.952  12.530  1.00  0.00

ATOM   1803  O   ASP   118      68.901  72.832  13.227  1.00  0.00

ATOM   1804  N   GLU   119      67.197  72.007  11.976  1.00  0.00

ATOM   1805  H   GLU   119      66.959  71.263  11.336  1.00  0.00

ATOM   1806  CA  GLU   119      66.251  73.084  12.132  1.00  0.00

ATOM   1807  HA  GLU   119      66.728  74.058  12.243  1.00  0.00

ATOM   1808  CB  GLU   119      65.432  73.157  10.851  1.00  0.00

ATOM   1809  HB1 GLU   119      64.853  74.073  10.912  1.00  0.00

ATOM   1810  HB2 GLU   119      64.846  72.247  10.711  1.00  0.00

ATOM   1811  CG  GLU   119      66.393  73.360   9.682  1.00  0.00

ATOM   1812  HG1 GLU   119      66.962  72.460   9.431  1.00  0.00

ATOM   1813  HG2 GLU   119      67.133  74.125   9.908  1.00  0.00

ATOM   1814  CD  GLU   119      65.552  73.725   8.460  1.00  0.00

ATOM   1815  OE1 GLU   119      64.882  74.781   8.396  1.00  0.00

ATOM   1816  OE2 GLU   119      65.579  73.015   7.436  1.00  0.00

ATOM   1817  C   GLU   119      65.331  72.953  13.335  1.00  0.00

ATOM   1818  O   GLU   119      64.542  73.857  13.633  1.00  0.00

ATOM   1819  N   GLU   120      65.344  71.778  13.962  1.00  0.00

ATOM   1820  H   GLU   120      65.983  71.042  13.702  1.00  0.00

ATOM   1821  CA  GLU   120      64.617  71.333  15.133  1.00  0.00

ATOM   1822  HA  GLU   120      63.690  71.920  15.126  1.00  0.00

ATOM   1823  CB  GLU   120      64.091  69.904  15.095  1.00  0.00

ATOM   1824  HB1 GLU   120      63.879  69.623  16.122  1.00  0.00

ATOM   1825  HB2 GLU   120      64.908  69.213  14.860  1.00  0.00

ATOM   1826  CG  GLU   120      62.973  69.651  14.085  1.00  0.00

ATOM   1827  HG1 GLU   120      63.313  70.038  13.126  1.00  0.00

ATOM   1828  HG2 GLU   120      62.123  70.269  14.376  1.00  0.00

ATOM   1829  CD  GLU   120      62.588  68.190  13.944  1.00  0.00

ATOM   1830  OE1 GLU   120      63.506  67.354  13.821  1.00  0.00

ATOM   1831  OE2 GLU   120      61.359  68.001  13.819  1.00  0.00

ATOM   1832  C   GLU   120      65.375  71.677  16.412  1.00  0.00

ATOM   1833  O   GLU   120      64.804  72.252  17.343  1.00  0.00

ATOM   1834  N   VAL   121      66.678  71.385  16.429  1.00  0.00

ATOM   1835  H   VAL   121      67.145  71.070  15.593  1.00  0.00

ATOM   1836  CA  VAL   121      67.521  71.809  17.524  1.00  0.00

ATOM   1837  HA  VAL   121      67.000  71.631  18.469  1.00  0.00

ATOM   1838  CB  VAL   121      68.840  71.055  17.595  1.00  0.00

ATOM   1839  HB  VAL   121      69.471  71.470  16.807  1.00  0.00

ATOM   1840  CG1 VAL   121      69.548  71.343  18.924  1.00  0.00

ATOM   1841 1HG1 VAL   121      70.354  70.623  19.102  1.00  0.00

ATOM   1842 2HG1 VAL   121      70.008  72.334  18.896  1.00  0.00

ATOM   1843 3HG1 VAL   121      68.724  71.281  19.636  1.00  0.00

ATOM   1844  CG2 VAL   121      68.751  69.542  17.463  1.00  0.00

ATOM   1845 1HG2 VAL   121      68.502  69.286  16.427  1.00  0.00

ATOM   1846 2HG2 VAL   121      69.775  69.242  17.676  1.00  0.00

ATOM   1847 3HG2 VAL   121      68.003  69.098  18.130  1.00  0.00

ATOM   1848  C   VAL   121      67.754  73.306  17.658  1.00  0.00

ATOM   1849  O   VAL   121      67.880  73.865  18.745  1.00  0.00

ATOM   1850  N   ASP   122      67.656  74.032  16.540  1.00  0.00

ATOM   1851  H   ASP   122      67.629  73.381  15.764  1.00  0.00

ATOM   1852  CA  ASP   122      67.565  75.452  16.278  1.00  0.00

ATOM   1853  HA  ASP   122      68.349  75.904  16.886  1.00  0.00

ATOM   1854  CB  ASP   122      67.666  75.637  14.765  1.00  0.00

ATOM   1855  HB1 ASP   122      66.794  75.172  14.319  1.00  0.00

ATOM   1856  HB2 ASP   122      68.569  75.181  14.376  1.00  0.00

ATOM   1857  CG  ASP   122      67.740  77.090  14.314  1.00  0.00

ATOM   1858  OD1 ASP   122      68.439  77.889  14.975  1.00  0.00

ATOM   1859  OD2 ASP   122      67.407  77.381  13.152  1.00  0.00

ATOM   1860  C   ASP   122      66.319  76.065  16.901  1.00  0.00

ATOM   1861  O   ASP   122      66.344  77.138  17.505  1.00  0.00

ATOM   1862  N   GLU   123      65.213  75.334  16.755  1.00  0.00

ATOM   1863  H   GLU   123      65.237  74.476  16.241  1.00  0.00

ATOM   1864  CA  GLU   123      63.982  75.617  17.468  1.00  0.00

ATOM   1865  HA  GLU   123      63.795  76.687  17.388  1.00  0.00

ATOM   1866  CB  GLU   123      62.820  74.778  16.950  1.00  0.00

ATOM   1867  HB1 GLU   123      62.920  73.719  17.174  1.00  0.00

ATOM   1868  HB2 GLU   123      62.866  74.917  15.866  1.00  0.00

ATOM   1869  CG  GLU   123      61.384  75.145  17.313  1.00  0.00

ATOM   1870  HG1 GLU   123      61.110  76.112  16.906  1.00  0.00

ATOM   1871  HG2 GLU   123      61.285  75.192  18.397  1.00  0.00

ATOM   1872  CD  GLU   123      60.277  74.196  16.867  1.00  0.00

ATOM   1873  OE1 GLU   123      60.222  73.861  15.666  1.00  0.00

ATOM   1874  OE2 GLU   123      59.437  73.811  17.704  1.00  0.00

ATOM   1875  C   GLU   123      64.103  75.402  18.969  1.00  0.00

ATOM   1876  O   GLU   123      63.549  76.243  19.678  1.00  0.00

ATOM   1877  N   MET   124      64.830  74.410  19.480  1.00  0.00

ATOM   1878  H   MET   124      65.151  73.679  18.865  1.00  0.00

ATOM   1879  CA  MET   124      64.974  74.267  20.917  1.00  0.00

ATOM   1880  HA  MET   124      63.978  74.299  21.357  1.00  0.00

ATOM   1881  CB  MET   124      65.708  72.940  21.142  1.00  0.00

ATOM   1882  HB1 MET   124      66.014  72.946  22.191  1.00  0.00

ATOM   1883  HB2 MET   124      66.639  72.883  20.584  1.00  0.00

ATOM   1884  CG  MET   124      64.827  71.737  20.819  1.00  0.00

ATOM   1885  HG1 MET   124      64.604  71.888  19.759  1.00  0.00

ATOM   1886  HG2 MET   124      63.971  71.789  21.489  1.00  0.00

ATOM   1887  SD  MET   124      65.548  70.103  21.131  1.00  0.00

ATOM   1888  CE  MET   124      65.554  70.259  22.935  1.00  0.00

ATOM   1889  HE1 MET   124      64.582  70.494  23.357  1.00  0.00

ATOM   1890  HE2 MET   124      65.775  69.356  23.498  1.00  0.00

ATOM   1891  HE3 MET   124      66.269  71.023  23.255  1.00  0.00

ATOM   1892  C   MET   124      65.765  75.358  21.612  1.00  0.00

ATOM   1893  O   MET   124      65.603  75.492  22.815  1.00  0.00

ATOM   1894  N   ILE   125      66.674  75.988  20.856  1.00  0.00

ATOM   1895  H   ILE   125      66.837  75.784  19.888  1.00  0.00

ATOM   1896  CA  ILE   125      67.268  77.230  21.331  1.00  0.00

ATOM   1897  HA  ILE   125      67.511  77.046  22.374  1.00  0.00

ATOM   1898  CB  ILE   125      68.558  77.528  20.579  1.00  0.00

ATOM   1899  HB  ILE   125      68.355  77.560  19.512  1.00  0.00

ATOM   1900  CG2 ILE   125      69.177  78.827  21.088  1.00  0.00

ATOM   1901 1HG2 ILE   125      70.235  78.908  20.866  1.00  0.00

ATOM   1902 2HG2 ILE   125      68.729  79.695  20.599  1.00  0.00

ATOM   1903 3HG2 ILE   125      69.157  78.833  22.187  1.00  0.00

ATOM   1904  CG1 ILE   125      69.558  76.379  20.652  1.00  0.00

ATOM   1905 1HG1 ILE   125      70.361  76.593  19.940  1.00  0.00

ATOM   1906 2HG1 ILE   125      69.114  75.462  20.260  1.00  0.00

ATOM   1907  CD  ILE   125      70.347  76.085  21.919  1.00  0.00

ATOM   1908  HD1 ILE   125      71.115  75.328  21.723  1.00  0.00

ATOM   1909  HD2 ILE   125      70.790  77.055  22.115  1.00  0.00

ATOM   1910  HD3 ILE   125      69.667  75.850  22.746  1.00  0.00

ATOM   1911  C   ILE   125      66.325  78.429  21.267  1.00  0.00

ATOM   1912  O   ILE   125      66.136  79.110  22.267  1.00  0.00

ATOM   1913  N   ARG   126      65.666  78.621  20.113  1.00  0.00

ATOM   1914  H   ARG   126      65.897  77.999  19.360  1.00  0.00

ATOM   1915  CA  ARG   126      64.717  79.650  19.766  1.00  0.00

ATOM   1916  HA  ARG   126      65.125  80.636  19.989  1.00  0.00

ATOM   1917  CB  ARG   126      64.322  79.651  18.293  1.00  0.00

ATOM   1918  HB1 ARG   126      63.643  78.833  18.053  1.00  0.00

ATOM   1919  HB2 ARG   126      65.135  79.303  17.643  1.00  0.00

ATOM   1920  CG  ARG   126      63.830  81.029  17.861  1.00  0.00

ATOM   1921  HG1 ARG   126      64.473  81.864  18.117  1.00  0.00

ATOM   1922  HG2 ARG   126      62.845  81.239  18.282  1.00  0.00

ATOM   1923  CD  ARG   126      63.594  81.143  16.351  1.00  0.00

ATOM   1924  HD1 ARG   126      64.544  81.187  15.804  1.00  0.00

ATOM   1925  HD2 ARG   126      63.162  82.134  16.322  1.00  0.00

ATOM   1926  NE  ARG   126      62.794  80.010  15.896  1.00  0.00

ATOM   1927  HE  ARG   126      61.866  79.964  16.298  1.00  0.00

ATOM   1928  CZ  ARG   126      63.138  79.038  15.035  1.00  0.00

ATOM   1929  NH1 ARG   126      64.326  78.991  14.427  1.00  0.00

ATOM   1930 1HH1 ARG   126      65.039  79.639  14.733  1.00  0.00

ATOM   1931 2HH1 ARG   126      64.508  78.228  13.784  1.00  0.00

ATOM   1932  NH2 ARG   126      62.280  78.125  14.552  1.00  0.00

ATOM   1933 1HH2 ARG   126      61.288  78.268  14.712  1.00  0.00

ATOM   1934 2HH2 ARG   126      62.564  77.532  13.796  1.00  0.00

ATOM   1935  C   ARG   126      63.491  79.571  20.679  1.00  0.00

ATOM   1936  O   ARG   126      62.870  80.598  20.961  1.00  0.00

ATOM   1937  N   GLU   127      63.154  78.409  21.228  1.00  0.00

ATOM   1938  H   GLU   127      63.646  77.572  20.954  1.00  0.00

ATOM   1939  CA  GLU   127      62.193  78.275  22.304  1.00  0.00

ATOM   1940  HA  GLU   127      61.270  78.796  22.054  1.00  0.00

ATOM   1941  CB  GLU   127      61.863  76.798  22.499  1.00  0.00

ATOM   1942  HB1 GLU   127      62.715  76.172  22.725  1.00  0.00

ATOM   1943  HB2 GLU   127      61.612  76.406  21.508  1.00  0.00

ATOM   1944  CG  GLU   127      60.626  76.422  23.316  1.00  0.00

ATOM   1945  HG1 GLU   127      60.748  76.903  24.283  1.00  0.00

ATOM   1946  HG2 GLU   127      60.479  75.361  23.499  1.00  0.00

ATOM   1947  CD  GLU   127      59.362  76.902  22.616  1.00  0.00

ATOM   1948  OE1 GLU   127      58.894  76.202  21.695  1.00  0.00

ATOM   1949  OE2 GLU   127      58.789  77.956  22.957  1.00  0.00

ATOM   1950  C   GLU   127      62.543  78.864  23.662  1.00  0.00

ATOM   1951  O   GLU   127      61.648  79.206  24.443  1.00  0.00

ATOM   1952  N   ALA   128      63.837  79.027  23.949  1.00  0.00

ATOM   1953  H   ALA   128      64.520  78.738  23.262  1.00  0.00

ATOM   1954  CA  ALA   128      64.354  79.427  25.244  1.00  0.00

ATOM   1955  HA  ALA   128      63.589  79.364  26.020  1.00  0.00

ATOM   1956  CB  ALA   128      65.398  78.366  25.585  1.00  0.00

ATOM   1957  HB1 ALA   128      65.133  77.322  25.419  1.00  0.00

ATOM   1958  HB2 ALA   128      66.236  78.458  24.905  1.00  0.00

ATOM   1959  HB3 ALA   128      65.722  78.529  26.621  1.00  0.00

ATOM   1960  C   ALA   128      64.917  80.843  25.174  1.00  0.00

ATOM   1961  O   ALA   128      64.736  81.611  26.112  1.00  0.00

ATOM   1962  N   ASP   129      65.555  81.195  24.063  1.00  0.00

ATOM   1963  H   ASP   129      65.648  80.539  23.302  1.00  0.00

ATOM   1964  CA  ASP   129      66.134  82.520  23.930  1.00  0.00

ATOM   1965  HA  ASP   129      66.652  82.657  24.878  1.00  0.00

ATOM   1966  CB  ASP   129      67.009  82.589  22.684  1.00  0.00

ATOM   1967  HB1 ASP   129      66.374  82.298  21.854  1.00  0.00

ATOM   1968  HB2 ASP   129      67.792  81.848  22.884  1.00  0.00

ATOM   1969  CG  ASP   129      67.580  83.997  22.552  1.00  0.00

ATOM   1970  OD1 ASP   129      68.072  84.636  23.503  1.00  0.00

ATOM   1971  OD2 ASP   129      67.568  84.500  21.407  1.00  0.00

ATOM   1972  C   ASP   129      65.049  83.584  23.878  1.00  0.00

ATOM   1973  O   ASP   129      64.065  83.380  23.172  1.00  0.00

ATOM   1974  N   ILE   130      65.218  84.654  24.668  1.00  0.00

ATOM   1975  H   ILE   130      66.112  84.752  25.118  1.00  0.00

ATOM   1976  CA  ILE   130      64.171  85.623  24.955  1.00  0.00

ATOM   1977  HA  ILE   130      63.423  85.544  24.164  1.00  0.00

ATOM   1978  CB  ILE   130      63.572  85.245  26.301  1.00  0.00

ATOM   1979  HB  ILE   130      63.784  84.214  26.586  1.00  0.00

ATOM   1980  CG2 ILE   130      64.296  85.906  27.470  1.00  0.00

ATOM   1981 1HG2 ILE   130      63.818  86.848  27.715  1.00  0.00

ATOM   1982 2HG2 ILE   130      64.201  85.251  28.346  1.00  0.00

ATOM   1983 3HG2 ILE   130      65.385  85.994  27.398  1.00  0.00

ATOM   1984  CG1 ILE   130      62.054  85.404  26.335  1.00  0.00

ATOM   1985 1HG1 ILE   130      61.641  84.713  25.601  1.00  0.00

ATOM   1986 2HG1 ILE   130      61.824  86.453  26.166  1.00  0.00

ATOM   1987  CD  ILE   130      61.451  85.106  27.712  1.00  0.00

ATOM   1988  HD1 ILE   130      61.733  85.913  28.384  1.00  0.00

ATOM   1989  HD2 ILE   130      60.381  84.973  27.573  1.00  0.00

ATOM   1990  HD3 ILE   130      61.823  84.148  28.067  1.00  0.00

ATOM   1991  C   ILE   130      64.623  87.067  24.811  1.00  0.00

ATOM   1992  O   ILE   130      63.786  87.967  24.902  1.00  0.00

ATOM   1993  N   ASP   131      65.864  87.244  24.376  1.00  0.00

ATOM   1994  H   ASP   131      66.481  86.461  24.164  1.00  0.00

ATOM   1995  CA  ASP   131      66.521  88.525  24.218  1.00  0.00

ATOM   1996  HA  ASP   131      65.670  89.213  24.274  1.00  0.00

ATOM   1997  CB  ASP   131      67.315  88.853  25.479  1.00  0.00

ATOM   1998  HB1 ASP   131      66.772  88.445  26.339  1.00  0.00

ATOM   1999  HB2 ASP   131      67.381  89.943  25.472  1.00  0.00

ATOM   2000  CG  ASP   131      68.685  88.200  25.556  1.00  0.00

ATOM   2001  OD1 ASP   131      68.830  86.990  25.290  1.00  0.00

ATOM   2002  OD2 ASP   131      69.642  88.920  25.922  1.00  0.00

ATOM   2003  C   ASP   131      67.247  88.790  22.902  1.00  0.00

ATOM   2004  O   ASP   131      67.925  89.804  22.790  1.00  0.00

ATOM   2005  N   GLY   132      67.204  87.815  21.987  1.00  0.00

ATOM   2006  H   GLY   132      66.657  86.986  22.156  1.00  0.00

ATOM   2007  CA  GLY   132      67.520  88.083  20.601  1.00  0.00

ATOM   2008  HA1 GLY   132      67.216  89.048  20.208  1.00  0.00

ATOM   2009  HA2 GLY   132      66.961  87.310  20.068  1.00  0.00

ATOM   2010  C   GLY   132      69.000  87.937  20.280  1.00  0.00

ATOM   2011  O   GLY   132      69.594  88.796  19.632  1.00  0.00

ATOM   2012  N   ASP   133      69.621  86.985  20.981  1.00  0.00

ATOM   2013  H   ASP   133      69.045  86.510  21.663  1.00  0.00

ATOM   2014  CA  ASP   133      71.000  86.700  20.655  1.00  0.00

ATOM   2015  HA  ASP   133      71.357  87.240  19.774  1.00  0.00

ATOM   2016  CB  ASP   133      71.935  87.059  21.812  1.00  0.00

ATOM   2017  HB1 ASP   133      72.084  88.130  21.965  1.00  0.00

ATOM   2018  HB2 ASP   133      72.937  86.787  21.483  1.00  0.00

ATOM   2019  CG  ASP   133      71.732  86.222  23.064  1.00  0.00

ATOM   2020  OD1 ASP   133      71.138  85.125  23.075  1.00  0.00

ATOM   2021  OD2 ASP   133      71.942  86.704  24.203  1.00  0.00

ATOM   2022  C   ASP   133      71.286  85.264  20.232  1.00  0.00

ATOM   2023  O   ASP   133      72.413  84.837  19.991  1.00  0.00

ATOM   2024  N   GLY   134      70.233  84.436  20.200  1.00  0.00

ATOM   2025  H   GLY   134      69.356  84.779  20.552  1.00  0.00

ATOM   2026  CA  GLY   134      70.255  83.090  19.668  1.00  0.00

ATOM   2027  HA1 GLY   134      70.800  82.987  18.736  1.00  0.00

ATOM   2028  HA2 GLY   134      69.208  82.779  19.555  1.00  0.00

ATOM   2029  C   GLY   134      70.845  82.030  20.572  1.00  0.00

ATOM   2030  O   GLY   134      71.041  80.902  20.107  1.00  0.00

ATOM   2031  N   GLN   135      71.128  82.334  21.843  1.00  0.00

ATOM   2032  H   GLN   135      70.915  83.248  22.214  1.00  0.00

ATOM   2033  CA  GLN   135      71.702  81.354  22.750  1.00  0.00

ATOM   2034  HA  GLN   135      71.563  80.367  22.301  1.00  0.00

ATOM   2035  CB  GLN   135      73.154  81.731  23.033  1.00  0.00

ATOM   2036  HB1 GLN   135      73.690  80.958  23.574  1.00  0.00

ATOM   2037  HB2 GLN   135      73.206  82.615  23.672  1.00  0.00

ATOM   2038  CG  GLN   135      74.052  81.827  21.798  1.00  0.00

ATOM   2039  HG1 GLN   135      73.547  82.469  21.076  1.00  0.00

ATOM   2040  HG2 GLN   135      74.131  80.870  21.286  1.00  0.00

ATOM   2041  CD  GLN   135      75.410  82.309  22.289  1.00  0.00

ATOM   2042  OE1 GLN   135      76.305  81.571  22.698  1.00  0.00

ATOM   2043  NE2 GLN   135      75.662  83.624  22.266  1.00  0.00

ATOM   2044 1HE2 GLN   135      74.997  84.242  21.824  1.00  0.00

ATOM   2045 2HE2 GLN   135      76.562  83.899  22.625  1.00  0.00

ATOM   2046  C   GLN   135      70.879  81.329  24.035  1.00  0.00

ATOM   2047  O   GLN   135      70.265  82.342  24.345  1.00  0.00

ATOM   2048  N   VAL   136      70.951  80.272  24.841  1.00  0.00

ATOM   2049  H   VAL   136      71.591  79.616  24.419  1.00  0.00

ATOM   2050  CA  VAL   136      70.336  80.017  26.124  1.00  0.00

ATOM   2051  HA  VAL   136      69.550  80.773  26.221  1.00  0.00

ATOM   2052  CB  VAL   136      69.613  78.676  26.252  1.00  0.00

ATOM   2053  HB  VAL   136      70.352  77.929  26.527  1.00  0.00

ATOM   2054  CG1 VAL   136      68.601  78.612  27.383  1.00  0.00

ATOM   2055 1HG1 VAL   136      69.074  78.728  28.364  1.00  0.00

ATOM   2056 2HG1 VAL   136      67.876  79.414  27.256  1.00  0.00

ATOM   2057 3HG1 VAL   136      68.174  77.619  27.295  1.00  0.00

ATOM   2058  CG2 VAL   136      68.925  78.137  25.003  1.00  0.00

ATOM   2059 1HG2 VAL   136      68.312  77.246  25.152  1.00  0.00

ATOM   2060 2HG2 VAL   136      68.311  78.968  24.662  1.00  0.00

ATOM   2061 3HG2 VAL   136      69.739  77.925  24.308  1.00  0.00

ATOM   2062  C   VAL   136      71.266  80.298  27.292  1.00  0.00

ATOM   2063  O   VAL   136      72.310  79.653  27.309  1.00  0.00

ATOM   2064  N   ASN   137      70.993  81.207  28.228  1.00  0.00

ATOM   2065  H   ASN   137      70.185  81.803  28.146  1.00  0.00

ATOM   2066  CA  ASN   137      71.774  81.410  29.435  1.00  0.00

ATOM   2067  HA  ASN   137      72.730  80.913  29.278  1.00  0.00

ATOM   2068  CB  ASN   137      72.159  82.876  29.617  1.00  0.00

ATOM   2069  HB1 ASN   137      72.188  83.295  28.609  1.00  0.00

ATOM   2070  HB2 ASN   137      73.209  82.946  29.903  1.00  0.00

ATOM   2071  CG  ASN   137      71.192  83.684  30.463  1.00  0.00

ATOM   2072  OD1 ASN   137      71.502  84.006  31.611  1.00  0.00

ATOM   2073  ND2 ASN   137      69.984  83.958  29.965  1.00  0.00

ATOM   2074 1HD2 ASN   137      69.846  83.882  28.968  1.00  0.00

ATOM   2075 2HD2 ASN   137      69.436  84.668  30.443  1.00  0.00

ATOM   2076  C   ASN   137      71.088  80.861  30.681  1.00  0.00

ATOM   2077  O   ASN   137      69.975  80.350  30.613  1.00  0.00

ATOM   2078  N   TYR   138      71.766  80.857  31.835  1.00  0.00

ATOM   2079  H   TYR   138      72.707  81.205  31.833  1.00  0.00

ATOM   2080  CA  TYR   138      71.208  80.301  33.054  1.00  0.00

ATOM   2081  HA  TYR   138      71.138  79.214  33.031  1.00  0.00

ATOM   2082  CB  TYR   138      72.219  80.466  34.188  1.00  0.00

ATOM   2083  HB1 TYR   138      72.258  81.519  34.484  1.00  0.00

ATOM   2084  HB2 TYR   138      73.231  80.278  33.817  1.00  0.00

ATOM   2085  CG  TYR   138      71.952  79.623  35.407  1.00  0.00

ATOM   2086  CD1 TYR   138      71.156  80.186  36.405  1.00  0.00

ATOM   2087  HD1 TYR   138      71.010  81.248  36.532  1.00  0.00

ATOM   2088  CE1 TYR   138      70.578  79.393  37.404  1.00  0.00

ATOM   2089  HE1 TYR   138      70.108  79.762  38.299  1.00  0.00

ATOM   2090  CZ  TYR   138      70.899  78.021  37.442  1.00  0.00

ATOM   2091  OH  TYR   138      70.487  77.253  38.495  1.00  0.00

ATOM   2092  HH  TYR   138      70.032  77.745  39.189  1.00  0.00

ATOM   2093  CE2 TYR   138      71.646  77.437  36.406  1.00  0.00

ATOM   2094  HE2 TYR   138      71.755  76.362  36.414  1.00  0.00

ATOM   2095  CD2 TYR   138      72.047  78.229  35.317  1.00  0.00

ATOM   2096  HD2 TYR   138      72.537  77.785  34.462  1.00  0.00

ATOM   2097  C   TYR   138      69.846  80.858  33.451  1.00  0.00

ATOM   2098  O   TYR   138      69.001  80.045  33.821  1.00  0.00

ATOM   2099  N   GLU   139      69.543  82.149  33.290  1.00  0.00

ATOM   2100  H   GLU   139      70.190  82.736  32.785  1.00  0.00

ATOM   2101  CA  GLU   139      68.232  82.669  33.626  1.00  0.00

ATOM   2102  HA  GLU   139      67.928  82.201  34.560  1.00  0.00

ATOM   2103  CB  GLU   139      68.434  84.171  33.794  1.00  0.00

ATOM   2104  HB1 GLU   139      67.443  84.614  33.817  1.00  0.00

ATOM   2105  HB2 GLU   139      68.864  84.690  32.932  1.00  0.00

ATOM   2106  CG  GLU   139      69.066  84.470  35.153  1.00  0.00

ATOM   2107  HG1 GLU   139      69.960  85.046  34.901  1.00  0.00

ATOM   2108  HG2 GLU   139      69.475  83.590  35.635  1.00  0.00

ATOM   2109  CD  GLU   139      68.087  85.302  35.963  1.00  0.00

ATOM   2110  OE1 GLU   139      67.671  84.788  37.017  1.00  0.00

ATOM   2111  OE2 GLU   139      67.961  86.501  35.617  1.00  0.00

ATOM   2112  C   GLU   139      67.200  82.142  32.643  1.00  0.00

ATOM   2113  O   GLU   139      66.155  81.683  33.111  1.00  0.00

ATOM   2114  N   GLU   140      67.598  81.870  31.394  1.00  0.00

ATOM   2115  H   GLU   140      68.568  82.056  31.196  1.00  0.00

ATOM   2116  CA  GLU   140      66.690  81.403  30.363  1.00  0.00

ATOM   2117  HA  GLU   140      65.688  81.813  30.505  1.00  0.00

ATOM   2118  CB  GLU   140      67.285  81.791  29.008  1.00  0.00

ATOM   2119  HB1 GLU   140      66.684  81.140  28.363  1.00  0.00

ATOM   2120  HB2 GLU   140      68.338  81.544  29.021  1.00  0.00

ATOM   2121  CG  GLU   140      67.078  83.226  28.548  1.00  0.00

ATOM   2122  HG1 GLU   140      67.307  83.917  29.365  1.00  0.00

ATOM   2123  HG2 GLU   140      66.037  83.373  28.257  1.00  0.00

ATOM   2124  CD  GLU   140      67.929  83.650  27.369  1.00  0.00

ATOM   2125  OE1 GLU   140      69.167  83.441  27.333  1.00  0.00

ATOM   2126  OE2 GLU   140      67.458  84.442  26.518  1.00  0.00

ATOM   2127  C   GLU   140      66.498  79.902  30.468  1.00  0.00

ATOM   2128  O   GLU   140      65.583  79.392  29.818  1.00  0.00

ATOM   2129  N   PHE   141      67.379  79.141  31.119  1.00  0.00

ATOM   2130  H   PHE   141      68.209  79.541  31.553  1.00  0.00

ATOM   2131  CA  PHE   141      67.267  77.719  31.366  1.00  0.00

ATOM   2132  HA  PHE   141      66.730  77.212  30.558  1.00  0.00

ATOM   2133  CB  PHE   141      68.709  77.227  31.454  1.00  0.00

ATOM   2134  HB1 PHE   141      69.240  77.664  32.294  1.00  0.00

ATOM   2135  HB2 PHE   141      69.230  77.436  30.522  1.00  0.00

ATOM   2136  CG  PHE   141      68.907  75.738  31.573  1.00  0.00

ATOM   2137  CD1 PHE   141      69.339  75.174  32.781  1.00  0.00

ATOM   2138  HD1 PHE   141      69.350  75.777  33.685  1.00  0.00

ATOM   2139  CE1 PHE   141      69.885  73.888  32.821  1.00  0.00

ATOM   2140  HE1 PHE   141      70.295  73.503  33.739  1.00  0.00

ATOM   2141  CZ  PHE   141      69.957  73.109  31.662  1.00  0.00

ATOM   2142  HZ  PHE   141      70.455  72.153  31.738  1.00  0.00

ATOM   2143  CE2 PHE   141      69.436  73.630  30.470  1.00  0.00

ATOM   2144  HE2 PHE   141      69.386  72.963  29.614  1.00  0.00

ATOM   2145  CD2 PHE   141      68.891  74.914  30.440  1.00  0.00

ATOM   2146  HD2 PHE   141      68.499  75.206  29.478  1.00  0.00

ATOM   2147  C   PHE   141      66.443  77.381  32.603  1.00  0.00

ATOM   2148  O   PHE   141      65.615  76.470  32.624  1.00  0.00

ATOM   2149  N   VAL   142      66.516  78.206  33.648  1.00  0.00

ATOM   2150  H   VAL   142      67.124  79.008  33.580  1.00  0.00

ATOM   2151  CA  VAL   142      65.686  78.213  34.847  1.00  0.00

ATOM   2152  HA  VAL   142      65.608  77.173  35.177  1.00  0.00

ATOM   2153  CB  VAL   142      66.265  79.092  35.949  1.00  0.00

ATOM   2154  HB  VAL   142      66.488  80.060  35.511  1.00  0.00

ATOM   2155  CG1 VAL   142      65.378  79.212  37.188  1.00  0.00

ATOM   2156 1HG1 VAL   142      65.290  78.225  37.627  1.00  0.00

ATOM   2157 2HG1 VAL   142      65.747  80.035  37.812  1.00  0.00

ATOM   2158 3HG1 VAL   142      64.393  79.524  36.850  1.00  0.00

ATOM   2159  CG2 VAL   142      67.558  78.533  36.534  1.00  0.00

ATOM   2160 1HG2 VAL   142      68.261  78.344  35.734  1.00  0.00

ATOM   2161 2HG2 VAL   142      67.980  79.253  37.239  1.00  0.00

ATOM   2162 3HG2 VAL   142      67.388  77.633  37.125  1.00  0.00

ATOM   2163  C   VAL   142      64.249  78.569  34.488  1.00  0.00

ATOM   2164  O   VAL   142      63.343  77.854  34.919  1.00  0.00

ATOM   2165  N   GLN   143      64.035  79.484  33.540  1.00  0.00

ATOM   2166  H   GLN   143      64.787  80.106  33.300  1.00  0.00

ATOM   2167  CA  GLN   143      62.760  79.698  32.880  1.00  0.00

ATOM   2168  HA  GLN   143      61.988  79.950  33.615  1.00  0.00

ATOM   2169  CB  GLN   143      62.846  80.876  31.917  1.00  0.00

ATOM   2170  HB1 GLN   143      61.891  80.939  31.403  1.00  0.00

ATOM   2171  HB2 GLN   143      63.672  80.722  31.219  1.00  0.00

ATOM   2172  CG  GLN   143      62.939  82.191  32.685  1.00  0.00

ATOM   2173  HG1 GLN   143      62.945  82.976  31.937  1.00  0.00

ATOM   2174  HG2 GLN   143      63.919  82.197  33.154  1.00  0.00

ATOM   2175  CD  GLN   143      61.876  82.528  33.739  1.00  0.00

ATOM   2176  OE1 GLN   143      60.699  82.702  33.458  1.00  0.00

ATOM   2177  NE2 GLN   143      62.193  82.736  35.014  1.00  0.00

ATOM   2178 1HE2 GLN   143      63.201  82.709  35.151  1.00  0.00

ATOM   2179 2HE2 GLN   143      61.556  83.081  35.713  1.00  0.00

ATOM   2180  C   GLN   143      62.225  78.518  32.082  1.00  0.00

ATOM   2181  O   GLN   143      61.010  78.416  31.975  1.00  0.00

ATOM   2182  N   MET   144      63.077  77.585  31.631  1.00  0.00

ATOM   2183  H   MET   144      64.041  77.872  31.659  1.00  0.00

ATOM   2184  CA  MET   144      62.733  76.267  31.157  1.00  0.00

ATOM   2185  HA  MET   144      61.741  76.422  30.719  1.00  0.00

ATOM   2186  CB  MET   144      63.649  75.729  30.056  1.00  0.00

ATOM   2187  HB1 MET   144      63.395  74.730  29.701  1.00  0.00

ATOM   2188  HB2 MET   144      64.600  75.651  30.589  1.00  0.00

ATOM   2189  CG  MET   144      63.801  76.629  28.837  1.00  0.00

ATOM   2190  HG1 MET   144      64.128  75.886  28.108  1.00  0.00

ATOM   2191  HG2 MET   144      64.592  77.356  29.012  1.00  0.00

ATOM   2192  SD  MET   144      62.319  77.406  28.160  1.00  0.00

ATOM   2193  CE  MET   144      61.824  76.041  27.070  1.00  0.00

ATOM   2194  HE1 MET   144      62.619  75.824  26.368  1.00  0.00

ATOM   2195  HE2 MET   144      61.720  75.095  27.617  1.00  0.00

ATOM   2196  HE3 MET   144      60.966  76.430  26.523  1.00  0.00

ATOM   2197  C   MET   144      62.480  75.303  32.299  1.00  0.00

ATOM   2198  O   MET   144      61.677  74.393  32.104  1.00  0.00

ATOM   2199  N   MET   145      63.026  75.449  33.508  1.00  0.00

ATOM   2200  H   MET   145      63.714  76.177  33.593  1.00  0.00

ATOM   2201  CA  MET   145      62.795  74.502  34.588  1.00  0.00

ATOM   2202  HA  MET   145      62.705  73.523  34.125  1.00  0.00

ATOM   2203  CB  MET   145      63.965  74.447  35.564  1.00  0.00

ATOM   2204  HB1 MET   145      63.677  73.857  36.431  1.00  0.00

ATOM   2205  HB2 MET   145      64.330  75.386  35.989  1.00  0.00

ATOM   2206  CG  MET   145      65.239  73.876  34.942  1.00  0.00

ATOM   2207  HG1 MET   145      66.030  73.629  35.658  1.00  0.00

ATOM   2208  HG2 MET   145      65.741  74.700  34.453  1.00  0.00

ATOM   2209  SD  MET   145      65.290  72.608  33.656  1.00  0.00

ATOM   2210  CE  MET   145      66.999  72.752  33.078  1.00  0.00

ATOM   2211  HE1 MET   145      67.062  72.200  32.140  1.00  0.00

ATOM   2212  HE2 MET   145      67.158  73.806  32.892  1.00  0.00

ATOM   2213  HE3 MET   145      67.697  72.314  33.791  1.00  0.00

ATOM   2214  C   MET   145      61.497  74.826  35.304  1.00  0.00

ATOM   2215  O   MET   145      60.944  73.894  35.888  1.00  0.00

ATOM   2216  N   THR   146      61.006  76.069  35.242  1.00  0.00

ATOM   2217  H   THR   146      61.555  76.810  34.838  1.00  0.00

ATOM   2218  CA  THR   146      59.693  76.283  35.815  1.00  0.00

ATOM   2219  HA  THR   146      59.343  75.390  36.317  1.00  0.00

ATOM   2220  CB  THR   146      59.918  77.272  36.953  1.00  0.00

ATOM   2221  HB  THR   146      60.707  76.820  37.552  1.00  0.00

ATOM   2222  CG2 THR   146      60.388  78.681  36.610  1.00  0.00

ATOM   2223 1HG2 THR   146      61.467  78.522  36.529  1.00  0.00

ATOM   2224 2HG2 THR   146      59.954  78.908  35.635  1.00  0.00

ATOM   2225 3HG2 THR   146      60.225  79.343  37.451  1.00  0.00

ATOM   2226  OG1 THR   146      58.812  77.445  37.810  1.00  0.00

ATOM   2227  HG1 THR   146      59.168  78.017  38.505  1.00  0.00

ATOM   2228  C   THR   146      58.612  76.721  34.834  1.00  0.00

ATOM   2229  O   THR   146      58.874  76.759  33.629  1.00  0.00

ATOM   2230  N   ALA   147      57.451  77.149  35.322  1.00  0.00

ATOM   2231  H   ALA   147      57.325  77.040  36.319  1.00  0.00

ATOM   2232  CA  ALA   147      56.436  77.698  34.448  1.00  0.00

ATOM   2233  HA  ALA   147      56.479  77.198  33.479  1.00  0.00

ATOM   2234  CB  ALA   147      55.037  77.387  34.988  1.00  0.00

ATOM   2235  HB1 ALA   147      54.818  77.980  35.879  1.00  0.00

ATOM   2236  HB2 ALA   147      54.290  77.403  34.209  1.00  0.00

ATOM   2237  HB3 ALA   147      55.052  76.361  35.359  1.00  0.00

ATOM   2238  C   ALA   147      56.655  79.122  33.955  1.00  0.00

ATOM   2239  O   ALA   147      57.319  79.879  34.666  1.00  0.00

ATOM   2240  N   CLY   148      56.275  79.441  32.722  1.00  0.00

ATOM   2241  H   CLY   148      55.807  78.690  32.241  1.00  0.00

ATOM   2242  CA  CLY   148      56.794  80.500  31.873  1.00  0.00

ATOM   2243  HA  CLY   148      57.297  81.240  32.490  1.00  0.00

ATOM   2244  CB  CLY   148      58.007  79.951  31.120  1.00  0.00

ATOM   2245  HB1 CLY   148      57.570  79.126  30.566  1.00  0.00

ATOM   2246  HB2 CLY   148      58.661  79.425  31.828  1.00  0.00

ATOM   2247  CG  CLY   148      58.733  80.875  30.149  1.00  0.00

ATOM   2248  HG1 CLY   148      59.454  81.514  30.656  1.00  0.00

ATOM   2249  HG2 CLY   148      58.022  81.401  29.519  1.00  0.00

ATOM   2250  CD  CLY   148      59.535  80.073  29.121  1.00  0.00

ATOM   2251  HD1 CLY   148      58.989  79.267  28.623  1.00  0.00

ATOM   2252  HD2 CLY   148      60.315  79.586  29.717  1.00  0.00

ATOM   2253  CE  CLY   148      60.176  80.942  28.052  1.00  0.00

ATOM   2254  HE1 CLY   148      60.958  81.546  28.506  1.00  0.00

ATOM   2255  HE2 CLY   148      59.545  81.571  27.414  1.00  0.00

ATOM   2256  NZ  CLY   148      60.816  80.118  27.020  1.00  0.00

ATOM   2257  HZ1 CLY   148      61.168  80.632  26.228  1.00  0.00

ATOM   2258  HZ2 CLY   148      61.665  79.714  27.384  1.00  0.00

ATOM   2259  HZ3 CLY   148      60.207  79.400  26.642  1.00  0.00

ATOM   2260  C   CLY   148      55.772  81.225  31.021  1.00  0.00

ATOM   2261  OC1 CLY   148      55.387  80.682  29.957  1.00  0.00

ATOM   2262  OC2 CLY   148      55.287  82.273  31.513  1.00  0.00

ATOM   2263  CA  CA    501      65.566  46.924  34.616  1.00  0.00

ATOM   2264  CA  CA    502      65.685  50.163  46.422  1.00  0.00

ATOM   2265  CA  CA    503      78.833  77.766  24.330  1.00  0.00

ATOM   2266  CA  CA    504      69.883  84.809  25.251  1.00  0.00

ENDMDL

MODEL         3

ATOM      1  N   NAL     1      56.126  66.165  52.019  1.00  0.00

ATOM      2  H1  NAL     1      55.696  66.865  51.436  1.00  0.00

ATOM      3  H2  NAL     1      55.966  66.259  53.020  1.00  0.00

ATOM      4  H3  NAL     1      57.084  66.389  51.837  1.00  0.00

ATOM      5  CA  NAL     1      55.624  64.930  51.388  1.00  0.00

ATOM      6  HA  NAL     1      56.147  65.001  50.438  1.00  0.00

ATOM      7  CB  NAL     1      56.039  63.763  52.282  1.00  0.00

ATOM      8  HB1 NAL     1      55.724  63.963  53.308  1.00  0.00

ATOM      9  HB2 NAL     1      55.671  62.887  51.762  1.00  0.00

ATOM     10  HB3 NAL     1      57.119  63.567  52.340  1.00  0.00

ATOM     11  C   NAL     1      54.117  64.956  51.230  1.00  0.00

ATOM     12  O   NAL     1      53.355  65.233  52.158  1.00  0.00

ATOM     13  N   ASP     2      53.708  64.678  49.988  1.00  0.00

ATOM     14  H   ASP     2      54.384  64.611  49.239  1.00  0.00

ATOM     15  CA  ASP     2      52.295  64.656  49.654  1.00  0.00

ATOM     16  HA  ASP     2      51.771  64.192  50.493  1.00  0.00

ATOM     17  CB  ASP     2      51.801  66.079  49.405  1.00  0.00

ATOM     18  HB1 ASP     2      52.082  66.214  48.358  1.00  0.00

ATOM     19  HB2 ASP     2      52.358  66.740  50.069  1.00  0.00

ATOM     20  CG  ASP     2      50.325  66.387  49.577  1.00  0.00

ATOM     21  OD1 ASP     2      49.690  65.754  50.442  1.00  0.00

ATOM     22  OD2 ASP     2      49.771  67.223  48.836  1.00  0.00

ATOM     23  C   ASP     2      52.070  63.655  48.537  1.00  0.00

ATOM     24  O   ASP     2      52.955  63.047  47.928  1.00  0.00

ATOM     25  N   GLN     3      50.765  63.463  48.373  1.00  0.00

ATOM     26  H   GLN     3      50.146  63.996  48.977  1.00  0.00

ATOM     27  CA  GLN     3      50.316  62.541  47.345  1.00  0.00

ATOM     28  HA  GLN     3      50.868  61.608  47.329  1.00  0.00

ATOM     29  CB  GLN     3      48.873  62.125  47.582  1.00  0.00

ATOM     30  HB1 GLN     3      48.598  61.606  46.671  1.00  0.00

ATOM     31  HB2 GLN     3      48.272  63.042  47.513  1.00  0.00

ATOM     32  CG  GLN     3      48.502  61.295  48.806  1.00  0.00

ATOM     33  HG1 GLN     3      47.421  61.267  48.873  1.00  0.00

ATOM     34  HG2 GLN     3      48.868  61.802  49.699  1.00  0.00

ATOM     35  CD  GLN     3      49.145  59.911  48.821  1.00  0.00

ATOM     36  OE1 GLN     3      48.830  59.177  47.882  1.00  0.00

ATOM     37  NE2 GLN     3      49.982  59.635  49.817  1.00  0.00

ATOM     38 1HE2 GLN     3      50.170  60.288  50.572  1.00  0.00

ATOM     39 2HE2 GLN     3      50.518  58.787  49.922  1.00  0.00

ATOM     40  C   GLN     3      50.422  63.267  46.004  1.00  0.00

ATOM     41  O   GLN     3      50.340  64.475  45.812  1.00  0.00

ATOM     42  N   LEU     4      50.687  62.434  44.999  1.00  0.00

ATOM     43  H   LEU     4      50.972  61.495  45.221  1.00  0.00

ATOM     44  CA  LEU     4      50.805  62.772  43.589  1.00  0.00

ATOM     45  HA  LEU     4      50.842  63.857  43.528  1.00  0.00

ATOM     46  CB  LEU     4      52.111  62.199  43.024  1.00  0.00

ATOM     47  HB1 LEU     4      51.953  62.197  41.943  1.00  0.00

ATOM     48  HB2 LEU     4      52.168  61.141  43.269  1.00  0.00

ATOM     49  CG  LEU     4      53.415  62.870  43.427  1.00  0.00

ATOM     50  HG  LEU     4      53.517  63.018  44.506  1.00  0.00

ATOM     51  CD1 LEU     4      54.567  61.964  43.033  1.00  0.00

ATOM     52 1HD1 LEU     4      55.532  62.382  43.343  1.00  0.00

ATOM     53 2HD1 LEU     4      54.374  61.092  43.670  1.00  0.00

ATOM     54 3HD1 LEU     4      54.548  61.621  41.997  1.00  0.00

ATOM     55  CD2 LEU     4      53.546  64.220  42.717  1.00  0.00

ATOM     56 1HD2 LEU     4      54.340  64.779  43.204  1.00  0.00

ATOM     57 2HD2 LEU     4      53.670  64.135  41.632  1.00  0.00

ATOM     58 3HD2 LEU     4      52.674  64.847  42.897  1.00  0.00

ATOM     59  C   LEU     4      49.621  62.215  42.814  1.00  0.00

ATOM     60  O   LEU     4      49.109  61.147  43.116  1.00  0.00

ATOM     61  N   THR     5      49.119  63.018  41.866  1.00  0.00

ATOM     62  H   THR     5      49.666  63.844  41.700  1.00  0.00

ATOM     63  CA  THR     5      47.951  62.723  41.055  1.00  0.00

ATOM     64  HA  THR     5      47.085  62.484  41.670  1.00  0.00

ATOM     65  CB  THR     5      47.556  63.831  40.083  1.00  0.00

ATOM     66  HB  THR     5      46.649  63.520  39.565  1.00  0.00

ATOM     67  CG2 THR     5      47.343  65.167  40.793  1.00  0.00

ATOM     68 1HG2 THR     5      47.094  65.033  41.834  1.00  0.00

ATOM     69 2HG2 THR     5      48.134  65.899  40.604  1.00  0.00

ATOM     70 3HG2 THR     5      46.486  65.641  40.317  1.00  0.00

ATOM     71  OG1 THR     5      48.493  64.053  39.055  1.00  0.00

ATOM     72  HG1 THR     5      48.054  64.684  38.489  1.00  0.00

ATOM     73  C   THR     5      48.208  61.487  40.213  1.00  0.00

ATOM     74  O   THR     5      49.274  61.163  39.687  1.00  0.00

ATOM     75  N   GLU     6      47.138  60.751  39.886  1.00  0.00

ATOM     76  H   GLU     6      46.237  60.965  40.284  1.00  0.00

ATOM     77  CA  GLU     6      47.210  59.528  39.126  1.00  0.00

ATOM     78  HA  GLU     6      47.789  58.832  39.736  1.00  0.00

ATOM     79  CB  GLU     6      45.843  58.881  38.920  1.00  0.00

ATOM     80  HB1 GLU     6      45.941  58.197  38.082  1.00  0.00

ATOM     81  HB2 GLU     6      45.146  59.672  38.633  1.00  0.00

ATOM     82  CG  GLU     6      45.134  58.250  40.111  1.00  0.00

ATOM     83  HG1 GLU     6      45.854  57.494  40.409  1.00  0.00

ATOM     84  HG2 GLU     6      44.162  57.814  39.882  1.00  0.00

ATOM     85  CD  GLU     6      44.995  59.129  41.348  1.00  0.00

ATOM     86  OE1 GLU     6      44.656  60.304  41.083  1.00  0.00

ATOM     87  OE2 GLU     6      45.190  58.744  42.513  1.00  0.00

ATOM     88  C   GLU     6      47.812  59.753  37.745  1.00  0.00

ATOM     89  O   GLU     6      48.489  58.887  37.196  1.00  0.00

ATOM     90  N   GLU     7      47.561  60.947  37.189  1.00  0.00

ATOM     91  H   GLU     7      47.366  61.702  37.830  1.00  0.00

ATOM     92  CA  GLU     7      47.979  61.436  35.892  1.00  0.00

ATOM     93  HA  GLU     7      47.704  60.614  35.222  1.00  0.00

ATOM     94  CB  GLU     7      47.108  62.658  35.636  1.00  0.00

ATOM     95  HB1 GLU     7      47.319  63.411  36.389  1.00  0.00

ATOM     96  HB2 GLU     7      46.123  62.193  35.642  1.00  0.00

ATOM     97  CG  GLU     7      47.324  63.331  34.276  1.00  0.00

ATOM     98  HG1 GLU     7      47.114  62.509  33.594  1.00  0.00

ATOM     99  HG2 GLU     7      48.351  63.678  34.206  1.00  0.00

ATOM    100  CD  GLU     7      46.337  64.461  34.003  1.00  0.00

ATOM    101  OE1 GLU     7      45.239  64.231  33.449  1.00  0.00

ATOM    102  OE2 GLU     7      46.611  65.605  34.416  1.00  0.00

ATOM    103  C   GLU     7      49.489  61.599  35.948  1.00  0.00

ATOM    104  O   GLU     7      50.233  61.185  35.054  1.00  0.00

ATOM    105  N   GLN     8      50.054  62.086  37.059  1.00  0.00

ATOM    106  H   GLN     8      49.524  62.288  37.894  1.00  0.00

ATOM    107  CA  GLN     8      51.483  62.216  37.231  1.00  0.00

ATOM    108  HA  GLN     8      51.915  62.644  36.322  1.00  0.00

ATOM    109  CB  GLN     8      51.813  63.197  38.354  1.00  0.00

ATOM    110  HB1 GLN     8      52.870  63.180  38.595  1.00  0.00

ATOM    111  HB2 GLN     8      51.287  62.810  39.221  1.00  0.00

ATOM    112  CG  GLN     8      51.448  64.636  38.005  1.00  0.00

ATOM    113  HG1 GLN     8      50.464  64.835  37.598  1.00  0.00

ATOM    114  HG2 GLN     8      52.199  65.040  37.319  1.00  0.00

ATOM    115  CD  GLN     8      51.661  65.557  39.208  1.00  0.00

ATOM    116  OE1 GLN     8      50.725  65.939  39.897  1.00  0.00

ATOM    117  NE2 GLN     8      52.898  65.927  39.531  1.00  0.00

ATOM    118 1HE2 GLN     8      53.704  65.468  39.136  1.00  0.00

ATOM    119 2HE2 GLN     8      52.903  66.566  40.309  1.00  0.00

ATOM    120  C   GLN     8      52.159  60.870  37.468  1.00  0.00

ATOM    121  O   GLN     8      53.271  60.572  37.032  1.00  0.00

ATOM    122  N   ILE     9      51.485  59.917  38.123  1.00  0.00

ATOM    123  H   ILE     9      50.588  60.187  38.479  1.00  0.00

ATOM    124  CA  ILE     9      52.030  58.595  38.380  1.00  0.00

ATOM    125  HA  ILE     9      53.051  58.586  38.749  1.00  0.00

ATOM    126  CB  ILE     9      51.080  57.828  39.297  1.00  0.00

ATOM    127  HB  ILE     9      50.022  58.058  39.156  1.00  0.00

ATOM    128  CG2 ILE     9      51.263  56.314  39.233  1.00  0.00

ATOM    129 1HG2 ILE     9      50.609  55.782  39.928  1.00  0.00

ATOM    130 2HG2 ILE     9      51.096  56.140  38.168  1.00  0.00

ATOM    131 3HG2 ILE     9      52.311  56.078  39.401  1.00  0.00

ATOM    132  CG1 ILE     9      51.322  58.258  40.743  1.00  0.00

ATOM    133 1HG1 ILE     9      51.427  59.344  40.740  1.00  0.00

ATOM    134 2HG1 ILE     9      52.275  57.801  41.006  1.00  0.00

ATOM    135  CD  ILE     9      50.318  57.799  41.797  1.00  0.00

ATOM    136  HD1 ILE     9      50.691  56.844  42.168  1.00  0.00

ATOM    137  HD2 ILE     9      50.451  58.455  42.655  1.00  0.00

ATOM    138  HD3 ILE     9      49.287  57.951  41.483  1.00  0.00

ATOM    139  C   ILE     9      52.295  57.898  37.054  1.00  0.00

ATOM    140  O   ILE     9      53.291  57.205  36.842  1.00  0.00

ATOM    141  N   ALA    10      51.390  58.134  36.105  1.00  0.00

ATOM    142  H   ALA    10      50.610  58.714  36.409  1.00  0.00

ATOM    143  CA  ALA    10      51.535  57.648  34.750  1.00  0.00

ATOM    144  HA  ALA    10      51.625  56.558  34.800  1.00  0.00

ATOM    145  CB  ALA    10      50.170  57.872  34.107  1.00  0.00

ATOM    146  HB1 ALA    10      50.291  57.731  33.041  1.00  0.00

ATOM    147  HB2 ALA    10      49.458  57.125  34.486  1.00  0.00

ATOM    148  HB3 ALA    10      49.785  58.874  34.307  1.00  0.00

ATOM    149  C   ALA    10      52.708  58.231  33.980  1.00  0.00

ATOM    150  O   ALA    10      53.311  57.576  33.127  1.00  0.00

ATOM    151  N   GLU    11      53.074  59.482  34.274  1.00  0.00

ATOM    152  H   GLU    11      52.466  60.059  34.841  1.00  0.00

ATOM    153  CA  GLU    11      54.180  60.194  33.669  1.00  0.00

ATOM    154  HA  GLU    11      54.201  59.944  32.607  1.00  0.00

ATOM    155  CB  GLU    11      53.957  61.699  33.800  1.00  0.00

ATOM    156  HB1 GLU    11      54.844  62.216  33.448  1.00  0.00

ATOM    157  HB2 GLU    11      53.797  61.980  34.841  1.00  0.00

ATOM    158  CG  GLU    11      52.789  62.197  32.966  1.00  0.00

ATOM    159  HG1 GLU    11      52.135  62.826  33.564  1.00  0.00

ATOM    160  HG2 GLU    11      52.229  61.360  32.540  1.00  0.00

ATOM    161  CD  GLU    11      53.300  63.100  31.858  1.00  0.00

ATOM    162  OE1 GLU    11      53.146  62.707  30.687  1.00  0.00

ATOM    163  OE2 GLU    11      53.928  64.151  32.142  1.00  0.00

ATOM    164  C   GLU    11      55.539  59.850  34.273  1.00  0.00

ATOM    165  O   GLU    11      56.540  59.818  33.563  1.00  0.00

ATOM    166  N   PHE    12      55.628  59.554  35.574  1.00  0.00

ATOM    167  H   PHE    12      54.871  59.880  36.148  1.00  0.00

ATOM    168  CA  PHE    12      56.781  58.953  36.214  1.00  0.00

ATOM    169  HA  PHE    12      57.684  59.433  35.829  1.00  0.00

ATOM    170  CB  PHE    12      56.593  59.029  37.724  1.00  0.00

ATOM    171  HB1 PHE    12      57.383  58.387  38.130  1.00  0.00

ATOM    172  HB2 PHE    12      55.569  58.683  37.863  1.00  0.00

ATOM    173  CG  PHE    12      56.860  60.439  38.198  1.00  0.00

ATOM    174  CD1 PHE    12      55.872  61.261  38.735  1.00  0.00

ATOM    175  HD1 PHE    12      54.914  60.826  38.998  1.00  0.00

ATOM    176  CE1 PHE    12      56.185  62.570  39.113  1.00  0.00

ATOM    177  HE1 PHE    12      55.387  63.155  39.560  1.00  0.00

ATOM    178  CZ  PHE    12      57.481  63.060  38.946  1.00  0.00

ATOM    179  HZ  PHE    12      57.808  63.977  39.407  1.00  0.00

ATOM    180  CE2 PHE    12      58.486  62.246  38.403  1.00  0.00

ATOM    181  HE2 PHE    12      59.498  62.573  38.179  1.00  0.00

ATOM    182  CD2 PHE    12      58.153  60.948  38.015  1.00  0.00

ATOM    183  HD2 PHE    12      58.912  60.335  37.556  1.00  0.00

ATOM    184  C   PHE    12      57.036  57.530  35.749  1.00  0.00

ATOM    185  O   PHE    12      58.167  57.055  35.635  1.00  0.00

ATOM    186  N   LYS    13      55.961  56.851  35.326  1.00  0.00

ATOM    187  H   LYS    13      55.030  57.171  35.562  1.00  0.00

ATOM    188  CA  LYS    13      56.086  55.533  34.741  1.00  0.00

ATOM    189  HA  LYS    13      56.655  54.799  35.308  1.00  0.00

ATOM    190  CB  LYS    13      54.744  54.802  34.742  1.00  0.00

ATOM    191  HB1 LYS    13      53.929  55.407  34.349  1.00  0.00

ATOM    192  HB2 LYS    13      54.526  54.505  35.758  1.00  0.00

ATOM    193  CG  LYS    13      54.648  53.452  34.030  1.00  0.00

ATOM    194  HG1 LYS    13      55.272  52.720  34.531  1.00  0.00

ATOM    195  HG2 LYS    13      54.933  53.554  32.981  1.00  0.00

ATOM    196  CD  LYS    13      53.233  52.889  34.164  1.00  0.00

ATOM    197  HD1 LYS    13      52.524  53.539  33.645  1.00  0.00

ATOM    198  HD2 LYS    13      52.973  52.941  35.217  1.00  0.00

ATOM    199  CE  LYS    13      53.356  51.505  33.523  1.00  0.00

ATOM    200  HE1 LYS    13      54.278  50.985  33.781  1.00  0.00

ATOM    201  HE2 LYS    13      53.374  51.677  32.442  1.00  0.00

ATOM    202  NZ  LYS    13      52.157  50.685  33.761  1.00  0.00

ATOM    203  HZ1 LYS    13      51.321  51.075  33.327  1.00  0.00

ATOM    204  HZ2 LYS    13      52.256  49.715  33.525  1.00  0.00

ATOM    205  HZ3 LYS    13      51.901  50.765  34.737  1.00  0.00

ATOM    206  C   LYS    13      56.702  55.538  33.348  1.00  0.00

ATOM    207  O   LYS    13      57.647  54.787  33.085  1.00  0.00

ATOM    208  N   GLU    14      56.209  56.374  32.430  1.00  0.00

ATOM    209  H   GLU    14      55.352  56.866  32.639  1.00  0.00

ATOM    210  CA  GLU    14      56.755  56.784  31.156  1.00  0.00

ATOM    211  HA  GLU    14      56.836  55.963  30.447  1.00  0.00

ATOM    212  CB  GLU    14      55.764  57.749  30.495  1.00  0.00

ATOM    213  HB1 GLU    14      55.771  58.636  31.120  1.00  0.00

ATOM    214  HB2 GLU    14      54.758  57.334  30.506  1.00  0.00

ATOM    215  CG  GLU    14      56.192  57.993  29.049  1.00  0.00

ATOM    216  HG1 GLU    14      56.307  57.028  28.557  1.00  0.00

ATOM    217  HG2 GLU    14      57.141  58.535  28.982  1.00  0.00

ATOM    218  CD  GLU    14      55.108  58.823  28.380  1.00  0.00

ATOM    219  OE1 GLU    14      53.884  58.564  28.373  1.00  0.00

ATOM    220  OE2 GLU    14      55.489  59.732  27.607  1.00  0.00

ATOM    221  C   GLU    14      58.138  57.420  31.207  1.00  0.00

ATOM    222  O   GLU    14      58.908  57.211  30.263  1.00  0.00

ATOM    223  N   ALA    15      58.529  57.965  32.361  1.00  0.00

ATOM    224  H   ALA    15      57.834  58.454  32.897  1.00  0.00

ATOM    225  CA  ALA    15      59.896  58.381  32.594  1.00  0.00

ATOM    226  HA  ALA    15      60.288  58.913  31.732  1.00  0.00

ATOM    227  CB  ALA    15      59.927  59.406  33.718  1.00  0.00

ATOM    228  HB1 ALA    15      59.271  60.207  33.365  1.00  0.00

ATOM    229  HB2 ALA    15      59.563  58.922  34.617  1.00  0.00

ATOM    230  HB3 ALA    15      60.903  59.850  33.936  1.00  0.00

ATOM    231  C   ALA    15      60.834  57.219  32.882  1.00  0.00

ATOM    232  O   ALA    15      62.005  57.236  32.489  1.00  0.00

ATOM    233  N   PHE    16      60.290  56.186  33.535  1.00  0.00

ATOM    234  H   PHE    16      59.337  56.185  33.875  1.00  0.00

ATOM    235  CA  PHE    16      61.031  55.017  33.940  1.00  0.00

ATOM    236  HA  PHE    16      61.941  55.319  34.454  1.00  0.00

ATOM    237  CB  PHE    16      60.110  54.286  34.915  1.00  0.00

ATOM    238  HB1 PHE    16      59.425  53.595  34.429  1.00  0.00

ATOM    239  HB2 PHE    16      59.555  54.965  35.559  1.00  0.00

ATOM    240  CG  PHE    16      60.831  53.381  35.887  1.00  0.00

ATOM    241  CD1 PHE    16      60.986  53.743  37.237  1.00  0.00

ATOM    242  HD1 PHE    16      60.411  54.544  37.673  1.00  0.00

ATOM    243  CE1 PHE    16      61.718  52.943  38.121  1.00  0.00

ATOM    244  HE1 PHE    16      61.902  53.189  39.165  1.00  0.00

ATOM    245  CZ  PHE    16      62.285  51.782  37.600  1.00  0.00

ATOM    246  HZ  PHE    16      62.912  51.172  38.225  1.00  0.00

ATOM    247  CE2 PHE    16      62.170  51.408  36.247  1.00  0.00

ATOM    248  HE2 PHE    16      62.658  50.528  35.856  1.00  0.00

ATOM    249  CD2 PHE    16      61.329  52.163  35.420  1.00  0.00

ATOM    250  HD2 PHE    16      61.276  51.844  34.386  1.00  0.00

ATOM    251  C   PHE    16      61.494  54.197  32.738  1.00  0.00

ATOM    252  O   PHE    16      62.588  53.645  32.737  1.00  0.00

ATOM    253  N   SER    17      60.870  54.406  31.579  1.00  0.00

ATOM    254  H   SER    17      60.003  54.929  31.649  1.00  0.00

ATOM    255  CA  SER    17      61.282  53.879  30.292  1.00  0.00

ATOM    256  HA  SER    17      61.565  52.865  30.571  1.00  0.00

ATOM    257  CB  SER    17      60.100  53.698  29.337  1.00  0.00

ATOM    258  HB1 SER    17      60.402  53.062  28.512  1.00  0.00

ATOM    259  HB2 SER    17      59.723  54.641  28.941  1.00  0.00

ATOM    260  OG  SER    17      59.062  52.938  29.913  1.00  0.00

ATOM    261  HG  SER    17      59.492  52.114  30.166  1.00  0.00

ATOM    262  C   SER    17      62.480  54.566  29.651  1.00  0.00

ATOM    263  O   SER    17      63.185  53.976  28.837  1.00  0.00

ATOM    264  N   LEU    18      62.858  55.757  30.119  1.00  0.00

ATOM    265  H   LEU    18      62.372  56.171  30.896  1.00  0.00

ATOM    266  CA  LEU    18      64.094  56.433  29.776  1.00  0.00

ATOM    267  HA  LEU    18      64.454  56.273  28.763  1.00  0.00

ATOM    268  CB  LEU    18      63.849  57.937  29.848  1.00  0.00

ATOM    269  HB1 LEU    18      64.774  58.451  29.593  1.00  0.00

ATOM    270  HB2 LEU    18      63.583  58.160  30.878  1.00  0.00

ATOM    271  CG  LEU    18      62.628  58.537  29.149  1.00  0.00

ATOM    272  HG  LEU    18      61.788  58.555  29.839  1.00  0.00

ATOM    273  CD1 LEU    18      62.855  60.038  29.022  1.00  0.00

ATOM    274 1HD1 LEU    18      63.679  60.264  28.342  1.00  0.00

ATOM    275 2HD1 LEU    18      61.935  60.599  28.848  1.00  0.00

ATOM    276 3HD1 LEU    18      63.335  60.411  29.925  1.00  0.00

ATOM    277  CD2 LEU    18      62.397  57.914  27.774  1.00  0.00

ATOM    278 1HD2 LEU    18      63.235  58.092  27.105  1.00  0.00

ATOM    279 2HD2 LEU    18      62.236  56.832  27.879  1.00  0.00

ATOM    280 3HD2 LEU    18      61.497  58.300  27.291  1.00  0.00

ATOM    281  C   LEU    18      65.288  55.971  30.597  1.00  0.00

ATOM    282  O   LEU    18      66.375  56.475  30.358  1.00  0.00

ATOM    283  N   PHE    19      65.109  55.215  31.682  1.00  0.00

ATOM    284  H   PHE    19      64.188  54.851  31.914  1.00  0.00

ATOM    285  CA  PHE    19      66.135  54.667  32.540  1.00  0.00

ATOM    286  HA  PHE    19      67.056  55.169  32.260  1.00  0.00

ATOM    287  CB  PHE    19      65.700  54.916  33.982  1.00  0.00

ATOM    288  HB1 PHE    19      66.193  54.167  34.608  1.00  0.00

ATOM    289  HB2 PHE    19      64.644  54.694  34.063  1.00  0.00

ATOM    290  CG  PHE    19      66.065  56.323  34.401  1.00  0.00

ATOM    291  CD1 PHE    19      65.119  57.314  34.129  1.00  0.00

ATOM    292  HD1 PHE    19      64.145  56.981  33.806  1.00  0.00

ATOM    293  CE1 PHE    19      65.504  58.638  34.378  1.00  0.00

ATOM    294  HE1 PHE    19      64.851  59.473  34.166  1.00  0.00

ATOM    295  CZ  PHE    19      66.749  58.921  34.953  1.00  0.00

ATOM    296  HZ  PHE    19      67.033  59.938  35.210  1.00  0.00

ATOM    297  CE2 PHE    19      67.609  57.903  35.393  1.00  0.00

ATOM    298  HE2 PHE    19      68.548  58.214  35.811  1.00  0.00

ATOM    299  CD2 PHE    19      67.328  56.609  34.932  1.00  0.00

ATOM    300  HD2 PHE    19      68.038  55.806  35.088  1.00  0.00

ATOM    301  C   PHE    19      66.383  53.169  32.362  1.00  0.00

ATOM    302  O   PHE    19      67.537  52.744  32.276  1.00  0.00

ATOM    303  N   ASP    20      65.301  52.402  32.209  1.00  0.00

ATOM    304  H   ASP    20      64.419  52.797  32.481  1.00  0.00

ATOM    305  CA  ASP    20      65.429  50.960  32.270  1.00  0.00

ATOM    306  HA  ASP    20      66.267  50.604  32.869  1.00  0.00

ATOM    307  CB  ASP    20      64.224  50.456  33.050  1.00  0.00

ATOM    308  HB1 ASP    20      63.318  50.491  32.436  1.00  0.00

ATOM    309  HB2 ASP    20      64.185  51.142  33.892  1.00  0.00

ATOM    310  CG  ASP    20      64.453  49.027  33.513  1.00  0.00

ATOM    311  OD1 ASP    20      64.525  48.752  34.735  1.00  0.00

ATOM    312  OD2 ASP    20      64.610  48.109  32.669  1.00  0.00

ATOM    313  C   ASP    20      65.503  50.363  30.869  1.00  0.00

ATOM    314  O   ASP    20      64.749  50.756  29.987  1.00  0.00

ATOM    315  N   LYS    21      66.401  49.404  30.631  1.00  0.00

ATOM    316  H   LYS    21      66.747  48.925  31.443  1.00  0.00

ATOM    317  CA  LYS    21      66.676  48.845  29.312  1.00  0.00

ATOM    318  HA  LYS    21      66.138  49.398  28.546  1.00  0.00

ATOM    319  CB  LYS    21      68.181  48.836  29.060  1.00  0.00

ATOM    320  HB1 LYS    21      68.457  48.165  28.248  1.00  0.00

ATOM    321  HB2 LYS    21      68.735  48.564  29.962  1.00  0.00

ATOM    322  CG  LYS    21      68.584  50.268  28.730  1.00  0.00

ATOM    323  HG1 LYS    21      69.659  50.289  28.580  1.00  0.00

ATOM    324  HG2 LYS    21      68.354  50.872  29.612  1.00  0.00

ATOM    325  CD  LYS    21      68.013  50.939  27.476  1.00  0.00

ATOM    326  HD1 LYS    21      66.945  51.064  27.637  1.00  0.00

ATOM    327  HD2 LYS    21      68.093  50.281  26.621  1.00  0.00

ATOM    328  CE  LYS    21      68.811  52.225  27.237  1.00  0.00

ATOM    329  HE1 LYS    21      68.501  52.742  26.324  1.00  0.00

ATOM    330  HE2 LYS    21      69.840  51.900  27.159  1.00  0.00

ATOM    331  NZ  LYS    21      68.639  53.143  28.375  1.00  0.00

ATOM    332  HZ1 LYS    21      69.040  52.792  29.237  1.00  0.00

ATOM    333  HZ2 LYS    21      69.090  54.015  28.134  1.00  0.00

ATOM    334  HZ3 LYS    21      67.679  53.268  28.667  1.00  0.00

ATOM    335  C   LYS    21      65.989  47.501  29.101  1.00  0.00

ATOM    336  O   LYS    21      66.234  46.910  28.061  1.00  0.00

ATOM    337  N   ASP    22      65.273  46.938  30.081  1.00  0.00

ATOM    338  H   ASP    22      65.307  47.436  30.949  1.00  0.00

ATOM    339  CA  ASP    22      64.860  45.550  30.016  1.00  0.00

ATOM    340  HA  ASP    22      64.775  45.143  29.004  1.00  0.00

ATOM    341  CB  ASP    22      65.990  44.762  30.674  1.00  0.00

ATOM    342  HB1 ASP    22      66.879  44.864  30.047  1.00  0.00

ATOM    343  HB2 ASP    22      65.745  43.711  30.599  1.00  0.00

ATOM    344  CG  ASP    22      66.210  45.123  32.132  1.00  0.00

ATOM    345  OD1 ASP    22      67.171  45.879  32.382  1.00  0.00

ATOM    346  OD2 ASP    22      65.443  44.778  33.061  1.00  0.00

ATOM    347  C   ASP    22      63.561  45.338  30.780  1.00  0.00

ATOM    348  O   ASP    22      63.020  44.236  30.693  1.00  0.00

ATOM    349  N   GLY    23      62.907  46.356  31.358  1.00  0.00

ATOM    350  H   GLY    23      63.380  47.234  31.488  1.00  0.00

ATOM    351  CA  GLY    23      61.519  46.317  31.767  1.00  0.00

ATOM    352  HA1 GLY    23      60.831  46.169  30.924  1.00  0.00

ATOM    353  HA2 GLY    23      61.182  47.271  32.186  1.00  0.00

ATOM    354  C   GLY    23      61.103  45.271  32.798  1.00  0.00

ATOM    355  O   GLY    23      59.994  44.751  32.781  1.00  0.00

ATOM    356  N   ASP    24      61.993  45.020  33.749  1.00  0.00

ATOM    357  H   ASP    24      62.934  45.309  33.540  1.00  0.00

ATOM    358  CA  ASP    24      61.810  44.270  34.982  1.00  0.00

ATOM    359  HA  ASP    24      60.926  43.646  34.878  1.00  0.00

ATOM    360  CB  ASP    24      63.082  43.447  35.182  1.00  0.00

ATOM    361  HB1 ASP    24      63.392  42.949  34.270  1.00  0.00

ATOM    362  HB2 ASP    24      62.818  42.661  35.887  1.00  0.00

ATOM    363  CG  ASP    24      64.304  44.187  35.726  1.00  0.00

ATOM    364  OD1 ASP    24      64.362  45.416  35.894  1.00  0.00

ATOM    365  OD2 ASP    24      65.242  43.500  36.190  1.00  0.00

ATOM    366  C   ASP    24      61.440  45.240  36.091  1.00  0.00

ATOM    367  O   ASP    24      60.829  44.823  37.065  1.00  0.00

ATOM    368  N   GLY    25      61.665  46.545  35.873  1.00  0.00

ATOM    369  H   GLY    25      62.256  46.744  35.072  1.00  0.00

ATOM    370  CA  GLY    25      61.543  47.705  36.734  1.00  0.00

ATOM    371  HA1 GLY    25      60.618  47.626  37.294  1.00  0.00

ATOM    372  HA2 GLY    25      61.588  48.573  36.070  1.00  0.00

ATOM    373  C   GLY    25      62.581  47.883  37.825  1.00  0.00

ATOM    374  O   GLY    25      62.242  48.717  38.668  1.00  0.00

ATOM    375  N   THR    26      63.685  47.127  37.938  1.00  0.00

ATOM    376  H   THR    26      63.828  46.383  37.269  1.00  0.00

ATOM    377  CA  THR    26      64.722  47.483  38.878  1.00  0.00

ATOM    378  HA  THR    26      64.320  48.048  39.721  1.00  0.00

ATOM    379  CB  THR    26      65.308  46.235  39.542  1.00  0.00

ATOM    380  HB  THR    26      65.745  45.616  38.757  1.00  0.00

ATOM    381  CG2 THR    26      66.528  46.498  40.421  1.00  0.00

ATOM    382 1HG2 THR    26      66.321  47.425  40.962  1.00  0.00

ATOM    383 2HG2 THR    26      66.691  45.763  41.208  1.00  0.00

ATOM    384 3HG2 THR    26      67.446  46.534  39.851  1.00  0.00

ATOM    385  OG1 THR    26      64.372  45.548  40.350  1.00  0.00

ATOM    386  HG1 THR    26      64.290  44.709  39.889  1.00  0.00

ATOM    387  C   THR    26      65.773  48.305  38.138  1.00  0.00

ATOM    388  O   THR    26      66.379  47.765  37.216  1.00  0.00

ATOM    389  N   ILE    27      66.161  49.520  38.538  1.00  0.00

ATOM    390  H   ILE    27      65.785  50.029  39.324  1.00  0.00

ATOM    391  CA  ILE    27      67.243  50.189  37.847  1.00  0.00

ATOM    392  HA  ILE    27      67.152  49.897  36.808  1.00  0.00

ATOM    393  CB  ILE    27      67.118  51.705  37.822  1.00  0.00

ATOM    394  HB  ILE    27      67.028  52.111  38.833  1.00  0.00

ATOM    395  CG2 ILE    27      68.362  52.285  37.143  1.00  0.00

ATOM    396 1HG2 ILE    27      69.256  52.200  37.758  1.00  0.00

ATOM    397 2HG2 ILE    27      68.561  51.756  36.209  1.00  0.00

ATOM    398 3HG2 ILE    27      68.254  53.353  36.989  1.00  0.00

ATOM    399  CG1 ILE    27      65.934  52.225  37.004  1.00  0.00

ATOM    400 1HG1 ILE    27      65.131  51.489  37.008  1.00  0.00

ATOM    401 2HG1 ILE    27      66.178  52.386  35.951  1.00  0.00

ATOM    402  CD  ILE    27      65.388  53.548  37.534  1.00  0.00

ATOM    403  HD1 ILE    27      64.430  53.750  37.042  1.00  0.00

ATOM    404  HD2 ILE    27      65.180  53.693  38.590  1.00  0.00

ATOM    405  HD3 ILE    27      66.083  54.336  37.250  1.00  0.00

ATOM    406  C   ILE    27      68.564  49.743  38.473  1.00  0.00

ATOM    407  O   ILE    27      68.823  49.948  39.665  1.00  0.00

ATOM    408  N   THR    28      69.515  49.202  37.720  1.00  0.00

ATOM    409  H   THR    28      69.271  49.193  36.743  1.00  0.00

ATOM    410  CA  THR    28      70.872  48.898  38.126  1.00  0.00

ATOM    411  HA  THR    28      70.887  48.727  39.201  1.00  0.00

ATOM    412  CB  THR    28      71.214  47.577  37.434  1.00  0.00

ATOM    413  HB  THR    28      72.208  47.212  37.671  1.00  0.00

ATOM    414  CG2 THR    28      70.244  46.442  37.736  1.00  0.00

ATOM    415 1HG2 THR    28      69.289  46.586  37.246  1.00  0.00

ATOM    416 2HG2 THR    28      70.647  45.479  37.420  1.00  0.00

ATOM    417 3HG2 THR    28      70.202  46.353  38.823  1.00  0.00

ATOM    418  OG1 THR    28      71.192  47.856  36.043  1.00  0.00

ATOM    419  HG1 THR    28      70.298  47.652  35.781  1.00  0.00

ATOM    420  C   THR    28      71.888  49.980  37.817  1.00  0.00

ATOM    421  O   THR    28      71.591  50.904  37.061  1.00  0.00

ATOM    422  N   THR    29      73.120  49.810  38.301  1.00  0.00

ATOM    423  H   THR    29      73.326  48.979  38.841  1.00  0.00

ATOM    424  CA  THR    29      74.274  50.659  38.073  1.00  0.00

ATOM    425  HA  THR    29      73.887  51.681  38.139  1.00  0.00

ATOM    426  CB  THR    29      75.374  50.472  39.100  1.00  0.00

ATOM    427  HB  THR    29      76.206  51.140  38.878  1.00  0.00

ATOM    428  CG2 THR    29      74.978  51.025  40.460  1.00  0.00

ATOM    429 1HG2 THR    29      75.506  50.633  41.333  1.00  0.00

ATOM    430 2HG2 THR    29      74.863  52.113  40.494  1.00  0.00

ATOM    431 3HG2 THR    29      73.993  50.593  40.656  1.00  0.00

ATOM    432  OG1 THR    29      75.920  49.167  39.231  1.00  0.00

ATOM    433  HG1 THR    29      76.822  49.325  39.521  1.00  0.00

ATOM    434  C   THR    29      74.801  50.481  36.654  1.00  0.00

ATOM    435  O   THR    29      75.268  51.409  36.007  1.00  0.00

ATOM    436  N   LYS    30      74.624  49.305  36.057  1.00  0.00

ATOM    437  H   LYS    30      74.178  48.580  36.608  1.00  0.00

ATOM    438  CA  LYS    30      74.889  48.968  34.677  1.00  0.00

ATOM    439  HA  LYS    30      75.929  49.194  34.439  1.00  0.00

ATOM    440  CB  LYS    30      74.568  47.512  34.312  1.00  0.00

ATOM    441  HB1 LYS    30      73.615  47.249  34.764  1.00  0.00

ATOM    442  HB2 LYS    30      75.180  46.846  34.926  1.00  0.00

ATOM    443  CG  LYS    30      74.665  47.050  32.861  1.00  0.00

ATOM    444  HG1 LYS    30      75.629  47.366  32.470  1.00  0.00

ATOM    445  HG2 LYS    30      74.011  47.628  32.215  1.00  0.00

ATOM    446  CD  LYS    30      74.317  45.575  32.706  1.00  0.00

ATOM    447  HD1 LYS    30      74.806  44.989  33.487  1.00  0.00

ATOM    448  HD2 LYS    30      74.708  45.197  31.755  1.00  0.00

ATOM    449  CE  LYS    30      72.834  45.260  32.810  1.00  0.00

ATOM    450  HE1 LYS    30      72.388  45.741  33.683  1.00  0.00

ATOM    451  HE2 LYS    30      72.616  44.196  32.940  1.00  0.00

ATOM    452  NZ  LYS    30      72.132  45.655  31.579  1.00  0.00

ATOM    453  HZ1 LYS    30      71.125  45.637  31.669  1.00  0.00

ATOM    454  HZ2 LYS    30      72.351  46.627  31.404  1.00  0.00

ATOM    455  HZ3 LYS    30      72.381  45.098  30.774  1.00  0.00

ATOM    456  C   LYS    30      74.006  49.886  33.845  1.00  0.00

ATOM    457  O   LYS    30      74.593  50.653  33.077  1.00  0.00

ATOM    458  N   GLU    31      72.706  49.933  34.129  1.00  0.00

ATOM    459  H   GLU    31      72.283  49.349  34.848  1.00  0.00

ATOM    460  CA  GLU    31      71.698  50.747  33.485  1.00  0.00

ATOM    461  HA  GLU    31      71.818  50.607  32.418  1.00  0.00

ATOM    462  CB  GLU    31      70.265  50.263  33.728  1.00  0.00

ATOM    463  HB1 GLU    31      69.564  50.946  33.239  1.00  0.00

ATOM    464  HB2 GLU    31      69.988  50.436  34.760  1.00  0.00

ATOM    465  CG  GLU    31      70.035  48.825  33.260  1.00  0.00

ATOM    466  HG1 GLU    31      70.850  48.235  33.670  1.00  0.00

ATOM    467  HG2 GLU    31      70.091  48.837  32.174  1.00  0.00

ATOM    468  CD  GLU    31      68.714  48.397  33.890  1.00  0.00

ATOM    469  OE1 GLU    31      68.754  47.771  34.972  1.00  0.00

ATOM    470  OE2 GLU    31      67.587  48.620  33.379  1.00  0.00

ATOM    471  C   GLU    31      71.898  52.233  33.724  1.00  0.00

ATOM    472  O   GLU    31      71.690  53.047  32.822  1.00  0.00

ATOM    473  N   LEU    32      72.295  52.752  34.889  1.00  0.00

ATOM    474  H   LEU    32      72.190  52.170  35.709  1.00  0.00

ATOM    475  CA  LEU    32      72.378  54.173  35.170  1.00  0.00

ATOM    476  HA  LEU    32      71.474  54.581  34.733  1.00  0.00

ATOM    477  CB  LEU    32      72.379  54.488  36.671  1.00  0.00

ATOM    478  HB1 LEU    32      73.255  53.980  37.065  1.00  0.00

ATOM    479  HB2 LEU    32      71.506  54.026  37.153  1.00  0.00

ATOM    480  CG  LEU    32      72.401  55.965  37.040  1.00  0.00

ATOM    481  HG  LEU    32      73.304  56.386  36.587  1.00  0.00

ATOM    482  CD1 LEU    32      71.202  56.745  36.523  1.00  0.00

ATOM    483 1HD1 LEU    32      71.181  57.739  36.962  1.00  0.00

ATOM    484 2HD1 LEU    32      71.378  56.885  35.452  1.00  0.00

ATOM    485 3HD1 LEU    32      70.265  56.212  36.694  1.00  0.00

ATOM    486  CD2 LEU    32      72.489  56.221  38.545  1.00  0.00

ATOM    487 1HD2 LEU    32      71.560  55.988  39.065  1.00  0.00

ATOM    488 2HD2 LEU    32      73.338  55.685  38.956  1.00  0.00

ATOM    489 3HD2 LEU    32      72.717  57.278  38.644  1.00  0.00

ATOM    490  C   LEU    32      73.614  54.637  34.420  1.00  0.00

ATOM    491  O   LEU    32      73.676  55.805  34.041  1.00  0.00

ATOM    492  N   GLY    33      74.598  53.741  34.240  1.00  0.00

ATOM    493  H   GLY    33      74.543  52.793  34.596  1.00  0.00

ATOM    494  CA  GLY    33      75.819  54.036  33.522  1.00  0.00

ATOM    495  HA1 GLY    33      76.611  53.347  33.817  1.00  0.00

ATOM    496  HA2 GLY    33      76.103  55.062  33.760  1.00  0.00

ATOM    497  C   GLY    33      75.607  54.101  32.018  1.00  0.00

ATOM    498  O   GLY    33      76.131  55.001  31.366  1.00  0.00

ATOM    499  N   THR    34      74.759  53.253  31.436  1.00  0.00

ATOM    500  H   THR    34      74.433  52.454  31.968  1.00  0.00

ATOM    501  CA  THR    34      74.460  53.322  30.016  1.00  0.00

ATOM    502  HA  THR    34      75.386  53.230  29.432  1.00  0.00

ATOM    503  CB  THR    34      73.570  52.178  29.545  1.00  0.00

ATOM    504  HB  THR    34      72.539  52.294  29.885  1.00  0.00

ATOM    505  CG2 THR    34      73.534  51.911  28.044  1.00  0.00

ATOM    506 1HG2 THR    34      73.172  52.793  27.523  1.00  0.00

ATOM    507 2HG2 THR    34      74.526  51.551  27.736  1.00  0.00

ATOM    508 3HG2 THR    34      72.746  51.205  27.788  1.00  0.00

ATOM    509  OG1 THR    34      73.935  50.875  29.966  1.00  0.00

ATOM    510  HG1 THR    34      74.839  50.720  29.706  1.00  0.00

ATOM    511  C   THR    34      73.917  54.705  29.684  1.00  0.00

ATOM    512  O   THR    34      74.148  55.146  28.569  1.00  0.00

ATOM    513  N   VAL    35      73.091  55.228  30.589  1.00  0.00

ATOM    514  H   VAL    35      72.767  54.523  31.235  1.00  0.00

ATOM    515  CA  VAL    35      72.453  56.526  30.422  1.00  0.00

ATOM    516  HA  VAL    35      71.992  56.601  29.437  1.00  0.00

ATOM    517  CB  VAL    35      71.275  56.746  31.354  1.00  0.00

ATOM    518  HB  VAL    35      71.647  56.586  32.370  1.00  0.00

ATOM    519  CG1 VAL    35      70.748  58.178  31.304  1.00  0.00

ATOM    520 1HG1 VAL    35      71.416  58.921  31.745  1.00  0.00

ATOM    521 2HG1 VAL    35      70.590  58.519  30.270  1.00  0.00

ATOM    522 3HG1 VAL    35      69.764  58.205  31.778  1.00  0.00

ATOM    523  CG2 VAL    35      70.259  55.661  31.020  1.00  0.00

ATOM    524 1HG2 VAL    35      69.644  55.475  31.897  1.00  0.00

ATOM    525 2HG2 VAL    35      69.689  55.955  30.135  1.00  0.00

ATOM    526 3HG2 VAL    35      70.700  54.684  30.846  1.00  0.00

ATOM    527  C   VAL    35      73.460  57.659  30.516  1.00  0.00

ATOM    528  O   VAL    35      73.403  58.507  29.627  1.00  0.00

ATOM    529  N   MET    36      74.339  57.598  31.516  1.00  0.00

ATOM    530  H   MET    36      74.165  56.829  32.142  1.00  0.00

ATOM    531  CA  MET    36      75.446  58.510  31.694  1.00  0.00

ATOM    532  HA  MET    36      75.069  59.537  31.731  1.00  0.00

ATOM    533  CB  MET    36      76.181  58.297  33.016  1.00  0.00

ATOM    534  HB1 MET    36      77.239  58.535  32.928  1.00  0.00

ATOM    535  HB2 MET    36      76.216  57.224  33.185  1.00  0.00

ATOM    536  CG  MET    36      75.432  58.961  34.166  1.00  0.00

ATOM    537  HG1 MET    36      74.432  58.528  34.263  1.00  0.00

ATOM    538  HG2 MET    36      75.277  59.999  33.885  1.00  0.00

ATOM    539  SD  MET    36      76.109  58.757  35.834  1.00  0.00

ATOM    540  CE  MET    36      77.226  60.170  36.001  1.00  0.00

ATOM    541  HE1 MET    36      77.765  60.288  35.058  1.00  0.00

ATOM    542  HE2 MET    36      76.637  61.059  36.201  1.00  0.00

ATOM    543  HE3 MET    36      77.860  59.979  36.875  1.00  0.00

ATOM    544  C   MET    36      76.291  58.496  30.419  1.00  0.00

ATOM    545  O   MET    36      76.537  59.577  29.898  1.00  0.00

ATOM    546  N   ARG    37      76.689  57.300  29.991  1.00  0.00

ATOM    547  H   ARG    37      76.528  56.474  30.554  1.00  0.00

ATOM    548  CA  ARG    37      77.552  57.101  28.845  1.00  0.00

ATOM    549  HA  ARG    37      78.400  57.752  29.037  1.00  0.00

ATOM    550  CB  ARG    37      78.033  55.649  28.841  1.00  0.00

ATOM    551  HB1 ARG    37      78.574  55.473  27.914  1.00  0.00

ATOM    552  HB2 ARG    37      77.236  54.920  28.928  1.00  0.00

ATOM    553  CG  ARG    37      79.044  55.396  29.953  1.00  0.00

ATOM    554  HG1 ARG    37      78.676  55.592  30.959  1.00  0.00

ATOM    555  HG2 ARG    37      79.905  56.047  29.757  1.00  0.00

ATOM    556  CD  ARG    37      79.501  53.938  29.972  1.00  0.00

ATOM    557  HD1 ARG    37      80.411  53.886  30.577  1.00  0.00

ATOM    558  HD2 ARG    37      79.903  53.571  29.031  1.00  0.00

ATOM    559  NE  ARG    37      78.511  52.965  30.448  1.00  0.00

ATOM    560  HE  ARG    37      77.882  52.587  29.755  1.00  0.00

ATOM    561  CZ  ARG    37      78.563  52.250  31.576  1.00  0.00

ATOM    562  NH1 ARG    37      79.488  52.496  32.515  1.00  0.00

ATOM    563 1HH1 ARG    37      80.166  53.225  32.362  1.00  0.00

ATOM    564 2HH1 ARG    37      79.572  51.961  33.366  1.00  0.00

ATOM    565  NH2 ARG    37      77.726  51.221  31.806  1.00  0.00

ATOM    566 1HH2 ARG    37      77.333  50.784  30.989  1.00  0.00

ATOM    567 2HH2 ARG    37      77.892  50.762  32.688  1.00  0.00

ATOM    568  C   ARG    37      76.977  57.491  27.484  1.00  0.00

ATOM    569  O   ARG    37      77.710  57.972  26.632  1.00  0.00

ATOM    570  N   SER    38      75.680  57.240  27.329  1.00  0.00

ATOM    571  H   SER    38      75.226  56.725  28.077  1.00  0.00

ATOM    572  CA  SER    38      74.965  57.760  26.185  1.00  0.00

ATOM    573  HA  SER    38      75.430  57.481  25.240  1.00  0.00

ATOM    574  CB  SER    38      73.505  57.325  26.174  1.00  0.00

ATOM    575  HB1 SER    38      73.010  57.703  25.278  1.00  0.00

ATOM    576  HB2 SER    38      72.995  57.777  27.025  1.00  0.00

ATOM    577  OG  SER    38      73.267  55.937  26.228  1.00  0.00

ATOM    578  HG  SER    38      73.568  55.658  27.098  1.00  0.00

ATOM    579  C   SER    38      74.912  59.277  26.013  1.00  0.00

ATOM    580  O   SER    38      74.752  59.790  24.910  1.00  0.00

ATOM    581  N   LEU    39      75.058  60.060  27.086  1.00  0.00

ATOM    582  H   LEU    39      75.016  59.614  27.990  1.00  0.00

ATOM    583  CA  LEU    39      75.257  61.498  27.143  1.00  0.00

ATOM    584  HA  LEU    39      74.902  61.881  26.195  1.00  0.00

ATOM    585  CB  LEU    39      74.465  62.054  28.326  1.00  0.00

ATOM    586  HB1 LEU    39      74.973  62.971  28.653  1.00  0.00

ATOM    587  HB2 LEU    39      74.679  61.401  29.161  1.00  0.00

ATOM    588  CG  LEU    39      72.952  62.200  28.177  1.00  0.00

ATOM    589  HG  LEU    39      72.540  61.207  28.009  1.00  0.00

ATOM    590  CD1 LEU    39      72.300  62.671  29.469  1.00  0.00

ATOM    591 1HD1 LEU    39      72.758  63.594  29.825  1.00  0.00

ATOM    592 2HD1 LEU    39      71.235  62.748  29.218  1.00  0.00

ATOM    593 3HD1 LEU    39      72.379  61.835  30.159  1.00  0.00

ATOM    594  CD2 LEU    39      72.569  63.075  26.986  1.00  0.00

ATOM    595 1HD2 LEU    39      71.535  63.433  26.971  1.00  0.00

ATOM    596 2HD2 LEU    39      73.183  63.963  27.127  1.00  0.00

ATOM    597 3HD2 LEU    39      72.962  62.589  26.092  1.00  0.00

ATOM    598  C   LEU    39      76.739  61.840  27.192  1.00  0.00

ATOM    599  O   LEU    39      77.223  62.822  27.745  1.00  0.00

ATOM    600  N   GLY    40      77.620  61.019  26.618  1.00  0.00

ATOM    601  H   GLY    40      77.220  60.151  26.298  1.00  0.00

ATOM    602  CA  GLY    40      79.045  61.151  26.388  1.00  0.00

ATOM    603  HA1 GLY    40      79.101  62.197  26.089  1.00  0.00

ATOM    604  HA2 GLY    40      79.245  60.488  25.538  1.00  0.00

ATOM    605  C   GLY    40      79.895  61.020  27.653  1.00  0.00

ATOM    606  O   GLY    40      81.110  61.173  27.568  1.00  0.00

ATOM    607  N   GLN    41      79.262  60.597  28.744  1.00  0.00

ATOM    608  H   GLN    41      78.332  60.216  28.750  1.00  0.00

ATOM    609  CA  GLN    41      79.889  60.683  30.051  1.00  0.00

ATOM    610  HA  GLN    41      80.584  61.527  30.048  1.00  0.00

ATOM    611  CB  GLN    41      78.935  61.063  31.178  1.00  0.00

ATOM    612  HB1 GLN    41      79.447  61.371  32.089  1.00  0.00

ATOM    613  HB2 GLN    41      78.272  60.265  31.501  1.00  0.00

ATOM    614  CG  GLN    41      78.028  62.206  30.735  1.00  0.00

ATOM    615  HG1 GLN    41      77.486  61.879  29.846  1.00  0.00

ATOM    616  HG2 GLN    41      78.487  63.175  30.512  1.00  0.00

ATOM    617  CD  GLN    41      76.964  62.497  31.772  1.00  0.00

ATOM    618  OE1 GLN    41      77.092  62.229  32.966  1.00  0.00

ATOM    619  NE2 GLN    41      75.833  63.061  31.358  1.00  0.00

ATOM    620 1HE2 GLN    41      75.641  63.410  30.429  1.00  0.00

ATOM    621 2HE2 GLN    41      75.107  63.022  32.061  1.00  0.00

ATOM    622  C   GLN    41      80.832  59.537  30.402  1.00  0.00

ATOM    623  O   GLN    41      80.786  58.470  29.795  1.00  0.00

ATOM    624  N   ASN    42      81.759  59.760  31.319  1.00  0.00

ATOM    625  H   ASN    42      81.880  60.641  31.809  1.00  0.00

ATOM    626  CA  ASN    42      82.591  58.679  31.825  1.00  0.00

ATOM    627  HA  ASN    42      82.225  57.729  31.433  1.00  0.00

ATOM    628  CB  ASN    42      83.906  58.968  31.102  1.00  0.00

ATOM    629  HB1 ASN    42      84.305  59.873  31.555  1.00  0.00

ATOM    630  HB2 ASN    42      83.729  59.178  30.045  1.00  0.00

ATOM    631  CG  ASN    42      84.979  57.893  31.240  1.00  0.00

ATOM    632  OD1 ASN    42      84.617  56.724  31.294  1.00  0.00

ATOM    633  ND2 ASN    42      86.222  58.176  31.626  1.00  0.00

ATOM    634 1HD2 ASN    42      86.515  59.137  31.537  1.00  0.00

ATOM    635 2HD2 ASN    42      86.840  57.399  31.817  1.00  0.00

ATOM    636  C   ASN    42      82.658  58.661  33.341  1.00  0.00

ATOM    637  O   ASN    42      83.660  59.088  33.908  1.00  0.00

ATOM    638  N   PRO    43      81.665  58.121  34.052  1.00  0.00

ATOM    639  CD  PRO    43      80.388  57.725  33.503  1.00  0.00

ATOM    640  HD1 PRO    43      80.539  57.129  32.608  1.00  0.00

ATOM    641  HD2 PRO    43      79.817  58.599  33.188  1.00  0.00

ATOM    642  CG  PRO    43      79.647  56.914  34.578  1.00  0.00

ATOM    643  HG1 PRO    43      79.937  55.867  34.533  1.00  0.00

ATOM    644  HG2 PRO    43      78.564  56.995  34.588  1.00  0.00

ATOM    645  CB  PRO    43      80.322  57.495  35.816  1.00  0.00

ATOM    646  HB1 PRO    43      80.196  56.717  36.555  1.00  0.00

ATOM    647  HB2 PRO    43      79.849  58.432  36.101  1.00  0.00

ATOM    648  CA  PRO    43      81.782  57.802  35.460  1.00  0.00

ATOM    649  HA  PRO    43      82.213  58.637  36.003  1.00  0.00

ATOM    650  C   PRO    43      82.566  56.520  35.720  1.00  0.00

ATOM    651  O   PRO    43      82.886  55.780  34.790  1.00  0.00

ATOM    652  N   THR    44      82.796  56.258  37.004  1.00  0.00

ATOM    653  H   THR    44      82.718  57.052  37.631  1.00  0.00

ATOM    654  CA  THR    44      83.269  55.037  37.621  1.00  0.00

ATOM    655  HA  THR    44      83.730  54.439  36.829  1.00  0.00

ATOM    656  CB  THR    44      84.395  55.305  38.624  1.00  0.00

ATOM    657  HB  THR    44      84.924  54.379  38.860  1.00  0.00

ATOM    658  CG2 THR    44      85.409  56.339  38.132  1.00  0.00

ATOM    659 1HG2 THR    44      86.233  56.383  38.842  1.00  0.00

ATOM    660 2HG2 THR    44      85.793  55.923  37.208  1.00  0.00

ATOM    661 3HG2 THR    44      85.063  57.329  37.843  1.00  0.00

ATOM    662  OG1 THR    44      83.750  55.791  39.774  1.00  0.00

ATOM    663  HG1 THR    44      84.511  55.916  40.355  1.00  0.00

ATOM    664  C   THR    44      82.080  54.224  38.105  1.00  0.00

ATOM    665  O   THR    44      81.016  54.783  38.342  1.00  0.00

ATOM    666  N   GLU    45      82.335  52.988  38.562  1.00  0.00

ATOM    667  H   GLU    45      83.255  52.614  38.383  1.00  0.00

ATOM    668  CA  GLU    45      81.527  52.119  39.391  1.00  0.00

ATOM    669  HA  GLU    45      80.518  52.311  39.031  1.00  0.00

ATOM    670  CB  GLU    45      81.948  50.667  39.170  1.00  0.00

ATOM    671  HB1 GLU    45      81.164  50.039  39.594  1.00  0.00

ATOM    672  HB2 GLU    45      82.797  50.482  39.823  1.00  0.00

ATOM    673  CG  GLU    45      82.176  50.210  37.733  1.00  0.00

ATOM    674  HG1 GLU    45      82.386  49.145  37.821  1.00  0.00

ATOM    675  HG2 GLU    45      83.100  50.689  37.432  1.00  0.00

ATOM    676  CD  GLU    45      80.977  50.374  36.813  1.00  0.00

ATOM    677  OE1 GLU    45      79.809  50.152  37.181  1.00  0.00

ATOM    678  OE2 GLU    45      81.233  50.519  35.592  1.00  0.00

ATOM    679  C   GLU    45      81.588  52.550  40.852  1.00  0.00

ATOM    680  O   GLU    45      80.608  52.258  41.534  1.00  0.00

ATOM    681  N   ALA    46      82.565  53.366  41.246  1.00  0.00

ATOM    682  H   ALA    46      83.310  53.526  40.586  1.00  0.00

ATOM    683  CA  ALA    46      82.503  54.078  42.514  1.00  0.00

ATOM    684  HA  ALA    46      82.160  53.208  43.065  1.00  0.00

ATOM    685  CB  ALA    46      83.936  54.398  42.951  1.00  0.00

ATOM    686  HB1 ALA    46      84.577  53.516  42.927  1.00  0.00

ATOM    687  HB2 ALA    46      84.255  55.151  42.229  1.00  0.00

ATOM    688  HB3 ALA    46      83.860  54.855  43.937  1.00  0.00

ATOM    689  C   ALA    46      81.513  55.229  42.499  1.00  0.00

ATOM    690  O   ALA    46      80.897  55.562  43.509  1.00  0.00

ATOM    691  N   GLU    47      81.401  55.897  41.340  1.00  0.00

ATOM    692  H   GLU    47      82.047  55.653  40.606  1.00  0.00

ATOM    693  CA  GLU    47      80.486  57.005  41.198  1.00  0.00

ATOM    694  HA  GLU    47      80.569  57.594  42.119  1.00  0.00

ATOM    695  CB  GLU    47      80.811  57.946  40.050  1.00  0.00

ATOM    696  HB1 GLU    47      79.938  58.577  39.899  1.00  0.00

ATOM    697  HB2 GLU    47      81.135  57.316  39.227  1.00  0.00

ATOM    698  CG  GLU    47      81.969  58.916  40.279  1.00  0.00

ATOM    699  HG1 GLU    47      82.858  58.292  40.448  1.00  0.00

ATOM    700  HG2 GLU    47      81.697  59.535  41.130  1.00  0.00

ATOM    701  CD  GLU    47      82.201  59.820  39.086  1.00  0.00

ATOM    702  OE1 GLU    47      81.742  60.982  39.131  1.00  0.00

ATOM    703  OE2 GLU    47      83.054  59.461  38.235  1.00  0.00

ATOM    704  C   GLU    47      79.030  56.577  41.057  1.00  0.00

ATOM    705  O   GLU    47      78.177  57.115  41.756  1.00  0.00

ATOM    706  N   LEU    48      78.837  55.484  40.308  1.00  0.00

ATOM    707  H   LEU    48      79.666  55.070  39.903  1.00  0.00

ATOM    708  CA  LEU    48      77.527  54.897  40.080  1.00  0.00

ATOM    709  HA  LEU    48      76.818  55.697  39.862  1.00  0.00

ATOM    710  CB  LEU    48      77.545  53.974  38.869  1.00  0.00

ATOM    711  HB1 LEU    48      76.671  53.347  39.033  1.00  0.00

ATOM    712  HB2 LEU    48      78.400  53.282  38.902  1.00  0.00

ATOM    713  CG  LEU    48      77.669  54.644  37.510  1.00  0.00

ATOM    714  HG  LEU    48      78.422  55.435  37.505  1.00  0.00

ATOM    715  CD1 LEU    48      78.100  53.537  36.547  1.00  0.00

ATOM    716 1HD1 LEU    48      79.126  53.261  36.762  1.00  0.00

ATOM    717 2HD1 LEU    48      77.558  52.587  36.549  1.00  0.00

ATOM    718 3HD1 LEU    48      78.018  53.850  35.498  1.00  0.00

ATOM    719  CD2 LEU    48      76.307  55.211  37.104  1.00  0.00

ATOM    720 1HD2 LEU    48      76.447  55.932  36.301  1.00  0.00

ATOM    721 2HD2 LEU    48      75.648  54.366  36.896  1.00  0.00

ATOM    722 3HD2 LEU    48      75.813  55.744  37.914  1.00  0.00

ATOM    723  C   LEU    48      77.010  54.329  41.390  1.00  0.00

ATOM    724  O   LEU    48      75.856  54.575  41.747  1.00  0.00

ATOM    725  N   GLN    49      77.877  53.743  42.215  1.00  0.00

ATOM    726  H   GLN    49      78.822  53.523  41.922  1.00  0.00

ATOM    727  CA  GLN    49      77.523  53.107  43.472  1.00  0.00

ATOM    728  HA  GLN    49      76.497  52.763  43.305  1.00  0.00

ATOM    729  CB  GLN    49      78.302  51.855  43.876  1.00  0.00

ATOM    730  HB1 GLN    49      78.022  51.712  44.919  1.00  0.00

ATOM    731  HB2 GLN    49      79.344  52.184  43.828  1.00  0.00

ATOM    732  CG  GLN    49      77.915  50.670  42.998  1.00  0.00

ATOM    733  HG1 GLN    49      78.079  50.932  41.952  1.00  0.00

ATOM    734  HG2 GLN    49      76.877  50.371  43.126  1.00  0.00

ATOM    735  CD  GLN    49      78.848  49.486  43.187  1.00  0.00

ATOM    736  OE1 GLN    49      78.429  48.411  43.601  1.00  0.00

ATOM    737  NE2 GLN    49      80.165  49.667  43.008  1.00  0.00

ATOM    738 1HE2 GLN    49      80.458  50.561  42.658  1.00  0.00

ATOM    739 2HE2 GLN    49      80.833  48.975  43.310  1.00  0.00

ATOM    740  C   GLN    49      77.289  54.070  44.624  1.00  0.00

ATOM    741  O   GLN    49      76.617  53.616  45.547  1.00  0.00

ATOM    742  N   ASP    50      77.722  55.321  44.488  1.00  0.00

ATOM    743  H   ASP    50      78.289  55.642  43.708  1.00  0.00

ATOM    744  CA  ASP    50      77.239  56.330  45.411  1.00  0.00

ATOM    745  HA  ASP    50      76.921  55.876  46.343  1.00  0.00

ATOM    746  CB  ASP    50      78.401  57.286  45.692  1.00  0.00

ATOM    747  HB1 ASP    50      78.783  57.838  44.830  1.00  0.00

ATOM    748  HB2 ASP    50      79.268  56.730  46.039  1.00  0.00

ATOM    749  CG  ASP    50      78.000  58.316  46.732  1.00  0.00

ATOM    750  OD1 ASP    50      77.904  58.015  47.941  1.00  0.00

ATOM    751  OD2 ASP    50      77.678  59.447  46.311  1.00  0.00

ATOM    752  C   ASP    50      75.990  57.052  44.937  1.00  0.00

ATOM    753  O   ASP    50      75.061  57.289  45.715  1.00  0.00

ATOM    754  N   MET    51      75.852  57.278  43.638  1.00  0.00

ATOM    755  H   MET    51      76.645  57.086  43.044  1.00  0.00

ATOM    756  CA  MET    51      74.755  58.022  43.041  1.00  0.00

ATOM    757  HA  MET    51      74.572  58.946  43.580  1.00  0.00

ATOM    758  CB  MET    51      75.017  58.387  41.585  1.00  0.00

ATOM    759  HB1 MET    51      75.308  57.588  40.899  1.00  0.00

ATOM    760  HB2 MET    51      75.896  59.034  41.640  1.00  0.00

ATOM    761  CG  MET    51      73.936  59.086  40.761  1.00  0.00

ATOM    762  HG1 MET    51      73.599  59.995  41.247  1.00  0.00

ATOM    763  HG2 MET    51      73.077  58.450  40.557  1.00  0.00

ATOM    764  SD  MET    51      74.424  59.587  39.086  1.00  0.00

ATOM    765  CE  MET    51      75.493  60.995  39.516  1.00  0.00

ATOM    766  HE1 MET    51      76.201  61.154  38.697  1.00  0.00

ATOM    767  HE2 MET    51      74.908  61.907  39.603  1.00  0.00

ATOM    768  HE3 MET    51      76.078  60.772  40.405  1.00  0.00

ATOM    769  C   MET    51      73.441  57.249  43.096  1.00  0.00

ATOM    770  O   MET    51      72.398  57.842  43.369  1.00  0.00

ATOM    771  N   ILE    52      73.430  55.939  42.862  1.00  0.00

ATOM    772  H   ILE    52      74.305  55.550  42.549  1.00  0.00

ATOM    773  CA  ILE    52      72.285  55.084  43.106  1.00  0.00

ATOM    774  HA  ILE    52      71.411  55.423  42.545  1.00  0.00

ATOM    775  CB  ILE    52      72.785  53.683  42.730  1.00  0.00

ATOM    776  HB  ILE    52      73.397  53.707  41.833  1.00  0.00

ATOM    777  CG2 ILE    52      73.651  53.031  43.805  1.00  0.00

ATOM    778 1HG2 ILE    52      74.427  53.792  43.944  1.00  0.00

ATOM    779 2HG2 ILE    52      73.152  52.691  44.709  1.00  0.00

ATOM    780 3HG2 ILE    52      74.153  52.153  43.394  1.00  0.00

ATOM    781  CG1 ILE    52      71.618  52.755  42.436  1.00  0.00

ATOM    782 1HG1 ILE    52      70.849  52.819  43.211  1.00  0.00

ATOM    783 2HG1 ILE    52      72.042  51.745  42.391  1.00  0.00

ATOM    784  CD  ILE    52      70.963  52.956  41.066  1.00  0.00

ATOM    785  HD1 ILE    52      70.207  52.185  40.936  1.00  0.00

ATOM    786  HD2 ILE    52      70.385  53.871  41.174  1.00  0.00

ATOM    787  HD3 ILE    52      71.799  53.036  40.364  1.00  0.00

ATOM    788  C   ILE    52      71.860  55.043  44.561  1.00  0.00

ATOM    789  O   ILE    52      70.731  54.652  44.826  1.00  0.00

ATOM    790  N   ASN    53      72.720  55.381  45.531  1.00  0.00

ATOM    791  H   ASN    53      73.646  55.674  45.259  1.00  0.00

ATOM    792  CA  ASN    53      72.498  54.986  46.907  1.00  0.00

ATOM    793  HA  ASN    53      71.699  54.256  47.018  1.00  0.00

ATOM    794  CB  ASN    53      73.844  54.416  47.358  1.00  0.00

ATOM    795  HB1 ASN    53      74.644  55.155  47.321  1.00  0.00

ATOM    796  HB2 ASN    53      74.095  53.569  46.725  1.00  0.00

ATOM    797  CG  ASN    53      73.627  53.958  48.793  1.00  0.00

ATOM    798  OD1 ASN    53      73.011  52.918  49.006  1.00  0.00

ATOM    799  ND2 ASN    53      74.142  54.685  49.788  1.00  0.00

ATOM    800 1HD2 ASN    53      74.547  55.604  49.636  1.00  0.00

ATOM    801 2HD2 ASN    53      74.127  54.227  50.685  1.00  0.00

ATOM    802  C   ASN    53      72.065  56.201  47.719  1.00  0.00

ATOM    803  O   ASN    53      71.829  56.071  48.921  1.00  0.00

ATOM    804  N   GLU    54      72.021  57.377  47.103  1.00  0.00

ATOM    805  H   GLU    54      72.423  57.324  46.176  1.00  0.00

ATOM    806  CA  GLU    54      71.198  58.486  47.566  1.00  0.00

ATOM    807  HA  GLU    54      71.211  58.624  48.643  1.00  0.00

ATOM    808  CB  GLU    54      71.812  59.808  47.107  1.00  0.00

ATOM    809  HB1 GLU    54      71.117  60.544  47.514  1.00  0.00

ATOM    810  HB2 GLU    54      71.553  60.010  46.069  1.00  0.00

ATOM    811  CG  GLU    54      73.257  60.096  47.479  1.00  0.00

ATOM    812  HG1 GLU    54      73.574  61.071  47.073  1.00  0.00

ATOM    813  HG2 GLU    54      73.974  59.345  47.138  1.00  0.00

ATOM    814  CD  GLU    54      73.566  60.158  48.963  1.00  0.00

ATOM    815  OE1 GLU    54      74.214  59.229  49.503  1.00  0.00

ATOM    816  OE2 GLU    54      73.143  61.099  49.686  1.00  0.00

ATOM    817  C   GLU    54      69.712  58.421  47.234  1.00  0.00

ATOM    818  O   GLU    54      68.907  59.238  47.694  1.00  0.00

ATOM    819  N   VAL    55      69.334  57.395  46.478  1.00  0.00

ATOM    820  H   VAL    55      70.070  56.755  46.200  1.00  0.00

ATOM    821  CA  VAL    55      68.031  57.342  45.848  1.00  0.00

ATOM    822  HA  VAL    55      67.444  58.186  46.210  1.00  0.00

ATOM    823  CB  VAL    55      68.140  57.549  44.349  1.00  0.00

ATOM    824  HB  VAL    55      68.795  56.740  44.021  1.00  0.00

ATOM    825  CG1 VAL    55      66.811  57.510  43.607  1.00  0.00

ATOM    826 1HG1 VAL    55      66.044  58.274  43.801  1.00  0.00

ATOM    827 2HG1 VAL    55      67.015  57.590  42.535  1.00  0.00

ATOM    828 3HG1 VAL    55      66.451  56.490  43.663  1.00  0.00

ATOM    829  CG2 VAL    55      68.835  58.892  44.126  1.00  0.00

ATOM    830 1HG2 VAL    55      69.865  58.886  44.492  1.00  0.00

ATOM    831 2HG2 VAL    55      68.928  58.979  43.046  1.00  0.00

ATOM    832 3HG2 VAL    55      68.230  59.693  44.542  1.00  0.00

ATOM    833  C   VAL    55      67.333  56.074  46.336  1.00  0.00

ATOM    834  O   VAL    55      66.131  56.172  46.572  1.00  0.00

ATOM    835  N   ASP    56      67.987  54.921  46.473  1.00  0.00

ATOM    836  H   ASP    56      68.965  54.943  46.222  1.00  0.00

ATOM    837  CA  ASP    56      67.546  53.739  47.184  1.00  0.00

ATOM    838  HA  ASP    56      66.736  53.306  46.594  1.00  0.00

ATOM    839  CB  ASP    56      68.664  52.707  47.098  1.00  0.00

ATOM    840  HB1 ASP    56      69.632  53.116  47.404  1.00  0.00

ATOM    841  HB2 ASP    56      68.815  52.447  46.057  1.00  0.00

ATOM    842  CG  ASP    56      68.358  51.409  47.839  1.00  0.00

ATOM    843  OD1 ASP    56      67.454  50.671  47.397  1.00  0.00

ATOM    844  OD2 ASP    56      68.966  51.052  48.872  1.00  0.00

ATOM    845  C   ASP    56      67.180  54.049  48.634  1.00  0.00

ATOM    846  O   ASP    56      67.903  54.795  49.284  1.00  0.00

ATOM    847  N   ALA    57      65.986  53.594  49.019  1.00  0.00

ATOM    848  H   ALA    57      65.465  53.216  48.243  1.00  0.00

ATOM    849  CA  ALA    57      65.451  53.798  50.357  1.00  0.00

ATOM    850  HA  ALA    57      66.146  54.404  50.950  1.00  0.00

ATOM    851  CB  ALA    57      64.110  54.490  50.125  1.00  0.00

ATOM    852  HB1 ALA    57      63.384  53.694  49.923  1.00  0.00

ATOM    853  HB2 ALA    57      63.701  54.919  51.032  1.00  0.00

ATOM    854  HB3 ALA    57      64.184  55.264  49.365  1.00  0.00

ATOM    855  C   ALA    57      65.245  52.497  51.113  1.00  0.00

ATOM    856  O   ALA    57      65.313  52.461  52.337  1.00  0.00

ATOM    857  N   ASP    58      65.013  51.395  50.405  1.00  0.00

ATOM    858  H   ASP    58      64.867  51.490  49.411  1.00  0.00

ATOM    859  CA  ASP    58      64.737  50.122  51.043  1.00  0.00

ATOM    860  HA  ASP    58      64.656  50.265  52.125  1.00  0.00

ATOM    861  CB  ASP    58      63.400  49.560  50.564  1.00  0.00

ATOM    862  HB1 ASP    58      62.722  50.402  50.416  1.00  0.00

ATOM    863  HB2 ASP    58      62.982  48.914  51.342  1.00  0.00

ATOM    864  CG  ASP    58      63.393  48.674  49.333  1.00  0.00

ATOM    865  OD1 ASP    58      64.290  48.822  48.479  1.00  0.00

ATOM    866  OD2 ASP    58      62.582  47.724  49.303  1.00  0.00

ATOM    867  C   ASP    58      65.972  49.235  51.099  1.00  0.00

ATOM    868  O   ASP    58      65.992  48.013  51.236  1.00  0.00

ATOM    869  N   GLY    59      67.145  49.879  51.040  1.00  0.00

ATOM    870  H   GLY    59      67.161  50.872  50.875  1.00  0.00

ATOM    871  CA  GLY    59      68.372  49.265  51.492  1.00  0.00

ATOM    872  HA1 GLY    59      68.278  48.975  52.538  1.00  0.00

ATOM    873  HA2 GLY    59      69.215  49.898  51.229  1.00  0.00

ATOM    874  C   GLY    59      68.867  48.093  50.650  1.00  0.00

ATOM    875  O   GLY    59      69.325  47.078  51.168  1.00  0.00

ATOM    876  N   ASN    60      68.675  48.087  49.324  1.00  0.00

ATOM    877  H   ASN    60      68.173  48.870  48.929  1.00  0.00

ATOM    878  CA  ASN    60      69.175  47.136  48.365  1.00  0.00

ATOM    879  HA  ASN    60      69.867  46.478  48.891  1.00  0.00

ATOM    880  CB  ASN    60      68.073  46.139  48.037  1.00  0.00

ATOM    881  HB1 ASN    60      67.562  45.774  48.938  1.00  0.00

ATOM    882  HB2 ASN    60      68.461  45.264  47.511  1.00  0.00

ATOM    883  CG  ASN    60      66.882  46.631  47.225  1.00  0.00

ATOM    884  OD1 ASN    60      66.832  47.773  46.767  1.00  0.00

ATOM    885  ND2 ASN    60      65.869  45.838  46.859  1.00  0.00

ATOM    886 1HD2 ASN    60      65.872  44.906  47.237  1.00  0.00

ATOM    887 2HD2 ASN    60      65.063  46.289  46.455  1.00  0.00

ATOM    888  C   ASN    60      70.001  47.653  47.190  1.00  0.00

ATOM    889  O   ASN    60      70.408  46.839  46.365  1.00  0.00

ATOM    890  N   GLY    61      70.316  48.946  47.253  1.00  0.00

ATOM    891  H   GLY    61      69.781  49.472  47.916  1.00  0.00

ATOM    892  CA  GLY    61      71.373  49.638  46.524  1.00  0.00

ATOM    893  HA1 GLY    61      72.268  49.014  46.558  1.00  0.00

ATOM    894  HA2 GLY    61      71.633  50.588  46.973  1.00  0.00

ATOM    895  C   GLY    61      70.873  49.900  45.114  1.00  0.00

ATOM    896  O   GLY    61      71.697  50.378  44.343  1.00  0.00

ATOM    897  N   THR    62      69.641  49.607  44.684  1.00  0.00

ATOM    898  H   THR    62      69.023  49.171  45.345  1.00  0.00

ATOM    899  CA  THR    62      68.980  49.820  43.403  1.00  0.00

ATOM    900  HA  THR    62      69.630  50.486  42.828  1.00  0.00

ATOM    901  CB  THR    62      68.879  48.453  42.746  1.00  0.00

ATOM    902  HB  THR    62      68.240  48.465  41.861  1.00  0.00

ATOM    903  CG2 THR    62      70.166  47.762  42.294  1.00  0.00

ATOM    904 1HG2 THR    62      70.791  47.390  43.110  1.00  0.00

ATOM    905 2HG2 THR    62      69.846  46.909  41.685  1.00  0.00

ATOM    906 3HG2 THR    62      70.742  48.444  41.669  1.00  0.00

ATOM    907  OG1 THR    62      68.205  47.488  43.541  1.00  0.00

ATOM    908  HG1 THR    62      68.495  46.579  43.449  1.00  0.00

ATOM    909  C   THR    62      67.717  50.648  43.568  1.00  0.00

ATOM    910  O   THR    62      67.163  50.851  44.643  1.00  0.00

ATOM    911  N   ILE    63      67.134  51.155  42.478  1.00  0.00

ATOM    912  H   ILE    63      67.523  50.820  41.603  1.00  0.00

ATOM    913  CA  ILE    63      65.981  52.029  42.469  1.00  0.00

ATOM    914  HA  ILE    63      65.743  52.318  43.496  1.00  0.00

ATOM    915  CB  ILE    63      66.229  53.291  41.652  1.00  0.00

ATOM    916  HB  ILE    63      66.300  52.975  40.612  1.00  0.00

ATOM    917  CG2 ILE    63      65.035  54.241  41.656  1.00  0.00

ATOM    918 1HG2 ILE    63      64.096  53.710  41.519  1.00  0.00

ATOM    919 2HG2 ILE    63      64.942  54.690  42.648  1.00  0.00

ATOM    920 3HG2 ILE    63      65.093  55.051  40.929  1.00  0.00

ATOM    921  CG1 ILE    63      67.479  54.050  42.080  1.00  0.00

ATOM    922 1HG1 ILE    63      68.289  53.314  42.062  1.00  0.00

ATOM    923 2HG1 ILE    63      67.350  54.379  43.109  1.00  0.00

ATOM    924  CD  ILE    63      67.931  55.209  41.188  1.00  0.00

ATOM    925  HD1 ILE    63      68.862  55.512  41.666  1.00  0.00

ATOM    926  HD2 ILE    63      68.147  54.900  40.166  1.00  0.00

ATOM    927  HD3 ILE    63      67.136  55.934  41.051  1.00  0.00

ATOM    928  C   ILE    63      64.752  51.236  42.054  1.00  0.00

ATOM    929  O   ILE    63      64.828  50.603  41.008  1.00  0.00

ATOM    930  N   ASP    64      63.628  51.242  42.775  1.00  0.00

ATOM    931  H   ASP    64      63.544  51.710  43.662  1.00  0.00

ATOM    932  CA  ASP    64      62.365  50.749  42.268  1.00  0.00

ATOM    933  HA  ASP    64      62.442  50.480  41.205  1.00  0.00

ATOM    934  CB  ASP    64      62.063  49.462  43.034  1.00  0.00

ATOM    935  HB1 ASP    64      62.784  48.662  42.889  1.00  0.00

ATOM    936  HB2 ASP    64      61.144  49.071  42.602  1.00  0.00

ATOM    937  CG  ASP    64      61.839  49.699  44.524  1.00  0.00

ATOM    938  OD1 ASP    64      62.863  49.717  45.234  1.00  0.00

ATOM    939  OD2 ASP    64      60.695  49.575  45.009  1.00  0.00

ATOM    940  C   ASP    64      61.285  51.802  42.448  1.00  0.00

ATOM    941  O   ASP    64      61.528  52.906  42.948  1.00  0.00

ATOM    942  N   PHE    65      60.109  51.605  41.854  1.00  0.00

ATOM    943  H   PHE    65      59.882  50.684  41.527  1.00  0.00

ATOM    944  CA  PHE    65      59.226  52.720  41.531  1.00  0.00

ATOM    945  HA  PHE    65      59.629  53.306  40.704  1.00  0.00

ATOM    946  CB  PHE    65      57.961  52.168  40.886  1.00  0.00

ATOM    947  HB1 PHE    65      57.373  51.632  41.627  1.00  0.00

ATOM    948  HB2 PHE    65      58.344  51.530  40.087  1.00  0.00

ATOM    949  CG  PHE    65      57.118  53.192  40.164  1.00  0.00

ATOM    950  CD1 PHE    65      55.848  53.590  40.613  1.00  0.00

ATOM    951  HD1 PHE    65      55.439  53.144  41.502  1.00  0.00

ATOM    952  CE1 PHE    65      55.042  54.420  39.816  1.00  0.00

ATOM    953  HE1 PHE    65      54.047  54.522  40.202  1.00  0.00

ATOM    954  CZ  PHE    65      55.567  54.996  38.658  1.00  0.00

ATOM    955  HZ  PHE    65      54.899  55.650  38.130  1.00  0.00

ATOM    956  CE2 PHE    65      56.871  54.740  38.193  1.00  0.00

ATOM    957  HE2 PHE    65      57.244  55.166  37.280  1.00  0.00

ATOM    958  CD2 PHE    65      57.557  53.812  38.985  1.00  0.00

ATOM    959  HD2 PHE    65      58.570  53.529  38.764  1.00  0.00

ATOM    960  C   PHE    65      58.848  53.712  42.615  1.00  0.00

ATOM    961  O   PHE    65      59.118  54.880  42.350  1.00  0.00

ATOM    962  N   PRO    66      58.380  53.387  43.829  1.00  0.00

ATOM    963  CD  PRO    66      58.211  52.061  44.378  1.00  0.00

ATOM    964  HD1 PRO    66      59.233  51.812  44.675  1.00  0.00

ATOM    965  HD2 PRO    66      57.780  51.270  43.767  1.00  0.00

ATOM    966  CG  PRO    66      57.237  52.234  45.539  1.00  0.00

ATOM    967  HG1 PRO    66      57.472  51.526  46.333  1.00  0.00

ATOM    968  HG2 PRO    66      56.225  52.218  45.133  1.00  0.00

ATOM    969  CB  PRO    66      57.613  53.619  46.053  1.00  0.00

ATOM    970  HB1 PRO    66      58.414  53.462  46.764  1.00  0.00

ATOM    971  HB2 PRO    66      56.706  54.071  46.477  1.00  0.00

ATOM    972  CA  PRO    66      58.093  54.396  44.835  1.00  0.00

ATOM    973  HA  PRO    66      57.320  55.017  44.388  1.00  0.00

ATOM    974  C   PRO    66      59.280  55.299  45.121  1.00  0.00

ATOM    975  O   PRO    66      59.062  56.512  45.219  1.00  0.00

ATOM    976  N   GLU    67      60.490  54.736  45.135  1.00  0.00

ATOM    977  H   GLU    67      60.675  53.896  44.613  1.00  0.00

ATOM    978  CA  GLU    67      61.646  55.551  45.419  1.00  0.00

ATOM    979  HA  GLU    67      61.395  56.176  46.272  1.00  0.00

ATOM    980  CB  GLU    67      62.848  54.661  45.718  1.00  0.00

ATOM    981  HB1 GLU    67      63.665  55.167  46.234  1.00  0.00

ATOM    982  HB2 GLU    67      63.193  54.219  44.782  1.00  0.00

ATOM    983  CG  GLU    67      62.657  53.430  46.597  1.00  0.00

ATOM    984  HG1 GLU    67      61.814  52.847  46.224  1.00  0.00

ATOM    985  HG2 GLU    67      62.452  53.823  47.595  1.00  0.00

ATOM    986  CD  GLU    67      63.845  52.482  46.610  1.00  0.00

ATOM    987  OE1 GLU    67      64.417  52.135  45.559  1.00  0.00

ATOM    988  OE2 GLU    67      64.174  51.890  47.665  1.00  0.00

ATOM    989  C   GLU    67      61.943  56.500  44.265  1.00  0.00

ATOM    990  O   GLU    67      62.090  57.685  44.548  1.00  0.00

ATOM    991  N   PHE    68      61.849  56.037  43.013  1.00  0.00

ATOM    992  H   PHE    68      61.775  55.030  42.919  1.00  0.00

ATOM    993  CA  PHE    68      61.907  56.823  41.802  1.00  0.00

ATOM    994  HA  PHE    68      62.903  57.262  41.852  1.00  0.00

ATOM    995  CB  PHE    68      61.885  55.920  40.573  1.00  0.00

ATOM    996  HB1 PHE    68      60.928  55.409  40.595  1.00  0.00

ATOM    997  HB2 PHE    68      62.621  55.129  40.719  1.00  0.00

ATOM    998  CG  PHE    68      62.129  56.654  39.266  1.00  0.00

ATOM    999  CD1 PHE    68      63.415  56.736  38.737  1.00  0.00

ATOM   1000  HD1 PHE    68      64.188  56.291  39.364  1.00  0.00

ATOM   1001  CE1 PHE    68      63.568  57.329  37.479  1.00  0.00

ATOM   1002  HE1 PHE    68      64.546  57.461  37.027  1.00  0.00

ATOM   1003  CZ  PHE    68      62.447  57.725  36.738  1.00  0.00

ATOM   1004  HZ  PHE    68      62.649  58.190  35.790  1.00  0.00

ATOM   1005  CE2 PHE    68      61.160  57.761  37.285  1.00  0.00

ATOM   1006  HE2 PHE    68      60.415  58.369  36.806  1.00  0.00

ATOM   1007  CD2 PHE    68      61.052  57.222  38.573  1.00  0.00

ATOM   1008  HD2 PHE    68      60.057  57.299  38.987  1.00  0.00

ATOM   1009  C   PHE    68      60.883  57.942  41.902  1.00  0.00

ATOM   1010  O   PHE    68      61.213  59.104  41.637  1.00  0.00

ATOM   1011  N   LEU    69      59.602  57.645  42.128  1.00  0.00

ATOM   1012  H   LEU    69      59.432  56.666  42.274  1.00  0.00

ATOM   1013  CA  LEU    69      58.504  58.583  42.277  1.00  0.00

ATOM   1014  HA  LEU    69      58.577  59.127  41.331  1.00  0.00

ATOM   1015  CB  LEU    69      57.267  57.701  42.431  1.00  0.00

ATOM   1016  HB1 LEU    69      57.424  57.095  43.326  1.00  0.00

ATOM   1017  HB2 LEU    69      57.182  57.037  41.568  1.00  0.00

ATOM   1018  CG  LEU    69      55.921  58.378  42.624  1.00  0.00

ATOM   1019  HG  LEU    69      56.017  59.251  43.280  1.00  0.00

ATOM   1020  CD1 LEU    69      55.390  58.926  41.294  1.00  0.00

ATOM   1021 1HD1 LEU    69      55.137  58.143  40.578  1.00  0.00

ATOM   1022 2HD1 LEU    69      54.551  59.603  41.438  1.00  0.00

ATOM   1023 3HD1 LEU    69      56.137  59.580  40.865  1.00  0.00

ATOM   1024  CD2 LEU    69      54.716  57.674  43.227  1.00  0.00

ATOM   1025 1HD2 LEU    69      54.994  57.157  44.147  1.00  0.00

ATOM   1026 2HD2 LEU    69      53.896  58.349  43.479  1.00  0.00

ATOM   1027 3HD2 LEU    69      54.418  56.871  42.552  1.00  0.00

ATOM   1028  C   LEU    69      58.690  59.595  43.395  1.00  0.00

ATOM   1029  O   LEU    69      58.321  60.761  43.226  1.00  0.00

ATOM   1030  N   THR    70      59.276  59.149  44.505  1.00  0.00

ATOM   1031  H   THR    70      59.501  58.164  44.577  1.00  0.00

ATOM   1032  CA  THR    70      59.475  60.010  45.659  1.00  0.00

ATOM   1033  HA  THR    70      58.566  60.536  45.955  1.00  0.00

ATOM   1034  CB  THR    70      59.658  59.098  46.862  1.00  0.00

ATOM   1035  HB  THR    70      60.457  58.378  46.712  1.00  0.00

ATOM   1036  CG2 THR    70      60.003  59.813  48.159  1.00  0.00

ATOM   1037 1HG2 THR    70      59.240  60.518  48.474  1.00  0.00

ATOM   1038 2HG2 THR    70      60.069  59.063  48.947  1.00  0.00

ATOM   1039 3HG2 THR    70      60.977  60.307  48.157  1.00  0.00

ATOM   1040  OG1 THR    70      58.457  58.390  47.104  1.00  0.00

ATOM   1041  HG1 THR    70      58.420  57.795  46.358  1.00  0.00

ATOM   1042  C   THR    70      60.663  60.933  45.486  1.00  0.00

ATOM   1043  O   THR    70      60.580  62.075  45.939  1.00  0.00

ATOM   1044  N   MET    71      61.739  60.437  44.871  1.00  0.00

ATOM   1045  H   MET    71      61.713  59.479  44.566  1.00  0.00

ATOM   1046  CA  MET    71      62.904  61.295  44.772  1.00  0.00

ATOM   1047  HA  MET    71      63.153  61.679  45.758  1.00  0.00

ATOM   1048  CB  MET    71      64.091  60.530  44.182  1.00  0.00

ATOM   1049  HB1 MET    71      64.015  60.255  43.141  1.00  0.00

ATOM   1050  HB2 MET    71      64.131  59.522  44.596  1.00  0.00

ATOM   1051  CG  MET    71      65.405  61.260  44.470  1.00  0.00

ATOM   1052  HG1 MET    71      66.103  60.418  44.488  1.00  0.00

ATOM   1053  HG2 MET    71      65.342  61.718  45.460  1.00  0.00

ATOM   1054  SD  MET    71      65.974  62.554  43.346  1.00  0.00

ATOM   1055  CE  MET    71      67.759  62.324  43.557  1.00  0.00

ATOM   1056  HE1 MET    71      68.241  63.169  43.063  1.00  0.00

ATOM   1057  HE2 MET    71      68.009  62.315  44.619  1.00  0.00

ATOM   1058  HE3 MET    71      68.069  61.359  43.148  1.00  0.00

ATOM   1059  C   MET    71      62.678  62.547  43.925  1.00  0.00

ATOM   1060  O   MET    71      63.091  63.652  44.261  1.00  0.00

ATOM   1061  N   MET    72      61.911  62.448  42.844  1.00  0.00

ATOM   1062  H   MET    72      61.492  61.592  42.490  1.00  0.00

ATOM   1063  CA  MET    72      61.492  63.592  42.065  1.00  0.00

ATOM   1064  HA  MET    72      62.448  64.094  41.968  1.00  0.00

ATOM   1065  CB  MET    72      61.033  63.146  40.672  1.00  0.00

ATOM   1066  HB1 MET    72      60.465  63.992  40.298  1.00  0.00

ATOM   1067  HB2 MET    72      60.373  62.279  40.648  1.00  0.00

ATOM   1068  CG  MET    72      62.193  62.913  39.710  1.00  0.00

ATOM   1069  HG1 MET    72      62.734  63.859  39.672  1.00  0.00

ATOM   1070  HG2 MET    72      61.812  62.794  38.698  1.00  0.00

ATOM   1071  SD  MET    72      63.368  61.622  40.158  1.00  0.00

ATOM   1072  CE  MET    72      62.490  60.430  39.116  1.00  0.00

ATOM   1073  HE1 MET    72      62.602  59.420  39.502  1.00  0.00

ATOM   1074  HE2 MET    72      61.412  60.600  39.155  1.00  0.00

ATOM   1075  HE3 MET    72      62.865  60.429  38.090  1.00  0.00

ATOM   1076  C   MET    72      60.493  64.501  42.769  1.00  0.00

ATOM   1077  O   MET    72      60.494  65.722  42.596  1.00  0.00

ATOM   1078  N   ALA    73      59.570  63.997  43.585  1.00  0.00

ATOM   1079  H   ALA    73      59.424  62.992  43.518  1.00  0.00

ATOM   1080  CA  ALA    73      58.826  64.809  44.533  1.00  0.00

ATOM   1081  HA  ALA    73      58.427  65.698  44.046  1.00  0.00

ATOM   1082  CB  ALA    73      57.611  64.051  45.075  1.00  0.00

ATOM   1083  HB1 ALA    73      57.992  63.183  45.602  1.00  0.00

ATOM   1084  HB2 ALA    73      56.924  64.607  45.713  1.00  0.00

ATOM   1085  HB3 ALA    73      57.024  63.580  44.291  1.00  0.00

ATOM   1086  C   ALA    73      59.683  65.440  45.606  1.00  0.00

ATOM   1087  O   ALA    73      59.150  66.276  46.341  1.00  0.00

ATOM   1088  N   ARG    74      60.975  65.134  45.748  1.00  0.00

ATOM   1089  H   ARG    74      61.387  64.443  45.142  1.00  0.00

ATOM   1090  CA  ARG    74      61.881  65.928  46.566  1.00  0.00

ATOM   1091  HA  ARG    74      61.331  66.764  46.988  1.00  0.00

ATOM   1092  CB  ARG    74      62.326  65.116  47.780  1.00  0.00

ATOM   1093  HB1 ARG    74      61.427  64.672  48.187  1.00  0.00

ATOM   1094  HB2 ARG    74      62.805  65.829  48.456  1.00  0.00

ATOM   1095  CG  ARG    74      63.288  64.016  47.327  1.00  0.00

ATOM   1096  HG1 ARG    74      63.998  64.494  46.654  1.00  0.00

ATOM   1097  HG2 ARG    74      62.632  63.293  46.851  1.00  0.00

ATOM   1098  CD  ARG    74      64.116  63.409  48.451  1.00  0.00

ATOM   1099  HD1 ARG    74      64.711  64.157  48.982  1.00  0.00

ATOM   1100  HD2 ARG    74      64.796  62.712  47.958  1.00  0.00

ATOM   1101  NE  ARG    74      63.314  62.743  49.478  1.00  0.00

ATOM   1102  HE  ARG    74      62.308  62.682  49.398  1.00  0.00

ATOM   1103  CZ  ARG    74      63.862  62.039  50.483  1.00  0.00

ATOM   1104  NH1 ARG    74      63.079  61.803  51.530  1.00  0.00

ATOM   1105 1HH1 ARG    74      62.122  62.119  51.482  1.00  0.00

ATOM   1106 2HH1 ARG    74      63.432  61.298  52.329  1.00  0.00

ATOM   1107  NH2 ARG    74      65.140  61.614  50.509  1.00  0.00

ATOM   1108 1HH2 ARG    74      65.698  61.652  49.670  1.00  0.00

ATOM   1109 2HH2 ARG    74      65.466  61.189  51.363  1.00  0.00

ATOM   1110  C   ARG    74      62.968  66.678  45.805  1.00  0.00

ATOM   1111  O   ARG    74      63.945  67.123  46.391  1.00  0.00

ATOM   1112  N   LYS    75      62.676  67.024  44.549  1.00  0.00

ATOM   1113  H   LYS    75      61.805  66.649  44.203  1.00  0.00

ATOM   1114  CA  LYS    75      63.516  67.795  43.656  1.00  0.00

ATOM   1115  HA  LYS    75      64.322  68.271  44.227  1.00  0.00

ATOM   1116  CB  LYS    75      64.195  66.921  42.615  1.00  0.00

ATOM   1117  HB1 LYS    75      64.713  67.641  41.975  1.00  0.00

ATOM   1118  HB2 LYS    75      63.378  66.311  42.218  1.00  0.00

ATOM   1119  CG  LYS    75      65.321  66.062  43.180  1.00  0.00

ATOM   1120  HG1 LYS    75      65.688  65.373  42.432  1.00  0.00

ATOM   1121  HG2 LYS    75      64.880  65.465  43.987  1.00  0.00

ATOM   1122  CD  LYS    75      66.500  66.916  43.631  1.00  0.00

ATOM   1123  HD1 LYS    75      66.245  67.434  44.557  1.00  0.00

ATOM   1124  HD2 LYS    75      66.707  67.628  42.837  1.00  0.00

ATOM   1125  CE  LYS    75      67.702  66.007  43.876  1.00  0.00

ATOM   1126  HE1 LYS    75      68.097  65.701  42.900  1.00  0.00

ATOM   1127  HE2 LYS    75      67.363  65.149  44.453  1.00  0.00

ATOM   1128  NZ  LYS    75      68.739  66.684  44.653  1.00  0.00

ATOM   1129  HZ1 LYS    75      68.486  67.660  44.771  1.00  0.00

ATOM   1130  HZ2 LYS    75      68.877  66.154  45.501  1.00  0.00

ATOM   1131  HZ3 LYS    75      69.531  66.841  44.050  1.00  0.00

ATOM   1132  C   LYS    75      62.688  68.961  43.142  1.00  0.00

ATOM   1133  O   LYS    75      62.781  69.286  41.955  1.00  0.00

ATOM   1134  N   MET    76      61.907  69.634  43.979  1.00  0.00

ATOM   1135  H   MET    76      61.937  69.337  44.944  1.00  0.00

ATOM   1136  CA  MET    76      61.128  70.834  43.724  1.00  0.00

ATOM   1137  HA  MET    76      60.562  71.048  44.631  1.00  0.00

ATOM   1138  CB  MET    76      61.983  72.091  43.599  1.00  0.00

ATOM   1139  HB1 MET    76      61.329  72.953  43.540  1.00  0.00

ATOM   1140  HB2 MET    76      62.453  71.976  42.625  1.00  0.00

ATOM   1141  CG  MET    76      62.967  72.258  44.752  1.00  0.00

ATOM   1142  HG1 MET    76      63.698  71.455  44.873  1.00  0.00

ATOM   1143  HG2 MET    76      62.446  72.217  45.712  1.00  0.00

ATOM   1144  SD  MET    76      63.885  73.809  44.718  1.00  0.00

ATOM   1145  CE  MET    76      65.166  73.163  45.820  1.00  0.00

ATOM   1146  HE1 MET    76      65.632  72.299  45.362  1.00  0.00

ATOM   1147  HE2 MET    76      65.833  74.023  45.886  1.00  0.00

ATOM   1148  HE3 MET    76      64.673  72.851  46.742  1.00  0.00

ATOM   1149  C   MET    76      60.153  70.646  42.572  1.00  0.00

ATOM   1150  O   MET    76      60.043  69.514  42.084  1.00  0.00

ATOM   1151  N   LYS    77      59.343  71.646  42.240  1.00  0.00

ATOM   1152  H   LYS    77      59.531  72.529  42.694  1.00  0.00

ATOM   1153  CA  LYS    77      58.279  71.622  41.264  1.00  0.00

ATOM   1154  HA  LYS    77      57.781  70.651  41.354  1.00  0.00

ATOM   1155  CB  LYS    77      57.205  72.683  41.502  1.00  0.00

ATOM   1156  HB1 LYS    77      56.972  72.635  42.565  1.00  0.00

ATOM   1157  HB2 LYS    77      56.318  72.584  40.868  1.00  0.00

ATOM   1158  CG  LYS    77      57.786  74.099  41.463  1.00  0.00

ATOM   1159  HG1 LYS    77      58.147  74.294  40.453  1.00  0.00

ATOM   1160  HG2 LYS    77      58.623  74.283  42.130  1.00  0.00

ATOM   1161  CD  LYS    77      56.632  75.034  41.796  1.00  0.00

ATOM   1162  HD1 LYS    77      56.197  74.791  42.770  1.00  0.00

ATOM   1163  HD2 LYS    77      55.809  74.822  41.100  1.00  0.00

ATOM   1164  CE  LYS    77      57.009  76.496  41.645  1.00  0.00

ATOM   1165  HE1 LYS    77      57.328  76.696  40.624  1.00  0.00

ATOM   1166  HE2 LYS    77      57.867  76.694  42.294  1.00  0.00

ATOM   1167  NZ  LYS    77      55.885  77.416  41.886  1.00  0.00

ATOM   1168  HZ1 LYS    77      55.011  77.060  41.524  1.00  0.00

ATOM   1169  HZ2 LYS    77      55.685  77.507  42.871  1.00  0.00

ATOM   1170  HZ3 LYS    77      56.074  78.366  41.576  1.00  0.00

ATOM   1171  C   LYS    77      58.739  71.685  39.809  1.00  0.00

ATOM   1172  O   LYS    77      57.895  71.440  38.959  1.00  0.00

ATOM   1173  N   ASP    78      60.003  71.936  39.482  1.00  0.00

ATOM   1174  H   ASP    78      60.590  72.275  40.232  1.00  0.00

ATOM   1175  CA  ASP    78      60.537  71.923  38.128  1.00  0.00

ATOM   1176  HA  ASP    78      60.054  71.192  37.483  1.00  0.00

ATOM   1177  CB  ASP    78      60.280  73.277  37.475  1.00  0.00

ATOM   1178  HB1 ASP    78      61.020  73.480  36.702  1.00  0.00

ATOM   1179  HB2 ASP    78      60.608  74.039  38.179  1.00  0.00

ATOM   1180  CG  ASP    78      58.858  73.479  36.962  1.00  0.00

ATOM   1181  OD1 ASP    78      58.710  73.197  35.755  1.00  0.00

ATOM   1182  OD2 ASP    78      58.001  74.073  37.659  1.00  0.00

ATOM   1183  C   ASP    78      62.039  71.688  38.264  1.00  0.00

ATOM   1184  O   ASP    78      62.484  70.852  37.482  1.00  0.00

ATOM   1185  N   THR    79      62.790  72.346  39.154  1.00  0.00

ATOM   1186  H   THR    79      62.345  73.092  39.679  1.00  0.00

ATOM   1187  CA  THR    79      64.208  72.171  39.357  1.00  0.00

ATOM   1188  HA  THR    79      64.366  71.093  39.326  1.00  0.00

ATOM   1189  CB  THR    79      64.961  72.900  38.247  1.00  0.00

ATOM   1190  HB  THR    79      64.578  72.508  37.296  1.00  0.00

ATOM   1191  CG2 THR    79      65.050  74.421  38.237  1.00  0.00

ATOM   1192 1HG2 THR    79      64.041  74.815  38.210  1.00  0.00

ATOM   1193 2HG2 THR    79      65.644  74.732  39.093  1.00  0.00

ATOM   1194 3HG2 THR    79      65.561  74.800  37.353  1.00  0.00

ATOM   1195  OG1 THR    79      66.266  72.369  38.364  1.00  0.00

ATOM   1196  HG1 THR    79      66.723  72.806  39.076  1.00  0.00

ATOM   1197  C   THR    79      64.565  72.457  40.809  1.00  0.00

ATOM   1198  O   THR    79      64.207  73.488  41.384  1.00  0.00

ATOM   1199  N   ASP    80      65.322  71.534  41.398  1.00  0.00

ATOM   1200  H   ASP    80      65.423  70.574  41.117  1.00  0.00

ATOM   1201  CA  ASP    80      66.193  71.920  42.486  1.00  0.00

ATOM   1202  HA  ASP    80      65.755  72.316  43.397  1.00  0.00

ATOM   1203  CB  ASP    80      67.099  70.757  42.874  1.00  0.00

ATOM   1204  HB1 ASP    80      67.829  70.676  42.068  1.00  0.00

ATOM   1205  HB2 ASP    80      66.474  69.862  42.905  1.00  0.00

ATOM   1206  CG  ASP    80      67.761  70.869  44.243  1.00  0.00

ATOM   1207  OD1 ASP    80      68.038  69.775  44.773  1.00  0.00

ATOM   1208  OD2 ASP    80      68.130  71.952  44.738  1.00  0.00

ATOM   1209  C   ASP    80      66.933  73.172  42.029  1.00  0.00

ATOM   1210  O   ASP    80      67.386  73.292  40.895  1.00  0.00

ATOM   1211  N   SER    81      66.972  74.165  42.923  1.00  0.00

ATOM   1212  H   SER    81      66.576  73.955  43.827  1.00  0.00

ATOM   1213  CA  SER    81      66.937  75.511  42.384  1.00  0.00

ATOM   1214  HA  SER    81      66.319  75.420  41.487  1.00  0.00

ATOM   1215  CB  SER    81      66.242  76.378  43.432  1.00  0.00

ATOM   1216  HB1 SER    81      65.303  75.873  43.661  1.00  0.00

ATOM   1217  HB2 SER    81      66.069  77.384  43.066  1.00  0.00

ATOM   1218  OG  SER    81      66.910  76.489  44.666  1.00  0.00

ATOM   1219  HG  SER    81      66.566  77.181  45.236  1.00  0.00

ATOM   1220  C   SER    81      68.238  76.135  41.904  1.00  0.00

ATOM   1221  O   SER    81      68.163  77.261  41.419  1.00  0.00

ATOM   1222  N   GLU    82      69.381  75.443  41.863  1.00  0.00

ATOM   1223  H   GLU    82      69.342  74.483  42.159  1.00  0.00

ATOM   1224  CA  GLU    82      70.658  76.049  41.544  1.00  0.00

ATOM   1225  HA  GLU    82      70.373  76.660  40.685  1.00  0.00

ATOM   1226  CB  GLU    82      71.173  76.896  42.712  1.00  0.00

ATOM   1227  HB1 GLU    82      71.515  76.239  43.512  1.00  0.00

ATOM   1228  HB2 GLU    82      70.437  77.544  43.183  1.00  0.00

ATOM   1229  CG  GLU    82      72.135  77.903  42.085  1.00  0.00

ATOM   1230  HG1 GLU    82      72.726  77.414  41.308  1.00  0.00

ATOM   1231  HG2 GLU    82      72.782  78.313  42.863  1.00  0.00

ATOM   1232  CD  GLU    82      71.348  79.049  41.470  1.00  0.00

ATOM   1233  OE1 GLU    82      71.428  79.319  40.247  1.00  0.00

ATOM   1234  OE2 GLU    82      70.811  79.858  42.257  1.00  0.00

ATOM   1235  C   GLU    82      71.720  75.103  41.019  1.00  0.00

ATOM   1236  O   GLU    82      72.089  75.087  39.837  1.00  0.00

ATOM   1237  N   GLU    83      72.188  74.183  41.862  1.00  0.00

ATOM   1238  H   GLU    83      71.715  74.022  42.742  1.00  0.00

ATOM   1239  CA  GLU    83      73.285  73.311  41.486  1.00  0.00

ATOM   1240  HA  GLU    83      74.103  73.905  41.080  1.00  0.00

ATOM   1241  CB  GLU    83      73.694  72.536  42.744  1.00  0.00

ATOM   1242  HB1 GLU    83      74.419  71.743  42.587  1.00  0.00

ATOM   1243  HB2 GLU    83      72.835  72.031  43.180  1.00  0.00

ATOM   1244  CG  GLU    83      74.391  73.365  43.818  1.00  0.00

ATOM   1245  HG1 GLU    83      73.781  74.239  44.037  1.00  0.00

ATOM   1246  HG2 GLU    83      75.331  73.598  43.328  1.00  0.00

ATOM   1247  CD  GLU    83      74.688  72.657  45.137  1.00  0.00

ATOM   1248  OE1 GLU    83      73.917  72.673  46.122  1.00  0.00

ATOM   1249  OE2 GLU    83      75.572  71.777  45.077  1.00  0.00

ATOM   1250  C   GLU    83      72.877  72.309  40.409  1.00  0.00

ATOM   1251  O   GLU    83      73.657  71.882  39.563  1.00  0.00

ATOM   1252  N   GLU    84      71.639  71.812  40.506  1.00  0.00

ATOM   1253  H   GLU    84      71.067  72.005  41.313  1.00  0.00

ATOM   1254  CA  GLU    84      71.155  70.803  39.587  1.00  0.00

ATOM   1255  HA  GLU    84      71.925  70.030  39.483  1.00  0.00

ATOM   1256  CB  GLU    84      69.813  70.177  39.958  1.00  0.00

ATOM   1257  HB1 GLU    84      69.302  69.909  39.036  1.00  0.00

ATOM   1258  HB2 GLU    84      69.352  70.939  40.580  1.00  0.00

ATOM   1259  CG  GLU    84      69.786  68.970  40.899  1.00  0.00

ATOM   1260  HG1 GLU    84      70.269  68.134  40.394  1.00  0.00

ATOM   1261  HG2 GLU    84      68.740  68.670  40.912  1.00  0.00

ATOM   1262  CD  GLU    84      70.301  69.142  42.321  1.00  0.00

ATOM   1263  OE1 GLU    84      70.571  70.289  42.726  1.00  0.00

ATOM   1264  OE2 GLU    84      70.401  68.143  43.051  1.00  0.00

ATOM   1265  C   GLU    84      71.090  71.441  38.213  1.00  0.00

ATOM   1266  O   GLU    84      71.354  70.800  37.192  1.00  0.00

ATOM   1267  N   ILE    85      70.784  72.738  38.091  1.00  0.00

ATOM   1268  H   ILE    85      70.718  73.181  38.995  1.00  0.00

ATOM   1269  CA  ILE    85      70.743  73.548  36.894  1.00  0.00

ATOM   1270  HA  ILE    85      70.174  73.070  36.086  1.00  0.00

ATOM   1271  CB  ILE    85      70.084  74.901  37.163  1.00  0.00

ATOM   1272  HB  ILE    85      70.796  75.666  37.445  1.00  0.00

ATOM   1273  CG2 ILE    85      69.501  75.356  35.829  1.00  0.00

ATOM   1274 1HG2 ILE    85      68.862  74.562  35.461  1.00  0.00

ATOM   1275 2HG2 ILE    85      69.059  76.355  35.725  1.00  0.00

ATOM   1276 3HG2 ILE    85      70.258  75.464  35.049  1.00  0.00

ATOM   1277  CG1 ILE    85      68.996  74.885  38.226  1.00  0.00

ATOM   1278 1HG1 ILE    85      69.494  74.847  39.203  1.00  0.00

ATOM   1279 2HG1 ILE    85      68.373  73.997  38.150  1.00  0.00

ATOM   1280  CD  ILE    85      68.125  76.112  38.494  1.00  0.00

ATOM   1281  HD1 ILE    85      67.546  75.947  39.395  1.00  0.00

ATOM   1282  HD2 ILE    85      68.814  76.958  38.507  1.00  0.00

ATOM   1283  HD3 ILE    85      67.416  76.052  37.669  1.00  0.00

ATOM   1284  C   ILE    85      72.140  73.798  36.339  1.00  0.00

ATOM   1285  O   ILE    85      72.310  73.637  35.132  1.00  0.00

ATOM   1286  N   ARG    86      73.146  74.117  37.152  1.00  0.00

ATOM   1287  H   ARG    86      72.843  74.254  38.102  1.00  0.00

ATOM   1288  CA  ARG    86      74.510  74.204  36.677  1.00  0.00

ATOM   1289  HA  ARG    86      74.472  74.830  35.784  1.00  0.00

ATOM   1290  CB  ARG    86      75.313  74.849  37.808  1.00  0.00

ATOM   1291  HB1 ARG    86      76.378  74.643  37.693  1.00  0.00

ATOM   1292  HB2 ARG    86      75.194  74.411  38.793  1.00  0.00

ATOM   1293  CG  ARG    86      75.042  76.347  37.927  1.00  0.00

ATOM   1294  HG1 ARG    86      74.219  76.554  38.614  1.00  0.00

ATOM   1295  HG2 ARG    86      74.932  76.803  36.943  1.00  0.00

ATOM   1296  CD  ARG    86      76.261  76.941  38.624  1.00  0.00

ATOM   1297  HD1 ARG    86      77.170  76.914  38.013  1.00  0.00

ATOM   1298  HD2 ARG    86      76.527  76.331  39.494  1.00  0.00

ATOM   1299  NE  ARG    86      76.016  78.284  39.139  1.00  0.00

ATOM   1300  HE  ARG    86      75.817  78.938  38.403  1.00  0.00

ATOM   1301  CZ  ARG    86      76.425  78.764  40.321  1.00  0.00

ATOM   1302  NH1 ARG    86      76.912  78.056  41.346  1.00  0.00

ATOM   1303 1HH1 ARG    86      76.900  77.038  41.309  1.00  0.00

ATOM   1304 2HH1 ARG    86      77.066  78.511  42.229  1.00  0.00

ATOM   1305  NH2 ARG    86      76.481  80.095  40.514  1.00  0.00

ATOM   1306 1HH2 ARG    86      76.235  80.791  39.829  1.00  0.00

ATOM   1307 2HH2 ARG    86      76.618  80.394  41.471  1.00  0.00

ATOM   1308  C   ARG    86      75.194  72.912  36.274  1.00  0.00

ATOM   1309  O   ARG    86      76.034  72.926  35.381  1.00  0.00

ATOM   1310  N   GLU    87      74.729  71.785  36.838  1.00  0.00

ATOM   1311  H   GLU    87      74.042  72.019  37.544  1.00  0.00

ATOM   1312  CA  GLU    87      75.157  70.439  36.520  1.00  0.00

ATOM   1313  HA  GLU    87      76.229  70.275  36.534  1.00  0.00

ATOM   1314  CB  GLU    87      74.579  69.472  37.559  1.00  0.00

ATOM   1315  HB1 GLU    87      73.486  69.474  37.631  1.00  0.00

ATOM   1316  HB2 GLU    87      74.898  69.789  38.555  1.00  0.00

ATOM   1317  CG  GLU    87      75.218  68.109  37.346  1.00  0.00

ATOM   1318  HG1 GLU    87      75.169  67.861  36.286  1.00  0.00

ATOM   1319  HG2 GLU    87      74.604  67.381  37.880  1.00  0.00

ATOM   1320  CD  GLU    87      76.611  67.977  37.958  1.00  0.00

ATOM   1321  OE1 GLU    87      76.685  67.297  39.003  1.00  0.00

ATOM   1322  OE2 GLU    87      77.645  68.435  37.434  1.00  0.00

ATOM   1323  C   GLU    87      74.625  70.196  35.119  1.00  0.00

ATOM   1324  O   GLU    87      75.461  69.957  34.248  1.00  0.00

ATOM   1325  N   ALA    88      73.330  70.354  34.855  1.00  0.00

ATOM   1326  H   ALA    88      72.627  70.582  35.543  1.00  0.00

ATOM   1327  CA  ALA    88      72.746  70.081  33.555  1.00  0.00

ATOM   1328  HA  ALA    88      73.138  69.097  33.275  1.00  0.00

ATOM   1329  CB  ALA    88      71.224  70.157  33.660  1.00  0.00

ATOM   1330  HB1 ALA    88      70.917  71.185  33.850  1.00  0.00

ATOM   1331  HB2 ALA    88      70.720  69.556  32.905  1.00  0.00

ATOM   1332  HB3 ALA    88      71.088  69.657  34.620  1.00  0.00

ATOM   1333  C   ALA    88      73.353  71.003  32.508  1.00  0.00

ATOM   1334  O   ALA    88      73.595  70.628  31.354  1.00  0.00

ATOM   1335  N   PHE    89      73.460  72.293  32.814  1.00  0.00

ATOM   1336  H   PHE    89      73.252  72.596  33.758  1.00  0.00

ATOM   1337  CA  PHE    89      74.006  73.318  31.943  1.00  0.00

ATOM   1338  HA  PHE    89      73.383  73.386  31.045  1.00  0.00

ATOM   1339  CB  PHE    89      73.854  74.713  32.521  1.00  0.00

ATOM   1340  HB1 PHE    89      74.712  74.823  33.187  1.00  0.00

ATOM   1341  HB2 PHE    89      73.038  74.834  33.246  1.00  0.00

ATOM   1342  CG  PHE    89      74.000  75.812  31.490  1.00  0.00

ATOM   1343  CD1 PHE    89      75.305  76.292  31.303  1.00  0.00

ATOM   1344  HD1 PHE    89      76.131  75.853  31.831  1.00  0.00

ATOM   1345  CE1 PHE    89      75.465  77.401  30.469  1.00  0.00

ATOM   1346  HE1 PHE    89      76.421  77.883  30.318  1.00  0.00

ATOM   1347  CZ  PHE    89      74.419  78.032  29.781  1.00  0.00

ATOM   1348  HZ  PHE    89      74.588  78.804  29.052  1.00  0.00

ATOM   1349  CE2 PHE    89      73.122  77.564  30.064  1.00  0.00

ATOM   1350  HE2 PHE    89      72.279  78.010  29.558  1.00  0.00

ATOM   1351  CD2 PHE    89      72.914  76.492  30.936  1.00  0.00

ATOM   1352  HD2 PHE    89      71.890  76.204  31.144  1.00  0.00

ATOM   1353  C   PHE    89      75.396  73.009  31.401  1.00  0.00

ATOM   1354  O   PHE    89      75.730  73.331  30.259  1.00  0.00

ATOM   1355  N   ARG    90      76.230  72.467  32.282  1.00  0.00

ATOM   1356  H   ARG    90      75.868  72.444  33.221  1.00  0.00

ATOM   1357  CA  ARG    90      77.545  71.905  32.026  1.00  0.00

ATOM   1358  HA  ARG    90      78.000  72.621  31.336  1.00  0.00

ATOM   1359  CB  ARG    90      78.279  71.779  33.356  1.00  0.00

ATOM   1360  HB1 ARG    90      77.623  71.476  34.168  1.00  0.00

ATOM   1361  HB2 ARG    90      78.634  72.764  33.671  1.00  0.00

ATOM   1362  CG  ARG    90      79.481  70.842  33.448  1.00  0.00

ATOM   1363  HG1 ARG    90      80.159  71.360  32.771  1.00  0.00

ATOM   1364  HG2 ARG    90      79.232  69.837  33.116  1.00  0.00

ATOM   1365  CD  ARG    90      80.138  70.711  34.818  1.00  0.00

ATOM   1366  HD1 ARG    90      79.495  70.355  35.628  1.00  0.00

ATOM   1367  HD2 ARG    90      80.494  71.732  34.966  1.00  0.00

ATOM   1368  NE  ARG    90      81.380  69.967  34.610  1.00  0.00

ATOM   1369  HE  ARG    90      82.278  70.395  34.817  1.00  0.00

ATOM   1370  CZ  ARG    90      81.409  68.636  34.788  1.00  0.00

ATOM   1371  NH1 ARG    90      80.355  67.843  34.587  1.00  0.00

ATOM   1372 1HH1 ARG    90      79.432  68.195  34.367  1.00  0.00

ATOM   1373 2HH1 ARG    90      80.397  66.876  34.872  1.00  0.00

ATOM   1374  NH2 ARG    90      82.590  68.033  34.983  1.00  0.00

ATOM   1375 1HH2 ARG    90      83.396  68.601  35.182  1.00  0.00

ATOM   1376 2HH2 ARG    90      82.686  67.097  34.630  1.00  0.00

ATOM   1377  C   ARG    90      77.470  70.625  31.207  1.00  0.00

ATOM   1378  O   ARG    90      78.531  70.195  30.753  1.00  0.00

ATOM   1379  N   VAL    91      76.293  70.056  30.924  1.00  0.00

ATOM   1380  H   VAL    91      75.433  70.416  31.303  1.00  0.00

ATOM   1381  CA  VAL    91      76.231  69.005  29.928  1.00  0.00

ATOM   1382  HA  VAL    91      77.173  68.513  29.697  1.00  0.00

ATOM   1383  CB  VAL    91      75.232  67.910  30.295  1.00  0.00

ATOM   1384  HB  VAL    91      74.226  68.311  30.374  1.00  0.00

ATOM   1385  CG1 VAL    91      75.250  66.714  29.335  1.00  0.00

ATOM   1386 1HG1 VAL    91      74.558  66.000  29.774  1.00  0.00

ATOM   1387 2HG1 VAL    91      74.864  66.926  28.345  1.00  0.00

ATOM   1388 3HG1 VAL    91      76.244  66.268  29.294  1.00  0.00

ATOM   1389  CG2 VAL    91      75.592  67.402  31.684  1.00  0.00

ATOM   1390 1HG2 VAL    91      75.061  66.460  31.813  1.00  0.00

ATOM   1391 2HG2 VAL    91      76.656  67.160  31.735  1.00  0.00

ATOM   1392 3HG2 VAL    91      75.293  68.198  32.373  1.00  0.00

ATOM   1393  C   VAL    91      75.726  69.662  28.645  1.00  0.00

ATOM   1394  O   VAL    91      76.222  69.216  27.613  1.00  0.00

ATOM   1395  N   PHE    92      74.773  70.593  28.677  1.00  0.00

ATOM   1396  H   PHE    92      74.576  71.030  29.567  1.00  0.00

ATOM   1397  CA  PHE    92      74.315  71.223  27.454  1.00  0.00

ATOM   1398  HA  PHE    92      74.140  70.452  26.712  1.00  0.00

ATOM   1399  CB  PHE    92      73.114  72.152  27.657  1.00  0.00

ATOM   1400  HB1 PHE    92      72.997  72.732  26.743  1.00  0.00

ATOM   1401  HB2 PHE    92      73.315  72.900  28.437  1.00  0.00

ATOM   1402  CG  PHE    92      71.763  71.528  27.855  1.00  0.00

ATOM   1403  CD1 PHE    92      71.188  71.410  29.127  1.00  0.00

ATOM   1404  HD1 PHE    92      71.795  71.822  29.927  1.00  0.00

ATOM   1405  CE1 PHE    92      70.070  70.597  29.371  1.00  0.00

ATOM   1406  HE1 PHE    92      69.688  70.570  30.379  1.00  0.00

ATOM   1407  CZ  PHE    92      69.502  69.911  28.288  1.00  0.00

ATOM   1408  HZ  PHE    92      68.664  69.247  28.407  1.00  0.00

ATOM   1409  CE2 PHE    92      69.986  70.155  26.990  1.00  0.00

ATOM   1410  HE2 PHE    92      69.540  69.823  26.070  1.00  0.00

ATOM   1411  CD2 PHE    92      71.075  71.013  26.754  1.00  0.00

ATOM   1412  HD2 PHE    92      71.480  71.208  25.768  1.00  0.00

ATOM   1413  C   PHE    92      75.451  71.959  26.770  1.00  0.00

ATOM   1414  O   PHE    92      75.803  71.679  25.624  1.00  0.00

ATOM   1415  N   ASP    93      76.074  72.970  27.388  1.00  0.00

ATOM   1416  H   ASP    93      75.894  73.139  28.366  1.00  0.00

ATOM   1417  CA  ASP    93      77.235  73.629  26.829  1.00  0.00

ATOM   1418  HA  ASP    93      77.185  73.995  25.805  1.00  0.00

ATOM   1419  CB  ASP    93      77.499  74.887  27.657  1.00  0.00

ATOM   1420  HB1 ASP    93      77.509  74.640  28.721  1.00  0.00

ATOM   1421  HB2 ASP    93      76.707  75.571  27.326  1.00  0.00

ATOM   1422  CG  ASP    93      78.784  75.639  27.349  1.00  0.00

ATOM   1423  OD1 ASP    93      79.151  75.750  26.164  1.00  0.00

ATOM   1424  OD2 ASP    93      79.480  76.076  28.287  1.00  0.00

ATOM   1425  C   ASP    93      78.450  72.725  26.723  1.00  0.00

ATOM   1426  O   ASP    93      78.882  72.082  27.681  1.00  0.00

ATOM   1427  N   LYS    94      79.159  72.696  25.590  1.00  0.00

ATOM   1428  H   LYS    94      78.883  73.340  24.856  1.00  0.00

ATOM   1429  CA  LYS    94      80.233  71.794  25.240  1.00  0.00

ATOM   1430  HA  LYS    94      80.207  71.012  25.995  1.00  0.00

ATOM   1431  CB  LYS    94      79.881  71.140  23.907  1.00  0.00

ATOM   1432  HB1 LYS    94      80.675  70.448  23.628  1.00  0.00

ATOM   1433  HB2 LYS    94      79.813  71.928  23.158  1.00  0.00

ATOM   1434  CG  LYS    94      78.553  70.402  23.815  1.00  0.00

ATOM   1435  HG1 LYS    94      78.577  69.797  22.914  1.00  0.00

ATOM   1436  HG2 LYS    94      77.688  71.050  23.678  1.00  0.00

ATOM   1437  CD  LYS    94      78.108  69.508  24.986  1.00  0.00

ATOM   1438  HD1 LYS    94      77.889  70.108  25.860  1.00  0.00

ATOM   1439  HD2 LYS    94      78.949  68.862  25.244  1.00  0.00

ATOM   1440  CE  LYS    94      76.854  68.753  24.550  1.00  0.00

ATOM   1441  HE1 LYS    94      76.972  68.404  23.531  1.00  0.00

ATOM   1442  HE2 LYS    94      76.041  69.452  24.758  1.00  0.00

ATOM   1443  NZ  LYS    94      76.749  67.532  25.362  1.00  0.00

ATOM   1444  HZ1 LYS    94      76.642  67.640  26.363  1.00  0.00

ATOM   1445  HZ2 LYS    94      76.025  66.929  25.000  1.00  0.00

ATOM   1446  HZ3 LYS    94      77.600  66.977  25.302  1.00  0.00

ATOM   1447  C   LYS    94      81.612  72.406  25.010  1.00  0.00

ATOM   1448  O   LYS    94      82.591  71.812  25.449  1.00  0.00

ATOM   1449  N   ASP    95      81.716  73.567  24.368  1.00  0.00

ATOM   1450  H   ASP    95      80.909  74.172  24.327  1.00  0.00

ATOM   1451  CA  ASP    95      83.002  74.224  24.252  1.00  0.00

ATOM   1452  HA  ASP    95      83.710  73.438  23.999  1.00  0.00

ATOM   1453  CB  ASP    95      82.978  75.271  23.141  1.00  0.00

ATOM   1454  HB1 ASP    95      82.487  74.740  22.320  1.00  0.00

ATOM   1455  HB2 ASP    95      84.013  75.544  22.945  1.00  0.00

ATOM   1456  CG  ASP    95      82.228  76.543  23.501  1.00  0.00

ATOM   1457  OD1 ASP    95      81.359  76.496  24.399  1.00  0.00

ATOM   1458  OD2 ASP    95      82.513  77.589  22.887  1.00  0.00

ATOM   1459  C   ASP    95      83.530  74.801  25.557  1.00  0.00

ATOM   1460  O   ASP    95      84.735  74.926  25.778  1.00  0.00

ATOM   1461  N   GLY    96      82.609  75.069  26.485  1.00  0.00

ATOM   1462  H   GLY    96      81.667  74.729  26.356  1.00  0.00

ATOM   1463  CA  GLY    96      82.818  75.678  27.784  1.00  0.00

ATOM   1464  HA1 GLY    96      83.795  75.358  28.153  1.00  0.00

ATOM   1465  HA2 GLY    96      82.092  75.329  28.511  1.00  0.00

ATOM   1466  C   GLY    96      82.675  77.185  27.884  1.00  0.00

ATOM   1467  O   GLY    96      83.046  77.767  28.908  1.00  0.00

ATOM   1468  N   ASN    97      82.146  77.917  26.902  1.00  0.00

ATOM   1469  H   ASN    97      81.727  77.492  26.091  1.00  0.00

ATOM   1470  CA  ASN    97      82.025  79.355  26.944  1.00  0.00

ATOM   1471  HA  ASN    97      82.932  79.726  27.411  1.00  0.00

ATOM   1472  CB  ASN    97      81.881  79.894  25.518  1.00  0.00

ATOM   1473  HB1 ASN    97      82.461  79.241  24.881  1.00  0.00

ATOM   1474  HB2 ASN    97      82.274  80.910  25.513  1.00  0.00

ATOM   1475  CG  ASN    97      80.505  79.862  24.876  1.00  0.00

ATOM   1476  OD1 ASN    97      79.662  79.075  25.288  1.00  0.00

ATOM   1477  ND2 ASN    97      80.364  80.346  23.633  1.00  0.00

ATOM   1478 1HD2 ASN    97      81.176  80.712  23.151  1.00  0.00

ATOM   1479 2HD2 ASN    97      79.494  80.130  23.175  1.00  0.00

ATOM   1480  C   ASN    97      80.918  79.849  27.872  1.00  0.00

ATOM   1481  O   ASN    97      80.862  81.034  28.206  1.00  0.00

ATOM   1482  N   GLY    98      80.033  79.002  28.405  1.00  0.00

ATOM   1483  H   GLY    98      79.999  78.050  28.058  1.00  0.00

ATOM   1484  CA  GLY    98      78.939  79.408  29.261  1.00  0.00

ATOM   1485  HA1 GLY    98      79.188  80.098  30.067  1.00  0.00

ATOM   1486  HA2 GLY    98      78.719  78.404  29.640  1.00  0.00

ATOM   1487  C   GLY    98      77.696  79.885  28.544  1.00  0.00

ATOM   1488  O   GLY    98      76.819  80.521  29.146  1.00  0.00

ATOM   1489  N   TYR    99      77.536  79.584  27.253  1.00  0.00

ATOM   1490  H   TYR    99      78.194  79.034  26.728  1.00  0.00

ATOM   1491  CA  TYR    99      76.354  79.888  26.455  1.00  0.00

ATOM   1492  HA  TYR    99      75.588  80.309  27.089  1.00  0.00

ATOM   1493  CB  TYR    99      76.673  81.075  25.550  1.00  0.00

ATOM   1494  HB1 TYR    99      75.749  81.454  25.089  1.00  0.00

ATOM   1495  HB2 TYR    99      77.263  80.733  24.706  1.00  0.00

ATOM   1496  CG  TYR    99      77.282  82.305  26.180  1.00  0.00

ATOM   1497  CD1 TYR    99      78.304  82.898  25.424  1.00  0.00

ATOM   1498  HD1 TYR    99      78.677  82.463  24.511  1.00  0.00

ATOM   1499  CE1 TYR    99      78.780  84.149  25.825  1.00  0.00

ATOM   1500  HE1 TYR    99      79.588  84.519  25.215  1.00  0.00

ATOM   1501  CZ  TYR    99      78.324  84.784  27.007  1.00  0.00

ATOM   1502  OH  TYR    99      78.821  85.995  27.383  1.00  0.00

ATOM   1503  HH  TYR    99      78.295  86.437  28.060  1.00  0.00

ATOM   1504  CE2 TYR    99      77.214  84.226  27.668  1.00  0.00

ATOM   1505  HE2 TYR    99      76.752  84.685  28.531  1.00  0.00

ATOM   1506  CD2 TYR    99      76.754  82.958  27.289  1.00  0.00

ATOM   1507  HD2 TYR    99      76.024  82.500  27.933  1.00  0.00

ATOM   1508  C   TYR    99      75.959  78.653  25.647  1.00  0.00

ATOM   1509  O   TYR    99      76.873  78.059  25.098  1.00  0.00

ATOM   1510  N   ILE   100      74.675  78.294  25.579  1.00  0.00

ATOM   1511  H   ILE   100      74.034  78.831  26.162  1.00  0.00

ATOM   1512  CA  ILE   100      74.197  77.159  24.827  1.00  0.00

ATOM   1513  HA  ILE   100      75.076  76.519  24.769  1.00  0.00

ATOM   1514  CB  ILE   100      72.925  76.465  25.327  1.00  0.00

ATOM   1515  HB  ILE   100      72.059  77.075  25.081  1.00  0.00

ATOM   1516  CG2 ILE   100      72.703  75.071  24.750  1.00  0.00

ATOM   1517 1HG2 ILE   100      71.683  74.721  24.923  1.00  0.00

ATOM   1518 2HG2 ILE   100      72.820  75.155  23.668  1.00  0.00

ATOM   1519 3HG2 ILE   100      73.479  74.413  25.159  1.00  0.00

ATOM   1520  CG1 ILE   100      72.950  76.309  26.842  1.00  0.00

ATOM   1521 1HG1 ILE   100      73.265  77.219  27.355  1.00  0.00

ATOM   1522 2HG1 ILE   100      73.784  75.650  27.099  1.00  0.00

ATOM   1523  CD  ILE   100      71.695  75.700  27.457  1.00  0.00

ATOM   1524  HD1 ILE   100      70.817  76.188  27.033  1.00  0.00

ATOM   1525  HD2 ILE   100      71.487  74.637  27.404  1.00  0.00

ATOM   1526  HD3 ILE   100      71.609  75.910  28.517  1.00  0.00

ATOM   1527  C   ILE   100      73.898  77.577  23.397  1.00  0.00

ATOM   1528  O   ILE   100      73.223  78.574  23.170  1.00  0.00

ATOM   1529  N   SER   101      74.491  76.939  22.389  1.00  0.00

ATOM   1530  H   SER   101      75.249  76.281  22.510  1.00  0.00

ATOM   1531  CA  SER   101      74.074  77.072  21.008  1.00  0.00

ATOM   1532  HA  SER   101      73.661  78.051  20.774  1.00  0.00

ATOM   1533  CB  SER   101      75.253  77.074  20.045  1.00  0.00

ATOM   1534  HB1 SER   101      76.163  77.327  20.589  1.00  0.00

ATOM   1535  HB2 SER   101      75.172  77.832  19.257  1.00  0.00

ATOM   1536  OG  SER   101      75.497  75.855  19.371  1.00  0.00

ATOM   1537  HG  SER   101      76.450  75.755  19.305  1.00  0.00

ATOM   1538  C   SER   101      73.039  76.073  20.487  1.00  0.00

ATOM   1539  O   SER   101      72.750  75.138  21.225  1.00  0.00

ATOM   1540  N   ALA   102      72.413  76.345  19.339  1.00  0.00

ATOM   1541  H   ALA   102      72.445  77.283  18.968  1.00  0.00

ATOM   1542  CA  ALA   102      71.370  75.475  18.832  1.00  0.00

ATOM   1543  HA  ALA   102      70.569  75.314  19.557  1.00  0.00

ATOM   1544  CB  ALA   102      70.844  76.142  17.565  1.00  0.00

ATOM   1545  HB1 ALA   102      70.372  77.094  17.842  1.00  0.00

ATOM   1546  HB2 ALA   102      71.694  76.375  16.932  1.00  0.00

ATOM   1547  HB3 ALA   102      70.257  75.408  17.011  1.00  0.00

ATOM   1548  C   ALA   102      72.000  74.134  18.500  1.00  0.00

ATOM   1549  O   ALA   102      71.360  73.079  18.543  1.00  0.00

ATOM   1550  N   ALA   103      73.287  74.091  18.154  1.00  0.00

ATOM   1551  H   ALA   103      73.764  74.976  18.272  1.00  0.00

ATOM   1552  CA  ALA   103      74.025  72.928  17.682  1.00  0.00

ATOM   1553  HA  ALA   103      73.427  72.363  16.967  1.00  0.00

ATOM   1554  CB  ALA   103      75.364  73.383  17.099  1.00  0.00

ATOM   1555  HB1 ALA   103      75.988  73.838  17.869  1.00  0.00

ATOM   1556  HB2 ALA   103      75.930  72.555  16.670  1.00  0.00

ATOM   1557  HB3 ALA   103      75.072  74.181  16.416  1.00  0.00

ATOM   1558  C   ALA   103      74.338  72.085  18.910  1.00  0.00

ATOM   1559  O   ALA   103      74.274  70.862  18.795  1.00  0.00

ATOM   1560  N   GLU   104      74.703  72.743  20.010  1.00  0.00

ATOM   1561  H   GLU   104      74.950  73.707  19.865  1.00  0.00

ATOM   1562  CA  GLU   104      74.903  72.040  21.264  1.00  0.00

ATOM   1563  HA  GLU   104      75.560  71.186  21.099  1.00  0.00

ATOM   1564  CB  GLU   104      75.592  73.009  22.213  1.00  0.00

ATOM   1565  HB1 GLU   104      75.571  72.493  23.176  1.00  0.00

ATOM   1566  HB2 GLU   104      74.992  73.914  22.282  1.00  0.00

ATOM   1567  CG  GLU   104      76.998  73.448  21.814  1.00  0.00

ATOM   1568  HG1 GLU   104      76.972  73.933  20.841  1.00  0.00

ATOM   1569  HG2 GLU   104      77.665  72.593  21.797  1.00  0.00

ATOM   1570  CD  GLU   104      77.527  74.501  22.783  1.00  0.00

ATOM   1571  OE1 GLU   104      77.075  75.672  22.768  1.00  0.00

ATOM   1572  OE2 GLU   104      78.618  74.384  23.386  1.00  0.00

ATOM   1573  C   GLU   104      73.641  71.457  21.892  1.00  0.00

ATOM   1574  O   GLU   104      73.631  70.288  22.255  1.00  0.00

ATOM   1575  N   LEU   105      72.533  72.201  21.754  1.00  0.00

ATOM   1576  H   LEU   105      72.597  73.177  21.510  1.00  0.00

ATOM   1577  CA  LEU   105      71.216  71.709  22.075  1.00  0.00

ATOM   1578  HA  LEU   105      71.295  71.460  23.135  1.00  0.00

ATOM   1579  CB  LEU   105      70.203  72.849  22.140  1.00  0.00

ATOM   1580  HB1 LEU   105      70.004  73.255  21.139  1.00  0.00

ATOM   1581  HB2 LEU   105      70.708  73.570  22.770  1.00  0.00

ATOM   1582  CG  LEU   105      68.820  72.580  22.741  1.00  0.00

ATOM   1583  HG  LEU   105      68.359  71.795  22.148  1.00  0.00

ATOM   1584  CD1 LEU   105      68.901  72.087  24.180  1.00  0.00

ATOM   1585 1HD1 LEU   105      67.911  71.872  24.561  1.00  0.00

ATOM   1586 2HD1 LEU   105      69.452  71.143  24.208  1.00  0.00

ATOM   1587 3HD1 LEU   105      69.460  72.808  24.768  1.00  0.00

ATOM   1588  CD2 LEU   105      67.920  73.816  22.790  1.00  0.00

ATOM   1589 1HD2 LEU   105      67.048  73.618  23.410  1.00  0.00

ATOM   1590 2HD2 LEU   105      68.387  74.689  23.231  1.00  0.00

ATOM   1591 3HD2 LEU   105      67.594  73.963  21.756  1.00  0.00

ATOM   1592  C   LEU   105      70.734  70.519  21.246  1.00  0.00

ATOM   1593  O   LEU   105      70.346  69.511  21.822  1.00  0.00

ATOM   1594  N   ARG   106      70.941  70.647  19.939  1.00  0.00

ATOM   1595  H   ARG   106      71.230  71.559  19.599  1.00  0.00

ATOM   1596  CA  ARG   106      70.693  69.649  18.919  1.00  0.00

ATOM   1597  HA  ARG   106      69.650  69.315  18.931  1.00  0.00

ATOM   1598  CB  ARG   106      70.996  70.180  17.522  1.00  0.00

ATOM   1599  HB1 ARG   106      72.012  70.571  17.450  1.00  0.00

ATOM   1600  HB2 ARG   106      70.315  70.997  17.307  1.00  0.00

ATOM   1601  CG  ARG   106      70.860  69.021  16.540  1.00  0.00

ATOM   1602  HG1 ARG   106      69.879  68.547  16.637  1.00  0.00

ATOM   1603  HG2 ARG   106      71.607  68.263  16.787  1.00  0.00

ATOM   1604  CD  ARG   106      71.036  69.514  15.104  1.00  0.00

ATOM   1605  HD1 ARG   106      71.961  70.070  15.019  1.00  0.00

ATOM   1606  HD2 ARG   106      70.225  70.175  14.786  1.00  0.00

ATOM   1607  NE  ARG   106      71.131  68.407  14.145  1.00  0.00

ATOM   1608  HE  ARG   106      71.553  67.526  14.371  1.00  0.00

ATOM   1609  CZ  ARG   106      70.626  68.365  12.906  1.00  0.00

ATOM   1610  NH1 ARG   106      69.937  69.364  12.342  1.00  0.00

ATOM   1611 1HH1 ARG   106      69.676  70.149  12.934  1.00  0.00

ATOM   1612 2HH1 ARG   106      69.678  69.340  11.367  1.00  0.00

ATOM   1613  NH2 ARG   106      70.772  67.210  12.235  1.00  0.00

ATOM   1614 1HH2 ARG   106      71.401  66.496  12.562  1.00  0.00

ATOM   1615 2HH2 ARG   106      70.257  67.032  11.383  1.00  0.00

ATOM   1616  C   ARG   106      71.520  68.406  19.217  1.00  0.00

ATOM   1617  O   ARG   106      71.034  67.306  18.970  1.00  0.00

ATOM   1618  N   HIS   107      72.772  68.546  19.667  1.00  0.00

ATOM   1619  H   HIS   107      73.147  69.478  19.726  1.00  0.00

ATOM   1620  CA  HIS   107      73.640  67.424  19.972  1.00  0.00

ATOM   1621  HA  HIS   107      73.670  66.733  19.133  1.00  0.00

ATOM   1622  CB  HIS   107      75.067  67.911  20.233  1.00  0.00

ATOM   1623  HB1 HIS   107      75.103  68.782  20.883  1.00  0.00

ATOM   1624  HB2 HIS   107      75.441  68.200  19.248  1.00  0.00

ATOM   1625  CG  HIS   107      76.031  66.891  20.759  1.00  0.00

ATOM   1626  ND1 HIS   107      76.238  66.510  22.085  1.00  0.00

ATOM   1627  CE1 HIS   107      77.233  65.622  22.152  1.00  0.00

ATOM   1628  HE1 HIS   107      77.630  65.189  23.059  1.00  0.00

ATOM   1629  NE2 HIS   107      77.715  65.436  20.909  1.00  0.00

ATOM   1630  HE2 HIS   107      78.580  64.973  20.694  1.00  0.00

ATOM   1631  CD2 HIS   107      76.949  66.182  20.025  1.00  0.00

ATOM   1632  HD2 HIS   107      77.034  66.163  18.948  1.00  0.00

ATOM   1633  C   HIS   107      73.061  66.637  21.133  1.00  0.00

ATOM   1634  O   HIS   107      72.831  65.447  20.930  1.00  0.00

ATOM   1635  N   VAL   108      72.687  67.286  22.240  1.00  0.00

ATOM   1636  H   VAL   108      72.788  68.296  22.226  1.00  0.00

ATOM   1637  CA  VAL   108      72.043  66.636  23.366  1.00  0.00

ATOM   1638  HA  VAL   108      72.601  65.800  23.784  1.00  0.00

ATOM   1639  CB  VAL   108      71.896  67.461  24.636  1.00  0.00

ATOM   1640  HB  VAL   108      71.016  68.074  24.447  1.00  0.00

ATOM   1641  CG1 VAL   108      71.577  66.635  25.880  1.00  0.00

ATOM   1642 1HG1 VAL   108      71.420  67.158  26.825  1.00  0.00

ATOM   1643 2HG1 VAL   108      70.671  66.051  25.707  1.00  0.00

ATOM   1644 3HG1 VAL   108      72.480  66.071  26.098  1.00  0.00

ATOM   1645  CG2 VAL   108      73.033  68.425  24.958  1.00  0.00

ATOM   1646 1HG2 VAL   108      72.964  68.796  25.981  1.00  0.00

ATOM   1647 2HG2 VAL   108      73.986  67.892  24.885  1.00  0.00

ATOM   1648 3HG2 VAL   108      72.936  69.355  24.392  1.00  0.00

ATOM   1649  C   VAL   108      70.675  66.089  23.004  1.00  0.00

ATOM   1650  O   VAL   108      70.389  64.971  23.439  1.00  0.00

ATOM   1651  N   MET   109      69.872  66.695  22.128  1.00  0.00

ATOM   1652  H   MET   109      70.078  67.661  21.910  1.00  0.00

ATOM   1653  CA  MET   109      68.616  66.155  21.673  1.00  0.00

ATOM   1654  HA  MET   109      68.014  65.877  22.535  1.00  0.00

ATOM   1655  CB  MET   109      67.944  67.209  20.797  1.00  0.00

ATOM   1656  HB1 MET   109      68.606  67.456  19.963  1.00  0.00

ATOM   1657  HB2 MET   109      67.977  68.118  21.392  1.00  0.00

ATOM   1658  CG  MET   109      66.519  66.951  20.329  1.00  0.00

ATOM   1659  HG1 MET   109      66.198  67.804  19.728  1.00  0.00

ATOM   1660  HG2 MET   109      65.729  66.775  21.067  1.00  0.00

ATOM   1661  SD  MET   109      66.296  65.643  19.093  1.00  0.00

ATOM   1662  CE  MET   109      67.265  66.310  17.713  1.00  0.00

ATOM   1663  HE1 MET   109      67.127  65.631  16.875  1.00  0.00

ATOM   1664  HE2 MET   109      66.863  67.299  17.489  1.00  0.00

ATOM   1665  HE3 MET   109      68.358  66.283  17.763  1.00  0.00

ATOM   1666  C   MET   109      68.791  64.832  20.940  1.00  0.00

ATOM   1667  O   MET   109      68.240  63.775  21.243  1.00  0.00

ATOM   1668  N   THR   110      69.698  64.906  19.961  1.00  0.00

ATOM   1669  H   THR   110      70.290  65.718  19.896  1.00  0.00

ATOM   1670  CA  THR   110      70.032  63.784  19.092  1.00  0.00

ATOM   1671  HA  THR   110      69.051  63.458  18.728  1.00  0.00

ATOM   1672  CB  THR   110      70.984  64.210  17.984  1.00  0.00

ATOM   1673  HB  THR   110      72.018  64.262  18.307  1.00  0.00

ATOM   1674  CG2 THR   110      70.949  63.129  16.902  1.00  0.00

ATOM   1675 1HG2 THR   110      71.446  62.212  17.218  1.00  0.00

ATOM   1676 2HG2 THR   110      69.913  62.998  16.599  1.00  0.00

ATOM   1677 3HG2 THR   110      71.560  63.456  16.063  1.00  0.00

ATOM   1678  OG1 THR   110      70.620  65.398  17.308  1.00  0.00

ATOM   1679  HG1 THR   110      70.644  66.136  17.920  1.00  0.00

ATOM   1680  C   THR   110      70.617  62.657  19.930  1.00  0.00

ATOM   1681  O   THR   110      70.297  61.541  19.551  1.00  0.00

ATOM   1682  N   ASN   111      71.374  62.967  20.994  1.00  0.00

ATOM   1683  H   ASN   111      71.775  63.886  21.166  1.00  0.00

ATOM   1684  CA  ASN   111      71.929  61.890  21.783  1.00  0.00

ATOM   1685  HA  ASN   111      72.280  61.064  21.162  1.00  0.00

ATOM   1686  CB  ASN   111      73.094  62.389  22.619  1.00  0.00

ATOM   1687  HB1 ASN   111      73.223  61.751  23.494  1.00  0.00

ATOM   1688  HB2 ASN   111      73.043  63.409  23.012  1.00  0.00

ATOM   1689  CG  ASN   111      74.436  62.252  21.912  1.00  0.00

ATOM   1690  OD1 ASN   111      75.127  61.239  22.042  1.00  0.00

ATOM   1691  ND2 ASN   111      74.912  63.331  21.289  1.00  0.00

ATOM   1692 1HD2 ASN   111      74.317  64.124  21.054  1.00  0.00

ATOM   1693 2HD2 ASN   111      75.776  63.239  20.787  1.00  0.00

ATOM   1694  C   ASN   111      70.808  61.262  22.604  1.00  0.00

ATOM   1695  O   ASN   111      70.887  60.038  22.708  1.00  0.00

ATOM   1696  N   LEU   112      69.768  61.912  23.134  1.00  0.00

ATOM   1697  H   LEU   112      69.822  62.916  23.083  1.00  0.00

ATOM   1698  CA  LEU   112      68.604  61.248  23.680  1.00  0.00

ATOM   1699  HA  LEU   112      69.060  60.520  24.358  1.00  0.00

ATOM   1700  CB  LEU   112      67.812  62.294  24.450  1.00  0.00

ATOM   1701  HB1 LEU   112      66.984  61.837  24.993  1.00  0.00

ATOM   1702  HB2 LEU   112      67.469  62.981  23.685  1.00  0.00

ATOM   1703  CG  LEU   112      68.581  63.047  25.530  1.00  0.00

ATOM   1704  HG  LEU   112      69.562  63.381  25.207  1.00  0.00

ATOM   1705  CD1 LEU   112      67.821  64.304  25.939  1.00  0.00

ATOM   1706 1HD1 LEU   112      67.668  64.960  25.084  1.00  0.00

ATOM   1707 2HD1 LEU   112      66.840  64.220  26.409  1.00  0.00

ATOM   1708 3HD1 LEU   112      68.517  64.851  26.583  1.00  0.00

ATOM   1709  CD2 LEU   112      68.794  62.286  26.840  1.00  0.00

ATOM   1710 1HD2 LEU   112      69.565  61.544  26.652  1.00  0.00

ATOM   1711 2HD2 LEU   112      69.075  62.927  27.671  1.00  0.00

ATOM   1712 3HD2 LEU   112      67.865  61.824  27.175  1.00  0.00

ATOM   1713  C   LEU   112      67.763  60.461  22.675  1.00  0.00

ATOM   1714  O   LEU   112      67.260  59.363  22.902  1.00  0.00

ATOM   1715  N   GLY   113      67.516  61.023  21.493  1.00  0.00

ATOM   1716  H   GLY   113      67.781  62.000  21.473  1.00  0.00

ATOM   1717  CA  GLY   113      66.585  60.574  20.476  1.00  0.00

ATOM   1718  HA1 GLY   113      66.541  59.488  20.397  1.00  0.00

ATOM   1719  HA2 GLY   113      66.923  61.003  19.536  1.00  0.00

ATOM   1720  C   GLY   113      65.210  61.203  20.657  1.00  0.00

ATOM   1721  O   GLY   113      64.227  60.478  20.750  1.00  0.00

ATOM   1722  N   GLU   114      65.046  62.528  20.694  1.00  0.00

ATOM   1723  H   GLU   114      65.843  63.097  20.445  1.00  0.00

ATOM   1724  CA  GLU   114      63.848  63.216  21.132  1.00  0.00

ATOM   1725  HA  GLU   114      63.424  62.655  21.966  1.00  0.00

ATOM   1726  CB  GLU   114      64.193  64.607  21.664  1.00  0.00

ATOM   1727  HB1 GLU   114      63.252  65.089  21.915  1.00  0.00

ATOM   1728  HB2 GLU   114      64.680  65.197  20.877  1.00  0.00

ATOM   1729  CG  GLU   114      65.130  64.566  22.866  1.00  0.00

ATOM   1730  HG1 GLU   114      65.393  65.533  23.283  1.00  0.00

ATOM   1731  HG2 GLU   114      66.064  64.136  22.505  1.00  0.00

ATOM   1732  CD  GLU   114      64.590  63.684  23.984  1.00  0.00

ATOM   1733  OE1 GLU   114      63.923  64.191  24.916  1.00  0.00

ATOM   1734  OE2 GLU   114      64.783  62.455  23.953  1.00  0.00

ATOM   1735  C   GLU   114      62.847  63.238  19.982  1.00  0.00

ATOM   1736  O   GLU   114      61.769  63.831  20.073  1.00  0.00

ATOM   1737  N   LYS   115      63.110  62.656  18.817  1.00  0.00

ATOM   1738  H   LYS   115      63.935  62.065  18.770  1.00  0.00

ATOM   1739  CA  LYS   115      62.370  62.818  17.574  1.00  0.00

ATOM   1740  HA  LYS   115      63.025  62.406  16.813  1.00  0.00

ATOM   1741  CB  LYS   115      61.043  62.063  17.678  1.00  0.00

ATOM   1742  HB1 LYS   115      60.451  62.205  16.764  1.00  0.00

ATOM   1743  HB2 LYS   115      60.471  62.265  18.583  1.00  0.00

ATOM   1744  CG  LYS   115      61.261  60.560  17.657  1.00  0.00

ATOM   1745  HG1 LYS   115      61.892  60.294  18.495  1.00  0.00

ATOM   1746  HG2 LYS   115      61.748  60.325  16.703  1.00  0.00

ATOM   1747  CD  LYS   115      59.916  59.870  17.853  1.00  0.00

ATOM   1748  HD1 LYS   115      59.145  60.360  17.252  1.00  0.00

ATOM   1749  HD2 LYS   115      59.544  59.916  18.881  1.00  0.00

ATOM   1750  CE  LYS   115      60.025  58.395  17.461  1.00  0.00

ATOM   1751  HE1 LYS   115      60.546  58.293  16.511  1.00  0.00

ATOM   1752  HE2 LYS   115      59.015  58.019  17.297  1.00  0.00

ATOM   1753  NZ  LYS   115      60.719  57.624  18.494  1.00  0.00

ATOM   1754  HZ1 LYS   115      60.705  56.626  18.323  1.00  0.00

ATOM   1755  HZ2 LYS   115      61.684  57.872  18.661  1.00  0.00

ATOM   1756  HZ3 LYS   115      60.309  57.802  19.398  1.00  0.00

ATOM   1757  C   LYS   115      62.314  64.257  17.091  1.00  0.00

ATOM   1758  O   LYS   115      61.810  64.348  15.981  1.00  0.00

ATOM   1759  N   LEU   116      62.727  65.344  17.766  1.00  0.00

ATOM   1760  H   LEU   116      63.127  65.217  18.683  1.00  0.00

ATOM   1761  CA  LEU   116      62.736  66.686  17.215  1.00  0.00

ATOM   1762  HA  LEU   116      61.714  66.940  16.955  1.00  0.00

ATOM   1763  CB  LEU   116      63.305  67.737  18.162  1.00  0.00

ATOM   1764  HB1 LEU   116      63.184  68.758  17.796  1.00  0.00

ATOM   1765  HB2 LEU   116      64.364  67.492  18.286  1.00  0.00

ATOM   1766  CG  LEU   116      62.719  67.898  19.561  1.00  0.00

ATOM   1767  HG  LEU   116      62.860  66.964  20.112  1.00  0.00

ATOM   1768  CD1 LEU   116      63.309  69.099  20.287  1.00  0.00

ATOM   1769 1HD1 LEU   116      62.824  69.390  21.222  1.00  0.00

ATOM   1770 2HD1 LEU   116      64.383  69.009  20.455  1.00  0.00

ATOM   1771 3HD1 LEU   116      63.164  69.920  19.590  1.00  0.00

ATOM   1772  CD2 LEU   116      61.206  68.137  19.551  1.00  0.00

ATOM   1773 1HD2 LEU   116      60.701  67.190  19.378  1.00  0.00

ATOM   1774 2HD2 LEU   116      60.778  68.576  20.448  1.00  0.00

ATOM   1775 3HD2 LEU   116      60.847  68.875  18.835  1.00  0.00

ATOM   1776  C   LEU   116      63.469  66.763  15.879  1.00  0.00

ATOM   1777  O   LEU   116      64.547  66.210  15.683  1.00  0.00

ATOM   1778  N   THR   117      62.835  67.442  14.924  1.00  0.00

ATOM   1779  H   THR   117      61.933  67.834  15.170  1.00  0.00

ATOM   1780  CA  THR   117      63.467  68.038  13.762  1.00  0.00

ATOM   1781  HA  THR   117      64.236  67.340  13.411  1.00  0.00

ATOM   1782  CB  THR   117      62.457  68.251  12.637  1.00  0.00

ATOM   1783  HB  THR   117      63.009  68.571  11.757  1.00  0.00

ATOM   1784  CG2 THR   117      61.638  67.066  12.148  1.00  0.00

ATOM   1785 1HG2 THR   117      62.297  66.374  11.609  1.00  0.00

ATOM   1786 2HG2 THR   117      61.080  66.484  12.881  1.00  0.00

ATOM   1787 3HG2 THR   117      60.916  67.407  11.410  1.00  0.00

ATOM   1788  OG1 THR   117      61.520  69.195  13.117  1.00  0.00

ATOM   1789  HG1 THR   117      61.040  68.796  13.847  1.00  0.00

ATOM   1790  C   THR   117      64.206  69.336  14.024  1.00  0.00

ATOM   1791  O   THR   117      63.971  70.080  14.969  1.00  0.00

ATOM   1792  N   ASP   118      65.089  69.734  13.098  1.00  0.00

ATOM   1793  H   ASP   118      65.230  69.153  12.284  1.00  0.00

ATOM   1794  CA  ASP   118      65.975  70.874  13.249  1.00  0.00

ATOM   1795  HA  ASP   118      66.660  70.662  14.076  1.00  0.00

ATOM   1796  CB  ASP   118      66.733  70.939  11.930  1.00  0.00

ATOM   1797  HB1 ASP   118      66.082  71.205  11.103  1.00  0.00

ATOM   1798  HB2 ASP   118      67.191  69.970  11.749  1.00  0.00

ATOM   1799  CG  ASP   118      67.786  72.028  12.091  1.00  0.00

ATOM   1800  OD1 ASP   118      67.633  73.037  11.357  1.00  0.00

ATOM   1801  OD2 ASP   118      68.816  71.779  12.741  1.00  0.00

ATOM   1802  C   ASP   118      65.249  72.187  13.539  1.00  0.00

ATOM   1803  O   ASP   118      65.756  73.051  14.253  1.00  0.00

ATOM   1804  N   GLU   119      64.083  72.413  12.931  1.00  0.00

ATOM   1805  H   GLU   119      63.721  71.683  12.328  1.00  0.00

ATOM   1806  CA  GLU   119      63.265  73.602  12.956  1.00  0.00

ATOM   1807  HA  GLU   119      63.837  74.500  12.729  1.00  0.00

ATOM   1808  CB  GLU   119      62.175  73.582  11.888  1.00  0.00

ATOM   1809  HB1 GLU   119      61.462  74.396  12.011  1.00  0.00

ATOM   1810  HB2 GLU   119      61.587  72.660  11.924  1.00  0.00

ATOM   1811  CG  GLU   119      62.905  73.693  10.553  1.00  0.00

ATOM   1812  HG1 GLU   119      63.476  72.765  10.444  1.00  0.00

ATOM   1813  HG2 GLU   119      63.587  74.537  10.427  1.00  0.00

ATOM   1814  CD  GLU   119      61.892  73.930   9.449  1.00  0.00

ATOM   1815  OE1 GLU   119      61.865  73.076   8.537  1.00  0.00

ATOM   1816  OE2 GLU   119      61.036  74.837   9.491  1.00  0.00

ATOM   1817  C   GLU   119      62.536  73.689  14.287  1.00  0.00

ATOM   1818  O   GLU   119      62.099  74.744  14.748  1.00  0.00

ATOM   1819  N   GLU   120      62.331  72.566  14.986  1.00  0.00

ATOM   1820  H   GLU   120      62.643  71.674  14.638  1.00  0.00

ATOM   1821  CA  GLU   120      61.897  72.457  16.363  1.00  0.00

ATOM   1822  HA  GLU   120      61.079  73.174  16.461  1.00  0.00

ATOM   1823  CB  GLU   120      61.299  71.089  16.690  1.00  0.00

ATOM   1824  HB1 GLU   120      60.951  71.067  17.729  1.00  0.00

ATOM   1825  HB2 GLU   120      62.057  70.315  16.581  1.00  0.00

ATOM   1826  CG  GLU   120      60.121  70.727  15.802  1.00  0.00

ATOM   1827  HG1 GLU   120      60.510  70.782  14.788  1.00  0.00

ATOM   1828  HG2 GLU   120      59.378  71.502  16.011  1.00  0.00

ATOM   1829  CD  GLU   120      59.577  69.317  15.943  1.00  0.00

ATOM   1830  OE1 GLU   120      60.137  68.424  15.269  1.00  0.00

ATOM   1831  OE2 GLU   120      58.745  69.031  16.833  1.00  0.00

ATOM   1832  C   GLU   120      62.966  72.807  17.378  1.00  0.00

ATOM   1833  O   GLU   120      62.671  73.499  18.349  1.00  0.00

ATOM   1834  N   VAL   121      64.238  72.411  17.179  1.00  0.00

ATOM   1835  H   VAL   121      64.447  71.767  16.437  1.00  0.00

ATOM   1836  CA  VAL   121      65.275  72.881  18.074  1.00  0.00

ATOM   1837  HA  VAL   121      64.935  72.730  19.100  1.00  0.00

ATOM   1838  CB  VAL   121      66.572  72.084  17.913  1.00  0.00

ATOM   1839  HB  VAL   121      66.933  72.279  16.903  1.00  0.00

ATOM   1840  CG1 VAL   121      67.728  72.406  18.847  1.00  0.00

ATOM   1841 1HG1 VAL   121      68.197  73.331  18.508  1.00  0.00

ATOM   1842 2HG1 VAL   121      67.503  72.464  19.907  1.00  0.00

ATOM   1843 3HG1 VAL   121      68.584  71.756  18.656  1.00  0.00

ATOM   1844  CG2 VAL   121      66.271  70.602  18.146  1.00  0.00

ATOM   1845 1HG2 VAL   121      65.926  70.493  19.178  1.00  0.00

ATOM   1846 2HG2 VAL   121      65.635  70.211  17.358  1.00  0.00

ATOM   1847 3HG2 VAL   121      67.153  69.967  18.101  1.00  0.00

ATOM   1848  C   VAL   121      65.557  74.354  17.872  1.00  0.00

ATOM   1849  O   VAL   121      65.838  74.964  18.906  1.00  0.00

ATOM   1850  N   ASP   122      65.430  74.908  16.657  1.00  0.00

ATOM   1851  H   ASP   122      65.245  74.286  15.888  1.00  0.00

ATOM   1852  CA  ASP   122      65.513  76.326  16.389  1.00  0.00

ATOM   1853  HA  ASP   122      66.413  76.732  16.849  1.00  0.00

ATOM   1854  CB  ASP   122      65.661  76.546  14.885  1.00  0.00

ATOM   1855  HB1 ASP   122      64.696  76.187  14.525  1.00  0.00

ATOM   1856  HB2 ASP   122      66.460  75.926  14.462  1.00  0.00

ATOM   1857  CG  ASP   122      65.928  77.999  14.529  1.00  0.00

ATOM   1858  OD1 ASP   122      67.094  78.433  14.473  1.00  0.00

ATOM   1859  OD2 ASP   122      64.945  78.704  14.213  1.00  0.00

ATOM   1860  C   ASP   122      64.369  77.090  17.027  1.00  0.00

ATOM   1861  O   ASP   122      64.522  78.237  17.436  1.00  0.00

ATOM   1862  N   GLU   123      63.177  76.510  17.177  1.00  0.00

ATOM   1863  H   GLU   123      63.215  75.521  16.969  1.00  0.00

ATOM   1864  CA  GLU   123      62.110  77.032  17.998  1.00  0.00

ATOM   1865  HA  GLU   123      62.071  78.103  17.784  1.00  0.00

ATOM   1866  CB  GLU   123      60.790  76.414  17.527  1.00  0.00

ATOM   1867  HB1 GLU   123      60.707  75.418  17.965  1.00  0.00

ATOM   1868  HB2 GLU   123      60.814  76.322  16.447  1.00  0.00

ATOM   1869  CG  GLU   123      59.637  77.288  18.030  1.00  0.00

ATOM   1870  HG1 GLU   123      59.798  78.328  17.755  1.00  0.00

ATOM   1871  HG2 GLU   123      59.636  77.179  19.111  1.00  0.00

ATOM   1872  CD  GLU   123      58.300  76.836  17.470  1.00  0.00

ATOM   1873  OE1 GLU   123      57.887  77.175  16.349  1.00  0.00

ATOM   1874  OE2 GLU   123      57.634  76.004  18.139  1.00  0.00

ATOM   1875  C   GLU   123      62.309  76.925  19.508  1.00  0.00

ATOM   1876  O   GLU   123      61.904  77.780  20.298  1.00  0.00

ATOM   1877  N   MET   124      62.825  75.824  20.047  1.00  0.00

ATOM   1878  H   MET   124      62.937  75.045  19.407  1.00  0.00

ATOM   1879  CA  MET   124      63.292  75.723  21.412  1.00  0.00

ATOM   1880  HA  MET   124      62.396  75.711  22.039  1.00  0.00

ATOM   1881  CB  MET   124      64.105  74.483  21.766  1.00  0.00

ATOM   1882  HB1 MET   124      64.632  74.631  22.708  1.00  0.00

ATOM   1883  HB2 MET   124      64.753  74.183  20.940  1.00  0.00

ATOM   1884  CG  MET   124      63.136  73.339  22.064  1.00  0.00

ATOM   1885  HG1 MET   124      62.719  73.060  21.099  1.00  0.00

ATOM   1886  HG2 MET   124      62.426  73.751  22.771  1.00  0.00

ATOM   1887  SD  MET   124      63.971  71.928  22.846  1.00  0.00

ATOM   1888  CE  MET   124      64.063  72.538  24.543  1.00  0.00

ATOM   1889  HE1 MET   124      64.665  73.447  24.589  1.00  0.00

ATOM   1890  HE2 MET   124      63.102  72.947  24.839  1.00  0.00

ATOM   1891  HE3 MET   124      64.394  71.782  25.255  1.00  0.00

ATOM   1892  C   MET   124      64.199  76.871  21.840  1.00  0.00

ATOM   1893  O   MET   124      63.883  77.557  22.809  1.00  0.00

ATOM   1894  N   ILE   125      65.182  77.205  21.004  1.00  0.00

ATOM   1895  H   ILE   125      65.215  76.638  20.171  1.00  0.00

ATOM   1896  CA  ILE   125      66.076  78.345  21.114  1.00  0.00

ATOM   1897  HA  ILE   125      66.570  78.192  22.066  1.00  0.00

ATOM   1898  CB  ILE   125      67.301  78.289  20.202  1.00  0.00

ATOM   1899  HB  ILE   125      66.884  78.281  19.200  1.00  0.00

ATOM   1900  CG2 ILE   125      68.227  79.498  20.236  1.00  0.00

ATOM   1901 1HG2 ILE   125      69.093  79.344  19.604  1.00  0.00

ATOM   1902 2HG2 ILE   125      67.790  80.394  19.808  1.00  0.00

ATOM   1903 3HG2 ILE   125      68.705  79.781  21.180  1.00  0.00

ATOM   1904  CG1 ILE   125      68.088  76.985  20.321  1.00  0.00

ATOM   1905 1HG1 ILE   125      68.610  76.899  19.364  1.00  0.00

ATOM   1906 2HG1 ILE   125      67.391  76.155  20.366  1.00  0.00

ATOM   1907  CD  ILE   125      69.100  76.841  21.446  1.00  0.00

ATOM   1908  HD1 ILE   125      70.034  77.349  21.208  1.00  0.00

ATOM   1909  HD2 ILE   125      68.639  77.216  22.363  1.00  0.00

ATOM   1910  HD3 ILE   125      69.295  75.774  21.553  1.00  0.00

ATOM   1911  C   ILE   125      65.357  79.688  21.067  1.00  0.00

ATOM   1912  O   ILE   125      65.672  80.482  21.956  1.00  0.00

ATOM   1913  N   ARG   126      64.336  79.885  20.227  1.00  0.00

ATOM   1914  H   ARG   126      64.224  79.192  19.500  1.00  0.00

ATOM   1915  CA  ARG   126      63.479  81.047  20.239  1.00  0.00

ATOM   1916  HA  ARG   126      64.016  81.982  20.056  1.00  0.00

ATOM   1917  CB  ARG   126      62.391  80.835  19.188  1.00  0.00

ATOM   1918  HB1 ARG   126      61.774  79.966  19.424  1.00  0.00

ATOM   1919  HB2 ARG   126      62.920  80.471  18.309  1.00  0.00

ATOM   1920  CG  ARG   126      61.554  82.050  18.802  1.00  0.00

ATOM   1921  HG1 ARG   126      62.112  82.885  18.371  1.00  0.00

ATOM   1922  HG2 ARG   126      61.012  82.487  19.642  1.00  0.00

ATOM   1923  CD  ARG   126      60.563  81.628  17.720  1.00  0.00

ATOM   1924  HD1 ARG   126      61.069  81.046  16.945  1.00  0.00

ATOM   1925  HD2 ARG   126      60.085  82.539  17.356  1.00  0.00

ATOM   1926  NE  ARG   126      59.432  80.885  18.257  1.00  0.00

ATOM   1927  HE  ARG   126      59.473  80.340  19.105  1.00  0.00

ATOM   1928  CZ  ARG   126      58.274  80.643  17.625  1.00  0.00

ATOM   1929  NH1 ARG   126      57.976  81.099  16.398  1.00  0.00

ATOM   1930 1HH1 ARG   126      58.626  81.623  15.833  1.00  0.00

ATOM   1931 2HH1 ARG   126      57.191  80.711  15.894  1.00  0.00

ATOM   1932  NH2 ARG   126      57.353  79.828  18.166  1.00  0.00

ATOM   1933 1HH2 ARG   126      57.612  79.372  19.021  1.00  0.00

ATOM   1934 2HH2 ARG   126      56.474  79.682  17.677  1.00  0.00

ATOM   1935  C   ARG   126      62.804  81.280  21.581  1.00  0.00

ATOM   1936  O   ARG   126      62.681  82.410  22.038  1.00  0.00

ATOM   1937  N   GLU   127      62.297  80.202  22.185  1.00  0.00

ATOM   1938  H   GLU   127      62.254  79.322  21.689  1.00  0.00

ATOM   1939  CA  GLU   127      61.658  80.271  23.485  1.00  0.00

ATOM   1940  HA  GLU   127      60.888  81.035  23.491  1.00  0.00

ATOM   1941  CB  GLU   127      60.942  78.944  23.736  1.00  0.00

ATOM   1942  HB1 GLU   127      61.696  78.165  23.913  1.00  0.00

ATOM   1943  HB2 GLU   127      60.461  78.580  22.837  1.00  0.00

ATOM   1944  CG  GLU   127      60.049  78.946  24.962  1.00  0.00

ATOM   1945  HG1 GLU   127      59.421  79.839  24.946  1.00  0.00

ATOM   1946  HG2 GLU   127      60.716  79.119  25.813  1.00  0.00

ATOM   1947  CD  GLU   127      59.182  77.694  25.000  1.00  0.00

ATOM   1948  OE1 GLU   127      59.606  76.528  24.829  1.00  0.00

ATOM   1949  OE2 GLU   127      57.964  77.824  25.232  1.00  0.00

ATOM   1950  C   GLU   127      62.607  80.664  24.604  1.00  0.00

ATOM   1951  O   GLU   127      62.276  81.383  25.545  1.00  0.00

ATOM   1952  N   ALA   128      63.825  80.130  24.494  1.00  0.00

ATOM   1953  H   ALA   128      64.134  79.566  23.713  1.00  0.00

ATOM   1954  CA  ALA   128      64.847  80.508  25.449  1.00  0.00

ATOM   1955  HA  ALA   128      64.352  80.469  26.419  1.00  0.00

ATOM   1956  CB  ALA   128      65.840  79.353  25.496  1.00  0.00

ATOM   1957  HB1 ALA   128      66.529  79.460  24.658  1.00  0.00

ATOM   1958  HB2 ALA   128      66.306  79.237  26.476  1.00  0.00

ATOM   1959  HB3 ALA   128      65.394  78.390  25.274  1.00  0.00

ATOM   1960  C   ALA   128      65.470  81.899  25.461  1.00  0.00

ATOM   1961  O   ALA   128      65.591  82.538  26.509  1.00  0.00

ATOM   1962  N   ASP   129      65.933  82.348  24.293  1.00  0.00

ATOM   1963  H   ASP   129      65.726  81.805  23.468  1.00  0.00

ATOM   1964  CA  ASP   129      66.750  83.520  24.088  1.00  0.00

ATOM   1965  HA  ASP   129      67.502  83.585  24.879  1.00  0.00

ATOM   1966  CB  ASP   129      67.579  83.370  22.823  1.00  0.00

ATOM   1967  HB1 ASP   129      67.005  82.993  21.969  1.00  0.00

ATOM   1968  HB2 ASP   129      68.241  82.563  23.123  1.00  0.00

ATOM   1969  CG  ASP   129      68.400  84.599  22.456  1.00  0.00

ATOM   1970  OD1 ASP   129      69.197  84.999  23.339  1.00  0.00

ATOM   1971  OD2 ASP   129      68.124  85.251  21.428  1.00  0.00

ATOM   1972  C   ASP   129      65.940  84.811  24.167  1.00  0.00

ATOM   1973  O   ASP   129      64.880  84.834  23.562  1.00  0.00

ATOM   1974  N   ILE   130      66.344  85.893  24.845  1.00  0.00

ATOM   1975  H   ILE   130      67.250  85.826  25.269  1.00  0.00

ATOM   1976  CA  ILE   130      65.509  87.074  24.995  1.00  0.00

ATOM   1977  HA  ILE   130      64.608  87.027  24.387  1.00  0.00

ATOM   1978  CB  ILE   130      65.035  87.231  26.438  1.00  0.00

ATOM   1979  HB  ILE   130      64.795  86.219  26.754  1.00  0.00

ATOM   1980  CG2 ILE   130      66.203  87.588  27.354  1.00  0.00

ATOM   1981 1HG2 ILE   130      67.119  87.165  26.924  1.00  0.00

ATOM   1982 2HG2 ILE   130      66.303  88.671  27.425  1.00  0.00

ATOM   1983 3HG2 ILE   130      66.014  87.138  28.325  1.00  0.00

ATOM   1984  CG1 ILE   130      63.794  88.002  26.893  1.00  0.00

ATOM   1985 1HG1 ILE   130      64.016  89.067  26.927  1.00  0.00

ATOM   1986 2HG1 ILE   130      63.456  87.642  27.857  1.00  0.00

ATOM   1987  CD  ILE   130      62.607  87.710  25.975  1.00  0.00

ATOM   1988  HD1 ILE   130      62.444  86.633  25.928  1.00  0.00

ATOM   1989  HD2 ILE   130      61.816  88.239  26.493  1.00  0.00

ATOM   1990  HD3 ILE   130      62.790  88.133  24.986  1.00  0.00

ATOM   1991  C   ILE   130      66.191  88.354  24.543  1.00  0.00

ATOM   1992  O   ILE   130      65.503  89.363  24.447  1.00  0.00

ATOM   1993  N   ASP   131      67.502  88.296  24.333  1.00  0.00

ATOM   1994  H   ASP   131      67.964  87.400  24.402  1.00  0.00

ATOM   1995  CA  ASP   131      68.350  89.424  23.977  1.00  0.00

ATOM   1996  HA  ASP   131      67.715  90.297  24.161  1.00  0.00

ATOM   1997  CB  ASP   131      69.472  89.670  24.975  1.00  0.00

ATOM   1998  HB1 ASP   131      69.019  89.680  25.963  1.00  0.00

ATOM   1999  HB2 ASP   131      70.083  90.565  24.845  1.00  0.00

ATOM   2000  CG  ASP   131      70.390  88.452  24.993  1.00  0.00

ATOM   2001  OD1 ASP   131      70.998  88.077  23.973  1.00  0.00

ATOM   2002  OD2 ASP   131      70.594  87.788  26.032  1.00  0.00

ATOM   2003  C   ASP   131      68.741  89.474  22.508  1.00  0.00

ATOM   2004  O   ASP   131      69.292  90.497  22.134  1.00  0.00

ATOM   2005  N   GLY   132      68.577  88.409  21.717  1.00  0.00

ATOM   2006  H   GLY   132      68.262  87.577  22.207  1.00  0.00

ATOM   2007  CA  GLY   132      68.648  88.338  20.272  1.00  0.00

ATOM   2008  HA1 GLY   132      68.533  89.338  19.836  1.00  0.00

ATOM   2009  HA2 GLY   132      67.833  87.679  20.000  1.00  0.00

ATOM   2010  C   GLY   132      69.863  87.655  19.672  1.00  0.00

ATOM   2011  O   GLY   132      69.949  87.584  18.446  1.00  0.00

ATOM   2012  N   ASP   133      70.810  87.136  20.452  1.00  0.00

ATOM   2013  H   ASP   133      70.636  87.278  21.441  1.00  0.00

ATOM   2014  CA  ASP   133      72.112  86.708  19.987  1.00  0.00

ATOM   2015  HA  ASP   133      72.308  87.254  19.058  1.00  0.00

ATOM   2016  CB  ASP   133      73.143  87.228  20.987  1.00  0.00

ATOM   2017  HB1 ASP   133      72.959  88.277  21.248  1.00  0.00

ATOM   2018  HB2 ASP   133      74.078  87.144  20.437  1.00  0.00

ATOM   2019  CG  ASP   133      73.300  86.456  22.288  1.00  0.00

ATOM   2020  OD1 ASP   133      72.480  85.557  22.566  1.00  0.00

ATOM   2021  OD2 ASP   133      74.163  86.812  23.108  1.00  0.00

ATOM   2022  C   ASP   133      72.164  85.236  19.604  1.00  0.00

ATOM   2023  O   ASP   133      73.266  84.708  19.440  1.00  0.00

ATOM   2024  N   GLY   134      71.021  84.542  19.593  1.00  0.00

ATOM   2025  H   GLY   134      70.227  85.167  19.611  1.00  0.00

ATOM   2026  CA  GLY   134      70.837  83.164  19.192  1.00  0.00

ATOM   2027  HA1 GLY   134      71.332  83.124  18.218  1.00  0.00

ATOM   2028  HA2 GLY   134      69.759  83.071  19.068  1.00  0.00

ATOM   2029  C   GLY   134      71.387  82.108  20.145  1.00  0.00

ATOM   2030  O   GLY   134      71.227  80.931  19.836  1.00  0.00

ATOM   2031  N   GLN   135      71.904  82.529  21.295  1.00  0.00

ATOM   2032  H   GLN   135      72.066  83.516  21.382  1.00  0.00

ATOM   2033  CA  GLN   135      72.445  81.727  22.377  1.00  0.00

ATOM   2034  HA  GLN   135      72.270  80.692  22.078  1.00  0.00

ATOM   2035  CB  GLN   135      73.936  82.054  22.369  1.00  0.00

ATOM   2036  HB1 GLN   135      74.409  81.603  23.240  1.00  0.00

ATOM   2037  HB2 GLN   135      74.105  83.130  22.399  1.00  0.00

ATOM   2038  CG  GLN   135      74.718  81.593  21.152  1.00  0.00

ATOM   2039  HG1 GLN   135      74.535  82.299  20.342  1.00  0.00

ATOM   2040  HG2 GLN   135      74.256  80.662  20.808  1.00  0.00

ATOM   2041  CD  GLN   135      76.239  81.574  21.234  1.00  0.00

ATOM   2042  OE1 GLN   135      76.833  81.687  22.306  1.00  0.00

ATOM   2043  NE2 GLN   135      77.017  81.443  20.158  1.00  0.00

ATOM   2044 1HE2 GLN   135      76.575  81.152  19.298  1.00  0.00

ATOM   2045 2HE2 GLN   135      77.983  81.656  20.349  1.00  0.00

ATOM   2046  C   GLN   135      71.753  81.969  23.718  1.00  0.00

ATOM   2047  O   GLN   135      71.112  82.981  23.989  1.00  0.00

ATOM   2048  N   VAL   136      71.832  80.910  24.534  1.00  0.00

ATOM   2049  H   VAL   136      72.266  80.079  24.153  1.00  0.00

ATOM   2050  CA  VAL   136      71.125  80.889  25.793  1.00  0.00

ATOM   2051  HA  VAL   136      70.527  81.795  25.837  1.00  0.00

ATOM   2052  CB  VAL   136      70.293  79.613  25.922  1.00  0.00

ATOM   2053  HB  VAL   136      70.967  78.760  25.927  1.00  0.00

ATOM   2054  CG1 VAL   136      69.438  79.593  27.191  1.00  0.00

ATOM   2055 1HG1 VAL   136      68.837  78.685  27.120  1.00  0.00

ATOM   2056 2HG1 VAL   136      69.969  79.684  28.135  1.00  0.00

ATOM   2057 3HG1 VAL   136      68.796  80.462  27.079  1.00  0.00

ATOM   2058  CG2 VAL   136      69.258  79.554  24.800  1.00  0.00

ATOM   2059 1HG2 VAL   136      68.609  78.687  24.924  1.00  0.00

ATOM   2060 2HG2 VAL   136      68.602  80.426  24.744  1.00  0.00

ATOM   2061 3HG2 VAL   136      69.744  79.511  23.829  1.00  0.00

ATOM   2062  C   VAL   136      72.136  80.965  26.935  1.00  0.00

ATOM   2063  O   VAL   136      72.842  79.974  27.099  1.00  0.00

ATOM   2064  N   ASN   137      72.217  82.077  27.657  1.00  0.00

ATOM   2065  H   ASN   137      71.419  82.701  27.605  1.00  0.00

ATOM   2066  CA  ASN   137      73.055  82.109  28.842  1.00  0.00

ATOM   2067  HA  ASN   137      73.897  81.427  28.731  1.00  0.00

ATOM   2068  CB  ASN   137      73.506  83.541  29.093  1.00  0.00

ATOM   2069  HB1 ASN   137      73.373  84.144  28.195  1.00  0.00

ATOM   2070  HB2 ASN   137      74.565  83.452  29.342  1.00  0.00

ATOM   2071  CG  ASN   137      72.871  84.331  30.236  1.00  0.00

ATOM   2072  OD1 ASN   137      72.937  84.040  31.420  1.00  0.00

ATOM   2073  ND2 ASN   137      72.288  85.470  29.841  1.00  0.00

ATOM   2074 1HD2 ASN   137      72.139  85.574  28.852  1.00  0.00

ATOM   2075 2HD2 ASN   137      71.913  86.088  30.545  1.00  0.00

ATOM   2076  C   ASN   137      72.281  81.429  29.957  1.00  0.00

ATOM   2077  O   ASN   137      71.118  81.072  29.811  1.00  0.00

ATOM   2078  N   TYR   138      72.969  81.231  31.084  1.00  0.00

ATOM   2079  H   TYR   138      73.929  81.550  31.172  1.00  0.00

ATOM   2080  CA  TYR   138      72.499  80.464  32.217  1.00  0.00

ATOM   2081  HA  TYR   138      72.321  79.442  31.865  1.00  0.00

ATOM   2082  CB  TYR   138      73.630  80.459  33.242  1.00  0.00

ATOM   2083  HB1 TYR   138      73.913  81.491  33.422  1.00  0.00

ATOM   2084  HB2 TYR   138      74.512  79.946  32.858  1.00  0.00

ATOM   2085  CG  TYR   138      73.135  79.812  34.513  1.00  0.00

ATOM   2086  CD1 TYR   138      72.827  80.585  35.639  1.00  0.00

ATOM   2087  HD1 TYR   138      73.070  81.639  35.681  1.00  0.00

ATOM   2088  CE1 TYR   138      72.479  79.927  36.826  1.00  0.00

ATOM   2089  HE1 TYR   138      72.197  80.502  37.691  1.00  0.00

ATOM   2090  CZ  TYR   138      72.548  78.531  36.971  1.00  0.00

ATOM   2091  OH  TYR   138      72.250  77.867  38.130  1.00  0.00

ATOM   2092  HH  TYR   138      71.853  78.471  38.758  1.00  0.00

ATOM   2093  CE2 TYR   138      72.919  77.768  35.839  1.00  0.00

ATOM   2094  HE2 TYR   138      72.854  76.695  35.931  1.00  0.00

ATOM   2095  CD2 TYR   138      73.184  78.412  34.632  1.00  0.00

ATOM   2096  HD2 TYR   138      73.396  77.716  33.835  1.00  0.00

ATOM   2097  C   TYR   138      71.280  81.150  32.809  1.00  0.00

ATOM   2098  O   TYR   138      70.426  80.416  33.317  1.00  0.00

ATOM   2099  N   GLU   139      71.050  82.457  32.685  1.00  0.00

ATOM   2100  H   GLU   139      71.845  83.039  32.477  1.00  0.00

ATOM   2101  CA  GLU   139      69.910  83.170  33.243  1.00  0.00

ATOM   2102  HA  GLU   139      69.646  82.833  34.246  1.00  0.00

ATOM   2103  CB  GLU   139      70.370  84.618  33.352  1.00  0.00

ATOM   2104  HB1 GLU   139      70.623  85.014  32.363  1.00  0.00

ATOM   2105  HB2 GLU   139      71.207  84.649  34.049  1.00  0.00

ATOM   2106  CG  GLU   139      69.375  85.524  34.064  1.00  0.00

ATOM   2107  HG1 GLU   139      69.143  85.171  35.069  1.00  0.00

ATOM   2108  HG2 GLU   139      68.435  85.365  33.522  1.00  0.00

ATOM   2109  CD  GLU   139      69.752  86.990  33.950  1.00  0.00

ATOM   2110  OE1 GLU   139      70.456  87.489  34.859  1.00  0.00

ATOM   2111  OE2 GLU   139      69.299  87.599  32.956  1.00  0.00

ATOM   2112  C   GLU   139      68.663  83.037  32.389  1.00  0.00

ATOM   2113  O   GLU   139      67.564  82.879  32.920  1.00  0.00

ATOM   2114  N   GLU   140      68.788  82.970  31.059  1.00  0.00

ATOM   2115  H   GLU   140      69.720  82.922  30.666  1.00  0.00

ATOM   2116  CA  GLU   140      67.760  82.593  30.120  1.00  0.00

ATOM   2117  HA  GLU   140      66.876  83.221  30.271  1.00  0.00

ATOM   2118  CB  GLU   140      68.332  82.942  28.751  1.00  0.00

ATOM   2119  HB1 GLU   140      67.677  82.478  28.007  1.00  0.00

ATOM   2120  HB2 GLU   140      69.247  82.357  28.669  1.00  0.00

ATOM   2121  CG  GLU   140      68.503  84.424  28.422  1.00  0.00

ATOM   2122  HG1 GLU   140      69.044  84.899  29.244  1.00  0.00

ATOM   2123  HG2 GLU   140      67.546  84.932  28.333  1.00  0.00

ATOM   2124  CD  GLU   140      69.275  84.520  27.118  1.00  0.00

ATOM   2125  OE1 GLU   140      70.348  83.926  26.863  1.00  0.00

ATOM   2126  OE2 GLU   140      68.858  85.292  26.232  1.00  0.00

ATOM   2127  C   GLU   140      67.279  81.157  30.301  1.00  0.00

ATOM   2128  O   GLU   140      66.081  80.890  30.325  1.00  0.00

ATOM   2129  N   PHE   141      68.195  80.245  30.652  1.00  0.00

ATOM   2130  H   PHE   141      69.158  80.508  30.529  1.00  0.00

ATOM   2131  CA  PHE   141      67.974  78.838  30.939  1.00  0.00

ATOM   2132  HA  PHE   141      67.363  78.395  30.155  1.00  0.00

ATOM   2133  CB  PHE   141      69.294  78.092  31.081  1.00  0.00

ATOM   2134  HB1 PHE   141      69.647  78.273  32.094  1.00  0.00

ATOM   2135  HB2 PHE   141      69.975  78.436  30.294  1.00  0.00

ATOM   2136  CG  PHE   141      69.223  76.585  31.003  1.00  0.00

ATOM   2137  CD1 PHE   141      68.923  75.798  32.131  1.00  0.00

ATOM   2138  HD1 PHE   141      68.870  76.285  33.090  1.00  0.00

ATOM   2139  CE1 PHE   141      68.818  74.404  32.038  1.00  0.00

ATOM   2140  HE1 PHE   141      68.566  73.789  32.890  1.00  0.00

ATOM   2141  CZ  PHE   141      68.951  73.799  30.780  1.00  0.00

ATOM   2142  HZ  PHE   141      68.887  72.722  30.811  1.00  0.00

ATOM   2143  CE2 PHE   141      69.122  74.557  29.617  1.00  0.00

ATOM   2144  HE2 PHE   141      69.124  74.096  28.646  1.00  0.00

ATOM   2145  CD2 PHE   141      69.261  75.946  29.761  1.00  0.00

ATOM   2146  HD2 PHE   141      69.402  76.487  28.836  1.00  0.00

ATOM   2147  C   PHE   141      67.082  78.792  32.171  1.00  0.00

ATOM   2148  O   PHE   141      66.072  78.103  32.268  1.00  0.00

ATOM   2149  N   VAL   142      67.416  79.489  33.266  1.00  0.00

ATOM   2150  H   VAL   142      68.311  79.942  33.257  1.00  0.00

ATOM   2151  CA  VAL   142      66.603  79.548  34.467  1.00  0.00

ATOM   2152  HA  VAL   142      66.443  78.514  34.755  1.00  0.00

ATOM   2153  CB  VAL   142      67.340  80.208  35.627  1.00  0.00

ATOM   2154  HB  VAL   142      67.675  81.209  35.363  1.00  0.00

ATOM   2155  CG1 VAL   142      66.546  80.107  36.930  1.00  0.00

ATOM   2156 1HG1 VAL   142      66.008  79.153  36.964  1.00  0.00

ATOM   2157 2HG1 VAL   142      67.201  80.191  37.792  1.00  0.00

ATOM   2158 3HG1 VAL   142      65.760  80.859  36.999  1.00  0.00

ATOM   2159  CG2 VAL   142      68.569  79.374  35.943  1.00  0.00

ATOM   2160 1HG2 VAL   142      69.196  79.968  36.617  1.00  0.00

ATOM   2161 2HG2 VAL   142      68.296  78.390  36.299  1.00  0.00

ATOM   2162 3HG2 VAL   142      69.296  79.311  35.121  1.00  0.00

ATOM   2163  C   VAL   142      65.259  80.235  34.223  1.00  0.00

ATOM   2164  O   VAL   142      64.245  79.704  34.650  1.00  0.00

ATOM   2165  N   GLN   143      65.207  81.281  33.400  1.00  0.00

ATOM   2166  H   GLN   143      65.987  81.687  32.913  1.00  0.00

ATOM   2167  CA  GLN   143      63.903  81.844  33.079  1.00  0.00

ATOM   2168  HA  GLN   143      63.429  82.056  34.041  1.00  0.00

ATOM   2169  CB  GLN   143      64.133  83.093  32.233  1.00  0.00

ATOM   2170  HB1 GLN   143      63.208  83.306  31.691  1.00  0.00

ATOM   2171  HB2 GLN   143      64.889  82.812  31.497  1.00  0.00

ATOM   2172  CG  GLN   143      64.493  84.346  33.030  1.00  0.00

ATOM   2173  HG1 GLN   143      65.312  84.158  33.721  1.00  0.00

ATOM   2174  HG2 GLN   143      63.679  84.795  33.605  1.00  0.00

ATOM   2175  CD  GLN   143      64.950  85.459  32.096  1.00  0.00

ATOM   2176  OE1 GLN   143      64.173  86.109  31.399  1.00  0.00

ATOM   2177  NE2 GLN   143      66.254  85.653  31.929  1.00  0.00

ATOM   2178 1HE2 GLN   143      66.931  84.985  32.281  1.00  0.00

ATOM   2179 2HE2 GLN   143      66.410  86.308  31.178  1.00  0.00

ATOM   2180  C   GLN   143      62.956  80.968  32.268  1.00  0.00

ATOM   2181  O   GLN   143      61.748  81.192  32.337  1.00  0.00

ATOM   2182  N   MET   144      63.449  79.906  31.643  1.00  0.00

ATOM   2183  H   MET   144      64.459  79.840  31.702  1.00  0.00

ATOM   2184  CA  MET   144      62.696  78.841  31.017  1.00  0.00

ATOM   2185  HA  MET   144      61.803  79.185  30.504  1.00  0.00

ATOM   2186  CB  MET   144      63.522  78.340  29.835  1.00  0.00

ATOM   2187  HB1 MET   144      64.341  77.717  30.220  1.00  0.00

ATOM   2188  HB2 MET   144      63.823  79.230  29.289  1.00  0.00

ATOM   2189  CG  MET   144      62.758  77.559  28.766  1.00  0.00

ATOM   2190  HG1 MET   144      62.207  78.345  28.244  1.00  0.00

ATOM   2191  HG2 MET   144      62.007  76.956  29.275  1.00  0.00

ATOM   2192  SD  MET   144      63.772  76.573  27.646  1.00  0.00

ATOM   2193  CE  MET   144      62.720  76.732  26.191  1.00  0.00

ATOM   2194  HE1 MET   144      62.542  77.792  26.061  1.00  0.00

ATOM   2195  HE2 MET   144      63.153  76.265  25.306  1.00  0.00

ATOM   2196  HE3 MET   144      61.751  76.282  26.409  1.00  0.00

ATOM   2197  C   MET   144      62.374  77.628  31.880  1.00  0.00

ATOM   2198  O   MET   144      61.338  76.983  31.780  1.00  0.00

ATOM   2199  N   MET   145      63.319  77.338  32.776  1.00  0.00

ATOM   2200  H   MET   145      64.120  77.944  32.824  1.00  0.00

ATOM   2201  CA  MET   145      63.008  76.388  33.831  1.00  0.00

ATOM   2202  HA  MET   145      62.530  75.541  33.333  1.00  0.00

ATOM   2203  CB  MET   145      64.332  75.950  34.445  1.00  0.00

ATOM   2204  HB1 MET   145      63.997  75.375  35.309  1.00  0.00

ATOM   2205  HB2 MET   145      64.919  76.855  34.629  1.00  0.00

ATOM   2206  CG  MET   145      65.222  74.983  33.661  1.00  0.00

ATOM   2207  HG1 MET   145      66.133  74.837  34.245  1.00  0.00

ATOM   2208  HG2 MET   145      65.423  75.526  32.740  1.00  0.00

ATOM   2209  SD  MET   145      64.381  73.416  33.327  1.00  0.00

ATOM   2210  CE  MET   145      65.760  72.694  32.409  1.00  0.00

ATOM   2211  HE1 MET   145      65.554  71.643  32.192  1.00  0.00

ATOM   2212  HE2 MET   145      65.955  73.240  31.480  1.00  0.00

ATOM   2213  HE3 MET   145      66.653  72.688  33.027  1.00  0.00

ATOM   2214  C   MET   145      62.042  76.905  34.881  1.00  0.00

ATOM   2215  O   MET   145      61.367  76.089  35.513  1.00  0.00

ATOM   2216  N   THR   146      61.905  78.218  35.005  1.00  0.00

ATOM   2217  H   THR   146      62.481  78.782  34.388  1.00  0.00

ATOM   2218  CA  THR   146      60.862  78.825  35.808  1.00  0.00

ATOM   2219  HA  THR   146      60.844  78.233  36.719  1.00  0.00

ATOM   2220  CB  THR   146      61.316  80.228  36.213  1.00  0.00

ATOM   2221  HB  THR   146      61.388  80.982  35.423  1.00  0.00

ATOM   2222  CG2 THR   146      60.402  80.739  37.328  1.00  0.00

ATOM   2223 1HG2 THR   146      59.362  80.833  37.010  1.00  0.00

ATOM   2224 2HG2 THR   146      60.592  80.119  38.200  1.00  0.00

ATOM   2225 3HG2 THR   146      60.702  81.779  37.501  1.00  0.00

ATOM   2226  OG1 THR   146      62.614  80.196  36.757  1.00  0.00

ATOM   2227  HG1 THR   146      63.164  79.939  35.999  1.00  0.00

ATOM   2228  C   THR   146      59.485  78.739  35.159  1.00  0.00

ATOM   2229  O   THR   146      59.443  79.281  34.060  1.00  0.00

ATOM   2230  N   ALA   147      58.465  78.163  35.789  1.00  0.00

ATOM   2231  H   ALA   147      58.471  77.763  36.718  1.00  0.00

ATOM   2232  CA  ALA   147      57.145  78.029  35.199  1.00  0.00

ATOM   2233  HA  ALA   147      57.265  77.582  34.217  1.00  0.00

ATOM   2234  CB  ALA   147      56.376  77.020  36.054  1.00  0.00

ATOM   2235  HB1 ALA   147      56.228  77.400  37.063  1.00  0.00

ATOM   2236  HB2 ALA   147      55.330  77.027  35.769  1.00  0.00

ATOM   2237  HB3 ALA   147      56.892  76.067  35.919  1.00  0.00

ATOM   2238  C   ALA   147      56.424  79.349  34.966  1.00  0.00

ATOM   2239  O   ALA   147      56.677  80.412  35.530  1.00  0.00

ATOM   2240  N   CLY   148      55.524  79.395  33.984  1.00  0.00

ATOM   2241  H   CLY   148      55.405  78.520  33.508  1.00  0.00

ATOM   2242  CA  CLY   148      54.842  80.554  33.448  1.00  0.00

ATOM   2243  HA  CLY   148      55.274  81.480  33.831  1.00  0.00

ATOM   2244  CB  CLY   148      55.087  80.750  31.954  1.00  0.00

ATOM   2245  HB1 CLY   148      54.572  81.654  31.608  1.00  0.00

ATOM   2246  HB2 CLY   148      54.614  79.979  31.350  1.00  0.00

ATOM   2247  CG  CLY   148      56.563  80.774  31.576  1.00  0.00

ATOM   2248  HG1 CLY   148      56.952  79.757  31.523  1.00  0.00

ATOM   2249  HG2 CLY   148      57.028  81.366  32.373  1.00  0.00

ATOM   2250  CD  CLY   148      56.742  81.425  30.216  1.00  0.00

ATOM   2251  HD1 CLY   148      56.305  82.420  30.239  1.00  0.00

ATOM   2252  HD2 CLY   148      56.343  80.867  29.359  1.00  0.00

ATOM   2253  CE  CLY   148      58.216  81.776  30.011  1.00  0.00

ATOM   2254  HE1 CLY   148      58.555  81.940  31.026  1.00  0.00

ATOM   2255  HE2 CLY   148      58.377  82.661  29.397  1.00  0.00

ATOM   2256  NZ  CLY   148      59.008  80.607  29.579  1.00  0.00

ATOM   2257  HZ1 CLY   148      59.991  80.816  29.533  1.00  0.00

ATOM   2258  HZ2 CLY   148      58.923  79.825  30.211  1.00  0.00

ATOM   2259  HZ3 CLY   148      58.768  80.261  28.662  1.00  0.00

ATOM   2260  C   CLY   148      53.333  80.536  33.657  1.00  0.00

ATOM   2261  OC1 CLY   148      52.694  79.469  33.539  1.00  0.00

ATOM   2262  OC2 CLY   148      52.727  81.564  34.009  1.00  0.00

ATOM   2263  CA  CA    501      66.235  46.653  34.695  1.00  0.00

ATOM   2264  CA  CA    502      65.320  49.835  46.365  1.00  0.00

ATOM   2265  CA  CA    503      78.909  76.970  23.933  1.00  0.00

ATOM   2266  CA  CA    504      71.174  85.488  24.848  1.00  0.00

ENDMDL

MODEL         4

ATOM      1  N   NAL     1      45.135  69.047  50.756  1.00  0.00

ATOM      2  H1  NAL     1      44.517  68.275  50.971  1.00  0.00

ATOM      3  H2  NAL     1      45.371  69.541  51.606  1.00  0.00

ATOM      4  H3  NAL     1      44.675  69.699  50.127  1.00  0.00

ATOM      5  CA  NAL     1      46.408  68.576  50.185  1.00  0.00

ATOM      6  HA  NAL     1      47.011  69.446  49.918  1.00  0.00

ATOM      7  CB  NAL     1      47.123  67.686  51.190  1.00  0.00

ATOM      8  HB1 NAL     1      46.592  66.734  51.225  1.00  0.00

ATOM      9  HB2 NAL     1      48.103  67.443  50.770  1.00  0.00

ATOM     10  HB3 NAL     1      47.173  68.033  52.216  1.00  0.00

ATOM     11  C   NAL     1      46.302  68.001  48.785  1.00  0.00

ATOM     12  O   NAL     1      45.198  67.869  48.251  1.00  0.00

ATOM     13  N   ASP     2      47.436  67.855  48.090  1.00  0.00

ATOM     14  H   ASP     2      48.326  67.976  48.529  1.00  0.00

ATOM     15  CA  ASP     2      47.481  67.425  46.702  1.00  0.00

ATOM     16  HA  ASP     2      46.621  67.952  46.276  1.00  0.00

ATOM     17  CB  ASP     2      48.759  67.868  45.989  1.00  0.00

ATOM     18  HB1 ASP     2      49.628  67.345  46.379  1.00  0.00

ATOM     19  HB2 ASP     2      48.980  68.897  46.265  1.00  0.00

ATOM     20  CG  ASP     2      48.740  67.744  44.476  1.00  0.00

ATOM     21  OD1 ASP     2      47.618  67.978  43.966  1.00  0.00

ATOM     22  OD2 ASP     2      49.799  67.495  43.871  1.00  0.00

ATOM     23  C   ASP     2      47.194  65.947  46.531  1.00  0.00

ATOM     24  O   ASP     2      47.432  65.162  47.450  1.00  0.00

ATOM     25  N   GLN     3      46.611  65.511  45.407  1.00  0.00

ATOM     26  H   GLN     3      46.599  66.120  44.608  1.00  0.00

ATOM     27  CA  GLN     3      46.438  64.097  45.138  1.00  0.00

ATOM     28  HA  GLN     3      46.716  63.519  46.023  1.00  0.00

ATOM     29  CB  GLN     3      44.993  63.831  44.738  1.00  0.00

ATOM     30  HB1 GLN     3      45.037  62.808  44.362  1.00  0.00

ATOM     31  HB2 GLN     3      44.657  64.529  43.973  1.00  0.00

ATOM     32  CG  GLN     3      43.968  63.857  45.867  1.00  0.00

ATOM     33  HG1 GLN     3      43.020  63.805  45.339  1.00  0.00

ATOM     34  HG2 GLN     3      44.100  64.824  46.372  1.00  0.00

ATOM     35  CD  GLN     3      44.151  62.795  46.931  1.00  0.00

ATOM     36  OE1 GLN     3      44.854  62.998  47.922  1.00  0.00

ATOM     37  NE2 GLN     3      43.564  61.613  46.701  1.00  0.00

ATOM     38 1HE2 GLN     3      42.829  61.559  46.017  1.00  0.00

ATOM     39 2HE2 GLN     3      43.686  60.896  47.402  1.00  0.00

ATOM     40  C   GLN     3      47.410  63.716  44.026  1.00  0.00

ATOM     41  O   GLN     3      47.367  64.403  43.007  1.00  0.00

ATOM     42  N   LEU     4      48.141  62.601  44.083  1.00  0.00

ATOM     43  H   LEU     4      48.089  62.088  44.959  1.00  0.00

ATOM     44  CA  LEU     4      48.647  61.923  42.907  1.00  0.00

ATOM     45  HA  LEU     4      49.166  62.630  42.272  1.00  0.00

ATOM     46  CB  LEU     4      49.690  60.907  43.372  1.00  0.00

ATOM     47  HB1 LEU     4      49.865  60.161  42.603  1.00  0.00

ATOM     48  HB2 LEU     4      49.303  60.318  44.210  1.00  0.00

ATOM     49  CG  LEU     4      50.988  61.510  43.881  1.00  0.00

ATOM     50  HG  LEU     4      50.745  62.451  44.367  1.00  0.00

ATOM     51  CD1 LEU     4      51.698  60.752  45.006  1.00  0.00

ATOM     52 1HD1 LEU     4      52.494  61.225  45.575  1.00  0.00

ATOM     53 2HD1 LEU     4      50.957  60.251  45.629  1.00  0.00

ATOM     54 3HD1 LEU     4      52.340  60.019  44.497  1.00  0.00

ATOM     55  CD2 LEU     4      52.005  61.650  42.755  1.00  0.00

ATOM     56 1HD2 LEU     4      52.773  62.390  42.953  1.00  0.00

ATOM     57 2HD2 LEU     4      52.507  60.697  42.540  1.00  0.00

ATOM     58 3HD2 LEU     4      51.462  62.088  41.917  1.00  0.00

ATOM     59  C   LEU     4      47.491  61.333  42.100  1.00  0.00

ATOM     60  O   LEU     4      46.815  60.426  42.580  1.00  0.00

ATOM     61  N   THR     5      47.331  61.922  40.917  1.00  0.00

ATOM     62  H   THR     5      47.972  62.671  40.668  1.00  0.00

ATOM     63  CA  THR     5      46.446  61.534  39.836  1.00  0.00

ATOM     64  HA  THR     5      45.579  61.160  40.370  1.00  0.00

ATOM     65  CB  THR     5      46.140  62.763  38.989  1.00  0.00

ATOM     66  HB  THR     5      45.796  62.470  37.992  1.00  0.00

ATOM     67  CG2 THR     5      45.210  63.747  39.691  1.00  0.00

ATOM     68 1HG2 THR     5      44.185  63.403  39.533  1.00  0.00

ATOM     69 2HG2 THR     5      45.568  63.917  40.706  1.00  0.00

ATOM     70 3HG2 THR     5      45.265  64.729  39.229  1.00  0.00

ATOM     71  OG1 THR     5      47.306  63.534  38.782  1.00  0.00

ATOM     72  HG1 THR     5      46.910  64.384  38.575  1.00  0.00

ATOM     73  C   THR     5      46.995  60.386  39.000  1.00  0.00

ATOM     74  O   THR     5      48.124  59.935  39.187  1.00  0.00

ATOM     75  N   GLU     6      46.087  59.797  38.219  1.00  0.00

ATOM     76  H   GLU     6      45.143  60.164  38.154  1.00  0.00

ATOM     77  CA  GLU     6      46.423  58.592  37.490  1.00  0.00

ATOM     78  HA  GLU     6      46.965  57.922  38.159  1.00  0.00

ATOM     79  CB  GLU     6      45.237  57.857  36.859  1.00  0.00

ATOM     80  HB1 GLU     6      45.610  57.105  36.169  1.00  0.00

ATOM     81  HB2 GLU     6      44.603  58.516  36.261  1.00  0.00

ATOM     82  CG  GLU     6      44.391  57.053  37.832  1.00  0.00

ATOM     83  HG1 GLU     6      44.167  57.646  38.720  1.00  0.00

ATOM     84  HG2 GLU     6      45.017  56.207  38.126  1.00  0.00

ATOM     85  CD  GLU     6      43.189  56.397  37.170  1.00  0.00

ATOM     86  OE1 GLU     6      43.270  55.270  36.663  1.00  0.00

ATOM     87  OE2 GLU     6      42.038  56.875  37.298  1.00  0.00

ATOM     88  C   GLU     6      47.351  59.037  36.369  1.00  0.00

ATOM     89  O   GLU     6      48.366  58.362  36.208  1.00  0.00

ATOM     90  N   GLU     7      47.138  60.182  35.705  1.00  0.00

ATOM     91  H   GLU     7      46.305  60.659  36.015  1.00  0.00

ATOM     92  CA  GLU     7      47.946  60.906  34.754  1.00  0.00

ATOM     93  HA  GLU     7      48.258  60.223  33.964  1.00  0.00

ATOM     94  CB  GLU     7      47.202  62.082  34.141  1.00  0.00

ATOM     95  HB1 GLU     7      47.928  62.683  33.597  1.00  0.00

ATOM     96  HB2 GLU     7      46.734  62.705  34.906  1.00  0.00

ATOM     97  CG  GLU     7      45.996  61.607  33.321  1.00  0.00

ATOM     98  HG1 GLU     7      45.336  61.091  34.007  1.00  0.00

ATOM     99  HG2 GLU     7      46.330  60.819  32.655  1.00  0.00

ATOM    100  CD  GLU     7      45.257  62.729  32.615  1.00  0.00

ATOM    101  OE1 GLU     7      44.263  63.300  33.130  1.00  0.00

ATOM    102  OE2 GLU     7      45.679  63.297  31.587  1.00  0.00

ATOM    103  C   GLU     7      49.273  61.384  35.317  1.00  0.00

ATOM    104  O   GLU     7      50.264  61.345  34.592  1.00  0.00

ATOM    105  N   GLN     8      49.323  61.859  36.559  1.00  0.00

ATOM    106  H   GLN     8      48.452  62.011  37.046  1.00  0.00

ATOM    107  CA  GLN     8      50.610  62.151  37.159  1.00  0.00

ATOM    108  HA  GLN     8      51.070  62.831  36.449  1.00  0.00

ATOM    109  CB  GLN     8      50.425  62.980  38.428  1.00  0.00

ATOM    110  HB1 GLN     8      50.031  62.324  39.210  1.00  0.00

ATOM    111  HB2 GLN     8      49.809  63.849  38.185  1.00  0.00

ATOM    112  CG  GLN     8      51.826  63.355  38.887  1.00  0.00

ATOM    113  HG1 GLN     8      52.547  63.590  38.111  1.00  0.00

ATOM    114  HG2 GLN     8      52.318  62.489  39.324  1.00  0.00

ATOM    115  CD  GLN     8      51.919  64.512  39.878  1.00  0.00

ATOM    116  OE1 GLN     8      51.324  64.470  40.953  1.00  0.00

ATOM    117  NE2 GLN     8      52.509  65.633  39.472  1.00  0.00

ATOM    118 1HE2 GLN     8      52.879  65.614  38.532  1.00  0.00

ATOM    119 2HE2 GLN     8      52.697  66.356  40.152  1.00  0.00

ATOM    120  C   GLN     8      51.490  60.924  37.340  1.00  0.00

ATOM    121  O   GLN     8      52.659  61.034  36.997  1.00  0.00

ATOM    122  N   ILE     9      50.924  59.797  37.780  1.00  0.00

ATOM    123  H   ILE     9      49.963  59.795  38.087  1.00  0.00

ATOM    124  CA  ILE     9      51.643  58.543  37.918  1.00  0.00

ATOM    125  HA  ILE     9      52.560  58.718  38.469  1.00  0.00

ATOM    126  CB  ILE     9      50.925  57.684  38.963  1.00  0.00

ATOM    127  HB  ILE     9      49.859  57.600  38.754  1.00  0.00

ATOM    128  CG2 ILE     9      51.525  56.280  38.956  1.00  0.00

ATOM    129 1HG2 ILE     9      52.586  56.377  39.169  1.00  0.00

ATOM    130 2HG2 ILE     9      50.990  55.627  39.634  1.00  0.00

ATOM    131 3HG2 ILE     9      51.391  55.883  37.951  1.00  0.00

ATOM    132  CG1 ILE     9      51.064  58.153  40.407  1.00  0.00

ATOM    133 1HG1 ILE     9      50.683  59.170  40.435  1.00  0.00

ATOM    134 2HG1 ILE     9      52.108  58.048  40.699  1.00  0.00

ATOM    135  CD  ILE     9      50.245  57.247  41.328  1.00  0.00

ATOM    136  HD1 ILE     9      50.042  57.698  42.295  1.00  0.00

ATOM    137  HD2 ILE     9      49.248  57.220  40.876  1.00  0.00

ATOM    138  HD3 ILE     9      50.602  56.232  41.452  1.00  0.00

ATOM    139  C   ILE     9      52.048  57.924  36.593  1.00  0.00

ATOM    140  O   ILE     9      53.157  57.424  36.394  1.00  0.00

ATOM    141  N   ALA    10      51.210  58.073  35.565  1.00  0.00

ATOM    142  H   ALA    10      50.281  58.386  35.795  1.00  0.00

ATOM    143  CA  ALA    10      51.538  57.612  34.230  1.00  0.00

ATOM    144  HA  ALA    10      51.874  56.575  34.252  1.00  0.00

ATOM    145  CB  ALA    10      50.286  57.778  33.367  1.00  0.00

ATOM    146  HB1 ALA    10      50.530  57.436  32.358  1.00  0.00

ATOM    147  HB2 ALA    10      49.447  57.269  33.835  1.00  0.00

ATOM    148  HB3 ALA    10      50.084  58.845  33.300  1.00  0.00

ATOM    149  C   ALA    10      52.662  58.453  33.654  1.00  0.00

ATOM    150  O   ALA    10      53.483  57.969  32.882  1.00  0.00

ATOM    151  N   GLU    11      52.871  59.677  34.133  1.00  0.00

ATOM    152  H   GLU    11      52.174  60.055  34.759  1.00  0.00

ATOM    153  CA  GLU    11      53.978  60.519  33.728  1.00  0.00

ATOM    154  HA  GLU    11      54.065  60.341  32.656  1.00  0.00

ATOM    155  CB  GLU    11      53.603  61.982  33.938  1.00  0.00

ATOM    156  HB1 GLU    11      53.584  62.199  35.017  1.00  0.00

ATOM    157  HB2 GLU    11      52.631  62.263  33.531  1.00  0.00

ATOM    158  CG  GLU    11      54.648  62.879  33.291  1.00  0.00

ATOM    159  HG1 GLU    11      54.751  62.610  32.239  1.00  0.00

ATOM    160  HG2 GLU    11      55.498  62.702  33.954  1.00  0.00

ATOM    161  CD  GLU    11      54.255  64.351  33.401  1.00  0.00

ATOM    162  OE1 GLU    11      54.076  65.061  32.397  1.00  0.00

ATOM    163  OE2 GLU    11      53.847  64.850  34.468  1.00  0.00

ATOM    164  C   GLU    11      55.283  60.133  34.423  1.00  0.00

ATOM    165  O   GLU    11      56.297  59.982  33.756  1.00  0.00

ATOM    166  N   PHE    12      55.271  59.905  35.738  1.00  0.00

ATOM    167  H   PHE    12      54.413  59.938  36.265  1.00  0.00

ATOM    168  CA  PHE    12      56.447  59.521  36.487  1.00  0.00

ATOM    169  HA  PHE    12      57.203  60.286  36.322  1.00  0.00

ATOM    170  CB  PHE    12      56.111  59.557  37.980  1.00  0.00

ATOM    171  HB1 PHE    12      57.000  59.165  38.469  1.00  0.00

ATOM    172  HB2 PHE    12      55.261  58.919  38.183  1.00  0.00

ATOM    173  CG  PHE    12      55.925  60.901  38.645  1.00  0.00

ATOM    174  CD1 PHE    12      54.908  61.121  39.579  1.00  0.00

ATOM    175  HD1 PHE    12      54.404  60.296  40.047  1.00  0.00

ATOM    176  CE1 PHE    12      54.717  62.367  40.196  1.00  0.00

ATOM    177  HE1 PHE    12      53.856  62.477  40.850  1.00  0.00

ATOM    178  CZ  PHE    12      55.590  63.419  39.905  1.00  0.00

ATOM    179  HZ  PHE    12      55.469  64.358  40.427  1.00  0.00

ATOM    180  CE2 PHE    12      56.608  63.177  38.969  1.00  0.00

ATOM    181  HE2 PHE    12      57.256  64.013  38.757  1.00  0.00

ATOM    182  CD2 PHE    12      56.750  61.967  38.288  1.00  0.00

ATOM    183  HD2 PHE    12      57.530  61.901  37.542  1.00  0.00

ATOM    184  C   PHE    12      56.967  58.161  36.028  1.00  0.00

ATOM    185  O   PHE    12      58.173  57.993  35.877  1.00  0.00

ATOM    186  N   LYS    13      56.090  57.230  35.645  1.00  0.00

ATOM    187  H   LYS    13      55.129  57.512  35.755  1.00  0.00

ATOM    188  CA  LYS    13      56.307  55.879  35.161  1.00  0.00

ATOM    189  HA  LYS    13      57.082  55.308  35.674  1.00  0.00

ATOM    190  CB  LYS    13      55.043  55.036  35.350  1.00  0.00

ATOM    191  HB1 LYS    13      55.221  54.069  34.878  1.00  0.00

ATOM    192  HB2 LYS    13      54.135  55.499  34.961  1.00  0.00

ATOM    193  CG  LYS    13      54.756  54.814  36.836  1.00  0.00

ATOM    194  HG1 LYS    13      54.647  55.759  37.353  1.00  0.00

ATOM    195  HG2 LYS    13      55.568  54.207  37.232  1.00  0.00

ATOM    196  CD  LYS    13      53.578  53.863  37.034  1.00  0.00

ATOM    197  HD1 LYS    13      53.659  52.936  36.465  1.00  0.00

ATOM    198  HD2 LYS    13      52.717  54.482  36.779  1.00  0.00

ATOM    199  CE  LYS    13      53.599  53.464  38.508  1.00  0.00

ATOM    200  HE1 LYS    13      53.332  54.366  39.056  1.00  0.00

ATOM    201  HE2 LYS    13      54.608  53.225  38.827  1.00  0.00

ATOM    202  NZ  LYS    13      52.561  52.457  38.808  1.00  0.00

ATOM    203  HZ1 LYS    13      52.319  52.600  39.779  1.00  0.00

ATOM    204  HZ2 LYS    13      51.743  52.664  38.264  1.00  0.00

ATOM    205  HZ3 LYS    13      52.918  51.548  38.569  1.00  0.00

ATOM    206  C   LYS    13      56.768  55.863  33.715  1.00  0.00

ATOM    207  O   LYS    13      57.695  55.131  33.391  1.00  0.00

ATOM    208  N   GLU    14      56.378  56.798  32.838  1.00  0.00

ATOM    209  H   GLU    14      55.622  57.412  33.081  1.00  0.00

ATOM    210  CA  GLU    14      57.039  57.099  31.581  1.00  0.00

ATOM    211  HA  GLU    14      57.107  56.213  30.944  1.00  0.00

ATOM    212  CB  GLU    14      56.198  58.153  30.870  1.00  0.00

ATOM    213  HB1 GLU    14      56.129  59.076  31.444  1.00  0.00

ATOM    214  HB2 GLU    14      55.165  57.837  30.749  1.00  0.00

ATOM    215  CG  GLU    14      56.618  58.678  29.491  1.00  0.00

ATOM    216  HG1 GLU    14      56.313  57.960  28.730  1.00  0.00

ATOM    217  HG2 GLU    14      57.708  58.721  29.481  1.00  0.00

ATOM    218  CD  GLU    14      56.192  60.116  29.221  1.00  0.00

ATOM    219  OE1 GLU    14      54.963  60.330  29.199  1.00  0.00

ATOM    220  OE2 GLU    14      57.081  60.892  28.815  1.00  0.00

ATOM    221  C   GLU    14      58.446  57.626  31.853  1.00  0.00

ATOM    222  O   GLU    14      59.371  57.247  31.131  1.00  0.00

ATOM    223  N   ALA    15      58.658  58.558  32.777  1.00  0.00

ATOM    224  H   ALA    15      57.829  58.977  33.179  1.00  0.00

ATOM    225  CA  ALA    15      59.951  59.086  33.163  1.00  0.00

ATOM    226  HA  ALA    15      60.410  59.478  32.258  1.00  0.00

ATOM    227  CB  ALA    15      59.811  60.257  34.123  1.00  0.00

ATOM    228  HB1 ALA    15      60.701  60.871  34.293  1.00  0.00

ATOM    229  HB2 ALA    15      59.040  60.968  33.847  1.00  0.00

ATOM    230  HB3 ALA    15      59.532  59.832  35.090  1.00  0.00

ATOM    231  C   ALA    15      60.936  58.044  33.683  1.00  0.00

ATOM    232  O   ALA    15      62.091  57.990  33.258  1.00  0.00

ATOM    233  N   PHE    16      60.517  57.150  34.589  1.00  0.00

ATOM    234  H   PHE    16      59.600  57.291  34.985  1.00  0.00

ATOM    235  CA  PHE    16      61.267  55.973  34.981  1.00  0.00

ATOM    236  HA  PHE    16      62.126  56.334  35.537  1.00  0.00

ATOM    237  CB  PHE    16      60.415  55.079  35.895  1.00  0.00

ATOM    238  HB1 PHE    16      59.789  54.577  35.155  1.00  0.00

ATOM    239  HB2 PHE    16      59.839  55.715  36.565  1.00  0.00

ATOM    240  CG  PHE    16      61.170  54.021  36.653  1.00  0.00

ATOM    241  CD1 PHE    16      61.450  54.231  38.007  1.00  0.00

ATOM    242  HD1 PHE    16      61.200  55.173  38.475  1.00  0.00

ATOM    243  CE1 PHE    16      62.093  53.225  38.729  1.00  0.00

ATOM    244  HE1 PHE    16      62.369  53.375  39.766  1.00  0.00

ATOM    245  CZ  PHE    16      62.422  51.985  38.174  1.00  0.00

ATOM    246  HZ  PHE    16      62.735  51.164  38.798  1.00  0.00

ATOM    247  CE2 PHE    16      62.056  51.745  36.843  1.00  0.00

ATOM    248  HE2 PHE    16      62.250  50.803  36.355  1.00  0.00

ATOM    249  CD2 PHE    16      61.583  52.810  36.075  1.00  0.00

ATOM    250  HD2 PHE    16      61.272  52.537  35.077  1.00  0.00

ATOM    251  C   PHE    16      61.740  55.146  33.797  1.00  0.00

ATOM    252  O   PHE    16      62.878  54.676  33.816  1.00  0.00

ATOM    253  N   SER    17      60.879  54.972  32.799  1.00  0.00

ATOM    254  H   SER    17      59.891  55.183  32.839  1.00  0.00

ATOM    255  CA  SER    17      61.284  54.288  31.588  1.00  0.00

ATOM    256  HA  SER    17      61.624  53.284  31.873  1.00  0.00

ATOM    257  CB  SER    17      60.165  53.968  30.601  1.00  0.00

ATOM    258  HB1 SER    17      60.534  53.296  29.821  1.00  0.00

ATOM    259  HB2 SER    17      59.798  54.879  30.137  1.00  0.00

ATOM    260  OG  SER    17      59.101  53.257  31.183  1.00  0.00

ATOM    261  HG  SER    17      58.280  53.473  30.729  1.00  0.00

ATOM    262  C   SER    17      62.401  54.913  30.761  1.00  0.00

ATOM    263  O   SER    17      62.901  54.313  29.811  1.00  0.00

ATOM    264  N   LEU    18      62.819  56.112  31.151  1.00  0.00

ATOM    265  H   LEU    18      62.330  56.592  31.903  1.00  0.00

ATOM    266  CA  LEU    18      63.971  56.778  30.572  1.00  0.00

ATOM    267  HA  LEU    18      63.999  56.538  29.510  1.00  0.00

ATOM    268  CB  LEU    18      63.875  58.294  30.668  1.00  0.00

ATOM    269  HB1 LEU    18      63.907  58.574  31.720  1.00  0.00

ATOM    270  HB2 LEU    18      62.837  58.507  30.415  1.00  0.00

ATOM    271  CG  LEU    18      64.822  59.182  29.866  1.00  0.00

ATOM    272  HG  LEU    18      65.869  59.021  30.142  1.00  0.00

ATOM    273  CD1 LEU    18      64.839  58.915  28.361  1.00  0.00

ATOM    274 1HD1 LEU    18      65.241  57.908  28.292  1.00  0.00

ATOM    275 2HD1 LEU    18      63.852  58.873  27.893  1.00  0.00

ATOM    276 3HD1 LEU    18      65.442  59.706  27.936  1.00  0.00

ATOM    277  CD2 LEU    18      64.313  60.589  30.172  1.00  0.00

ATOM    278 1HD2 LEU    18      64.398  60.859  31.222  1.00  0.00

ATOM    279 2HD2 LEU    18      64.958  61.351  29.738  1.00  0.00

ATOM    280 3HD2 LEU    18      63.270  60.747  29.884  1.00  0.00

ATOM    281  C   LEU    18      65.272  56.218  31.114  1.00  0.00

ATOM    282  O   LEU    18      66.318  56.327  30.475  1.00  0.00

ATOM    283  N   PHE    19      65.299  55.527  32.260  1.00  0.00

ATOM    284  H   PHE    19      64.425  55.400  32.749  1.00  0.00

ATOM    285  CA  PHE    19      66.465  54.930  32.878  1.00  0.00

ATOM    286  HA  PHE    19      67.412  55.260  32.459  1.00  0.00

ATOM    287  CB  PHE    19      66.550  55.304  34.348  1.00  0.00

ATOM    288  HB1 PHE    19      67.272  54.643  34.833  1.00  0.00

ATOM    289  HB2 PHE    19      65.581  55.138  34.821  1.00  0.00

ATOM    290  CG  PHE    19      66.932  56.758  34.543  1.00  0.00

ATOM    291  CD1 PHE    19      65.995  57.788  34.556  1.00  0.00

ATOM    292  HD1 PHE    19      64.941  57.514  34.556  1.00  0.00

ATOM    293  CE1 PHE    19      66.296  59.144  34.746  1.00  0.00

ATOM    294  HE1 PHE    19      65.512  59.870  34.922  1.00  0.00

ATOM    295  CZ  PHE    19      67.655  59.451  34.891  1.00  0.00

ATOM    296  HZ  PHE    19      67.830  60.452  35.249  1.00  0.00

ATOM    297  CE2 PHE    19      68.680  58.501  34.836  1.00  0.00

ATOM    298  HE2 PHE    19      69.694  58.819  35.019  1.00  0.00

ATOM    299  CD2 PHE    19      68.264  57.186  34.590  1.00  0.00

ATOM    300  HD2 PHE    19      69.052  56.454  34.715  1.00  0.00

ATOM    301  C   PHE    19      66.473  53.405  32.883  1.00  0.00

ATOM    302  O   PHE    19      67.594  52.896  32.874  1.00  0.00

ATOM    303  N   ASP    20      65.360  52.669  32.886  1.00  0.00

ATOM    304  H   ASP    20      64.489  53.148  33.059  1.00  0.00

ATOM    305  CA  ASP    20      65.266  51.234  32.734  1.00  0.00

ATOM    306  HA  ASP    20      66.102  50.862  33.322  1.00  0.00

ATOM    307  CB  ASP    20      63.958  50.707  33.333  1.00  0.00

ATOM    308  HB1 ASP    20      63.110  51.132  32.798  1.00  0.00

ATOM    309  HB2 ASP    20      63.815  51.189  34.299  1.00  0.00

ATOM    310  CG  ASP    20      63.801  49.203  33.552  1.00  0.00

ATOM    311  OD1 ASP    20      64.764  48.425  33.350  1.00  0.00

ATOM    312  OD2 ASP    20      62.782  48.739  34.099  1.00  0.00

ATOM    313  C   ASP    20      65.515  50.765  31.312  1.00  0.00

ATOM    314  O   ASP    20      64.779  51.177  30.412  1.00  0.00

ATOM    315  N   LYS    21      66.535  49.948  31.040  1.00  0.00

ATOM    316  H   LYS    21      66.953  49.490  31.831  1.00  0.00

ATOM    317  CA  LYS    21      66.918  49.531  29.706  1.00  0.00

ATOM    318  HA  LYS    21      66.397  50.190  29.016  1.00  0.00

ATOM    319  CB  LYS    21      68.438  49.524  29.598  1.00  0.00

ATOM    320  HB1 LYS    21      68.733  49.205  28.602  1.00  0.00

ATOM    321  HB2 LYS    21      68.892  48.707  30.163  1.00  0.00

ATOM    322  CG  LYS    21      69.095  50.871  29.930  1.00  0.00

ATOM    323  HG1 LYS    21      70.089  50.763  29.514  1.00  0.00

ATOM    324  HG2 LYS    21      69.047  51.013  31.016  1.00  0.00

ATOM    325  CD  LYS    21      68.462  52.084  29.263  1.00  0.00

ATOM    326  HD1 LYS    21      69.169  52.875  29.512  1.00  0.00

ATOM    327  HD2 LYS    21      67.522  52.392  29.736  1.00  0.00

ATOM    328  CE  LYS    21      68.177  52.045  27.760  1.00  0.00

ATOM    329  HE1 LYS    21      67.496  51.268  27.425  1.00  0.00

ATOM    330  HE2 LYS    21      69.170  51.947  27.334  1.00  0.00

ATOM    331  NZ  LYS    21      67.628  53.330  27.290  1.00  0.00

ATOM    332  HZ1 LYS    21      66.617  53.247  27.330  1.00  0.00

ATOM    333  HZ2 LYS    21      67.776  54.030  28.008  1.00  0.00

ATOM    334  HZ3 LYS    21      67.857  53.526  26.327  1.00  0.00

ATOM    335  C   LYS    21      66.340  48.169  29.329  1.00  0.00

ATOM    336  O   LYS    21      66.479  47.674  28.212  1.00  0.00

ATOM    337  N   ASP    22      65.749  47.502  30.312  1.00  0.00

ATOM    338  H   ASP    22      65.736  47.928  31.230  1.00  0.00

ATOM    339  CA  ASP    22      65.031  46.246  30.230  1.00  0.00

ATOM    340  HA  ASP    22      65.177  46.002  29.172  1.00  0.00

ATOM    341  CB  ASP    22      65.813  45.062  30.804  1.00  0.00

ATOM    342  HB1 ASP    22      66.685  44.740  30.250  1.00  0.00

ATOM    343  HB2 ASP    22      65.211  44.155  30.796  1.00  0.00

ATOM    344  CG  ASP    22      66.118  45.285  32.279  1.00  0.00

ATOM    345  OD1 ASP    22      67.268  45.558  32.674  1.00  0.00

ATOM    346  OD2 ASP    22      65.133  45.109  33.041  1.00  0.00

ATOM    347  C   ASP    22      63.535  46.181  30.486  1.00  0.00

ATOM    348  O   ASP    22      62.940  45.208  30.035  1.00  0.00

ATOM    349  N   GLY    23      62.898  47.096  31.223  1.00  0.00

ATOM    350  H   GLY    23      63.428  47.776  31.734  1.00  0.00

ATOM    351  CA  GLY    23      61.472  47.006  31.502  1.00  0.00

ATOM    352  HA1 GLY    23      61.040  46.751  30.534  1.00  0.00

ATOM    353  HA2 GLY    23      61.312  48.046  31.786  1.00  0.00

ATOM    354  C   GLY    23      60.950  46.119  32.615  1.00  0.00

ATOM    355  O   GLY    23      59.757  45.847  32.749  1.00  0.00

ATOM    356  N   ASP    24      61.847  45.675  33.510  1.00  0.00

ATOM    357  H   ASP    24      62.830  45.889  33.491  1.00  0.00

ATOM    358  CA  ASP    24      61.390  44.928  34.659  1.00  0.00

ATOM    359  HA  ASP    24      60.657  44.150  34.444  1.00  0.00

ATOM    360  CB  ASP    24      62.574  44.147  35.235  1.00  0.00

ATOM    361  HB1 ASP    24      63.221  43.692  34.494  1.00  0.00

ATOM    362  HB2 ASP    24      62.246  43.308  35.844  1.00  0.00

ATOM    363  CG  ASP    24      63.502  45.014  36.081  1.00  0.00

ATOM    364  OD1 ASP    24      64.018  45.998  35.511  1.00  0.00

ATOM    365  OD2 ASP    24      63.727  44.768  37.284  1.00  0.00

ATOM    366  C   ASP    24      60.769  45.854  35.706  1.00  0.00

ATOM    367  O   ASP    24      59.836  45.411  36.371  1.00  0.00

ATOM    368  N   GLY    25      61.268  47.086  35.748  1.00  0.00

ATOM    369  H   GLY    25      61.985  47.412  35.111  1.00  0.00

ATOM    370  CA  GLY    25      60.831  48.073  36.722  1.00  0.00

ATOM    371  HA1 GLY    25      59.877  47.902  37.209  1.00  0.00

ATOM    372  HA2 GLY    25      60.698  49.001  36.160  1.00  0.00

ATOM    373  C   GLY    25      61.867  48.474  37.761  1.00  0.00

ATOM    374  O   GLY    25      61.561  49.058  38.792  1.00  0.00

ATOM    375  N   THR    26      63.146  48.193  37.517  1.00  0.00

ATOM    376  H   THR    26      63.369  47.814  36.602  1.00  0.00

ATOM    377  CA  THR    26      64.218  48.649  38.371  1.00  0.00

ATOM    378  HA  THR    26      63.855  49.456  39.007  1.00  0.00

ATOM    379  CB  THR    26      64.674  47.614  39.387  1.00  0.00

ATOM    380  HB  THR    26      65.362  48.168  40.029  1.00  0.00

ATOM    381  CG2 THR    26      63.621  46.817  40.154  1.00  0.00

ATOM    382 1HG2 THR    26      63.009  47.445  40.805  1.00  0.00

ATOM    383 2HG2 THR    26      62.916  46.260  39.529  1.00  0.00

ATOM    384 3HG2 THR    26      64.157  46.066  40.732  1.00  0.00

ATOM    385  OG1 THR    26      65.375  46.610  38.670  1.00  0.00

ATOM    386  HG1 THR    26      64.766  45.938  38.367  1.00  0.00

ATOM    387  C   THR    26      65.393  49.210  37.580  1.00  0.00

ATOM    388  O   THR    26      65.602  48.816  36.440  1.00  0.00

ATOM    389  N   ILE    27      66.214  50.086  38.178  1.00  0.00

ATOM    390  H   ILE    27      65.868  50.394  39.075  1.00  0.00

ATOM    391  CA  ILE    27      67.336  50.748  37.536  1.00  0.00

ATOM    392  HA  ILE    27      67.355  50.522  36.468  1.00  0.00

ATOM    393  CB  ILE    27      67.140  52.260  37.522  1.00  0.00

ATOM    394  HB  ILE    27      67.159  52.660  38.533  1.00  0.00

ATOM    395  CG2 ILE    27      68.302  53.075  36.950  1.00  0.00

ATOM    396 1HG2 ILE    27      68.059  54.140  36.924  1.00  0.00

ATOM    397 2HG2 ILE    27      69.225  52.947  37.520  1.00  0.00

ATOM    398 3HG2 ILE    27      68.595  52.715  35.963  1.00  0.00

ATOM    399  CG1 ILE    27      65.834  52.729  36.899  1.00  0.00

ATOM    400 1HG1 ILE    27      65.004  52.046  37.058  1.00  0.00

ATOM    401 2HG1 ILE    27      65.928  52.893  35.827  1.00  0.00

ATOM    402  CD  ILE    27      65.389  54.089  37.447  1.00  0.00

ATOM    403  HD1 ILE    27      64.408  54.320  37.040  1.00  0.00

ATOM    404  HD2 ILE    27      65.264  54.057  38.530  1.00  0.00

ATOM    405  HD3 ILE    27      66.119  54.856  37.195  1.00  0.00

ATOM    406  C   ILE    27      68.576  50.240  38.260  1.00  0.00

ATOM    407  O   ILE    27      68.814  50.598  39.404  1.00  0.00

ATOM    408  N   THR    28      69.510  49.539  37.609  1.00  0.00

ATOM    409  H   THR    28      69.364  49.280  36.651  1.00  0.00

ATOM    410  CA  THR    28      70.793  49.043  38.076  1.00  0.00

ATOM    411  HA  THR    28      70.771  49.079  39.165  1.00  0.00

ATOM    412  CB  THR    28      71.149  47.692  37.480  1.00  0.00

ATOM    413  HB  THR    28      72.112  47.404  37.901  1.00  0.00

ATOM    414  CG2 THR    28      70.153  46.567  37.752  1.00  0.00

ATOM    415 1HG2 THR    28      69.121  46.824  37.521  1.00  0.00

ATOM    416 2HG2 THR    28      70.318  45.766  37.038  1.00  0.00

ATOM    417 3HG2 THR    28      70.287  46.075  38.705  1.00  0.00

ATOM    418  OG1 THR    28      71.243  47.793  36.077  1.00  0.00

ATOM    419  HG1 THR    28      70.343  47.738  35.735  1.00  0.00

ATOM    420  C   THR    28      71.902  50.043  37.758  1.00  0.00

ATOM    421  O   THR    28      71.729  50.952  36.940  1.00  0.00

ATOM    422  N   THR    29      73.080  49.881  38.348  1.00  0.00

ATOM    423  H   THR    29      73.138  49.193  39.089  1.00  0.00

ATOM    424  CA  THR    29      74.271  50.630  38.009  1.00  0.00

ATOM    425  HA  THR    29      74.019  51.688  37.866  1.00  0.00

ATOM    426  CB  THR    29      75.300  50.391  39.103  1.00  0.00

ATOM    427  HB  THR    29      76.233  50.921  38.900  1.00  0.00

ATOM    428  CG2 THR    29      74.798  50.889  40.460  1.00  0.00

ATOM    429 1HG2 THR    29      74.501  51.934  40.334  1.00  0.00

ATOM    430 2HG2 THR    29      73.914  50.365  40.816  1.00  0.00

ATOM    431 3HG2 THR    29      75.607  51.015  41.183  1.00  0.00

ATOM    432  OG1 THR    29      75.485  48.996  39.163  1.00  0.00

ATOM    433  HG1 THR    29      75.920  48.827  40.000  1.00  0.00

ATOM    434  C   THR    29      74.961  50.183  36.729  1.00  0.00

ATOM    435  O   THR    29      75.560  51.115  36.185  1.00  0.00

ATOM    436  N   LYS    30      74.644  48.997  36.211  1.00  0.00

ATOM    437  H   LYS    30      74.261  48.348  36.880  1.00  0.00

ATOM    438  CA  LYS    30      74.910  48.664  34.824  1.00  0.00

ATOM    439  HA  LYS    30      75.974  48.772  34.590  1.00  0.00

ATOM    440  CB  LYS    30      74.702  47.172  34.607  1.00  0.00

ATOM    441  HB1 LYS    30      74.951  46.986  33.564  1.00  0.00

ATOM    442  HB2 LYS    30      73.698  46.934  34.969  1.00  0.00

ATOM    443  CG  LYS    30      75.648  46.327  35.452  1.00  0.00

ATOM    444  HG1 LYS    30      75.357  46.538  36.482  1.00  0.00

ATOM    445  HG2 LYS    30      76.672  46.690  35.352  1.00  0.00

ATOM    446  CD  LYS    30      75.627  44.836  35.124  1.00  0.00

ATOM    447  HD1 LYS    30      75.743  44.732  34.045  1.00  0.00

ATOM    448  HD2 LYS    30      74.663  44.372  35.323  1.00  0.00

ATOM    449  CE  LYS    30      76.799  44.147  35.820  1.00  0.00

ATOM    450  HE1 LYS    30      76.731  44.189  36.907  1.00  0.00

ATOM    451  HE2 LYS    30      77.668  44.612  35.357  1.00  0.00

ATOM    452  NZ  LYS    30      76.861  42.727  35.451  1.00  0.00

ATOM    453  HZ1 LYS    30      77.021  42.604  34.462  1.00  0.00

ATOM    454  HZ2 LYS    30      77.589  42.264  35.992  1.00  0.00

ATOM    455  HZ3 LYS    30      75.981  42.297  35.671  1.00  0.00

ATOM    456  C   LYS    30      74.109  49.528  33.865  1.00  0.00

ATOM    457  O   LYS    30      74.731  50.094  32.969  1.00  0.00

ATOM    458  N   GLU    31      72.787  49.624  34.037  1.00  0.00

ATOM    459  H   GLU    31      72.427  49.049  34.789  1.00  0.00

ATOM    460  CA  GLU    31      71.942  50.405  33.166  1.00  0.00

ATOM    461  HA  GLU    31      72.111  50.111  32.128  1.00  0.00

ATOM    462  CB  GLU    31      70.493  50.034  33.457  1.00  0.00

ATOM    463  HB1 GLU    31      69.821  50.654  32.861  1.00  0.00

ATOM    464  HB2 GLU    31      70.214  50.252  34.482  1.00  0.00

ATOM    465  CG  GLU    31      70.080  48.593  33.156  1.00  0.00

ATOM    466  HG1 GLU    31      70.714  47.874  33.685  1.00  0.00

ATOM    467  HG2 GLU    31      70.144  48.382  32.092  1.00  0.00

ATOM    468  CD  GLU    31      68.678  48.360  33.730  1.00  0.00

ATOM    469  OE1 GLU    31      68.612  47.901  34.888  1.00  0.00

ATOM    470  OE2 GLU    31      67.601  48.480  33.116  1.00  0.00

ATOM    471  C   GLU    31      72.053  51.918  33.306  1.00  0.00

ATOM    472  O   GLU    31      72.091  52.503  32.223  1.00  0.00

ATOM    473  N   LEU    32      72.200  52.450  34.523  1.00  0.00

ATOM    474  H   LEU    32      72.054  51.871  35.336  1.00  0.00

ATOM    475  CA  LEU    32      72.551  53.827  34.801  1.00  0.00

ATOM    476  HA  LEU    32      71.907  54.503  34.241  1.00  0.00

ATOM    477  CB  LEU    32      72.419  54.106  36.302  1.00  0.00

ATOM    478  HB1 LEU    32      73.133  53.497  36.848  1.00  0.00

ATOM    479  HB2 LEU    32      71.448  53.828  36.723  1.00  0.00

ATOM    480  CG  LEU    32      72.684  55.582  36.580  1.00  0.00

ATOM    481  HG  LEU    32      73.720  55.821  36.368  1.00  0.00

ATOM    482  CD1 LEU    32      71.731  56.552  35.889  1.00  0.00

ATOM    483 1HD1 LEU    32      71.863  56.691  34.821  1.00  0.00

ATOM    484 2HD1 LEU    32      70.701  56.257  36.116  1.00  0.00

ATOM    485 3HD1 LEU    32      71.946  57.559  36.252  1.00  0.00

ATOM    486  CD2 LEU    32      72.524  55.870  38.061  1.00  0.00

ATOM    487 1HD2 LEU    32      72.998  55.104  38.675  1.00  0.00

ATOM    488 2HD2 LEU    32      72.838  56.867  38.392  1.00  0.00

ATOM    489 3HD2 LEU    32      71.515  55.799  38.459  1.00  0.00

ATOM    490  C   LEU    32      73.875  54.190  34.139  1.00  0.00

ATOM    491  O   LEU    32      73.936  55.239  33.494  1.00  0.00

ATOM    492  N   GLY    33      74.919  53.373  34.075  1.00  0.00

ATOM    493  H   GLY    33      74.808  52.422  34.411  1.00  0.00

ATOM    494  CA  GLY    33      76.198  53.650  33.447  1.00  0.00

ATOM    495  HA1 GLY    33      77.042  53.019  33.731  1.00  0.00

ATOM    496  HA2 GLY    33      76.349  54.712  33.667  1.00  0.00

ATOM    497  C   GLY    33      75.988  53.570  31.942  1.00  0.00

ATOM    498  O   GLY    33      76.625  54.282  31.171  1.00  0.00

ATOM    499  N   THR    34      75.069  52.715  31.495  1.00  0.00

ATOM    500  H   THR    34      74.601  52.178  32.208  1.00  0.00

ATOM    501  CA  THR    34      74.714  52.712  30.089  1.00  0.00

ATOM    502  HA  THR    34      75.624  52.827  29.507  1.00  0.00

ATOM    503  CB  THR    34      73.892  51.473  29.758  1.00  0.00

ATOM    504  HB  THR    34      72.867  51.567  30.120  1.00  0.00

ATOM    505  CG2 THR    34      73.915  51.225  28.251  1.00  0.00

ATOM    506 1HG2 THR    34      73.134  51.836  27.787  1.00  0.00

ATOM    507 2HG2 THR    34      74.883  51.494  27.830  1.00  0.00

ATOM    508 3HG2 THR    34      73.717  50.167  28.105  1.00  0.00

ATOM    509  OG1 THR    34      74.500  50.295  30.232  1.00  0.00

ATOM    510  HG1 THR    34      74.639  50.275  31.183  1.00  0.00

ATOM    511  C   THR    34      73.929  53.925  29.584  1.00  0.00

ATOM    512  O   THR    34      74.167  54.418  28.486  1.00  0.00

ATOM    513  N   VAL    35      73.123  54.550  30.436  1.00  0.00

ATOM    514  H   VAL    35      72.976  54.133  31.349  1.00  0.00

ATOM    515  CA  VAL    35      72.553  55.849  30.140  1.00  0.00

ATOM    516  HA  VAL    35      72.093  55.851  29.149  1.00  0.00

ATOM    517  CB  VAL    35      71.522  56.185  31.219  1.00  0.00

ATOM    518  HB  VAL    35      71.889  55.917  32.208  1.00  0.00

ATOM    519  CG1 VAL    35      71.122  57.646  31.298  1.00  0.00

ATOM    520 1HG1 VAL    35      70.461  57.729  32.159  1.00  0.00

ATOM    521 2HG1 VAL    35      71.934  58.338  31.506  1.00  0.00

ATOM    522 3HG1 VAL    35      70.601  57.939  30.386  1.00  0.00

ATOM    523  CG2 VAL    35      70.267  55.312  31.119  1.00  0.00

ATOM    524 1HG2 VAL    35      69.885  55.153  30.115  1.00  0.00

ATOM    525 2HG2 VAL    35      70.515  54.377  31.631  1.00  0.00

ATOM    526 3HG2 VAL    35      69.382  55.638  31.668  1.00  0.00

ATOM    527  C   VAL    35      73.608  56.941  30.003  1.00  0.00

ATOM    528  O   VAL    35      73.850  57.627  29.016  1.00  0.00

ATOM    529  N   MET    36      74.462  56.969  31.027  1.00  0.00

ATOM    530  H   MET    36      74.277  56.372  31.822  1.00  0.00

ATOM    531  CA  MET    36      75.578  57.889  31.036  1.00  0.00

ATOM    532  HA  MET    36      75.278  58.924  30.912  1.00  0.00

ATOM    533  CB  MET    36      76.250  57.795  32.400  1.00  0.00

ATOM    534  HB1 MET    36      77.152  58.411  32.413  1.00  0.00

ATOM    535  HB2 MET    36      76.547  56.769  32.613  1.00  0.00

ATOM    536  CG  MET    36      75.387  58.350  33.533  1.00  0.00

ATOM    537  HG1 MET    36      74.488  57.716  33.571  1.00  0.00

ATOM    538  HG2 MET    36      74.962  59.327  33.293  1.00  0.00

ATOM    539  SD  MET    36      76.191  58.400  35.155  1.00  0.00

ATOM    540  CE  MET    36      77.090  59.962  35.107  1.00  0.00

ATOM    541  HE1 MET    36      77.783  60.053  34.278  1.00  0.00

ATOM    542  HE2 MET    36      76.383  60.789  34.965  1.00  0.00

ATOM    543  HE3 MET    36      77.607  60.379  35.975  1.00  0.00

ATOM    544  C   MET    36      76.589  57.654  29.919  1.00  0.00

ATOM    545  O   MET    36      76.926  58.649  29.284  1.00  0.00

ATOM    546  N   ARG    37      77.001  56.424  29.591  1.00  0.00

ATOM    547  H   ARG    37      76.697  55.685  30.209  1.00  0.00

ATOM    548  CA  ARG    37      77.930  56.150  28.516  1.00  0.00

ATOM    549  HA  ARG    37      78.647  56.976  28.491  1.00  0.00

ATOM    550  CB  ARG    37      78.607  54.790  28.611  1.00  0.00

ATOM    551  HB1 ARG    37      79.059  54.512  27.660  1.00  0.00

ATOM    552  HB2 ARG    37      77.803  54.056  28.668  1.00  0.00

ATOM    553  CG  ARG    37      79.625  54.589  29.722  1.00  0.00

ATOM    554  HG1 ARG    37      79.159  54.831  30.676  1.00  0.00

ATOM    555  HG2 ARG    37      80.451  55.303  29.654  1.00  0.00

ATOM    556  CD  ARG    37      80.241  53.191  29.720  1.00  0.00

ATOM    557  HD1 ARG    37      81.016  52.986  30.455  1.00  0.00

ATOM    558  HD2 ARG    37      80.600  52.912  28.722  1.00  0.00

ATOM    559  NE  ARG    37      79.124  52.319  30.105  1.00  0.00

ATOM    560  HE  ARG    37      78.573  51.835  29.410  1.00  0.00

ATOM    561  CZ  ARG    37      78.837  51.979  31.365  1.00  0.00

ATOM    562  NH1 ARG    37      79.481  52.325  32.479  1.00  0.00

ATOM    563 1HH1 ARG    37      80.426  52.680  32.421  1.00  0.00

ATOM    564 2HH1 ARG    37      79.275  51.817  33.323  1.00  0.00

ATOM    565  NH2 ARG    37      77.929  51.011  31.601  1.00  0.00

ATOM    566 1HH2 ARG    37      77.432  50.637  30.816  1.00  0.00

ATOM    567 2HH2 ARG    37      77.662  50.839  32.561  1.00  0.00

ATOM    568  C   ARG    37      77.324  56.259  27.126  1.00  0.00

ATOM    569  O   ARG    37      78.060  56.673  26.237  1.00  0.00

ATOM    570  N   SER    38      75.994  56.180  27.007  1.00  0.00

ATOM    571  H   SER    38      75.452  55.624  27.651  1.00  0.00

ATOM    572  CA  SER    38      75.403  56.588  25.752  1.00  0.00

ATOM    573  HA  SER    38      76.120  56.203  25.019  1.00  0.00

ATOM    574  CB  SER    38      74.055  55.896  25.584  1.00  0.00

ATOM    575  HB1 SER    38      73.324  56.335  26.261  1.00  0.00

ATOM    576  HB2 SER    38      74.217  54.853  25.854  1.00  0.00

ATOM    577  OG  SER    38      73.595  56.083  24.258  1.00  0.00

ATOM    578  HG  SER    38      73.100  55.304  23.997  1.00  0.00

ATOM    579  C   SER    38      75.324  58.098  25.525  1.00  0.00

ATOM    580  O   SER    38      75.558  58.526  24.403  1.00  0.00

ATOM    581  N   LEU    39      75.229  58.854  26.621  1.00  0.00

ATOM    582  H   LEU    39      75.084  58.333  27.481  1.00  0.00

ATOM    583  CA  LEU    39      75.393  60.289  26.613  1.00  0.00

ATOM    584  HA  LEU    39      74.697  60.575  25.817  1.00  0.00

ATOM    585  CB  LEU    39      74.780  60.824  27.899  1.00  0.00

ATOM    586  HB1 LEU    39      75.336  60.379  28.720  1.00  0.00

ATOM    587  HB2 LEU    39      73.734  60.511  27.980  1.00  0.00

ATOM    588  CG  LEU    39      74.757  62.327  28.170  1.00  0.00

ATOM    589  HG  LEU    39      75.803  62.598  28.337  1.00  0.00

ATOM    590  CD1 LEU    39      74.237  63.157  27.003  1.00  0.00

ATOM    591 1HD1 LEU    39      74.880  63.209  26.127  1.00  0.00

ATOM    592 2HD1 LEU    39      73.200  62.939  26.750  1.00  0.00

ATOM    593 3HD1 LEU    39      74.272  64.191  27.358  1.00  0.00

ATOM    594  CD2 LEU    39      74.017  62.718  29.446  1.00  0.00

ATOM    595 1HD2 LEU    39      72.945  62.691  29.244  1.00  0.00

ATOM    596 2HD2 LEU    39      74.189  61.954  30.199  1.00  0.00

ATOM    597 3HD2 LEU    39      74.246  63.745  29.740  1.00  0.00

ATOM    598  C   LEU    39      76.791  60.795  26.288  1.00  0.00

ATOM    599  O   LEU    39      77.021  61.991  26.083  1.00  0.00

ATOM    600  N   GLY    40      77.799  59.921  26.279  1.00  0.00

ATOM    601  H   GLY    40      77.484  58.962  26.353  1.00  0.00

ATOM    602  CA  GLY    40      79.228  60.061  26.089  1.00  0.00

ATOM    603  HA1 GLY    40      79.418  60.846  25.359  1.00  0.00

ATOM    604  HA2 GLY    40      79.588  59.132  25.642  1.00  0.00

ATOM    605  C   GLY    40      80.060  60.250  27.351  1.00  0.00

ATOM    606  O   GLY    40      81.239  60.560  27.225  1.00  0.00

ATOM    607  N   GLN    41      79.452  60.170  28.537  1.00  0.00

ATOM    608  H   GLN    41      78.479  59.888  28.567  1.00  0.00

ATOM    609  CA  GLN    41      80.106  60.217  29.831  1.00  0.00

ATOM    610  HA  GLN    41      80.910  60.941  29.784  1.00  0.00

ATOM    611  CB  GLN    41      79.078  60.688  30.864  1.00  0.00

ATOM    612  HB1 GLN    41      79.512  60.719  31.869  1.00  0.00

ATOM    613  HB2 GLN    41      78.317  59.905  30.932  1.00  0.00

ATOM    614  CG  GLN    41      78.482  62.066  30.617  1.00  0.00

ATOM    615  HG1 GLN    41      78.126  62.144  29.598  1.00  0.00

ATOM    616  HG2 GLN    41      79.304  62.777  30.725  1.00  0.00

ATOM    617  CD  GLN    41      77.280  62.324  31.523  1.00  0.00

ATOM    618  OE1 GLN    41      76.304  61.572  31.477  1.00  0.00

ATOM    619  NE2 GLN    41      77.240  63.358  32.365  1.00  0.00

ATOM    620 1HE2 GLN    41      77.926  64.094  32.282  1.00  0.00

ATOM    621 2HE2 GLN    41      76.305  63.593  32.657  1.00  0.00

ATOM    622  C   GLN    41      80.712  58.913  30.340  1.00  0.00

ATOM    623  O   GLN    41      80.236  57.823  30.059  1.00  0.00

ATOM    624  N   ASN    42      81.776  59.032  31.140  1.00  0.00

ATOM    625  H   ASN    42      82.005  59.953  31.458  1.00  0.00

ATOM    626  CA  ASN    42      82.554  57.935  31.700  1.00  0.00

ATOM    627  HA  ASN    42      82.174  57.035  31.208  1.00  0.00

ATOM    628  CB  ASN    42      83.989  58.121  31.218  1.00  0.00

ATOM    629  HB1 ASN    42      84.530  58.887  31.774  1.00  0.00

ATOM    630  HB2 ASN    42      84.092  58.281  30.142  1.00  0.00

ATOM    631  CG  ASN    42      84.757  56.824  31.452  1.00  0.00

ATOM    632  OD1 ASN    42      84.476  55.753  30.928  1.00  0.00

ATOM    633  ND2 ASN    42      85.881  56.964  32.153  1.00  0.00

ATOM    634 1HD2 ASN    42      86.307  57.867  32.300  1.00  0.00

ATOM    635 2HD2 ASN    42      86.372  56.155  32.507  1.00  0.00

ATOM    636  C   ASN    42      82.455  57.792  33.211  1.00  0.00

ATOM    637  O   ASN    42      83.364  58.222  33.914  1.00  0.00

ATOM    638  N   PRO    43      81.365  57.214  33.737  1.00  0.00

ATOM    639  CD  PRO    43      80.190  56.801  33.005  1.00  0.00

ATOM    640  HD1 PRO    43      80.483  56.073  32.242  1.00  0.00

ATOM    641  HD2 PRO    43      79.690  57.670  32.573  1.00  0.00

ATOM    642  CG  PRO    43      79.342  56.159  34.099  1.00  0.00

ATOM    643  HG1 PRO    43      79.563  55.095  34.157  1.00  0.00

ATOM    644  HG2 PRO    43      78.279  56.241  33.944  1.00  0.00

ATOM    645  CB  PRO    43      79.657  56.861  35.421  1.00  0.00

ATOM    646  HB1 PRO    43      79.485  56.336  36.357  1.00  0.00

ATOM    647  HB2 PRO    43      79.158  57.828  35.342  1.00  0.00

ATOM    648  CA  PRO    43      81.155  57.042  35.161  1.00  0.00

ATOM    649  HA  PRO    43      81.358  57.991  35.656  1.00  0.00

ATOM    650  C   PRO    43      81.907  55.875  35.782  1.00  0.00

ATOM    651  O   PRO    43      82.144  54.933  35.026  1.00  0.00

ATOM    652  N   THR    44      82.266  55.940  37.060  1.00  0.00

ATOM    653  H   THR    44      81.899  56.707  37.597  1.00  0.00

ATOM    654  CA  THR    44      83.178  55.001  37.684  1.00  0.00

ATOM    655  HA  THR    44      83.524  54.218  37.014  1.00  0.00

ATOM    656  CB  THR    44      84.511  55.714  37.903  1.00  0.00

ATOM    657  HB  THR    44      85.176  54.986  38.353  1.00  0.00

ATOM    658  CG2 THR    44      85.084  56.318  36.629  1.00  0.00

ATOM    659 1HG2 THR    44      84.453  57.048  36.121  1.00  0.00

ATOM    660 2HG2 THR    44      86.062  56.807  36.644  1.00  0.00

ATOM    661 3HG2 THR    44      85.184  55.489  35.928  1.00  0.00

ATOM    662  OG1 THR    44      84.419  56.728  38.885  1.00  0.00

ATOM    663  HG1 THR    44      83.826  57.409  38.587  1.00  0.00

ATOM    664  C   THR    44      82.503  54.345  38.889  1.00  0.00

ATOM    665  O   THR    44      81.385  54.671  39.264  1.00  0.00

ATOM    666  N   GLU    45      83.208  53.427  39.558  1.00  0.00

ATOM    667  H   GLU    45      84.155  53.162  39.347  1.00  0.00

ATOM    668  CA  GLU    45      82.475  52.596  40.492  1.00  0.00

ATOM    669  HA  GLU    45      81.626  52.190  39.950  1.00  0.00

ATOM    670  CB  GLU    45      83.359  51.461  40.983  1.00  0.00

ATOM    671  HB1 GLU    45      82.932  50.944  41.843  1.00  0.00

ATOM    672  HB2 GLU    45      84.304  51.827  41.384  1.00  0.00

ATOM    673  CG  GLU    45      83.854  50.396  40.001  1.00  0.00

ATOM    674  HG1 GLU    45      82.897  50.007  39.647  1.00  0.00

ATOM    675  HG2 GLU    45      84.250  49.454  40.375  1.00  0.00

ATOM    676  CD  GLU    45      84.706  50.912  38.853  1.00  0.00

ATOM    677  OE1 GLU    45      84.184  51.244  37.770  1.00  0.00

ATOM    678  OE2 GLU    45      85.929  51.041  39.054  1.00  0.00

ATOM    679  C   GLU    45      81.943  53.392  41.677  1.00  0.00

ATOM    680  O   GLU    45      80.816  53.121  42.088  1.00  0.00

ATOM    681  N   ALA    46      82.781  54.201  42.329  1.00  0.00

ATOM    682  H   ALA    46      83.773  54.190  42.128  1.00  0.00

ATOM    683  CA  ALA    46      82.432  55.059  43.441  1.00  0.00

ATOM    684  HA  ALA    46      82.026  54.522  44.291  1.00  0.00

ATOM    685  CB  ALA    46      83.711  55.694  43.981  1.00  0.00

ATOM    686  HB1 ALA    46      84.192  54.782  44.332  1.00  0.00

ATOM    687  HB2 ALA    46      84.358  56.111  43.206  1.00  0.00

ATOM    688  HB3 ALA    46      83.601  56.287  44.886  1.00  0.00

ATOM    689  C   ALA    46      81.427  56.118  43.017  1.00  0.00

ATOM    690  O   ALA    46      80.773  56.745  43.838  1.00  0.00

ATOM    691  N   GLU    47      81.248  56.468  41.737  1.00  0.00

ATOM    692  H   GLU    47      81.673  55.959  40.976  1.00  0.00

ATOM    693  CA  GLU    47      80.257  57.423  41.288  1.00  0.00

ATOM    694  HA  GLU    47      80.157  58.241  41.999  1.00  0.00

ATOM    695  CB  GLU    47      80.715  58.068  39.979  1.00  0.00

ATOM    696  HB1 GLU    47      79.923  58.591  39.448  1.00  0.00

ATOM    697  HB2 GLU    47      81.012  57.311  39.254  1.00  0.00

ATOM    698  CG  GLU    47      81.989  58.866  40.272  1.00  0.00

ATOM    699  HG1 GLU    47      82.747  58.339  40.838  1.00  0.00

ATOM    700  HG2 GLU    47      81.686  59.731  40.854  1.00  0.00

ATOM    701  CD  GLU    47      82.550  59.396  38.964  1.00  0.00

ATOM    702  OE1 GLU    47      82.720  58.632  37.989  1.00  0.00

ATOM    703  OE2 GLU    47      83.061  60.529  39.049  1.00  0.00

ATOM    704  C   GLU    47      78.884  56.781  41.200  1.00  0.00

ATOM    705  O   GLU    47      77.907  57.409  41.592  1.00  0.00

ATOM    706  N   LEU    48      78.781  55.519  40.782  1.00  0.00

ATOM    707  H   LEU    48      79.574  55.229  40.231  1.00  0.00

ATOM    708  CA  LEU    48      77.514  54.820  40.645  1.00  0.00

ATOM    709  HA  LEU    48      76.774  55.481  40.200  1.00  0.00

ATOM    710  CB  LEU    48      77.657  53.696  39.622  1.00  0.00

ATOM    711  HB1 LEU    48      76.791  53.063  39.810  1.00  0.00

ATOM    712  HB2 LEU    48      78.581  53.197  39.925  1.00  0.00

ATOM    713  CG  LEU    48      77.868  54.113  38.172  1.00  0.00

ATOM    714  HG  LEU    48      78.608  54.906  38.124  1.00  0.00

ATOM    715  CD1 LEU    48      78.401  52.920  37.371  1.00  0.00

ATOM    716 1HD1 LEU    48      79.214  52.456  37.919  1.00  0.00

ATOM    717 2HD1 LEU    48      77.603  52.178  37.370  1.00  0.00

ATOM    718 3HD1 LEU    48      78.683  53.232  36.361  1.00  0.00

ATOM    719  CD2 LEU    48      76.561  54.546  37.503  1.00  0.00

ATOM    720 1HD2 LEU    48      75.865  53.723  37.650  1.00  0.00

ATOM    721 2HD2 LEU    48      76.157  55.449  37.956  1.00  0.00

ATOM    722 3HD2 LEU    48      76.716  54.632  36.433  1.00  0.00

ATOM    723  C   LEU    48      76.969  54.351  41.983  1.00  0.00

ATOM    724  O   LEU    48      75.797  54.593  42.266  1.00  0.00

ATOM    725  N   GLN    49      77.823  53.860  42.881  1.00  0.00

ATOM    726  H   GLN    49      78.788  53.765  42.598  1.00  0.00

ATOM    727  CA  GLN    49      77.555  53.492  44.262  1.00  0.00

ATOM    728  HA  GLN    49      76.723  52.795  44.377  1.00  0.00

ATOM    729  CB  GLN    49      78.830  52.757  44.682  1.00  0.00

ATOM    730  HB1 GLN    49      78.741  52.426  45.718  1.00  0.00

ATOM    731  HB2 GLN    49      79.706  53.407  44.709  1.00  0.00

ATOM    732  CG  GLN    49      79.045  51.466  43.900  1.00  0.00

ATOM    733  HG1 GLN    49      79.348  51.605  42.869  1.00  0.00

ATOM    734  HG2 GLN    49      78.115  50.895  43.913  1.00  0.00

ATOM    735  CD  GLN    49      80.145  50.613  44.516  1.00  0.00

ATOM    736  OE1 GLN    49      80.939  51.077  45.325  1.00  0.00

ATOM    737  NE2 GLN    49      80.162  49.308  44.251  1.00  0.00

ATOM    738 1HE2 GLN    49      79.389  48.927  43.723  1.00  0.00

ATOM    739 2HE2 GLN    49      80.727  48.719  44.840  1.00  0.00

ATOM    740  C   GLN    49      77.156  54.651  45.156  1.00  0.00

ATOM    741  O   GLN    49      76.450  54.406  46.131  1.00  0.00

ATOM    742  N   ASP    50      77.367  55.872  44.677  1.00  0.00

ATOM    743  H   ASP    50      77.924  55.895  43.824  1.00  0.00

ATOM    744  CA  ASP    50      76.850  57.046  45.350  1.00  0.00

ATOM    745  HA  ASP    50      76.557  56.805  46.370  1.00  0.00

ATOM    746  CB  ASP    50      77.944  58.108  45.510  1.00  0.00

ATOM    747  HB1 ASP    50      78.523  58.290  44.605  1.00  0.00

ATOM    748  HB2 ASP    50      78.681  57.629  46.165  1.00  0.00

ATOM    749  CG  ASP    50      77.580  59.426  46.173  1.00  0.00

ATOM    750  OD1 ASP    50      77.397  59.484  47.407  1.00  0.00

ATOM    751  OD2 ASP    50      77.512  60.404  45.391  1.00  0.00

ATOM    752  C   ASP    50      75.549  57.512  44.714  1.00  0.00

ATOM    753  O   ASP    50      74.539  57.716  45.394  1.00  0.00

ATOM    754  N   MET    51      75.454  57.587  43.389  1.00  0.00

ATOM    755  H   MET    51      76.360  57.532  42.938  1.00  0.00

ATOM    756  CA  MET    51      74.242  58.003  42.712  1.00  0.00

ATOM    757  HA  MET    51      74.089  59.034  43.048  1.00  0.00

ATOM    758  CB  MET    51      74.510  58.112  41.215  1.00  0.00

ATOM    759  HB1 MET    51      73.501  58.215  40.821  1.00  0.00

ATOM    760  HB2 MET    51      75.060  57.227  40.886  1.00  0.00

ATOM    761  CG  MET    51      75.317  59.359  40.879  1.00  0.00

ATOM    762  HG1 MET    51      76.325  59.190  41.257  1.00  0.00

ATOM    763  HG2 MET    51      74.798  60.209  41.312  1.00  0.00

ATOM    764  SD  MET    51      75.424  59.734  39.110  1.00  0.00

ATOM    765  CE  MET    51      77.208  59.492  38.873  1.00  0.00

ATOM    766  HE1 MET    51      77.651  59.957  37.992  1.00  0.00

ATOM    767  HE2 MET    51      77.638  59.914  39.778  1.00  0.00

ATOM    768  HE3 MET    51      77.333  58.409  38.786  1.00  0.00

ATOM    769  C   MET    51      73.043  57.141  43.090  1.00  0.00

ATOM    770  O   MET    51      71.997  57.675  43.449  1.00  0.00

ATOM    771  N   ILE    52      73.253  55.832  43.254  1.00  0.00

ATOM    772  H   ILE    52      74.149  55.500  42.918  1.00  0.00

ATOM    773  CA  ILE    52      72.173  54.917  43.555  1.00  0.00

ATOM    774  HA  ILE    52      71.303  55.216  42.965  1.00  0.00

ATOM    775  CB  ILE    52      72.671  53.504  43.254  1.00  0.00

ATOM    776  HB  ILE    52      73.307  53.440  42.372  1.00  0.00

ATOM    777  CG2 ILE    52      73.504  52.960  44.418  1.00  0.00

ATOM    778 1HG2 ILE    52      73.918  51.984  44.162  1.00  0.00

ATOM    779 2HG2 ILE    52      74.392  53.575  44.480  1.00  0.00

ATOM    780 3HG2 ILE    52      72.980  53.041  45.374  1.00  0.00

ATOM    781  CG1 ILE    52      71.474  52.594  43.007  1.00  0.00

ATOM    782 1HG1 ILE    52      70.681  52.885  43.688  1.00  0.00

ATOM    783 2HG1 ILE    52      71.662  51.569  43.342  1.00  0.00

ATOM    784  CD  ILE    52      71.027  52.591  41.553  1.00  0.00

ATOM    785  HD1 ILE    52      70.301  51.789  41.561  1.00  0.00

ATOM    786  HD2 ILE    52      70.544  53.552  41.358  1.00  0.00

ATOM    787  HD3 ILE    52      71.829  52.486  40.816  1.00  0.00

ATOM    788  C   ILE    52      71.776  55.220  44.995  1.00  0.00

ATOM    789  O   ILE    52      70.616  55.086  45.355  1.00  0.00

ATOM    790  N   ASN    53      72.704  55.687  45.835  1.00  0.00

ATOM    791  H   ASN    53      73.603  55.863  45.404  1.00  0.00

ATOM    792  CA  ASN    53      72.565  55.737  47.278  1.00  0.00

ATOM    793  HA  ASN    53      71.866  54.934  47.504  1.00  0.00

ATOM    794  CB  ASN    53      73.953  55.602  47.891  1.00  0.00

ATOM    795  HB1 ASN    53      74.669  56.419  47.768  1.00  0.00

ATOM    796  HB2 ASN    53      74.304  54.742  47.332  1.00  0.00

ATOM    797  CG  ASN    53      73.948  55.080  49.323  1.00  0.00

ATOM    798  OD1 ASN    53      74.258  55.872  50.207  1.00  0.00

ATOM    799  ND2 ASN    53      73.661  53.802  49.558  1.00  0.00

ATOM    800 1HD2 ASN    53      73.607  53.137  48.804  1.00  0.00

ATOM    801 2HD2 ASN    53      73.698  53.511  50.522  1.00  0.00

ATOM    802  C   ASN    53      71.806  57.020  47.626  1.00  0.00

ATOM    803  O   ASN    53      71.283  57.168  48.727  1.00  0.00

ATOM    804  N   GLU    54      71.667  58.020  46.768  1.00  0.00

ATOM    805  H   GLU    54      72.129  57.926  45.870  1.00  0.00

ATOM    806  CA  GLU    54      70.691  59.079  46.930  1.00  0.00

ATOM    807  HA  GLU    54      70.780  59.568  47.907  1.00  0.00

ATOM    808  CB  GLU    54      70.792  60.182  45.880  1.00  0.00

ATOM    809  HB1 GLU    54      70.585  59.876  44.857  1.00  0.00

ATOM    810  HB2 GLU    54      71.736  60.709  46.043  1.00  0.00

ATOM    811  CG  GLU    54      69.755  61.274  46.135  1.00  0.00

ATOM    812  HG1 GLU    54      69.744  61.613  47.165  1.00  0.00

ATOM    813  HG2 GLU    54      68.753  60.931  45.847  1.00  0.00

ATOM    814  CD  GLU    54      70.150  62.512  45.341  1.00  0.00

ATOM    815  OE1 GLU    54      71.308  62.983  45.355  1.00  0.00

ATOM    816  OE2 GLU    54      69.211  63.074  44.733  1.00  0.00

ATOM    817  C   GLU    54      69.270  58.540  46.924  1.00  0.00

ATOM    818  O   GLU    54      68.496  59.030  47.742  1.00  0.00

ATOM    819  N   VAL    55      68.807  57.559  46.145  1.00  0.00

ATOM    820  H   VAL    55      69.504  57.041  45.629  1.00  0.00

ATOM    821  CA  VAL    55      67.414  57.236  45.914  1.00  0.00

ATOM    822  HA  VAL    55      66.823  58.021  46.383  1.00  0.00

ATOM    823  CB  VAL    55      67.252  57.276  44.398  1.00  0.00

ATOM    824  HB  VAL    55      67.972  56.527  44.050  1.00  0.00

ATOM    825  CG1 VAL    55      65.837  56.820  44.036  1.00  0.00

ATOM    826 1HG1 VAL    55      65.415  55.875  44.385  1.00  0.00

ATOM    827 2HG1 VAL    55      65.140  57.562  44.417  1.00  0.00

ATOM    828 3HG1 VAL    55      65.853  56.819  42.953  1.00  0.00

ATOM    829  CG2 VAL    55      67.413  58.670  43.822  1.00  0.00

ATOM    830 1HG2 VAL    55      68.453  58.928  43.598  1.00  0.00

ATOM    831 2HG2 VAL    55      66.801  58.795  42.925  1.00  0.00

ATOM    832 3HG2 VAL    55      66.971  59.393  44.496  1.00  0.00

ATOM    833  C   VAL    55      66.994  55.959  46.640  1.00  0.00

ATOM    834  O   VAL    55      65.937  55.928  47.258  1.00  0.00

ATOM    835  N   ASP    56      67.809  54.911  46.503  1.00  0.00

ATOM    836  H   ASP    56      68.713  55.131  46.095  1.00  0.00

ATOM    837  CA  ASP    56      67.482  53.571  46.946  1.00  0.00

ATOM    838  HA  ASP    56      66.534  53.319  46.479  1.00  0.00

ATOM    839  CB  ASP    56      68.564  52.648  46.391  1.00  0.00

ATOM    840  HB1 ASP    56      69.495  53.051  46.778  1.00  0.00

ATOM    841  HB2 ASP    56      68.643  52.786  45.312  1.00  0.00

ATOM    842  CG  ASP    56      68.460  51.153  46.695  1.00  0.00

ATOM    843  OD1 ASP    56      67.352  50.766  47.101  1.00  0.00

ATOM    844  OD2 ASP    56      69.466  50.453  46.460  1.00  0.00

ATOM    845  C   ASP    56      67.310  53.500  48.460  1.00  0.00

ATOM    846  O   ASP    56      68.071  54.070  49.225  1.00  0.00

ATOM    847  N   ALA    57      66.250  52.841  48.924  1.00  0.00

ATOM    848  H   ALA    57      65.671  52.338  48.261  1.00  0.00

ATOM    849  CA  ALA    57      65.822  52.977  50.300  1.00  0.00

ATOM    850  HA  ALA    57      66.460  53.692  50.833  1.00  0.00

ATOM    851  CB  ALA    57      64.422  53.587  50.325  1.00  0.00

ATOM    852  HB1 ALA    57      63.676  53.001  49.792  1.00  0.00

ATOM    853  HB2 ALA    57      64.114  53.730  51.357  1.00  0.00

ATOM    854  HB3 ALA    57      64.521  54.574  49.876  1.00  0.00

ATOM    855  C   ALA    57      65.981  51.695  51.107  1.00  0.00

ATOM    856  O   ALA    57      65.932  51.689  52.335  1.00  0.00

ATOM    857  N   ASP    58      66.116  50.571  50.403  1.00  0.00

ATOM    858  H   ASP    58      66.320  50.625  49.419  1.00  0.00

ATOM    859  CA  ASP    58      66.423  49.298  51.008  1.00  0.00

ATOM    860  HA  ASP    58      66.277  49.176  52.083  1.00  0.00

ATOM    861  CB  ASP    58      65.410  48.226  50.617  1.00  0.00

ATOM    862  HB1 ASP    58      64.384  48.597  50.707  1.00  0.00

ATOM    863  HB2 ASP    58      65.463  47.409  51.340  1.00  0.00

ATOM    864  CG  ASP    58      65.550  47.630  49.232  1.00  0.00

ATOM    865  OD1 ASP    58      65.668  48.306  48.187  1.00  0.00

ATOM    866  OD2 ASP    58      65.499  46.386  49.097  1.00  0.00

ATOM    867  C   ASP    58      67.875  48.870  50.843  1.00  0.00

ATOM    868  O   ASP    58      68.277  47.778  51.247  1.00  0.00

ATOM    869  N   GLY    59      68.710  49.700  50.215  1.00  0.00

ATOM    870  H   GLY    59      68.401  50.633  49.988  1.00  0.00

ATOM    871  CA  GLY    59      70.122  49.466  49.983  1.00  0.00

ATOM    872  HA1 GLY    59      70.578  49.378  50.970  1.00  0.00

ATOM    873  HA2 GLY    59      70.534  50.347  49.493  1.00  0.00

ATOM    874  C   GLY    59      70.446  48.214  49.169  1.00  0.00

ATOM    875  O   GLY    59      71.353  47.496  49.594  1.00  0.00

ATOM    876  N   ASN    60      69.688  47.887  48.126  1.00  0.00

ATOM    877  H   ASN    60      69.009  48.569  47.820  1.00  0.00

ATOM    878  CA  ASN    60      69.930  46.722  47.309  1.00  0.00

ATOM    879  HA  ASN    60      70.433  45.965  47.923  1.00  0.00

ATOM    880  CB  ASN    60      68.643  45.986  46.928  1.00  0.00

ATOM    881  HB1 ASN    60      68.072  45.790  47.839  1.00  0.00

ATOM    882  HB2 ASN    60      68.994  45.016  46.579  1.00  0.00

ATOM    883  CG  ASN    60      67.694  46.693  45.976  1.00  0.00

ATOM    884  OD1 ASN    60      67.605  47.895  45.764  1.00  0.00

ATOM    885  ND2 ASN    60      66.838  45.931  45.292  1.00  0.00

ATOM    886 1HD2 ASN    60      66.911  44.921  45.307  1.00  0.00

ATOM    887 2HD2 ASN    60      66.075  46.404  44.821  1.00  0.00

ATOM    888  C   ASN    60      70.777  46.972  46.067  1.00  0.00

ATOM    889  O   ASN    60      71.237  45.972  45.518  1.00  0.00

ATOM    890  N   GLY    61      70.883  48.230  45.658  1.00  0.00

ATOM    891  H   GLY    61      70.714  48.993  46.295  1.00  0.00

ATOM    892  CA  GLY    61      71.607  48.697  44.484  1.00  0.00

ATOM    893  HA1 GLY    61      72.366  47.943  44.251  1.00  0.00

ATOM    894  HA2 GLY    61      72.206  49.596  44.623  1.00  0.00

ATOM    895  C   GLY    61      70.769  48.889  43.230  1.00  0.00

ATOM    896  O   GLY    61      71.296  49.218  42.173  1.00  0.00

ATOM    897  N   THR    62      69.445  48.741  43.321  1.00  0.00

ATOM    898  H   THR    62      68.996  48.414  44.160  1.00  0.00

ATOM    899  CA  THR    62      68.551  49.134  42.247  1.00  0.00

ATOM    900  HA  THR    62      69.175  49.708  41.558  1.00  0.00

ATOM    901  CB  THR    62      67.878  47.972  41.521  1.00  0.00

ATOM    902  HB  THR    62      67.228  48.462  40.787  1.00  0.00

ATOM    903  CG2 THR    62      68.862  47.023  40.853  1.00  0.00

ATOM    904 1HG2 THR    62      69.692  47.547  40.378  1.00  0.00

ATOM    905 2HG2 THR    62      69.340  46.375  41.594  1.00  0.00

ATOM    906 3HG2 THR    62      68.287  46.489  40.099  1.00  0.00

ATOM    907  OG1 THR    62      67.100  47.185  42.390  1.00  0.00

ATOM    908  HG1 THR    62      67.059  46.284  42.048  1.00  0.00

ATOM    909  C   THR    62      67.512  50.139  42.714  1.00  0.00

ATOM    910  O   THR    62      66.823  49.889  43.704  1.00  0.00

ATOM    911  N   ILE    63      67.296  51.272  42.028  1.00  0.00

ATOM    912  H   ILE    63      67.958  51.514  41.299  1.00  0.00

ATOM    913  CA  ILE    63      66.201  52.203  42.155  1.00  0.00

ATOM    914  HA  ILE    63      66.097  52.504  43.200  1.00  0.00

ATOM    915  CB  ILE    63      66.432  53.509  41.402  1.00  0.00

ATOM    916  HB  ILE    63      66.442  53.286  40.338  1.00  0.00

ATOM    917  CG2 ILE    63      65.216  54.403  41.664  1.00  0.00

ATOM    918 1HG2 ILE    63      64.268  54.000  41.317  1.00  0.00

ATOM    919 2HG2 ILE    63      65.090  54.457  42.743  1.00  0.00

ATOM    920 3HG2 ILE    63      65.464  55.363  41.205  1.00  0.00

ATOM    921  CG1 ILE    63      67.698  54.170  41.939  1.00  0.00

ATOM    922 1HG1 ILE    63      68.479  53.420  42.067  1.00  0.00

ATOM    923 2HG1 ILE    63      67.619  54.650  42.921  1.00  0.00

ATOM    924  CD  ILE    63      68.323  55.195  41.000  1.00  0.00

ATOM    925  HD1 ILE    63      68.509  54.677  40.058  1.00  0.00

ATOM    926  HD2 ILE    63      67.662  56.041  40.785  1.00  0.00

ATOM    927  HD3 ILE    63      69.229  55.561  41.471  1.00  0.00

ATOM    928  C   ILE    63      64.949  51.475  41.662  1.00  0.00

ATOM    929  O   ILE    63      64.808  51.151  40.490  1.00  0.00

ATOM    930  N   ASP    64      63.915  51.347  42.502  1.00  0.00

ATOM    931  H   ASP    64      64.135  51.598  43.450  1.00  0.00

ATOM    932  CA  ASP    64      62.527  51.046  42.183  1.00  0.00

ATOM    933  HA  ASP    64      62.570  50.737  41.142  1.00  0.00

ATOM    934  CB  ASP    64      61.970  49.821  42.895  1.00  0.00

ATOM    935  HB1 ASP    64      62.493  48.933  42.534  1.00  0.00

ATOM    936  HB2 ASP    64      60.935  49.665  42.613  1.00  0.00

ATOM    937  CG  ASP    64      61.991  49.827  44.420  1.00  0.00

ATOM    938  OD1 ASP    64      63.040  49.454  44.984  1.00  0.00

ATOM    939  OD2 ASP    64      60.932  49.877  45.087  1.00  0.00

ATOM    940  C   ASP    64      61.560  52.215  42.284  1.00  0.00

ATOM    941  O   ASP    64      61.899  53.292  42.774  1.00  0.00

ATOM    942  N   PHE    65      60.335  52.131  41.750  1.00  0.00

ATOM    943  H   PHE    65      60.062  51.206  41.440  1.00  0.00

ATOM    944  CA  PHE    65      59.562  53.284  41.355  1.00  0.00

ATOM    945  HA  PHE    65      60.218  53.967  40.813  1.00  0.00

ATOM    946  CB  PHE    65      58.468  52.880  40.373  1.00  0.00

ATOM    947  HB1 PHE    65      57.870  52.077  40.795  1.00  0.00

ATOM    948  HB2 PHE    65      59.027  52.535  39.514  1.00  0.00

ATOM    949  CG  PHE    65      57.597  54.099  40.144  1.00  0.00

ATOM    950  CD1 PHE    65      56.480  54.252  40.974  1.00  0.00

ATOM    951  HD1 PHE    65      56.241  53.521  41.728  1.00  0.00

ATOM    952  CE1 PHE    65      55.602  55.326  40.790  1.00  0.00

ATOM    953  HE1 PHE    65      54.689  55.460  41.359  1.00  0.00

ATOM    954  CZ  PHE    65      55.813  56.318  39.828  1.00  0.00

ATOM    955  HZ  PHE    65      55.235  57.231  39.757  1.00  0.00

ATOM    956  CE2 PHE    65      56.979  56.143  39.074  1.00  0.00

ATOM    957  HE2 PHE    65      57.299  56.912  38.385  1.00  0.00

ATOM    958  CD2 PHE    65      57.844  55.039  39.129  1.00  0.00

ATOM    959  HD2 PHE    65      58.661  54.847  38.455  1.00  0.00

ATOM    960  C   PHE    65      59.129  54.160  42.526  1.00  0.00

ATOM    961  O   PHE    65      59.103  55.385  42.485  1.00  0.00

ATOM    962  N   PRO    66      58.699  53.548  43.630  1.00  0.00

ATOM    963  CD  PRO    66      58.135  52.217  43.750  1.00  0.00

ATOM    964  HD1 PRO    66      58.902  51.499  44.049  1.00  0.00

ATOM    965  HD2 PRO    66      57.723  51.891  42.790  1.00  0.00

ATOM    966  CG  PRO    66      57.079  52.326  44.834  1.00  0.00

ATOM    967  HG1 PRO    66      56.753  51.373  45.271  1.00  0.00

ATOM    968  HG2 PRO    66      56.183  52.804  44.430  1.00  0.00

ATOM    969  CB  PRO    66      57.856  53.230  45.779  1.00  0.00

ATOM    970  HB1 PRO    66      58.701  52.737  46.268  1.00  0.00

ATOM    971  HB2 PRO    66      57.115  53.621  46.479  1.00  0.00

ATOM    972  CA  PRO    66      58.349  54.305  44.812  1.00  0.00

ATOM    973  HA  PRO    66      57.590  55.031  44.521  1.00  0.00

ATOM    974  C   PRO    66      59.489  55.051  45.484  1.00  0.00

ATOM    975  O   PRO    66      59.254  56.104  46.062  1.00  0.00

ATOM    976  N   GLU    67      60.739  54.593  45.294  1.00  0.00

ATOM    977  H   GLU    67      60.794  53.742  44.752  1.00  0.00

ATOM    978  CA  GLU    67      61.932  55.323  45.682  1.00  0.00

ATOM    979  HA  GLU    67      61.787  55.734  46.686  1.00  0.00

ATOM    980  CB  GLU    67      63.093  54.334  45.784  1.00  0.00

ATOM    981  HB1 GLU    67      63.860  54.781  46.418  1.00  0.00

ATOM    982  HB2 GLU    67      63.495  54.188  44.777  1.00  0.00

ATOM    983  CG  GLU    67      62.810  52.985  46.436  1.00  0.00

ATOM    984  HG1 GLU    67      62.091  52.494  45.768  1.00  0.00

ATOM    985  HG2 GLU    67      62.476  53.233  47.443  1.00  0.00

ATOM    986  CD  GLU    67      64.043  52.088  46.450  1.00  0.00

ATOM    987  OE1 GLU    67      64.650  51.888  45.374  1.00  0.00

ATOM    988  OE2 GLU    67      64.406  51.514  47.494  1.00  0.00

ATOM    989  C   GLU    67      62.160  56.469  44.712  1.00  0.00

ATOM    990  O   GLU    67      62.342  57.596  45.174  1.00  0.00

ATOM    991  N   PHE    68      61.964  56.253  43.420  1.00  0.00

ATOM    992  H   PHE    68      61.920  55.266  43.181  1.00  0.00

ATOM    993  CA  PHE    68      61.988  57.257  42.373  1.00  0.00

ATOM    994  HA  PHE    68      63.010  57.624  42.317  1.00  0.00

ATOM    995  CB  PHE    68      61.817  56.674  40.967  1.00  0.00

ATOM    996  HB1 PHE    68      60.778  56.366  40.904  1.00  0.00

ATOM    997  HB2 PHE    68      62.488  55.831  40.786  1.00  0.00

ATOM    998  CG  PHE    68      62.099  57.574  39.782  1.00  0.00

ATOM    999  CD1 PHE    68      63.435  57.752  39.374  1.00  0.00

ATOM   1000  HD1 PHE    68      64.233  57.329  39.953  1.00  0.00

ATOM   1001  CE1 PHE    68      63.759  58.510  38.237  1.00  0.00

ATOM   1002  HE1 PHE    68      64.792  58.743  38.048  1.00  0.00

ATOM   1003  CZ  PHE    68      62.740  58.940  37.371  1.00  0.00

ATOM   1004  HZ  PHE    68      62.939  59.409  36.419  1.00  0.00

ATOM   1005  CE2 PHE    68      61.432  58.689  37.806  1.00  0.00

ATOM   1006  HE2 PHE    68      60.600  58.848  37.146  1.00  0.00

ATOM   1007  CD2 PHE    68      61.063  58.118  39.030  1.00  0.00

ATOM   1008  HD2 PHE    68      60.008  57.956  39.180  1.00  0.00

ATOM   1009  C   PHE    68      60.976  58.375  42.554  1.00  0.00

ATOM   1010  O   PHE    68      61.353  59.542  42.546  1.00  0.00

ATOM   1011  N   LEU    69      59.714  58.027  42.843  1.00  0.00

ATOM   1012  H   LEU    69      59.470  57.055  42.723  1.00  0.00

ATOM   1013  CA  LEU    69      58.631  58.920  43.191  1.00  0.00

ATOM   1014  HA  LEU    69      58.560  59.591  42.334  1.00  0.00

ATOM   1015  CB  LEU    69      57.334  58.131  43.125  1.00  0.00

ATOM   1016  HB1 LEU    69      57.406  57.232  43.736  1.00  0.00

ATOM   1017  HB2 LEU    69      57.290  57.845  42.079  1.00  0.00

ATOM   1018  CG  LEU    69      56.151  59.006  43.557  1.00  0.00

ATOM   1019  HG  LEU    69      56.242  59.243  44.623  1.00  0.00

ATOM   1020  CD1 LEU    69      55.879  60.257  42.740  1.00  0.00

ATOM   1021 1HD1 LEU    69      55.847  59.986  41.679  1.00  0.00

ATOM   1022 2HD1 LEU    69      54.946  60.673  43.120  1.00  0.00

ATOM   1023 3HD1 LEU    69      56.680  60.996  42.826  1.00  0.00

ATOM   1024  CD2 LEU    69      54.972  58.051  43.364  1.00  0.00

ATOM   1025 1HD2 LEU    69      54.796  57.692  42.357  1.00  0.00

ATOM   1026 2HD2 LEU    69      55.025  57.186  44.030  1.00  0.00

ATOM   1027 3HD2 LEU    69      54.098  58.631  43.666  1.00  0.00

ATOM   1028  C   LEU    69      58.876  59.730  44.462  1.00  0.00

ATOM   1029  O   LEU    69      58.684  60.945  44.403  1.00  0.00

ATOM   1030  N   THR    70      59.183  59.031  45.554  1.00  0.00

ATOM   1031  H   THR    70      59.433  58.052  45.487  1.00  0.00

ATOM   1032  CA  THR    70      59.611  59.771  46.722  1.00  0.00

ATOM   1033  HA  THR    70      58.806  60.378  47.149  1.00  0.00

ATOM   1034  CB  THR    70      60.136  58.811  47.791  1.00  0.00

ATOM   1035  HB  THR    70      60.975  58.238  47.406  1.00  0.00

ATOM   1036  CG2 THR    70      60.383  59.342  49.204  1.00  0.00

ATOM   1037 1HG2 THR    70      60.595  58.549  49.917  1.00  0.00

ATOM   1038 2HG2 THR    70      61.221  60.045  49.174  1.00  0.00

ATOM   1039 3HG2 THR    70      59.472  59.811  49.557  1.00  0.00

ATOM   1040  OG1 THR    70      59.144  57.860  48.085  1.00  0.00

ATOM   1041  HG1 THR    70      59.192  57.283  47.316  1.00  0.00

ATOM   1042  C   THR    70      60.685  60.797  46.431  1.00  0.00

ATOM   1043  O   THR    70      60.890  61.709  47.227  1.00  0.00

ATOM   1044  N   MET    71      61.603  60.615  45.477  1.00  0.00

ATOM   1045  H   MET    71      61.364  59.971  44.737  1.00  0.00

ATOM   1046  CA  MET    71      62.585  61.622  45.158  1.00  0.00

ATOM   1047  HA  MET    71      62.987  61.984  46.113  1.00  0.00

ATOM   1048  CB  MET    71      63.756  60.981  44.422  1.00  0.00

ATOM   1049  HB1 MET    71      63.360  60.280  43.679  1.00  0.00

ATOM   1050  HB2 MET    71      64.158  60.298  45.160  1.00  0.00

ATOM   1051  CG  MET    71      64.710  61.881  43.650  1.00  0.00

ATOM   1052  HG1 MET    71      65.710  61.457  43.579  1.00  0.00

ATOM   1053  HG2 MET    71      64.785  62.839  44.167  1.00  0.00

ATOM   1054  SD  MET    71      64.141  62.528  42.056  1.00  0.00

ATOM   1055  CE  MET    71      64.188  61.051  41.004  1.00  0.00

ATOM   1056  HE1 MET    71      63.426  60.323  41.305  1.00  0.00

ATOM   1057  HE2 MET    71      64.051  61.397  39.977  1.00  0.00

ATOM   1058  HE3 MET    71      65.177  60.609  41.033  1.00  0.00

ATOM   1059  C   MET    71      62.035  62.879  44.502  1.00  0.00

ATOM   1060  O   MET    71      62.603  63.946  44.699  1.00  0.00

ATOM   1061  N   MET    72      60.933  62.736  43.749  1.00  0.00

ATOM   1062  H   MET    72      60.499  61.852  43.541  1.00  0.00

ATOM   1063  CA  MET    72      60.367  63.851  43.013  1.00  0.00

ATOM   1064  HA  MET    72      61.195  64.489  42.711  1.00  0.00

ATOM   1065  CB  MET    72      59.657  63.325  41.773  1.00  0.00

ATOM   1066  HB1 MET    72      59.291  64.233  41.287  1.00  0.00

ATOM   1067  HB2 MET    72      58.907  62.573  41.991  1.00  0.00

ATOM   1068  CG  MET    72      60.678  62.835  40.742  1.00  0.00

ATOM   1069  HG1 MET    72      61.258  61.979  41.077  1.00  0.00

ATOM   1070  HG2 MET    72      61.359  63.680  40.647  1.00  0.00

ATOM   1071  SD  MET    72      60.025  62.549  39.082  1.00  0.00

ATOM   1072  CE  MET    72      61.610  62.266  38.263  1.00  0.00

ATOM   1073  HE1 MET    72      62.085  63.224  38.046  1.00  0.00

ATOM   1074  HE2 MET    72      62.280  61.625  38.848  1.00  0.00

ATOM   1075  HE3 MET    72      61.506  61.847  37.265  1.00  0.00

ATOM   1076  C   MET    72      59.511  64.747  43.885  1.00  0.00

ATOM   1077  O   MET    72      59.228  65.863  43.433  1.00  0.00

ATOM   1078  N   ALA    73      59.168  64.405  45.125  1.00  0.00

ATOM   1079  H   ALA    73      59.359  63.444  45.355  1.00  0.00

ATOM   1080  CA  ALA    73      58.586  65.319  46.089  1.00  0.00

ATOM   1081  HA  ALA    73      58.059  66.115  45.565  1.00  0.00

ATOM   1082  CB  ALA    73      57.498  64.629  46.911  1.00  0.00

ATOM   1083  HB1 ALA    73      58.021  63.836  47.449  1.00  0.00

ATOM   1084  HB2 ALA    73      56.996  65.362  47.546  1.00  0.00

ATOM   1085  HB3 ALA    73      56.726  64.185  46.290  1.00  0.00

ATOM   1086  C   ALA    73      59.647  65.975  46.962  1.00  0.00

ATOM   1087  O   ALA    73      59.328  66.747  47.860  1.00  0.00

ATOM   1088  N   ARG    74      60.951  65.801  46.694  1.00  0.00

ATOM   1089  H   ARG    74      61.277  65.223  45.938  1.00  0.00

ATOM   1090  CA  ARG    74      62.028  66.485  47.366  1.00  0.00

ATOM   1091  HA  ARG    74      61.581  67.299  47.940  1.00  0.00

ATOM   1092  CB  ARG    74      62.696  65.502  48.330  1.00  0.00

ATOM   1093  HB1 ARG    74      61.941  65.167  49.048  1.00  0.00

ATOM   1094  HB2 ARG    74      63.388  66.084  48.929  1.00  0.00

ATOM   1095  CG  ARG    74      63.368  64.237  47.802  1.00  0.00

ATOM   1096  HG1 ARG    74      64.077  64.543  47.036  1.00  0.00

ATOM   1097  HG2 ARG    74      62.576  63.643  47.331  1.00  0.00

ATOM   1098  CD  ARG    74      64.162  63.413  48.811  1.00  0.00

ATOM   1099  HD1 ARG    74      63.623  63.151  49.726  1.00  0.00

ATOM   1100  HD2 ARG    74      64.883  64.050  49.315  1.00  0.00

ATOM   1101  NE  ARG    74      64.938  62.327  48.209  1.00  0.00

ATOM   1102  HE  ARG    74      65.569  62.635  47.476  1.00  0.00

ATOM   1103  CZ  ARG    74      64.883  61.027  48.507  1.00  0.00

ATOM   1104  NH1 ARG    74      65.819  60.138  48.146  1.00  0.00

ATOM   1105 1HH1 ARG    74      66.739  60.452  47.890  1.00  0.00

ATOM   1106 2HH1 ARG    74      65.821  59.291  48.682  1.00  0.00

ATOM   1107  NH2 ARG    74      63.948  60.410  49.259  1.00  0.00

ATOM   1108 1HH2 ARG    74      63.346  60.952  49.857  1.00  0.00

ATOM   1109 2HH2 ARG    74      63.943  59.402  49.307  1.00  0.00

ATOM   1110  C   ARG    74      63.023  67.323  46.562  1.00  0.00

ATOM   1111  O   ARG    74      64.146  67.669  46.930  1.00  0.00

ATOM   1112  N   LYS    75      62.571  67.691  45.365  1.00  0.00

ATOM   1113  H   LYS    75      61.627  67.385  45.143  1.00  0.00

ATOM   1114  CA  LYS    75      63.261  68.330  44.262  1.00  0.00

ATOM   1115  HA  LYS    75      64.210  68.702  44.640  1.00  0.00

ATOM   1116  CB  LYS    75      63.618  67.291  43.210  1.00  0.00

ATOM   1117  HB1 LYS    75      63.842  67.749  42.246  1.00  0.00

ATOM   1118  HB2 LYS    75      62.679  66.760  43.034  1.00  0.00

ATOM   1119  CG  LYS    75      64.701  66.267  43.538  1.00  0.00

ATOM   1120  HG1 LYS    75      64.792  65.650  42.639  1.00  0.00

ATOM   1121  HG2 LYS    75      64.384  65.617  44.353  1.00  0.00

ATOM   1122  CD  LYS    75      66.096  66.851  43.678  1.00  0.00

ATOM   1123  HD1 LYS    75      66.184  67.503  44.547  1.00  0.00

ATOM   1124  HD2 LYS    75      66.242  67.328  42.705  1.00  0.00

ATOM   1125  CE  LYS    75      67.038  65.650  43.813  1.00  0.00

ATOM   1126  HE1 LYS    75      67.392  65.480  42.803  1.00  0.00

ATOM   1127  HE2 LYS    75      66.587  64.758  44.254  1.00  0.00

ATOM   1128  NZ  LYS    75      68.218  65.984  44.635  1.00  0.00

ATOM   1129  HZ1 LYS    75      68.979  65.324  44.603  1.00  0.00

ATOM   1130  HZ2 LYS    75      68.633  66.863  44.361  1.00  0.00

ATOM   1131  HZ3 LYS    75      67.914  66.085  45.586  1.00  0.00

ATOM   1132  C   LYS    75      62.612  69.605  43.736  1.00  0.00

ATOM   1133  O   LYS    75      62.826  69.963  42.585  1.00  0.00

ATOM   1134  N   MET    76      61.786  70.249  44.577  1.00  0.00

ATOM   1135  H   MET    76      61.607  70.098  45.555  1.00  0.00

ATOM   1136  CA  MET    76      61.107  71.464  44.201  1.00  0.00

ATOM   1137  HA  MET    76      60.545  71.780  45.081  1.00  0.00

ATOM   1138  CB  MET    76      62.028  72.679  44.119  1.00  0.00

ATOM   1139  HB1 MET    76      61.357  73.523  43.963  1.00  0.00

ATOM   1140  HB2 MET    76      62.656  72.606  43.229  1.00  0.00

ATOM   1141  CG  MET    76      62.819  72.844  45.418  1.00  0.00

ATOM   1142  HG1 MET    76      63.678  72.169  45.410  1.00  0.00

ATOM   1143  HG2 MET    76      62.232  72.653  46.315  1.00  0.00

ATOM   1144  SD  MET    76      63.381  74.543  45.642  1.00  0.00

ATOM   1145  CE  MET    76      64.131  74.346  47.280  1.00  0.00

ATOM   1146  HE1 MET    76      65.074  73.834  47.063  1.00  0.00

ATOM   1147  HE2 MET    76      64.125  75.257  47.871  1.00  0.00

ATOM   1148  HE3 MET    76      63.504  73.654  47.842  1.00  0.00

ATOM   1149  C   MET    76      60.096  71.357  43.064  1.00  0.00

ATOM   1150  O   MET    76      59.239  70.469  43.100  1.00  0.00

ATOM   1151  N   LYS    77      60.025  72.326  42.153  1.00  0.00

ATOM   1152  H   LYS    77      60.598  73.140  42.319  1.00  0.00

ATOM   1153  CA  LYS    77      59.215  72.231  40.954  1.00  0.00

ATOM   1154  HA  LYS    77      58.342  71.599  41.124  1.00  0.00

ATOM   1155  CB  LYS    77      58.810  73.638  40.553  1.00  0.00

ATOM   1156  HB1 LYS    77      58.284  73.360  39.634  1.00  0.00

ATOM   1157  HB2 LYS    77      59.663  74.244  40.259  1.00  0.00

ATOM   1158  CG  LYS    77      57.941  74.409  41.541  1.00  0.00

ATOM   1159  HG1 LYS    77      58.578  74.444  42.417  1.00  0.00

ATOM   1160  HG2 LYS    77      57.062  73.821  41.814  1.00  0.00

ATOM   1161  CD  LYS    77      57.604  75.842  41.134  1.00  0.00

ATOM   1162  HD1 LYS    77      58.455  76.289  40.623  1.00  0.00

ATOM   1163  HD2 LYS    77      57.354  76.353  42.071  1.00  0.00

ATOM   1164  CE  LYS    77      56.322  75.917  40.320  1.00  0.00

ATOM   1165  HE1 LYS    77      55.440  75.883  40.962  1.00  0.00

ATOM   1166  HE2 LYS    77      56.298  75.172  39.526  1.00  0.00

ATOM   1167  NZ  LYS    77      56.184  77.212  39.624  1.00  0.00

ATOM   1168  HZ1 LYS    77      56.411  78.084  40.092  1.00  0.00

ATOM   1169  HZ2 LYS    77      56.615  77.248  38.717  1.00  0.00

ATOM   1170  HZ3 LYS    77      55.196  77.359  39.442  1.00  0.00

ATOM   1171  C   LYS    77      59.915  71.625  39.745  1.00  0.00

ATOM   1172  O   LYS    77      59.202  70.952  39.007  1.00  0.00

ATOM   1173  N   ASP    78      61.207  71.894  39.546  1.00  0.00

ATOM   1174  H   ASP    78      61.485  72.708  40.076  1.00  0.00

ATOM   1175  CA  ASP    78      61.979  71.325  38.462  1.00  0.00

ATOM   1176  HA  ASP    78      61.442  70.493  38.029  1.00  0.00

ATOM   1177  CB  ASP    78      62.340  72.439  37.477  1.00  0.00

ATOM   1178  HB1 ASP    78      62.880  71.814  36.769  1.00  0.00

ATOM   1179  HB2 ASP    78      62.996  73.115  38.011  1.00  0.00

ATOM   1180  CG  ASP    78      61.139  73.064  36.778  1.00  0.00

ATOM   1181  OD1 ASP    78      60.754  74.166  37.238  1.00  0.00

ATOM   1182  OD2 ASP    78      60.440  72.392  35.990  1.00  0.00

ATOM   1183  C   ASP    78      63.321  70.846  39.015  1.00  0.00

ATOM   1184  O   ASP    78      63.860  69.826  38.583  1.00  0.00

ATOM   1185  N   THR    79      63.997  71.600  39.883  1.00  0.00

ATOM   1186  H   THR    79      63.600  72.507  40.062  1.00  0.00

ATOM   1187  CA  THR    79      65.324  71.339  40.403  1.00  0.00

ATOM   1188  HA  THR    79      65.433  70.298  40.684  1.00  0.00

ATOM   1189  CB  THR    79      66.469  71.550  39.414  1.00  0.00

ATOM   1190  HB  THR    79      66.361  70.877  38.573  1.00  0.00

ATOM   1191  CG2 THR    79      66.412  72.923  38.744  1.00  0.00

ATOM   1192 1HG2 THR    79      66.312  73.761  39.434  1.00  0.00

ATOM   1193 2HG2 THR    79      67.280  73.015  38.091  1.00  0.00

ATOM   1194 3HG2 THR    79      65.521  72.926  38.130  1.00  0.00

ATOM   1195  OG1 THR    79      67.733  71.531  40.055  1.00  0.00

ATOM   1196  HG1 THR    79      67.735  72.209  40.734  1.00  0.00

ATOM   1197  C   THR    79      65.454  72.185  41.672  1.00  0.00

ATOM   1198  O   THR    79      64.977  73.314  41.693  1.00  0.00

ATOM   1199  N   ASP    80      66.219  71.716  42.664  1.00  0.00

ATOM   1200  H   ASP    80      66.552  70.804  42.403  1.00  0.00

ATOM   1201  CA  ASP    80      66.821  72.301  43.845  1.00  0.00

ATOM   1202  HA  ASP    80      66.026  72.645  44.498  1.00  0.00

ATOM   1203  CB  ASP    80      67.468  71.171  44.643  1.00  0.00

ATOM   1204  HB1 ASP    80      68.231  70.702  44.015  1.00  0.00

ATOM   1205  HB2 ASP    80      66.725  70.459  44.969  1.00  0.00

ATOM   1206  CG  ASP    80      68.128  71.791  45.867  1.00  0.00

ATOM   1207  OD1 ASP    80      67.465  72.642  46.502  1.00  0.00

ATOM   1208  OD2 ASP    80      69.230  71.311  46.205  1.00  0.00

ATOM   1209  C   ASP    80      67.783  73.386  43.355  1.00  0.00

ATOM   1210  O   ASP    80      68.545  73.212  42.412  1.00  0.00

ATOM   1211  N   SER    81      67.738  74.555  44.003  1.00  0.00

ATOM   1212  H   SER    81      67.027  74.655  44.712  1.00  0.00

ATOM   1213  CA  SER    81      67.959  75.873  43.451  1.00  0.00

ATOM   1214  HA  SER    81      67.340  75.970  42.566  1.00  0.00

ATOM   1215  CB  SER    81      67.593  76.935  44.487  1.00  0.00

ATOM   1216  HB1 SER    81      67.645  77.906  44.003  1.00  0.00

ATOM   1217  HB2 SER    81      68.242  76.815  45.358  1.00  0.00

ATOM   1218  OG  SER    81      66.274  76.656  44.925  1.00  0.00

ATOM   1219  HG  SER    81      65.747  76.394  44.171  1.00  0.00

ATOM   1220  C   SER    81      69.336  76.309  42.967  1.00  0.00

ATOM   1221  O   SER    81      69.447  77.347  42.311  1.00  0.00

ATOM   1222  N   GLU    82      70.336  75.491  43.302  1.00  0.00

ATOM   1223  H   GLU    82      70.098  74.650  43.798  1.00  0.00

ATOM   1224  CA  GLU    82      71.703  75.766  42.898  1.00  0.00

ATOM   1225  HA  GLU    82      71.665  76.434  42.038  1.00  0.00

ATOM   1226  CB  GLU    82      72.355  76.532  44.039  1.00  0.00

ATOM   1227  HB1 GLU    82      72.237  75.941  44.949  1.00  0.00

ATOM   1228  HB2 GLU    82      71.812  77.470  44.151  1.00  0.00

ATOM   1229  CG  GLU    82      73.841  76.896  43.940  1.00  0.00

ATOM   1230  HG1 GLU    82      74.366  75.975  43.695  1.00  0.00

ATOM   1231  HG2 GLU    82      74.062  77.259  44.939  1.00  0.00

ATOM   1232  CD  GLU    82      74.210  77.997  42.961  1.00  0.00

ATOM   1233  OE1 GLU    82      73.331  78.490  42.215  1.00  0.00

ATOM   1234  OE2 GLU    82      75.416  78.279  42.767  1.00  0.00

ATOM   1235  C   GLU    82      72.577  74.591  42.466  1.00  0.00

ATOM   1236  O   GLU    82      73.017  74.419  41.333  1.00  0.00

ATOM   1237  N   GLU    83      72.662  73.607  43.371  1.00  0.00

ATOM   1238  H   GLU    83      72.268  73.720  44.295  1.00  0.00

ATOM   1239  CA  GLU    83      73.681  72.592  43.183  1.00  0.00

ATOM   1240  HA  GLU    83      74.617  73.044  42.854  1.00  0.00

ATOM   1241  CB  GLU    83      73.993  71.981  44.540  1.00  0.00

ATOM   1242  HB1 GLU    83      74.806  71.283  44.321  1.00  0.00

ATOM   1243  HB2 GLU    83      73.068  71.503  44.863  1.00  0.00

ATOM   1244  CG  GLU    83      74.417  72.923  45.659  1.00  0.00

ATOM   1245  HG1 GLU    83      73.778  73.800  45.644  1.00  0.00

ATOM   1246  HG2 GLU    83      75.419  73.324  45.527  1.00  0.00

ATOM   1247  CD  GLU    83      74.306  72.185  46.990  1.00  0.00

ATOM   1248  OE1 GLU    83      75.287  71.643  47.538  1.00  0.00

ATOM   1249  OE2 GLU    83      73.159  72.200  47.496  1.00  0.00

ATOM   1250  C   GLU    83      73.422  71.537  42.117  1.00  0.00

ATOM   1251  O   GLU    83      74.384  71.220  41.417  1.00  0.00

ATOM   1252  N   GLU    84      72.200  71.105  41.795  1.00  0.00

ATOM   1253  H   GLU    84      71.443  71.487  42.338  1.00  0.00

ATOM   1254  CA  GLU    84      71.851  70.354  40.604  1.00  0.00

ATOM   1255  HA  GLU    84      72.609  69.575  40.446  1.00  0.00

ATOM   1256  CB  GLU    84      70.430  69.827  40.741  1.00  0.00

ATOM   1257  HB1 GLU    84      70.007  69.653  39.743  1.00  0.00

ATOM   1258  HB2 GLU    84      69.698  70.531  41.133  1.00  0.00

ATOM   1259  CG  GLU    84      70.334  68.513  41.512  1.00  0.00

ATOM   1260  HG1 GLU    84      71.162  67.912  41.131  1.00  0.00

ATOM   1261  HG2 GLU    84      69.417  68.044  41.169  1.00  0.00

ATOM   1262  CD  GLU    84      70.281  68.697  43.017  1.00  0.00

ATOM   1263  OE1 GLU    84      71.305  69.063  43.645  1.00  0.00

ATOM   1264  OE2 GLU    84      69.294  68.284  43.663  1.00  0.00

ATOM   1265  C   GLU    84      71.970  71.146  39.318  1.00  0.00

ATOM   1266  O   GLU    84      72.349  70.659  38.252  1.00  0.00

ATOM   1267  N   ILE    85      71.862  72.474  39.438  1.00  0.00

ATOM   1268  H   ILE    85      71.665  72.906  40.335  1.00  0.00

ATOM   1269  CA  ILE    85      71.918  73.371  38.305  1.00  0.00

ATOM   1270  HA  ILE    85      71.428  72.790  37.523  1.00  0.00

ATOM   1271  CB  ILE    85      71.130  74.654  38.535  1.00  0.00

ATOM   1272  HB  ILE    85      71.740  75.314  39.163  1.00  0.00

ATOM   1273  CG2 ILE    85      71.035  75.399  37.215  1.00  0.00

ATOM   1274 1HG2 ILE    85      70.622  76.392  37.429  1.00  0.00

ATOM   1275 2HG2 ILE    85      71.989  75.501  36.690  1.00  0.00

ATOM   1276 3HG2 ILE    85      70.317  74.868  36.587  1.00  0.00

ATOM   1277  CG1 ILE    85      69.734  74.451  39.119  1.00  0.00

ATOM   1278 1HG1 ILE    85      69.840  74.129  40.160  1.00  0.00

ATOM   1279 2HG1 ILE    85      69.202  73.681  38.559  1.00  0.00

ATOM   1280  CD  ILE    85      68.851  75.689  39.157  1.00  0.00

ATOM   1281  HD1 ILE    85      67.992  75.682  39.823  1.00  0.00

ATOM   1282  HD2 ILE    85      69.443  76.516  39.533  1.00  0.00

ATOM   1283  HD3 ILE    85      68.497  75.874  38.145  1.00  0.00

ATOM   1284  C   ILE    85      73.367  73.635  37.909  1.00  0.00

ATOM   1285  O   ILE    85      73.738  73.552  36.747  1.00  0.00

ATOM   1286  N   ARG    86      74.258  73.786  38.894  1.00  0.00

ATOM   1287  H   ARG    86      73.968  74.020  39.827  1.00  0.00

ATOM   1288  CA  ARG    86      75.666  73.857  38.567  1.00  0.00

ATOM   1289  HA  ARG    86      75.875  74.646  37.850  1.00  0.00

ATOM   1290  CB  ARG    86      76.458  74.000  39.864  1.00  0.00

ATOM   1291  HB1 ARG    86      77.534  73.924  39.677  1.00  0.00

ATOM   1292  HB2 ARG    86      76.163  73.161  40.493  1.00  0.00

ATOM   1293  CG  ARG    86      76.268  75.358  40.532  1.00  0.00

ATOM   1294  HG1 ARG    86      76.733  75.178  41.497  1.00  0.00

ATOM   1295  HG2 ARG    86      75.238  75.665  40.727  1.00  0.00

ATOM   1296  CD  ARG    86      76.924  76.494  39.761  1.00  0.00

ATOM   1297  HD1 ARG    86      76.518  76.420  38.753  1.00  0.00

ATOM   1298  HD2 ARG    86      77.972  76.291  39.947  1.00  0.00

ATOM   1299  NE  ARG    86      76.584  77.767  40.389  1.00  0.00

ATOM   1300  HE  ARG    86      76.059  77.753  41.251  1.00  0.00

ATOM   1301  CZ  ARG    86      76.850  78.974  39.886  1.00  0.00

ATOM   1302  NH1 ARG    86      77.611  79.143  38.795  1.00  0.00

ATOM   1303 1HH1 ARG    86      77.853  78.308  38.284  1.00  0.00

ATOM   1304 2HH1 ARG    86      77.774  80.085  38.479  1.00  0.00

ATOM   1305  NH2 ARG    86      76.484  80.106  40.514  1.00  0.00

ATOM   1306 1HH2 ARG    86      75.947  80.009  41.353  1.00  0.00

ATOM   1307 2HH2 ARG    86      76.781  81.002  40.149  1.00  0.00

ATOM   1308  C   ARG    86      76.218  72.641  37.832  1.00  0.00

ATOM   1309  O   ARG    86      76.968  72.729  36.870  1.00  0.00

ATOM   1310  N   GLU    87      75.777  71.465  38.281  1.00  0.00

ATOM   1311  H   GLU    87      75.128  71.427  39.051  1.00  0.00

ATOM   1312  CA  GLU    87      76.152  70.132  37.841  1.00  0.00

ATOM   1313  HA  GLU    87      77.232  70.160  37.746  1.00  0.00

ATOM   1314  CB  GLU    87      75.612  69.147  38.878  1.00  0.00

ATOM   1315  HB1 GLU    87      74.526  69.179  38.903  1.00  0.00

ATOM   1316  HB2 GLU    87      76.025  69.442  39.845  1.00  0.00

ATOM   1317  CG  GLU    87      75.972  67.702  38.566  1.00  0.00

ATOM   1318  HG1 GLU    87      75.853  67.550  37.485  1.00  0.00

ATOM   1319  HG2 GLU    87      75.231  67.006  38.959  1.00  0.00

ATOM   1320  CD  GLU    87      77.370  67.309  39.004  1.00  0.00

ATOM   1321  OE1 GLU    87      77.427  66.298  39.743  1.00  0.00

ATOM   1322  OE2 GLU    87      78.320  67.859  38.404  1.00  0.00

ATOM   1323  C   GLU    87      75.662  69.890  36.420  1.00  0.00

ATOM   1324  O   GLU    87      76.394  69.329  35.603  1.00  0.00

ATOM   1325  N   ALA    88      74.424  70.276  36.132  1.00  0.00

ATOM   1326  H   ALA    88      73.888  70.606  36.926  1.00  0.00

ATOM   1327  CA  ALA    88      73.889  70.340  34.785  1.00  0.00

ATOM   1328  HA  ALA    88      73.919  69.285  34.489  1.00  0.00

ATOM   1329  CB  ALA    88      72.435  70.781  34.854  1.00  0.00

ATOM   1330  HB1 ALA    88      71.764  70.127  35.415  1.00  0.00

ATOM   1331  HB2 ALA    88      72.375  71.783  35.267  1.00  0.00

ATOM   1332  HB3 ALA    88      72.024  70.948  33.865  1.00  0.00

ATOM   1333  C   ALA    88      74.599  71.310  33.850  1.00  0.00

ATOM   1334  O   ALA    88      74.769  71.066  32.662  1.00  0.00

ATOM   1335  N   PHE    89      75.098  72.436  34.385  1.00  0.00

ATOM   1336  H   PHE    89      74.847  72.636  35.332  1.00  0.00

ATOM   1337  CA  PHE    89      75.794  73.388  33.541  1.00  0.00

ATOM   1338  HA  PHE    89      75.118  73.554  32.696  1.00  0.00

ATOM   1339  CB  PHE    89      75.743  74.729  34.269  1.00  0.00

ATOM   1340  HB1 PHE    89      76.305  74.604  35.187  1.00  0.00

ATOM   1341  HB2 PHE    89      74.724  74.979  34.597  1.00  0.00

ATOM   1342  CG  PHE    89      76.273  75.967  33.592  1.00  0.00

ATOM   1343  CD1 PHE    89      77.586  76.438  33.790  1.00  0.00

ATOM   1344  HD1 PHE    89      78.194  75.791  34.401  1.00  0.00

ATOM   1345  CE1 PHE    89      78.134  77.465  33.014  1.00  0.00

ATOM   1346  HE1 PHE    89      79.184  77.713  33.058  1.00  0.00

ATOM   1347  CZ  PHE    89      77.255  78.224  32.222  1.00  0.00

ATOM   1348  HZ  PHE    89      77.570  79.069  31.629  1.00  0.00

ATOM   1349  CE2 PHE    89      75.930  77.806  32.075  1.00  0.00

ATOM   1350  HE2 PHE    89      75.333  78.483  31.485  1.00  0.00

ATOM   1351  CD2 PHE    89      75.445  76.664  32.708  1.00  0.00

ATOM   1352  HD2 PHE    89      74.542  76.189  32.347  1.00  0.00

ATOM   1353  C   PHE    89      77.176  72.971  33.080  1.00  0.00

ATOM   1354  O   PHE    89      77.635  73.159  31.954  1.00  0.00

ATOM   1355  N   ARG    90      77.840  72.149  33.905  1.00  0.00

ATOM   1356  H   ARG    90      77.385  71.936  34.777  1.00  0.00

ATOM   1357  CA  ARG    90      79.143  71.583  33.597  1.00  0.00

ATOM   1358  HA  ARG    90      79.822  72.362  33.248  1.00  0.00

ATOM   1359  CB  ARG    90      79.776  70.930  34.816  1.00  0.00

ATOM   1360  HB1 ARG    90      79.059  70.228  35.242  1.00  0.00

ATOM   1361  HB2 ARG    90      79.915  71.662  35.616  1.00  0.00

ATOM   1362  CG  ARG    90      81.087  70.201  34.526  1.00  0.00

ATOM   1363  HG1 ARG    90      81.710  70.884  33.965  1.00  0.00

ATOM   1364  HG2 ARG    90      80.983  69.225  34.042  1.00  0.00

ATOM   1365  CD  ARG    90      81.697  69.927  35.903  1.00  0.00

ATOM   1366  HD1 ARG    90      81.009  69.410  36.579  1.00  0.00

ATOM   1367  HD2 ARG    90      81.994  70.849  36.399  1.00  0.00

ATOM   1368  NE  ARG    90      82.777  68.949  35.789  1.00  0.00

ATOM   1369  HE  ARG    90      83.754  69.220  35.778  1.00  0.00

ATOM   1370  CZ  ARG    90      82.637  67.616  35.828  1.00  0.00

ATOM   1371  NH1 ARG    90      81.524  66.956  35.498  1.00  0.00

ATOM   1372 1HH1 ARG    90      80.628  67.414  35.452  1.00  0.00

ATOM   1373 2HH1 ARG    90      81.494  65.947  35.546  1.00  0.00

ATOM   1374  NH2 ARG    90      83.699  66.909  36.221  1.00  0.00

ATOM   1375 1HH2 ARG    90      84.535  67.346  36.574  1.00  0.00

ATOM   1376 2HH2 ARG    90      83.745  65.928  35.967  1.00  0.00

ATOM   1377  C   ARG    90      79.125  70.697  32.355  1.00  0.00

ATOM   1378  O   ARG    90      80.131  70.579  31.661  1.00  0.00

ATOM   1379  N   VAL    91      77.994  70.041  32.109  1.00  0.00

ATOM   1380  H   VAL    91      77.229  70.221  32.750  1.00  0.00

ATOM   1381  CA  VAL    91      77.845  69.082  31.037  1.00  0.00

ATOM   1382  HA  VAL    91      78.795  68.555  31.033  1.00  0.00

ATOM   1383  CB  VAL    91      76.632  68.178  31.243  1.00  0.00

ATOM   1384  HB  VAL    91      75.658  68.666  31.308  1.00  0.00

ATOM   1385  CG1 VAL    91      76.460  67.228  30.061  1.00  0.00

ATOM   1386 1HG1 VAL    91      77.387  66.776  29.724  1.00  0.00

ATOM   1387 2HG1 VAL    91      75.725  66.476  30.338  1.00  0.00

ATOM   1388 3HG1 VAL    91      76.002  67.773  29.227  1.00  0.00

ATOM   1389  CG2 VAL    91      76.893  67.328  32.485  1.00  0.00

ATOM   1390 1HG2 VAL    91      76.740  67.986  33.336  1.00  0.00

ATOM   1391 2HG2 VAL    91      76.293  66.427  32.552  1.00  0.00

ATOM   1392 3HG2 VAL    91      77.958  67.056  32.462  1.00  0.00

ATOM   1393  C   VAL    91      77.652  69.822  29.714  1.00  0.00

ATOM   1394  O   VAL    91      78.049  69.288  28.681  1.00  0.00

ATOM   1395  N   PHE    92      77.047  71.011  29.708  1.00  0.00

ATOM   1396  H   PHE    92      76.774  71.427  30.582  1.00  0.00

ATOM   1397  CA  PHE    92      77.002  71.777  28.477  1.00  0.00

ATOM   1398  HA  PHE    92      76.808  71.075  27.659  1.00  0.00

ATOM   1399  CB  PHE    92      75.791  72.701  28.511  1.00  0.00

ATOM   1400  HB1 PHE    92      75.803  73.418  27.688  1.00  0.00

ATOM   1401  HB2 PHE    92      75.800  73.261  29.451  1.00  0.00

ATOM   1402  CG  PHE    92      74.483  71.961  28.454  1.00  0.00

ATOM   1403  CD1 PHE    92      73.890  71.630  29.680  1.00  0.00

ATOM   1404  HD1 PHE    92      74.350  71.903  30.615  1.00  0.00

ATOM   1405  CE1 PHE    92      72.637  70.992  29.672  1.00  0.00

ATOM   1406  HE1 PHE    92      72.165  70.837  30.632  1.00  0.00

ATOM   1407  CZ  PHE    92      72.047  70.594  28.467  1.00  0.00

ATOM   1408  HZ  PHE    92      71.082  70.121  28.568  1.00  0.00

ATOM   1409  CE2 PHE    92      72.649  70.976  27.262  1.00  0.00

ATOM   1410  HE2 PHE    92      72.174  70.848  26.311  1.00  0.00

ATOM   1411  CD2 PHE    92      73.922  71.571  27.226  1.00  0.00

ATOM   1412  HD2 PHE    92      74.387  71.783  26.274  1.00  0.00

ATOM   1413  C   PHE    92      78.244  72.551  28.043  1.00  0.00

ATOM   1414  O   PHE    92      78.650  72.401  26.893  1.00  0.00

ATOM   1415  N   ASP    93      78.865  73.317  28.935  1.00  0.00

ATOM   1416  H   ASP    93      78.621  73.257  29.915  1.00  0.00

ATOM   1417  CA  ASP    93      80.119  74.005  28.663  1.00  0.00

ATOM   1418  HA  ASP    93      80.031  74.432  27.666  1.00  0.00

ATOM   1419  CB  ASP    93      80.224  75.205  29.587  1.00  0.00

ATOM   1420  HB1 ASP    93      80.114  74.747  30.569  1.00  0.00

ATOM   1421  HB2 ASP    93      79.341  75.848  29.495  1.00  0.00

ATOM   1422  CG  ASP    93      81.392  76.175  29.427  1.00  0.00

ATOM   1423  OD1 ASP    93      81.984  76.205  28.331  1.00  0.00

ATOM   1424  OD2 ASP    93      81.725  76.859  30.413  1.00  0.00

ATOM   1425  C   ASP    93      81.304  73.045  28.606  1.00  0.00

ATOM   1426  O   ASP    93      81.768  72.456  29.574  1.00  0.00

ATOM   1427  N   LYS    94      81.851  72.877  27.395  1.00  0.00

ATOM   1428  H   LYS    94      81.431  73.486  26.713  1.00  0.00

ATOM   1429  CA  LYS    94      82.822  71.857  27.053  1.00  0.00

ATOM   1430  HA  LYS    94      82.637  70.960  27.642  1.00  0.00

ATOM   1431  CB  LYS    94      82.680  71.567  25.558  1.00  0.00

ATOM   1432  HB1 LYS    94      83.438  70.924  25.116  1.00  0.00

ATOM   1433  HB2 LYS    94      82.828  72.506  25.031  1.00  0.00

ATOM   1434  CG  LYS    94      81.364  71.012  25.017  1.00  0.00

ATOM   1435  HG1 LYS    94      81.440  70.690  23.983  1.00  0.00

ATOM   1436  HG2 LYS    94      80.731  71.892  25.065  1.00  0.00

ATOM   1437  CD  LYS    94      80.697  69.942  25.884  1.00  0.00

ATOM   1438  HD1 LYS    94      80.459  70.240  26.898  1.00  0.00

ATOM   1439  HD2 LYS    94      81.178  68.957  25.914  1.00  0.00

ATOM   1440  CE  LYS    94      79.322  69.612  25.308  1.00  0.00

ATOM   1441  HE1 LYS    94      79.330  69.347  24.252  1.00  0.00

ATOM   1442  HE2 LYS    94      78.822  70.577  25.437  1.00  0.00

ATOM   1443  NZ  LYS    94      78.660  68.528  26.042  1.00  0.00

ATOM   1444  HZ1 LYS    94      77.941  68.021  25.546  1.00  0.00

ATOM   1445  HZ2 LYS    94      79.381  67.855  26.276  1.00  0.00

ATOM   1446  HZ3 LYS    94      78.398  68.869  26.960  1.00  0.00

ATOM   1447  C   LYS    94      84.228  72.411  27.273  1.00  0.00

ATOM   1448  O   LYS    94      85.003  71.748  27.953  1.00  0.00

ATOM   1449  N   ASP    95      84.502  73.699  27.077  1.00  0.00

ATOM   1450  H   ASP    95      83.759  74.295  26.738  1.00  0.00

ATOM   1451  CA  ASP    95      85.779  74.397  27.133  1.00  0.00

ATOM   1452  HA  ASP    95      86.524  73.623  27.307  1.00  0.00

ATOM   1453  CB  ASP    95      85.961  75.095  25.791  1.00  0.00

ATOM   1454  HB1 ASP    95      85.647  74.451  24.964  1.00  0.00

ATOM   1455  HB2 ASP    95      87.039  75.170  25.723  1.00  0.00

ATOM   1456  CG  ASP    95      85.281  76.456  25.688  1.00  0.00

ATOM   1457  OD1 ASP    95      84.260  76.644  26.382  1.00  0.00

ATOM   1458  OD2 ASP    95      85.719  77.309  24.891  1.00  0.00

ATOM   1459  C   ASP    95      85.923  75.327  28.326  1.00  0.00

ATOM   1460  O   ASP    95      86.928  76.004  28.506  1.00  0.00

ATOM   1461  N   GLY    96      84.962  75.244  29.258  1.00  0.00

ATOM   1462  H   GLY    96      84.152  74.682  29.058  1.00  0.00

ATOM   1463  CA  GLY    96      85.077  75.757  30.606  1.00  0.00

ATOM   1464  HA1 GLY    96      85.956  75.439  31.159  1.00  0.00

ATOM   1465  HA2 GLY    96      84.178  75.333  31.041  1.00  0.00

ATOM   1466  C   GLY    96      85.028  77.279  30.748  1.00  0.00

ATOM   1467  O   GLY    96      85.519  77.824  31.723  1.00  0.00

ATOM   1468  N   ASN    97      84.581  78.031  29.741  1.00  0.00

ATOM   1469  H   ASN    97      83.918  77.649  29.090  1.00  0.00

ATOM   1470  CA  ASN    97      84.709  79.475  29.802  1.00  0.00

ATOM   1471  HA  ASN    97      85.661  79.736  30.268  1.00  0.00

ATOM   1472  CB  ASN    97      84.645  80.059  28.393  1.00  0.00

ATOM   1473  HB1 ASN    97      85.231  79.520  27.650  1.00  0.00

ATOM   1474  HB2 ASN    97      85.104  81.046  28.424  1.00  0.00

ATOM   1475  CG  ASN    97      83.264  80.223  27.769  1.00  0.00

ATOM   1476  OD1 ASN    97      82.402  79.359  27.928  1.00  0.00

ATOM   1477  ND2 ASN    97      82.948  81.397  27.215  1.00  0.00

ATOM   1478 1HD2 ASN    97      83.662  82.115  27.184  1.00  0.00

ATOM   1479 2HD2 ASN    97      82.046  81.518  26.777  1.00  0.00

ATOM   1480  C   ASN    97      83.651  80.035  30.735  1.00  0.00

ATOM   1481  O   ASN    97      83.732  81.222  31.070  1.00  0.00

ATOM   1482  N   GLY    98      82.627  79.279  31.134  1.00  0.00

ATOM   1483  H   GLY    98      82.657  78.328  30.790  1.00  0.00

ATOM   1484  CA  GLY    98      81.463  79.651  31.912  1.00  0.00

ATOM   1485  HA1 GLY    98      81.725  80.444  32.610  1.00  0.00

ATOM   1486  HA2 GLY    98      81.168  78.860  32.598  1.00  0.00

ATOM   1487  C   GLY    98      80.254  80.006  31.066  1.00  0.00

ATOM   1488  O   GLY    98      79.486  80.850  31.527  1.00  0.00

ATOM   1489  N   TYR    99      80.044  79.541  29.826  1.00  0.00

ATOM   1490  H   TYR    99      80.735  78.854  29.561  1.00  0.00

ATOM   1491  CA  TYR    99      78.975  79.844  28.896  1.00  0.00

ATOM   1492  HA  TYR    99      78.042  80.097  29.383  1.00  0.00

ATOM   1493  CB  TYR    99      79.162  81.093  28.049  1.00  0.00

ATOM   1494  HB1 TYR    99      78.278  81.221  27.408  1.00  0.00

ATOM   1495  HB2 TYR    99      80.068  80.855  27.486  1.00  0.00

ATOM   1496  CG  TYR    99      79.333  82.401  28.779  1.00  0.00

ATOM   1497  CD1 TYR    99      80.607  82.760  29.236  1.00  0.00

ATOM   1498  HD1 TYR    99      81.408  82.033  29.226  1.00  0.00

ATOM   1499  CE1 TYR    99      80.850  83.968  29.907  1.00  0.00

ATOM   1500  HE1 TYR    99      81.840  84.060  30.333  1.00  0.00

ATOM   1501  CZ  TYR    99      79.752  84.820  30.105  1.00  0.00

ATOM   1502  OH  TYR    99      80.018  85.939  30.835  1.00  0.00

ATOM   1503  HH  TYR    99      79.279  86.551  30.909  1.00  0.00

ATOM   1504  CE2 TYR    99      78.479  84.570  29.546  1.00  0.00

ATOM   1505  HE2 TYR    99      77.615  85.213  29.653  1.00  0.00

ATOM   1506  CD2 TYR    99      78.290  83.333  28.916  1.00  0.00

ATOM   1507  HD2 TYR    99      77.309  82.984  28.652  1.00  0.00

ATOM   1508  C   TYR    99      78.698  78.667  27.959  1.00  0.00

ATOM   1509  O   TYR    99      79.531  77.807  27.709  1.00  0.00

ATOM   1510  N   ILE   100      77.506  78.704  27.355  1.00  0.00

ATOM   1511  H   ILE   100      76.866  79.444  27.602  1.00  0.00

ATOM   1512  CA  ILE   100      76.982  77.665  26.499  1.00  0.00

ATOM   1513  HA  ILE   100      77.658  76.812  26.468  1.00  0.00

ATOM   1514  CB  ILE   100      75.797  76.964  27.144  1.00  0.00

ATOM   1515  HB  ILE   100      74.978  77.668  27.290  1.00  0.00

ATOM   1516  CG2 ILE   100      75.130  75.992  26.168  1.00  0.00

ATOM   1517 1HG2 ILE   100      74.965  76.542  25.245  1.00  0.00

ATOM   1518 2HG2 ILE   100      75.720  75.081  26.082  1.00  0.00

ATOM   1519 3HG2 ILE   100      74.113  75.922  26.548  1.00  0.00

ATOM   1520  CG1 ILE   100      75.970  76.210  28.462  1.00  0.00

ATOM   1521 1HG1 ILE   100      76.399  76.906  29.180  1.00  0.00

ATOM   1522 2HG1 ILE   100      76.691  75.414  28.318  1.00  0.00

ATOM   1523  CD  ILE   100      74.772  75.688  29.245  1.00  0.00

ATOM   1524  HD1 ILE   100      75.143  75.561  30.264  1.00  0.00

ATOM   1525  HD2 ILE   100      74.049  76.504  29.260  1.00  0.00

ATOM   1526  HD3 ILE   100      74.370  74.769  28.803  1.00  0.00

ATOM   1527  C   ILE   100      76.757  78.261  25.115  1.00  0.00

ATOM   1528  O   ILE   100      76.095  79.283  24.935  1.00  0.00

ATOM   1529  N   SER   101      77.229  77.526  24.101  1.00  0.00

ATOM   1530  H   SER   101      77.881  76.811  24.405  1.00  0.00

ATOM   1531  CA  SER   101      77.107  77.863  22.698  1.00  0.00

ATOM   1532  HA  SER   101      76.533  78.785  22.626  1.00  0.00

ATOM   1533  CB  SER   101      78.438  78.113  22.003  1.00  0.00

ATOM   1534  HB1 SER   101      79.188  78.738  22.505  1.00  0.00

ATOM   1535  HB2 SER   101      78.331  78.651  21.065  1.00  0.00

ATOM   1536  OG  SER   101      78.979  76.854  21.673  1.00  0.00

ATOM   1537  HG  SER   101      79.769  77.101  21.195  1.00  0.00

ATOM   1538  C   SER   101      76.193  76.892  21.958  1.00  0.00

ATOM   1539  O   SER   101      75.954  75.803  22.458  1.00  0.00

ATOM   1540  N   ALA   102      75.711  77.285  20.775  1.00  0.00

ATOM   1541  H   ALA   102      75.899  78.216  20.448  1.00  0.00

ATOM   1542  CA  ALA   102      74.854  76.426  19.976  1.00  0.00

ATOM   1543  HA  ALA   102      73.895  76.290  20.468  1.00  0.00

ATOM   1544  CB  ALA   102      74.393  77.103  18.696  1.00  0.00

ATOM   1545  HB1 ALA   102      75.272  77.348  18.104  1.00  0.00

ATOM   1546  HB2 ALA   102      73.789  76.363  18.157  1.00  0.00

ATOM   1547  HB3 ALA   102      73.798  78.002  18.860  1.00  0.00

ATOM   1548  C   ALA   102      75.413  75.056  19.586  1.00  0.00

ATOM   1549  O   ALA   102      74.742  74.032  19.642  1.00  0.00

ATOM   1550  N   ALA   103      76.699  75.043  19.228  1.00  0.00

ATOM   1551  H   ALA   103      77.186  75.924  19.163  1.00  0.00

ATOM   1552  CA  ALA   103      77.506  73.845  19.062  1.00  0.00

ATOM   1553  HA  ALA   103      76.879  73.232  18.401  1.00  0.00

ATOM   1554  CB  ALA   103      78.818  74.282  18.432  1.00  0.00

ATOM   1555  HB1 ALA   103      79.402  73.377  18.273  1.00  0.00

ATOM   1556  HB2 ALA   103      78.576  74.866  17.543  1.00  0.00

ATOM   1557  HB3 ALA   103      79.346  74.877  19.177  1.00  0.00

ATOM   1558  C   ALA   103      77.778  72.967  20.276  1.00  0.00

ATOM   1559  O   ALA   103      77.835  71.747  20.174  1.00  0.00

ATOM   1560  N   GLU   104      77.648  73.530  21.481  1.00  0.00

ATOM   1561  H   GLU   104      77.508  74.530  21.536  1.00  0.00

ATOM   1562  CA  GLU   104      77.773  72.867  22.761  1.00  0.00

ATOM   1563  HA  GLU   104      78.444  72.033  22.570  1.00  0.00

ATOM   1564  CB  GLU   104      78.358  73.792  23.811  1.00  0.00

ATOM   1565  HB1 GLU   104      78.320  73.350  24.806  1.00  0.00

ATOM   1566  HB2 GLU   104      77.724  74.676  23.773  1.00  0.00

ATOM   1567  CG  GLU   104      79.799  74.255  23.542  1.00  0.00

ATOM   1568  HG1 GLU   104      80.011  74.832  22.646  1.00  0.00

ATOM   1569  HG2 GLU   104      80.469  73.406  23.415  1.00  0.00

ATOM   1570  CD  GLU   104      80.260  75.161  24.675  1.00  0.00

ATOM   1571  OE1 GLU   104      79.732  76.235  25.030  1.00  0.00

ATOM   1572  OE2 GLU   104      81.342  74.940  25.269  1.00  0.00

ATOM   1573  C   GLU   104      76.479  72.177  23.180  1.00  0.00

ATOM   1574  O   GLU   104      76.473  70.973  23.443  1.00  0.00

ATOM   1575  N   LEU   105      75.388  72.897  22.920  1.00  0.00

ATOM   1576  H   LEU   105      75.598  73.846  22.650  1.00  0.00

ATOM   1577  CA  LEU   105      74.052  72.339  22.964  1.00  0.00

ATOM   1578  HA  LEU   105      73.873  71.874  23.930  1.00  0.00

ATOM   1579  CB  LEU   105      73.050  73.472  22.762  1.00  0.00

ATOM   1580  HB1 LEU   105      73.021  73.863  21.747  1.00  0.00

ATOM   1581  HB2 LEU   105      73.257  74.295  23.441  1.00  0.00

ATOM   1582  CG  LEU   105      71.595  73.075  22.987  1.00  0.00

ATOM   1583  HG  LEU   105      71.272  72.454  22.143  1.00  0.00

ATOM   1584  CD1 LEU   105      71.317  72.221  24.216  1.00  0.00

ATOM   1585 1HD1 LEU   105      71.465  72.789  25.141  1.00  0.00

ATOM   1586 2HD1 LEU   105      70.315  71.810  24.359  1.00  0.00

ATOM   1587 3HD1 LEU   105      71.987  71.368  24.275  1.00  0.00

ATOM   1588  CD2 LEU   105      70.705  74.308  22.831  1.00  0.00

ATOM   1589 1HD2 LEU   105      70.726  74.623  21.791  1.00  0.00

ATOM   1590 2HD2 LEU   105      69.723  74.088  23.251  1.00  0.00

ATOM   1591 3HD2 LEU   105      71.138  75.034  23.528  1.00  0.00

ATOM   1592  C   LEU   105      73.819  71.185  21.999  1.00  0.00

ATOM   1593  O   LEU   105      73.284  70.164  22.433  1.00  0.00

ATOM   1594  N   ARG   106      74.387  71.345  20.804  1.00  0.00

ATOM   1595  H   ARG   106      74.786  72.248  20.603  1.00  0.00

ATOM   1596  CA  ARG   106      74.278  70.410  19.694  1.00  0.00

ATOM   1597  HA  ARG   106      73.247  70.099  19.518  1.00  0.00

ATOM   1598  CB  ARG   106      74.833  71.043  18.429  1.00  0.00

ATOM   1599  HB1 ARG   106      75.899  71.174  18.566  1.00  0.00

ATOM   1600  HB2 ARG   106      74.307  71.999  18.351  1.00  0.00

ATOM   1601  CG  ARG   106      74.527  70.328  17.114  1.00  0.00

ATOM   1602  HG1 ARG   106      73.450  70.390  16.920  1.00  0.00

ATOM   1603  HG2 ARG   106      74.958  69.332  17.176  1.00  0.00

ATOM   1604  CD  ARG   106      75.288  70.897  15.921  1.00  0.00

ATOM   1605  HD1 ARG   106      74.981  70.413  14.982  1.00  0.00

ATOM   1606  HD2 ARG   106      76.335  70.614  15.819  1.00  0.00

ATOM   1607  NE  ARG   106      75.106  72.341  15.820  1.00  0.00

ATOM   1608  HE  ARG   106      74.198  72.776  15.821  1.00  0.00

ATOM   1609  CZ  ARG   106      76.021  73.324  15.767  1.00  0.00

ATOM   1610  NH1 ARG   106      77.338  73.111  15.828  1.00  0.00

ATOM   1611 1HH1 ARG   106      77.702  72.202  16.076  1.00  0.00

ATOM   1612 2HH1 ARG   106      77.914  73.943  15.852  1.00  0.00

ATOM   1613  NH2 ARG   106      75.610  74.599  15.663  1.00  0.00

ATOM   1614 1HH2 ARG   106      74.622  74.690  15.455  1.00  0.00

ATOM   1615 2HH2 ARG   106      76.202  75.366  15.394  1.00  0.00

ATOM   1616  C   ARG   106      74.991  69.078  19.895  1.00  0.00

ATOM   1617  O   ARG   106      74.581  68.056  19.351  1.00  0.00

ATOM   1618  N   HIS   107      76.025  69.061  20.730  1.00  0.00

ATOM   1619  H   HIS   107      76.387  69.975  20.960  1.00  0.00

ATOM   1620  CA  HIS   107      76.705  67.891  21.250  1.00  0.00

ATOM   1621  HA  HIS   107      77.021  67.217  20.459  1.00  0.00

ATOM   1622  CB  HIS   107      78.044  68.273  21.878  1.00  0.00

ATOM   1623  HB1 HIS   107      77.759  68.723  22.824  1.00  0.00

ATOM   1624  HB2 HIS   107      78.590  68.932  21.195  1.00  0.00

ATOM   1625  CG  HIS   107      79.046  67.158  22.038  1.00  0.00

ATOM   1626  ND1 HIS   107      79.676  66.826  23.227  1.00  0.00

ATOM   1627  CE1 HIS   107      80.330  65.686  23.032  1.00  0.00

ATOM   1628  HE1 HIS   107      80.946  65.210  23.782  1.00  0.00

ATOM   1629  NE2 HIS   107      80.264  65.405  21.723  1.00  0.00

ATOM   1630  HE2 HIS   107      80.830  64.688  21.292  1.00  0.00

ATOM   1631  CD2 HIS   107      79.469  66.314  21.048  1.00  0.00

ATOM   1632  HD2 HIS   107      79.205  66.192  20.008  1.00  0.00

ATOM   1633  C   HIS   107      75.758  67.109  22.158  1.00  0.00

ATOM   1634  O   HIS   107      75.491  65.945  21.860  1.00  0.00

ATOM   1635  N   VAL   108      75.019  67.785  23.030  1.00  0.00

ATOM   1636  H   VAL   108      75.170  68.754  23.287  1.00  0.00

ATOM   1637  CA  VAL   108      74.105  67.085  23.908  1.00  0.00

ATOM   1638  HA  VAL   108      74.635  66.223  24.318  1.00  0.00

ATOM   1639  CB  VAL   108      73.840  67.902  25.167  1.00  0.00

ATOM   1640  HB  VAL   108      73.327  68.766  24.739  1.00  0.00

ATOM   1641  CG1 VAL   108      72.925  67.169  26.152  1.00  0.00

ATOM   1642 1HG1 VAL   108      73.374  66.236  26.504  1.00  0.00

ATOM   1643 2HG1 VAL   108      72.723  67.835  26.992  1.00  0.00

ATOM   1644 3HG1 VAL   108      72.006  66.809  25.697  1.00  0.00

ATOM   1645  CG2 VAL   108      75.090  68.351  25.901  1.00  0.00

ATOM   1646 1HG2 VAL   108      74.758  68.899  26.777  1.00  0.00

ATOM   1647 2HG2 VAL   108      75.538  67.512  26.446  1.00  0.00

ATOM   1648 3HG2 VAL   108      75.845  68.884  25.329  1.00  0.00

ATOM   1649  C   VAL   108      72.875  66.544  23.202  1.00  0.00

ATOM   1650  O   VAL   108      72.524  65.365  23.307  1.00  0.00

ATOM   1651  N   MET   109      72.234  67.344  22.344  1.00  0.00

ATOM   1652  H   MET   109      72.589  68.283  22.350  1.00  0.00

ATOM   1653  CA  MET   109      71.134  66.983  21.466  1.00  0.00

ATOM   1654  HA  MET   109      70.246  66.753  22.051  1.00  0.00

ATOM   1655  CB  MET   109      70.943  68.256  20.649  1.00  0.00

ATOM   1656  HB1 MET   109      71.869  68.422  20.108  1.00  0.00

ATOM   1657  HB2 MET   109      70.778  69.077  21.344  1.00  0.00

ATOM   1658  CG  MET   109      69.725  68.240  19.725  1.00  0.00

ATOM   1659  HG1 MET   109      69.535  69.283  19.446  1.00  0.00

ATOM   1660  HG2 MET   109      68.912  67.771  20.262  1.00  0.00

ATOM   1661  SD  MET   109      69.853  67.300  18.178  1.00  0.00

ATOM   1662  CE  MET   109      71.025  68.388  17.339  1.00  0.00

ATOM   1663  HE1 MET   109      70.599  69.390  17.255  1.00  0.00

ATOM   1664  HE2 MET   109      71.957  68.514  17.891  1.00  0.00

ATOM   1665  HE3 MET   109      71.197  68.010  16.337  1.00  0.00

ATOM   1666  C   MET   109      71.412  65.813  20.524  1.00  0.00

ATOM   1667  O   MET   109      70.599  64.892  20.506  1.00  0.00

ATOM   1668  N   THR   110      72.586  65.820  19.899  1.00  0.00

ATOM   1669  H   THR   110      73.277  66.510  20.158  1.00  0.00

ATOM   1670  CA  THR   110      72.912  64.750  18.966  1.00  0.00

ATOM   1671  HA  THR   110      71.994  64.585  18.405  1.00  0.00

ATOM   1672  CB  THR   110      74.009  65.176  18.002  1.00  0.00

ATOM   1673  HB  THR   110      74.956  65.165  18.537  1.00  0.00

ATOM   1674  CG2 THR   110      74.289  64.132  16.916  1.00  0.00

ATOM   1675 1HG2 THR   110      74.961  64.654  16.225  1.00  0.00

ATOM   1676 2HG2 THR   110      74.876  63.256  17.181  1.00  0.00

ATOM   1677 3HG2 THR   110      73.446  63.824  16.292  1.00  0.00

ATOM   1678  OG1 THR   110      73.701  66.432  17.440  1.00  0.00

ATOM   1679  HG1 THR   110      74.109  67.042  18.063  1.00  0.00

ATOM   1680  C   THR   110      73.328  63.452  19.653  1.00  0.00

ATOM   1681  O   THR   110      73.138  62.337  19.163  1.00  0.00

ATOM   1682  N   ASN   111      73.989  63.440  20.810  1.00  0.00

ATOM   1683  H   ASN   111      74.434  64.304  21.087  1.00  0.00

ATOM   1684  CA  ASN   111      74.254  62.254  21.601  1.00  0.00

ATOM   1685  HA  ASN   111      74.580  61.487  20.897  1.00  0.00

ATOM   1686  CB  ASN   111      75.331  62.489  22.655  1.00  0.00

ATOM   1687  HB1 ASN   111      75.295  61.564  23.234  1.00  0.00

ATOM   1688  HB2 ASN   111      75.149  63.365  23.285  1.00  0.00

ATOM   1689  CG  ASN   111      76.803  62.529  22.266  1.00  0.00

ATOM   1690  OD1 ASN   111      77.193  62.786  21.130  1.00  0.00

ATOM   1691  ND2 ASN   111      77.739  62.354  23.196  1.00  0.00

ATOM   1692 1HD2 ASN   111      77.391  62.190  24.125  1.00  0.00

ATOM   1693 2HD2 ASN   111      78.732  62.386  23.009  1.00  0.00

ATOM   1694  C   ASN   111      72.965  61.697  22.191  1.00  0.00

ATOM   1695  O   ASN   111      72.808  60.491  22.018  1.00  0.00

ATOM   1696  N   LEU   112      72.077  62.464  22.828  1.00  0.00

ATOM   1697  H   LEU   112      72.254  63.446  22.999  1.00  0.00

ATOM   1698  CA  LEU   112      70.745  62.054  23.207  1.00  0.00

ATOM   1699  HA  LEU   112      70.843  61.093  23.726  1.00  0.00

ATOM   1700  CB  LEU   112      70.139  63.046  24.198  1.00  0.00

ATOM   1701  HB1 LEU   112      69.119  62.723  24.398  1.00  0.00

ATOM   1702  HB2 LEU   112      69.963  63.919  23.564  1.00  0.00

ATOM   1703  CG  LEU   112      70.896  63.437  25.463  1.00  0.00

ATOM   1704  HG  LEU   112      71.949  63.672  25.264  1.00  0.00

ATOM   1705  CD1 LEU   112      70.196  64.645  26.063  1.00  0.00

ATOM   1706 1HD1 LEU   112      70.767  64.943  26.932  1.00  0.00

ATOM   1707 2HD1 LEU   112      70.119  65.448  25.327  1.00  0.00

ATOM   1708 3HD1 LEU   112      69.146  64.422  26.283  1.00  0.00

ATOM   1709  CD2 LEU   112      70.790  62.289  26.468  1.00  0.00

ATOM   1710 1HD2 LEU   112      69.738  62.109  26.670  1.00  0.00

ATOM   1711 2HD2 LEU   112      71.273  61.427  25.995  1.00  0.00

ATOM   1712 3HD2 LEU   112      71.278  62.489  27.430  1.00  0.00

ATOM   1713  C   LEU   112      69.790  61.721  22.073  1.00  0.00

ATOM   1714  O   LEU   112      68.614  61.417  22.275  1.00  0.00

ATOM   1715  N   GLY   113      70.219  61.844  20.814  1.00  0.00

ATOM   1716  H   GLY   113      71.136  62.243  20.652  1.00  0.00

ATOM   1717  CA  GLY   113      69.482  61.286  19.703  1.00  0.00

ATOM   1718  HA1 GLY   113      69.201  60.279  19.976  1.00  0.00

ATOM   1719  HA2 GLY   113      70.115  61.116  18.837  1.00  0.00

ATOM   1720  C   GLY   113      68.175  61.973  19.336  1.00  0.00

ATOM   1721  O   GLY   113      67.236  61.397  18.787  1.00  0.00

ATOM   1722  N   GLU   114      68.060  63.274  19.598  1.00  0.00

ATOM   1723  H   GLU   114      68.798  63.692  20.144  1.00  0.00

ATOM   1724  CA  GLU   114      66.925  64.140  19.335  1.00  0.00

ATOM   1725  HA  GLU   114      66.003  63.662  19.667  1.00  0.00

ATOM   1726  CB  GLU   114      67.128  65.363  20.219  1.00  0.00

ATOM   1727  HB1 GLU   114      66.560  66.287  20.080  1.00  0.00

ATOM   1728  HB2 GLU   114      68.177  65.600  20.034  1.00  0.00

ATOM   1729  CG  GLU   114      66.887  65.200  21.722  1.00  0.00

ATOM   1730  HG1 GLU   114      67.119  66.129  22.247  1.00  0.00

ATOM   1731  HG2 GLU   114      67.674  64.634  22.231  1.00  0.00

ATOM   1732  CD  GLU   114      65.498  64.835  22.216  1.00  0.00

ATOM   1733  OE1 GLU   114      65.491  64.089  23.209  1.00  0.00

ATOM   1734  OE2 GLU   114      64.445  65.128  21.593  1.00  0.00

ATOM   1735  C   GLU   114      66.775  64.649  17.912  1.00  0.00

ATOM   1736  O   GLU   114      65.794  65.362  17.692  1.00  0.00

ATOM   1737  N   LYS   115      67.710  64.429  16.980  1.00  0.00

ATOM   1738  H   LYS   115      68.605  63.997  17.181  1.00  0.00

ATOM   1739  CA  LYS   115      67.648  64.731  15.560  1.00  0.00

ATOM   1740  HA  LYS   115      68.681  64.596  15.257  1.00  0.00

ATOM   1741  CB  LYS   115      66.768  63.678  14.897  1.00  0.00

ATOM   1742  HB1 LYS   115      66.481  64.000  13.900  1.00  0.00

ATOM   1743  HB2 LYS   115      65.933  63.652  15.584  1.00  0.00

ATOM   1744  CG  LYS   115      67.321  62.255  14.833  1.00  0.00

ATOM   1745  HG1 LYS   115      67.592  61.940  15.838  1.00  0.00

ATOM   1746  HG2 LYS   115      68.136  62.297  14.112  1.00  0.00

ATOM   1747  CD  LYS   115      66.309  61.236  14.315  1.00  0.00

ATOM   1748  HD1 LYS   115      66.075  61.491  13.290  1.00  0.00

ATOM   1749  HD2 LYS   115      65.508  61.157  15.049  1.00  0.00

ATOM   1750  CE  LYS   115      67.040  59.893  14.355  1.00  0.00

ATOM   1751  HE1 LYS   115      66.230  59.170  14.285  1.00  0.00

ATOM   1752  HE2 LYS   115      67.497  59.859  15.345  1.00  0.00

ATOM   1753  NZ  LYS   115      67.972  59.763  13.224  1.00  0.00

ATOM   1754  HZ1 LYS   115      68.743  60.416  13.306  1.00  0.00

ATOM   1755  HZ2 LYS   115      68.450  58.877  13.154  1.00  0.00

ATOM   1756  HZ3 LYS   115      67.505  59.930  12.346  1.00  0.00

ATOM   1757  C   LYS   115      67.286  66.155  15.185  1.00  0.00

ATOM   1758  O   LYS   115      66.914  66.455  14.048  1.00  0.00

ATOM   1759  N   LEU   116      67.449  67.067  16.151  1.00  0.00

ATOM   1760  H   LEU   116      67.865  66.790  17.022  1.00  0.00

ATOM   1761  CA  LEU   116      67.063  68.457  15.990  1.00  0.00

ATOM   1762  HA  LEU   116      66.018  68.574  15.711  1.00  0.00

ATOM   1763  CB  LEU   116      67.262  69.202  17.299  1.00  0.00

ATOM   1764  HB1 LEU   116      68.209  69.737  17.439  1.00  0.00

ATOM   1765  HB2 LEU   116      67.247  68.416  18.053  1.00  0.00

ATOM   1766  CG  LEU   116      66.301  70.222  17.897  1.00  0.00

ATOM   1767  HG  LEU   116      66.110  71.066  17.234  1.00  0.00

ATOM   1768  CD1 LEU   116      64.928  69.615  18.192  1.00  0.00

ATOM   1769 1HD1 LEU   116      64.217  70.378  18.493  1.00  0.00

ATOM   1770 2HD1 LEU   116      64.546  69.152  17.276  1.00  0.00

ATOM   1771 3HD1 LEU   116      64.880  68.831  18.949  1.00  0.00

ATOM   1772  CD2 LEU   116      66.815  70.790  19.212  1.00  0.00

ATOM   1773 1HD2 LEU   116      67.752  71.347  19.097  1.00  0.00

ATOM   1774 2HD2 LEU   116      66.087  71.465  19.666  1.00  0.00

ATOM   1775 3HD2 LEU   116      66.995  69.925  19.846  1.00  0.00

ATOM   1776  C   LEU   116      67.873  69.077  14.857  1.00  0.00

ATOM   1777  O   LEU   116      69.077  68.858  14.725  1.00  0.00

ATOM   1778  N   THR   117      67.206  69.938  14.091  1.00  0.00

ATOM   1779  H   THR   117      66.224  70.012  14.304  1.00  0.00

ATOM   1780  CA  THR   117      67.864  70.808  13.138  1.00  0.00

ATOM   1781  HA  THR   117      68.677  70.182  12.771  1.00  0.00

ATOM   1782  CB  THR   117      66.918  71.273  12.036  1.00  0.00

ATOM   1783  HB  THR   117      67.357  72.080  11.442  1.00  0.00

ATOM   1784  CG2 THR   117      66.686  70.100  11.092  1.00  0.00

ATOM   1785 1HG2 THR   117      67.578  69.504  10.923  1.00  0.00

ATOM   1786 2HG2 THR   117      65.870  69.489  11.500  1.00  0.00

ATOM   1787 3HG2 THR   117      66.399  70.488  10.110  1.00  0.00

ATOM   1788  OG1 THR   117      65.707  71.749  12.581  1.00  0.00

ATOM   1789  HG1 THR   117      65.298  72.359  11.950  1.00  0.00

ATOM   1790  C   THR   117      68.617  71.954  13.796  1.00  0.00

ATOM   1791  O   THR   117      68.237  72.575  14.784  1.00  0.00

ATOM   1792  N   ASP   118      69.662  72.449  13.119  1.00  0.00

ATOM   1793  H   ASP   118      69.985  71.842  12.384  1.00  0.00

ATOM   1794  CA  ASP   118      70.500  73.504  13.637  1.00  0.00

ATOM   1795  HA  ASP   118      70.731  73.394  14.695  1.00  0.00

ATOM   1796  CB  ASP   118      71.813  73.581  12.860  1.00  0.00

ATOM   1797  HB1 ASP   118      71.733  73.794  11.800  1.00  0.00

ATOM   1798  HB2 ASP   118      72.233  72.568  12.914  1.00  0.00

ATOM   1799  CG  ASP   118      72.837  74.413  13.610  1.00  0.00

ATOM   1800  OD1 ASP   118      73.304  75.441  13.074  1.00  0.00

ATOM   1801  OD2 ASP   118      73.027  74.116  14.813  1.00  0.00

ATOM   1802  C   ASP   118      69.856  74.881  13.519  1.00  0.00

ATOM   1803  O   ASP   118      70.291  75.837  14.155  1.00  0.00

ATOM   1804  N   GLU   119      68.781  74.973  12.728  1.00  0.00

ATOM   1805  H   GLU   119      68.525  74.113  12.262  1.00  0.00

ATOM   1806  CA  GLU   119      67.974  76.177  12.731  1.00  0.00

ATOM   1807  HA  GLU   119      68.563  77.057  12.971  1.00  0.00

ATOM   1808  CB  GLU   119      67.272  76.384  11.400  1.00  0.00

ATOM   1809  HB1 GLU   119      66.706  77.316  11.467  1.00  0.00

ATOM   1810  HB2 GLU   119      66.800  75.412  11.245  1.00  0.00

ATOM   1811  CG  GLU   119      68.273  76.463  10.244  1.00  0.00

ATOM   1812  HG1 GLU   119      68.871  75.558  10.144  1.00  0.00

ATOM   1813  HG2 GLU   119      68.885  77.363  10.334  1.00  0.00

ATOM   1814  CD  GLU   119      67.535  76.630   8.925  1.00  0.00

ATOM   1815  OE1 GLU   119      67.626  77.714   8.313  1.00  0.00

ATOM   1816  OE2 GLU   119      66.820  75.695   8.484  1.00  0.00

ATOM   1817  C   GLU   119      66.928  76.145  13.844  1.00  0.00

ATOM   1818  O   GLU   119      66.289  77.180  14.015  1.00  0.00

ATOM   1819  N   GLU   120      66.700  75.052  14.579  1.00  0.00

ATOM   1820  H   GLU   120      67.237  74.232  14.314  1.00  0.00

ATOM   1821  CA  GLU   120      65.833  74.843  15.712  1.00  0.00

ATOM   1822  HA  GLU   120      65.273  75.768  15.852  1.00  0.00

ATOM   1823  CB  GLU   120      64.796  73.726  15.545  1.00  0.00

ATOM   1824  HB1 GLU   120      65.344  72.793  15.388  1.00  0.00

ATOM   1825  HB2 GLU   120      64.296  73.943  14.597  1.00  0.00

ATOM   1826  CG  GLU   120      63.728  73.646  16.631  1.00  0.00

ATOM   1827  HG1 GLU   120      63.391  74.654  16.868  1.00  0.00

ATOM   1828  HG2 GLU   120      64.226  73.195  17.487  1.00  0.00

ATOM   1829  CD  GLU   120      62.646  72.691  16.158  1.00  0.00

ATOM   1830  OE1 GLU   120      61.566  73.177  15.757  1.00  0.00

ATOM   1831  OE2 GLU   120      62.871  71.462  16.094  1.00  0.00

ATOM   1832  C   GLU   120      66.626  74.726  17.000  1.00  0.00

ATOM   1833  O   GLU   120      66.081  75.114  18.030  1.00  0.00

ATOM   1834  N   VAL   121      67.918  74.380  17.029  1.00  0.00

ATOM   1835  H   VAL   121      68.293  74.041  16.150  1.00  0.00

ATOM   1836  CA  VAL   121      68.884  74.604  18.084  1.00  0.00

ATOM   1837  HA  VAL   121      68.595  74.081  18.995  1.00  0.00

ATOM   1838  CB  VAL   121      70.184  73.892  17.702  1.00  0.00

ATOM   1839  HB  VAL   121      70.446  74.190  16.689  1.00  0.00

ATOM   1840  CG1 VAL   121      71.389  74.096  18.624  1.00  0.00

ATOM   1841 1HG1 VAL   121      71.415  75.097  19.044  1.00  0.00

ATOM   1842 2HG1 VAL   121      71.362  73.535  19.551  1.00  0.00

ATOM   1843 3HG1 VAL   121      72.312  73.897  18.089  1.00  0.00

ATOM   1844  CG2 VAL   121      70.111  72.375  17.677  1.00  0.00

ATOM   1845 1HG2 VAL   121      71.101  72.021  17.387  1.00  0.00

ATOM   1846 2HG2 VAL   121      69.874  71.866  18.610  1.00  0.00

ATOM   1847 3HG2 VAL   121      69.389  71.978  16.963  1.00  0.00

ATOM   1848  C   VAL   121      69.023  76.102  18.298  1.00  0.00

ATOM   1849  O   VAL   121      69.237  76.533  19.425  1.00  0.00

ATOM   1850  N   ASP   122      68.763  76.953  17.295  1.00  0.00

ATOM   1851  H   ASP   122      68.697  76.423  16.436  1.00  0.00

ATOM   1852  CA  ASP   122      68.659  78.391  17.345  1.00  0.00

ATOM   1853  HA  ASP   122      69.461  78.801  17.962  1.00  0.00

ATOM   1854  CB  ASP   122      68.806  79.001  15.958  1.00  0.00

ATOM   1855  HB1 ASP   122      67.960  78.757  15.317  1.00  0.00

ATOM   1856  HB2 ASP   122      69.707  78.512  15.575  1.00  0.00

ATOM   1857  CG  ASP   122      68.928  80.521  15.984  1.00  0.00

ATOM   1858  OD1 ASP   122      70.006  80.979  16.433  1.00  0.00

ATOM   1859  OD2 ASP   122      67.924  81.167  15.649  1.00  0.00

ATOM   1860  C   ASP   122      67.362  78.805  18.020  1.00  0.00

ATOM   1861  O   ASP   122      67.536  79.570  18.970  1.00  0.00

ATOM   1862  N   GLU   123      66.204  78.238  17.683  1.00  0.00

ATOM   1863  H   GLU   123      66.239  77.424  17.087  1.00  0.00

ATOM   1864  CA  GLU   123      65.018  78.490  18.474  1.00  0.00

ATOM   1865  HA  GLU   123      64.932  79.582  18.481  1.00  0.00

ATOM   1866  CB  GLU   123      63.868  77.807  17.745  1.00  0.00

ATOM   1867  HB1 GLU   123      63.052  77.810  18.470  1.00  0.00

ATOM   1868  HB2 GLU   123      64.132  76.760  17.590  1.00  0.00

ATOM   1869  CG  GLU   123      63.334  78.483  16.486  1.00  0.00

ATOM   1870  HG1 GLU   123      64.169  78.520  15.788  1.00  0.00

ATOM   1871  HG2 GLU   123      63.110  79.545  16.505  1.00  0.00

ATOM   1872  CD  GLU   123      62.235  77.628  15.853  1.00  0.00

ATOM   1873  OE1 GLU   123      62.472  77.044  14.776  1.00  0.00

ATOM   1874  OE2 GLU   123      61.174  77.416  16.481  1.00  0.00

ATOM   1875  C   GLU   123      65.127  78.044  19.929  1.00  0.00

ATOM   1876  O   GLU   123      64.505  78.693  20.771  1.00  0.00

ATOM   1877  N   MET   124      65.952  77.045  20.237  1.00  0.00

ATOM   1878  H   MET   124      66.460  76.621  19.470  1.00  0.00

ATOM   1879  CA  MET   124      66.118  76.444  21.548  1.00  0.00

ATOM   1880  HA  MET   124      65.133  76.445  22.007  1.00  0.00

ATOM   1881  CB  MET   124      66.541  74.988  21.384  1.00  0.00

ATOM   1882  HB1 MET   124      67.554  75.114  21.020  1.00  0.00

ATOM   1883  HB2 MET   124      65.914  74.496  20.633  1.00  0.00

ATOM   1884  CG  MET   124      66.620  74.284  22.735  1.00  0.00

ATOM   1885  HG1 MET   124      65.596  74.282  23.112  1.00  0.00

ATOM   1886  HG2 MET   124      67.334  74.665  23.473  1.00  0.00

ATOM   1887  SD  MET   124      67.029  72.521  22.576  1.00  0.00

ATOM   1888  CE  MET   124      66.802  72.028  24.299  1.00  0.00

ATOM   1889  HE1 MET   124      67.354  72.672  24.973  1.00  0.00

ATOM   1890  HE2 MET   124      65.744  72.135  24.547  1.00  0.00

ATOM   1891  HE3 MET   124      67.072  70.989  24.491  1.00  0.00

ATOM   1892  C   MET   124      67.057  77.255  22.419  1.00  0.00

ATOM   1893  O   MET   124      66.630  77.728  23.471  1.00  0.00

ATOM   1894  N   ILE   125      68.297  77.488  21.957  1.00  0.00

ATOM   1895  H   ILE   125      68.403  77.289  20.973  1.00  0.00

ATOM   1896  CA  ILE   125      69.153  78.434  22.644  1.00  0.00

ATOM   1897  HA  ILE   125      69.326  78.016  23.639  1.00  0.00

ATOM   1898  CB  ILE   125      70.562  78.524  22.067  1.00  0.00

ATOM   1899  HB  ILE   125      70.886  77.488  21.931  1.00  0.00

ATOM   1900  CG2 ILE   125      70.696  79.207  20.712  1.00  0.00

ATOM   1901 1HG2 ILE   125      71.623  78.934  20.204  1.00  0.00

ATOM   1902 2HG2 ILE   125      69.837  79.086  20.054  1.00  0.00

ATOM   1903 3HG2 ILE   125      70.738  80.300  20.687  1.00  0.00

ATOM   1904  CG1 ILE   125      71.634  79.094  22.995  1.00  0.00

ATOM   1905 1HG1 ILE   125      71.640  78.543  23.931  1.00  0.00

ATOM   1906 2HG1 ILE   125      71.365  80.129  23.227  1.00  0.00

ATOM   1907  CD  ILE   125      73.107  79.048  22.610  1.00  0.00

ATOM   1908  HD1 ILE   125      73.759  79.022  23.475  1.00  0.00

ATOM   1909  HD2 ILE   125      73.293  78.152  22.010  1.00  0.00

ATOM   1910  HD3 ILE   125      73.378  79.883  21.958  1.00  0.00

ATOM   1911  C   ILE   125      68.605  79.835  22.846  1.00  0.00

ATOM   1912  O   ILE   125      68.692  80.296  23.974  1.00  0.00

ATOM   1913  N   ARG   126      67.915  80.449  21.876  1.00  0.00

ATOM   1914  H   ARG   126      67.903  80.012  20.969  1.00  0.00

ATOM   1915  CA  ARG   126      67.208  81.703  22.026  1.00  0.00

ATOM   1916  HA  ARG   126      67.880  82.384  22.565  1.00  0.00

ATOM   1917  CB  ARG   126      66.977  82.403  20.684  1.00  0.00

ATOM   1918  HB1 ARG   126      66.102  82.020  20.166  1.00  0.00

ATOM   1919  HB2 ARG   126      67.829  82.220  20.029  1.00  0.00

ATOM   1920  CG  ARG   126      66.898  83.918  20.741  1.00  0.00

ATOM   1921  HG1 ARG   126      67.617  84.286  21.476  1.00  0.00

ATOM   1922  HG2 ARG   126      65.907  84.144  21.153  1.00  0.00

ATOM   1923  CD  ARG   126      67.005  84.579  19.373  1.00  0.00

ATOM   1924  HD1 ARG   126      66.208  84.126  18.784  1.00  0.00

ATOM   1925  HD2 ARG   126      68.001  84.512  18.949  1.00  0.00

ATOM   1926  NE  ARG   126      66.694  86.001  19.531  1.00  0.00

ATOM   1927  HE  ARG   126      67.500  86.594  19.355  1.00  0.00

ATOM   1928  CZ  ARG   126      65.537  86.667  19.567  1.00  0.00

ATOM   1929  NH1 ARG   126      64.328  86.102  19.611  1.00  0.00

ATOM   1930 1HH1 ARG   126      64.199  85.107  19.506  1.00  0.00

ATOM   1931 2HH1 ARG   126      63.536  86.721  19.534  1.00  0.00

ATOM   1932  NH2 ARG   126      65.500  88.009  19.572  1.00  0.00

ATOM   1933 1HH2 ARG   126      66.395  88.451  19.423  1.00  0.00

ATOM   1934 2HH2 ARG   126      64.616  88.486  19.664  1.00  0.00

ATOM   1935  C   ARG   126      65.935  81.691  22.855  1.00  0.00

ATOM   1936  O   ARG   126      65.427  82.723  23.318  1.00  0.00

ATOM   1937  N   GLU   127      65.453  80.498  23.178  1.00  0.00

ATOM   1938  H   GLU   127      65.783  79.741  22.604  1.00  0.00

ATOM   1939  CA  GLU   127      64.465  80.384  24.239  1.00  0.00

ATOM   1940  HA  GLU   127      63.815  81.239  24.064  1.00  0.00

ATOM   1941  CB  GLU   127      63.487  79.221  24.066  1.00  0.00

ATOM   1942  HB1 GLU   127      64.085  78.336  24.283  1.00  0.00

ATOM   1943  HB2 GLU   127      63.110  79.221  23.050  1.00  0.00

ATOM   1944  CG  GLU   127      62.258  79.199  24.974  1.00  0.00

ATOM   1945  HG1 GLU   127      61.595  80.051  24.826  1.00  0.00

ATOM   1946  HG2 GLU   127      62.547  79.151  26.023  1.00  0.00

ATOM   1947  CD  GLU   127      61.594  77.859  24.699  1.00  0.00

ATOM   1948  OE1 GLU   127      60.702  77.774  23.830  1.00  0.00

ATOM   1949  OE2 GLU   127      61.852  76.913  25.479  1.00  0.00

ATOM   1950  C   GLU   127      64.965  80.504  25.668  1.00  0.00

ATOM   1951  O   GLU   127      64.296  81.106  26.505  1.00  0.00

ATOM   1952  N   ALA   128      66.265  80.251  25.809  1.00  0.00

ATOM   1953  H   ALA   128      66.717  79.907  24.974  1.00  0.00

ATOM   1954  CA  ALA   128      66.965  80.212  27.077  1.00  0.00

ATOM   1955  HA  ALA   128      66.259  80.138  27.913  1.00  0.00

ATOM   1956  CB  ALA   128      67.775  78.924  27.110  1.00  0.00

ATOM   1957  HB1 ALA   128      68.158  78.802  28.125  1.00  0.00

ATOM   1958  HB2 ALA   128      67.113  78.079  26.936  1.00  0.00

ATOM   1959  HB3 ALA   128      68.600  78.996  26.409  1.00  0.00

ATOM   1960  C   ALA   128      67.859  81.437  27.214  1.00  0.00

ATOM   1961  O   ALA   128      67.899  82.049  28.275  1.00  0.00

ATOM   1962  N   ASP   129      68.597  81.868  26.184  1.00  0.00

ATOM   1963  H   ASP   129      68.493  81.374  25.311  1.00  0.00

ATOM   1964  CA  ASP   129      69.375  83.097  26.217  1.00  0.00

ATOM   1965  HA  ASP   129      70.041  82.968  27.080  1.00  0.00

ATOM   1966  CB  ASP   129      70.212  83.373  24.982  1.00  0.00

ATOM   1967  HB1 ASP   129      69.626  83.776  24.159  1.00  0.00

ATOM   1968  HB2 ASP   129      70.674  82.422  24.729  1.00  0.00

ATOM   1969  CG  ASP   129      71.398  84.247  25.372  1.00  0.00

ATOM   1970  OD1 ASP   129      72.566  83.795  25.358  1.00  0.00

ATOM   1971  OD2 ASP   129      71.233  85.444  25.703  1.00  0.00

ATOM   1972  C   ASP   129      68.481  84.310  26.410  1.00  0.00

ATOM   1973  O   ASP   129      67.534  84.451  25.645  1.00  0.00

ATOM   1974  N   ILE   130      68.760  85.177  27.389  1.00  0.00

ATOM   1975  H   ILE   130      69.523  85.099  28.051  1.00  0.00

ATOM   1976  CA  ILE   130      68.069  86.350  27.885  1.00  0.00

ATOM   1977  HA  ILE   130      67.027  86.228  27.608  1.00  0.00

ATOM   1978  CB  ILE   130      68.126  86.438  29.412  1.00  0.00

ATOM   1979  HB  ILE   130      69.182  86.511  29.690  1.00  0.00

ATOM   1980  CG2 ILE   130      67.374  87.584  30.062  1.00  0.00

ATOM   1981 1HG2 ILE   130      67.936  88.466  29.748  1.00  0.00

ATOM   1982 2HG2 ILE   130      66.339  87.519  29.721  1.00  0.00

ATOM   1983 3HG2 ILE   130      67.487  87.609  31.148  1.00  0.00

ATOM   1984  CG1 ILE   130      67.556  85.141  29.982  1.00  0.00

ATOM   1985 1HG1 ILE   130      67.837  85.074  31.033  1.00  0.00

ATOM   1986 2HG1 ILE   130      68.035  84.245  29.584  1.00  0.00

ATOM   1987  CD  ILE   130      66.058  84.864  29.919  1.00  0.00

ATOM   1988  HD1 ILE   130      65.441  85.708  30.218  1.00  0.00

ATOM   1989  HD2 ILE   130      65.904  84.653  28.870  1.00  0.00

ATOM   1990  HD3 ILE   130      65.885  83.962  30.513  1.00  0.00

ATOM   1991  C   ILE   130      68.472  87.622  27.155  1.00  0.00

ATOM   1992  O   ILE   130      67.588  88.414  26.813  1.00  0.00

ATOM   1993  N   ASP   131      69.749  87.797  26.804  1.00  0.00

ATOM   1994  H   ASP   131      70.343  87.003  26.952  1.00  0.00

ATOM   1995  CA  ASP   131      70.118  88.753  25.782  1.00  0.00

ATOM   1996  HA  ASP   131      69.789  89.760  26.038  1.00  0.00

ATOM   1997  CB  ASP   131      71.634  88.836  25.813  1.00  0.00

ATOM   1998  HB1 ASP   131      71.909  89.574  25.055  1.00  0.00

ATOM   1999  HB2 ASP   131      72.026  87.944  25.322  1.00  0.00

ATOM   2000  CG  ASP   131      72.288  89.019  27.182  1.00  0.00

ATOM   2001  OD1 ASP   131      73.232  88.226  27.423  1.00  0.00

ATOM   2002  OD2 ASP   131      71.905  89.922  27.942  1.00  0.00

ATOM   2003  C   ASP   131      69.746  88.356  24.355  1.00  0.00

ATOM   2004  O   ASP   131      69.632  89.190  23.452  1.00  0.00

ATOM   2005  N   GLY   132      69.404  87.074  24.210  1.00  0.00

ATOM   2006  H   GLY   132      69.623  86.489  25.000  1.00  0.00

ATOM   2007  CA  GLY   132      68.996  86.480  22.947  1.00  0.00

ATOM   2008  HA1 GLY   132      68.335  87.166  22.416  1.00  0.00

ATOM   2009  HA2 GLY   132      68.587  85.500  23.200  1.00  0.00

ATOM   2010  C   GLY   132      70.230  86.111  22.139  1.00  0.00

ATOM   2011  O   GLY   132      70.011  85.965  20.937  1.00  0.00

ATOM   2012  N   ASP   133      71.462  86.125  22.654  1.00  0.00

ATOM   2013  H   ASP   133      71.564  86.157  23.657  1.00  0.00

ATOM   2014  CA  ASP   133      72.594  86.363  21.792  1.00  0.00

ATOM   2015  HA  ASP   133      72.282  86.818  20.847  1.00  0.00

ATOM   2016  CB  ASP   133      73.588  87.392  22.339  1.00  0.00

ATOM   2017  HB1 ASP   133      73.114  88.312  22.672  1.00  0.00

ATOM   2018  HB2 ASP   133      74.305  87.628  21.554  1.00  0.00

ATOM   2019  CG  ASP   133      74.265  87.042  23.649  1.00  0.00

ATOM   2020  OD1 ASP   133      73.862  86.104  24.371  1.00  0.00

ATOM   2021  OD2 ASP   133      75.338  87.643  23.872  1.00  0.00

ATOM   2022  C   ASP   133      73.342  85.152  21.247  1.00  0.00

ATOM   2023  O   ASP   133      74.202  85.260  20.381  1.00  0.00

ATOM   2024  N   GLY   134      73.054  83.967  21.783  1.00  0.00

ATOM   2025  H   GLY   134      72.339  83.896  22.492  1.00  0.00

ATOM   2026  CA  GLY   134      73.791  82.761  21.471  1.00  0.00

ATOM   2027  HA1 GLY   134      74.102  82.745  20.426  1.00  0.00

ATOM   2028  HA2 GLY   134      73.020  82.018  21.688  1.00  0.00

ATOM   2029  C   GLY   134      74.966  82.403  22.375  1.00  0.00

ATOM   2030  O   GLY   134      75.761  81.547  22.010  1.00  0.00

ATOM   2031  N   GLN   135      74.963  82.982  23.582  1.00  0.00

ATOM   2032  H   GLN   135      74.059  83.325  23.890  1.00  0.00

ATOM   2033  CA  GLN   135      75.975  82.719  24.583  1.00  0.00

ATOM   2034  HA  GLN   135      76.508  81.779  24.399  1.00  0.00

ATOM   2035  CB  GLN   135      77.125  83.730  24.553  1.00  0.00

ATOM   2036  HB1 GLN   135      77.721  83.751  25.456  1.00  0.00

ATOM   2037  HB2 GLN   135      76.727  84.740  24.446  1.00  0.00

ATOM   2038  CG  GLN   135      78.098  83.432  23.414  1.00  0.00

ATOM   2039  HG1 GLN   135      78.886  84.183  23.463  1.00  0.00

ATOM   2040  HG2 GLN   135      77.649  83.693  22.459  1.00  0.00

ATOM   2041  CD  GLN   135      78.738  82.056  23.523  1.00  0.00

ATOM   2042  OE1 GLN   135      78.725  81.413  24.558  1.00  0.00

ATOM   2043  NE2 GLN   135      79.238  81.568  22.385  1.00  0.00

ATOM   2044 1HE2 GLN   135      79.373  82.058  21.504  1.00  0.00

ATOM   2045 2HE2 GLN   135      79.756  80.701  22.462  1.00  0.00

ATOM   2046  C   GLN   135      75.372  82.656  25.974  1.00  0.00

ATOM   2047  O   GLN   135      75.313  83.615  26.743  1.00  0.00

ATOM   2048  N   VAL   136      74.789  81.474  26.221  1.00  0.00

ATOM   2049  H   VAL   136      74.916  80.774  25.508  1.00  0.00

ATOM   2050  CA  VAL   136      73.923  81.331  27.370  1.00  0.00

ATOM   2051  HA  VAL   136      73.228  82.178  27.365  1.00  0.00

ATOM   2052  CB  VAL   136      73.076  80.075  27.211  1.00  0.00

ATOM   2053  HB  VAL   136      73.754  79.326  26.795  1.00  0.00

ATOM   2054  CG1 VAL   136      72.335  79.578  28.455  1.00  0.00

ATOM   2055 1HG1 VAL   136      73.044  79.363  29.261  1.00  0.00

ATOM   2056 2HG1 VAL   136      71.589  80.327  28.693  1.00  0.00

ATOM   2057 3HG1 VAL   136      71.756  78.710  28.147  1.00  0.00

ATOM   2058  CG2 VAL   136      72.120  80.213  26.036  1.00  0.00

ATOM   2059 1HG2 VAL   136      71.246  80.782  26.348  1.00  0.00

ATOM   2060 2HG2 VAL   136      72.640  80.662  25.186  1.00  0.00

ATOM   2061 3HG2 VAL   136      71.732  79.207  25.866  1.00  0.00

ATOM   2062  C   VAL   136      74.806  81.336  28.608  1.00  0.00

ATOM   2063  O   VAL   136      75.799  80.617  28.703  1.00  0.00

ATOM   2064  N   ASN   137      74.439  82.087  29.655  1.00  0.00

ATOM   2065  H   ASN   137      73.703  82.752  29.502  1.00  0.00

ATOM   2066  CA  ASN   137      75.167  82.304  30.897  1.00  0.00

ATOM   2067  HA  ASN   137      76.228  82.134  30.688  1.00  0.00

ATOM   2068  CB  ASN   137      75.056  83.805  31.129  1.00  0.00

ATOM   2069  HB1 ASN   137      74.030  84.072  31.374  1.00  0.00

ATOM   2070  HB2 ASN   137      75.252  84.331  30.193  1.00  0.00

ATOM   2071  CG  ASN   137      75.925  84.427  32.211  1.00  0.00

ATOM   2072  OD1 ASN   137      76.569  83.763  33.022  1.00  0.00

ATOM   2073  ND2 ASN   137      76.035  85.759  32.262  1.00  0.00

ATOM   2074 1HD2 ASN   137      75.441  86.340  31.695  1.00  0.00

ATOM   2075 2HD2 ASN   137      76.686  86.219  32.890  1.00  0.00

ATOM   2076  C   ASN   137      74.677  81.416  32.028  1.00  0.00

ATOM   2077  O   ASN   137      73.559  80.922  31.942  1.00  0.00

ATOM   2078  N   TYR   138      75.283  81.255  33.208  1.00  0.00

ATOM   2079  H   TYR   138      76.250  81.552  33.203  1.00  0.00

ATOM   2080  CA  TYR   138      74.688  80.583  34.345  1.00  0.00

ATOM   2081  HA  TYR   138      74.360  79.585  34.063  1.00  0.00

ATOM   2082  CB  TYR   138      75.671  80.345  35.491  1.00  0.00

ATOM   2083  HB1 TYR   138      76.068  81.274  35.913  1.00  0.00

ATOM   2084  HB2 TYR   138      76.590  79.855  35.176  1.00  0.00

ATOM   2085  CG  TYR   138      75.041  79.555  36.612  1.00  0.00

ATOM   2086  CD1 TYR   138      74.502  80.166  37.754  1.00  0.00

ATOM   2087  HD1 TYR   138      74.573  81.216  37.964  1.00  0.00

ATOM   2088  CE1 TYR   138      73.897  79.491  38.819  1.00  0.00

ATOM   2089  HE1 TYR   138      73.536  80.059  39.665  1.00  0.00

ATOM   2090  CZ  TYR   138      73.657  78.106  38.689  1.00  0.00

ATOM   2091  OH  TYR   138      73.170  77.312  39.685  1.00  0.00

ATOM   2092  HH  TYR   138      72.929  77.786  40.495  1.00  0.00

ATOM   2093  CE2 TYR   138      74.157  77.466  37.540  1.00  0.00

ATOM   2094  HE2 TYR   138      74.059  76.405  37.438  1.00  0.00

ATOM   2095  CD2 TYR   138      74.893  78.162  36.562  1.00  0.00

ATOM   2096  HD2 TYR   138      75.217  77.628  35.680  1.00  0.00

ATOM   2097  C   TYR   138      73.431  81.304  34.786  1.00  0.00

ATOM   2098  O   TYR   138      72.416  80.633  34.969  1.00  0.00

ATOM   2099  N   GLU   139      73.507  82.644  34.884  1.00  0.00

ATOM   2100  H   GLU   139      74.341  83.179  34.669  1.00  0.00

ATOM   2101  CA  GLU   139      72.355  83.461  35.179  1.00  0.00

ATOM   2102  HA  GLU   139      72.167  83.147  36.214  1.00  0.00

ATOM   2103  CB  GLU   139      72.743  84.937  35.286  1.00  0.00

ATOM   2104  HB1 GLU   139      73.605  84.994  35.960  1.00  0.00

ATOM   2105  HB2 GLU   139      71.998  85.470  35.867  1.00  0.00

ATOM   2106  CG  GLU   139      72.937  85.768  34.024  1.00  0.00

ATOM   2107  HG1 GLU   139      72.020  85.762  33.442  1.00  0.00

ATOM   2108  HG2 GLU   139      73.714  85.215  33.483  1.00  0.00

ATOM   2109  CD  GLU   139      73.544  87.100  34.442  1.00  0.00

ATOM   2110  OE1 GLU   139      73.201  88.114  33.801  1.00  0.00

ATOM   2111  OE2 GLU   139      74.503  87.119  35.236  1.00  0.00

ATOM   2112  C   GLU   139      71.117  83.255  34.315  1.00  0.00

ATOM   2113  O   GLU   139      69.975  83.474  34.714  1.00  0.00

ATOM   2114  N   GLU   140      71.341  82.750  33.107  1.00  0.00

ATOM   2115  H   GLU   140      72.292  82.483  32.883  1.00  0.00

ATOM   2116  CA  GLU   140      70.312  82.513  32.109  1.00  0.00

ATOM   2117  HA  GLU   140      69.439  83.135  32.294  1.00  0.00

ATOM   2118  CB  GLU   140      70.919  82.891  30.761  1.00  0.00

ATOM   2119  HB1 GLU   140      70.220  82.745  29.936  1.00  0.00

ATOM   2120  HB2 GLU   140      71.751  82.227  30.526  1.00  0.00

ATOM   2121  CG  GLU   140      71.323  84.366  30.698  1.00  0.00

ATOM   2122  HG1 GLU   140      72.023  84.690  31.460  1.00  0.00

ATOM   2123  HG2 GLU   140      70.419  84.901  30.977  1.00  0.00

ATOM   2124  CD  GLU   140      71.844  84.765  29.322  1.00  0.00

ATOM   2125  OE1 GLU   140      72.765  84.132  28.758  1.00  0.00

ATOM   2126  OE2 GLU   140      71.395  85.761  28.725  1.00  0.00

ATOM   2127  C   GLU   140      69.862  81.064  32.020  1.00  0.00

ATOM   2128  O   GLU   140      68.677  80.821  31.805  1.00  0.00

ATOM   2129  N   PHE   141      70.775  80.123  32.284  1.00  0.00

ATOM   2130  H   PHE   141      71.751  80.406  32.285  1.00  0.00

ATOM   2131  CA  PHE   141      70.503  78.715  32.471  1.00  0.00

ATOM   2132  HA  PHE   141      70.156  78.187  31.589  1.00  0.00

ATOM   2133  CB  PHE   141      71.867  78.055  32.675  1.00  0.00

ATOM   2134  HB1 PHE   141      72.212  78.399  33.653  1.00  0.00

ATOM   2135  HB2 PHE   141      72.527  78.444  31.903  1.00  0.00

ATOM   2136  CG  PHE   141      71.975  76.555  32.564  1.00  0.00

ATOM   2137  CD1 PHE   141      72.215  75.722  33.663  1.00  0.00

ATOM   2138  HD1 PHE   141      72.440  76.103  34.651  1.00  0.00

ATOM   2139  CE1 PHE   141      72.312  74.345  33.435  1.00  0.00

ATOM   2140  HE1 PHE   141      72.561  73.652  34.237  1.00  0.00

ATOM   2141  CZ  PHE   141      72.153  73.781  32.167  1.00  0.00

ATOM   2142  HZ  PHE   141      72.192  72.707  32.040  1.00  0.00

ATOM   2143  CE2 PHE   141      71.784  74.627  31.112  1.00  0.00

ATOM   2144  HE2 PHE   141      71.733  74.219  30.114  1.00  0.00

ATOM   2145  CD2 PHE   141      71.733  76.014  31.299  1.00  0.00

ATOM   2146  HD2 PHE   141      71.493  76.622  30.444  1.00  0.00

ATOM   2147  C   PHE   141      69.550  78.577  33.656  1.00  0.00

ATOM   2148  O   PHE   141      68.553  77.871  33.547  1.00  0.00

ATOM   2149  N   VAL   142      69.754  79.322  34.745  1.00  0.00

ATOM   2150  H   VAL   142      70.620  79.845  34.766  1.00  0.00

ATOM   2151  CA  VAL   142      68.848  79.268  35.873  1.00  0.00

ATOM   2152  HA  VAL   142      68.723  78.222  36.165  1.00  0.00

ATOM   2153  CB  VAL   142      69.429  80.156  36.976  1.00  0.00

ATOM   2154  HB  VAL   142      69.662  81.058  36.410  1.00  0.00

ATOM   2155  CG1 VAL   142      68.552  80.466  38.184  1.00  0.00

ATOM   2156 1HG1 VAL   142      69.193  80.795  38.993  1.00  0.00

ATOM   2157 2HG1 VAL   142      67.818  81.239  37.930  1.00  0.00

ATOM   2158 3HG1 VAL   142      67.989  79.556  38.420  1.00  0.00

ATOM   2159  CG2 VAL   142      70.714  79.561  37.544  1.00  0.00

ATOM   2160 1HG2 VAL   142      71.326  78.974  36.852  1.00  0.00

ATOM   2161 2HG2 VAL   142      71.349  80.332  37.964  1.00  0.00

ATOM   2162 3HG2 VAL   142      70.500  78.883  38.379  1.00  0.00

ATOM   2163  C   VAL   142      67.430  79.736  35.580  1.00  0.00

ATOM   2164  O   VAL   142      66.519  79.275  36.257  1.00  0.00

ATOM   2165  N   GLN   143      67.148  80.551  34.562  1.00  0.00

ATOM   2166  H   GLN   143      67.924  80.884  34.020  1.00  0.00

ATOM   2167  CA  GLN   143      65.800  80.919  34.178  1.00  0.00

ATOM   2168  HA  GLN   143      65.228  80.897  35.102  1.00  0.00

ATOM   2169  CB  GLN   143      65.806  82.275  33.480  1.00  0.00

ATOM   2170  HB1 GLN   143      64.873  82.422  32.949  1.00  0.00

ATOM   2171  HB2 GLN   143      66.488  82.174  32.631  1.00  0.00

ATOM   2172  CG  GLN   143      66.200  83.397  34.440  1.00  0.00

ATOM   2173  HG1 GLN   143      67.116  83.116  34.958  1.00  0.00

ATOM   2174  HG2 GLN   143      65.429  83.631  35.173  1.00  0.00

ATOM   2175  CD  GLN   143      66.441  84.723  33.717  1.00  0.00

ATOM   2176  OE1 GLN   143      65.570  85.264  33.046  1.00  0.00

ATOM   2177  NE2 GLN   143      67.613  85.344  33.877  1.00  0.00

ATOM   2178 1HE2 GLN   143      68.275  84.926  34.514  1.00  0.00

ATOM   2179 2HE2 GLN   143      67.712  86.286  33.523  1.00  0.00

ATOM   2180  C   GLN   143      65.177  79.784  33.379  1.00  0.00

ATOM   2181  O   GLN   143      63.979  79.535  33.507  1.00  0.00

ATOM   2182  N   MET   144      65.958  79.054  32.573  1.00  0.00

ATOM   2183  H   MET   144      66.945  79.257  32.574  1.00  0.00

ATOM   2184  CA  MET   144      65.440  77.935  31.807  1.00  0.00

ATOM   2185  HA  MET   144      64.521  78.184  31.288  1.00  0.00

ATOM   2186  CB  MET   144      66.468  77.746  30.686  1.00  0.00

ATOM   2187  HB1 MET   144      67.433  77.503  31.120  1.00  0.00

ATOM   2188  HB2 MET   144      66.621  78.682  30.145  1.00  0.00

ATOM   2189  CG  MET   144      65.995  76.666  29.719  1.00  0.00

ATOM   2190  HG1 MET   144      66.039  75.754  30.308  1.00  0.00

ATOM   2191  HG2 MET   144      66.698  76.623  28.887  1.00  0.00

ATOM   2192  SD  MET   144      64.295  76.643  29.096  1.00  0.00

ATOM   2193  CE  MET   144      64.201  78.228  28.217  1.00  0.00

ATOM   2194  HE1 MET   144      64.893  78.167  27.378  1.00  0.00

ATOM   2195  HE2 MET   144      63.232  78.668  28.027  1.00  0.00

ATOM   2196  HE3 MET   144      64.696  78.966  28.856  1.00  0.00

ATOM   2197  C   MET   144      65.114  76.694  32.626  1.00  0.00

ATOM   2198  O   MET   144      64.041  76.105  32.524  1.00  0.00

ATOM   2199  N   MET   145      65.939  76.398  33.638  1.00  0.00

ATOM   2200  H   MET   145      66.886  76.728  33.557  1.00  0.00

ATOM   2201  CA  MET   145      65.716  75.431  34.706  1.00  0.00

ATOM   2202  HA  MET   145      65.306  74.536  34.248  1.00  0.00

ATOM   2203  CB  MET   145      66.977  75.069  35.464  1.00  0.00

ATOM   2204  HB1 MET   145      66.678  74.435  36.305  1.00  0.00

ATOM   2205  HB2 MET   145      67.399  75.942  35.970  1.00  0.00

ATOM   2206  CG  MET   145      68.062  74.409  34.611  1.00  0.00

ATOM   2207  HG1 MET   145      68.893  74.051  35.225  1.00  0.00

ATOM   2208  HG2 MET   145      68.390  75.235  33.989  1.00  0.00

ATOM   2209  SD  MET   145      67.398  73.046  33.628  1.00  0.00

ATOM   2210  CE  MET   145      68.907  72.624  32.722  1.00  0.00

ATOM   2211  HE1 MET   145      69.601  72.156  33.429  1.00  0.00

ATOM   2212  HE2 MET   145      68.658  71.974  31.888  1.00  0.00

ATOM   2213  HE3 MET   145      69.362  73.515  32.291  1.00  0.00

ATOM   2214  C   MET   145      64.585  75.909  35.609  1.00  0.00

ATOM   2215  O   MET   145      64.419  75.239  36.620  1.00  0.00

ATOM   2216  N   THR   146      63.839  76.994  35.393  1.00  0.00

ATOM   2217  H   THR   146      64.152  77.551  34.606  1.00  0.00

ATOM   2218  CA  THR   146      62.676  77.488  36.104  1.00  0.00

ATOM   2219  HA  THR   146      62.254  76.635  36.622  1.00  0.00

ATOM   2220  CB  THR   146      63.113  78.534  37.127  1.00  0.00

ATOM   2221  HB  THR   146      63.364  79.467  36.622  1.00  0.00

ATOM   2222  CG2 THR   146      62.112  78.934  38.209  1.00  0.00

ATOM   2223 1HG2 THR   146      62.598  79.696  38.831  1.00  0.00

ATOM   2224 2HG2 THR   146      61.186  79.302  37.766  1.00  0.00

ATOM   2225 3HG2 THR   146      61.828  78.164  38.925  1.00  0.00

ATOM   2226  OG1 THR   146      64.287  78.156  37.812  1.00  0.00

ATOM   2227  HG1 THR   146      65.070  78.382  37.314  1.00  0.00

ATOM   2228  C   THR   146      61.594  78.045  35.187  1.00  0.00

ATOM   2229  O   THR   146      61.151  79.174  35.336  1.00  0.00

ATOM   2230  N   ALA   147      61.189  77.250  34.201  1.00  0.00

ATOM   2231  H   ALA   147      61.606  76.344  34.014  1.00  0.00

ATOM   2232  CA  ALA   147      60.070  77.467  33.296  1.00  0.00

ATOM   2233  HA  ALA   147      60.085  78.543  33.096  1.00  0.00

ATOM   2234  CB  ALA   147      60.425  76.772  31.987  1.00  0.00

ATOM   2235  HB1 ALA   147      59.633  76.820  31.236  1.00  0.00

ATOM   2236  HB2 ALA   147      61.400  76.983  31.559  1.00  0.00

ATOM   2237  HB3 ALA   147      60.551  75.699  32.127  1.00  0.00

ATOM   2238  C   ALA   147      58.702  77.132  33.859  1.00  0.00

ATOM   2239  O   ALA   147      58.492  76.774  35.020  1.00  0.00

ATOM   2240  N   CLY   148      57.688  77.181  32.985  1.00  0.00

ATOM   2241  H   CLY   148      57.858  77.411  32.016  1.00  0.00

ATOM   2242  CA  CLY   148      56.304  76.794  33.148  1.00  0.00

ATOM   2243  HA  CLY   148      56.022  76.992  34.185  1.00  0.00

ATOM   2244  CB  CLY   148      55.448  77.721  32.293  1.00  0.00

ATOM   2245  HB1 CLY   148      54.425  77.438  32.552  1.00  0.00

ATOM   2246  HB2 CLY   148      55.485  77.467  31.237  1.00  0.00

ATOM   2247  CG  CLY   148      55.521  79.224  32.513  1.00  0.00

ATOM   2248  HG1 CLY   148      54.782  79.715  31.870  1.00  0.00

ATOM   2249  HG2 CLY   148      56.450  79.653  32.142  1.00  0.00

ATOM   2250  CD  CLY   148      55.245  79.747  33.929  1.00  0.00

ATOM   2251  HD1 CLY   148      55.661  80.751  33.957  1.00  0.00

ATOM   2252  HD2 CLY   148      55.870  79.141  34.590  1.00  0.00

ATOM   2253  CE  CLY   148      53.794  79.900  34.388  1.00  0.00

ATOM   2254  HE1 CLY   148      53.441  78.871  34.473  1.00  0.00

ATOM   2255  HE2 CLY   148      53.114  80.394  33.689  1.00  0.00

ATOM   2256  NZ  CLY   148      53.649  80.585  35.674  1.00  0.00

ATOM   2257  HZ1 CLY   148      53.981  81.515  35.482  1.00  0.00

ATOM   2258  HZ2 CLY   148      52.668  80.700  35.878  1.00  0.00

ATOM   2259  HZ3 CLY   148      54.067  80.059  36.428  1.00  0.00

ATOM   2260  C   CLY   148      56.132  75.327  32.777  1.00  0.00

ATOM   2261  OC1 CLY   148      55.347  74.621  33.448  1.00  0.00

ATOM   2262  OC2 CLY   148      56.851  74.818  31.882  1.00  0.00

ATOM   2263  CA  CA    501      66.234  47.001  34.607  1.00  0.00

ATOM   2264  CA  CA    502      65.553  49.562  45.912  1.00  0.00

ATOM   2265  CA  CA    503      81.720  77.436  26.194  1.00  0.00

ATOM   2266  CA  CA    504      73.523  85.701  26.932  1.00  0.00

ENDMDL

END




MODEL        1

ATOM      1  N   NAL A   1      47.873  70.899  51.353  1.00  0.00

ATOM      2  H1  NAL A   1      46.870  70.781  51.349  1.00  0.00

ATOM      3  H2  NAL A   1      48.169  70.949  52.311  1.00  0.00

ATOM      4  H3  NAL A   1      48.084  71.745  50.847  1.00  0.00

ATOM      5  CA  NAL A   1      48.546  69.791  50.667  1.00  0.00

ATOM      6  HA  NAL A   1      49.529  70.133  50.334  1.00  0.00

ATOM      7  CB  NAL A   1      48.799  68.578  51.562  1.00  0.00

ATOM      8  HB1 NAL A   1      49.130  68.716  52.591  1.00  0.00

ATOM      9  HB2 NAL A   1      47.812  68.115  51.582  1.00  0.00

ATOM     10  HB3 NAL A   1      49.438  67.887  51.012  1.00  0.00

ATOM     11  C   NAL A   1      47.674  69.362  49.498  1.00  0.00

ATOM     12  O   NAL A   1      46.535  69.805  49.373  1.00  0.00

ATOM     13  N   ASP A   2      48.148  68.492  48.608  1.00  0.00

ATOM     14  H   ASP A   2      49.104  68.199  48.741  1.00  0.00

ATOM     15  CA  ASP A   2      47.424  67.931  47.488  1.00  0.00

ATOM     16  HA  ASP A   2      46.364  68.015  47.719  1.00  0.00

ATOM     17  CB  ASP A   2      47.540  68.761  46.211  1.00  0.00

ATOM     18  HB1 ASP A   2      47.151  69.747  46.464  1.00  0.00

ATOM     19  HB2 ASP A   2      46.841  68.287  45.519  1.00  0.00

ATOM     20  CG  ASP A   2      48.914  68.974  45.610  1.00  0.00

ATOM     21  OD1 ASP A   2      49.502  68.002  45.085  1.00  0.00

ATOM     22  OD2 ASP A   2      49.294  70.170  45.542  1.00  0.00

ATOM     23  C   ASP A   2      47.769  66.467  47.217  1.00  0.00

ATOM     24  O   ASP A   2      48.700  65.961  47.828  1.00  0.00

ATOM     25  N   GLN A   3      46.986  65.757  46.397  1.00  0.00

ATOM     26  H   GLN A   3      46.201  66.202  45.942  1.00  0.00

ATOM     27  CA  GLN A   3      47.154  64.356  46.043  1.00  0.00

ATOM     28  HA  GLN A   3      47.889  63.925  46.723  1.00  0.00

ATOM     29  CB  GLN A   3      45.802  63.660  46.182  1.00  0.00

ATOM     30  HB1 GLN A   3      45.904  62.675  45.733  1.00  0.00

ATOM     31  HB2 GLN A   3      45.067  64.211  45.593  1.00  0.00

ATOM     32  CG  GLN A   3      45.398  63.402  47.628  1.00  0.00

ATOM     33  HG1 GLN A   3      44.909  64.257  48.103  1.00  0.00

ATOM     34  HG2 GLN A   3      46.273  63.082  48.196  1.00  0.00

ATOM     35  CD  GLN A   3      44.462  62.201  47.713  1.00  0.00

ATOM     36  OE1 GLN A   3      43.871  61.737  46.749  1.00  0.00

ATOM     37  NE2 GLN A   3      44.366  61.604  48.908  1.00  0.00

ATOM     38 1HE2 GLN A   3      44.965  62.003  49.619  1.00  0.00

ATOM     39 2HE2 GLN A   3      43.712  60.849  48.996  1.00  0.00

ATOM     40  C   GLN A   3      47.650  64.318  44.604  1.00  0.00

ATOM     41  O   GLN A   3      47.042  64.829  43.674  1.00  0.00

ATOM     42  N   LEU A   4      48.814  63.698  44.407  1.00  0.00

ATOM     43  H   LEU A   4      49.351  63.425  45.226  1.00  0.00

ATOM     44  CA  LEU A   4      49.571  63.478  43.189  1.00  0.00

ATOM     45  HA  LEU A   4      49.903  64.444  42.794  1.00  0.00

ATOM     46  CB  LEU A   4      50.822  62.688  43.545  1.00  0.00

ATOM     47  HB1 LEU A   4      50.453  61.866  44.166  1.00  0.00

ATOM     48  HB2 LEU A   4      51.404  63.277  44.255  1.00  0.00

ATOM     49  CG  LEU A   4      51.690  62.321  42.341  1.00  0.00

ATOM     50  HG  LEU A   4      51.203  61.723  41.574  1.00  0.00

ATOM     51  CD1 LEU A   4      52.265  63.562  41.675  1.00  0.00

ATOM     52 1HD1 LEU A   4      52.793  64.162  42.421  1.00  0.00

ATOM     53 2HD1 LEU A   4      52.923  63.306  40.846  1.00  0.00

ATOM     54 3HD1 LEU A   4      51.479  64.102  41.126  1.00  0.00

ATOM     55  CD2 LEU A   4      52.803  61.457  42.928  1.00  0.00

ATOM     56 1HD2 LEU A   4      53.325  61.028  42.076  1.00  0.00

ATOM     57 2HD2 LEU A   4      53.509  62.052  43.512  1.00  0.00

ATOM     58 3HD2 LEU A   4      52.499  60.550  43.446  1.00  0.00

ATOM     59  C   LEU A   4      48.709  62.720  42.186  1.00  0.00

ATOM     60  O   LEU A   4      48.138  61.724  42.626  1.00  0.00

ATOM     61  N   THR A   5      48.665  63.176  40.936  1.00  0.00

ATOM     62  H   THR A   5      48.983  64.117  40.775  1.00  0.00

ATOM     63  CA  THR A   5      47.665  62.671  40.007  1.00  0.00

ATOM     64  HA  THR A   5      46.770  62.304  40.520  1.00  0.00

ATOM     65  CB  THR A   5      47.130  63.628  38.948  1.00  0.00

ATOM     66  HB  THR A   5      46.538  63.035  38.247  1.00  0.00

ATOM     67  CG2 THR A   5      46.241  64.706  39.564  1.00  0.00

ATOM     68 1HG2 THR A   5      46.048  65.343  38.701  1.00  0.00

ATOM     69 2HG2 THR A   5      45.310  64.272  39.940  1.00  0.00

ATOM     70 3HG2 THR A   5      46.773  65.282  40.323  1.00  0.00

ATOM     71  OG1 THR A   5      48.213  64.322  38.370  1.00  0.00

ATOM     72  HG1 THR A   5      48.674  64.848  39.019  1.00  0.00

ATOM     73  C   THR A   5      48.243  61.440  39.324  1.00  0.00

ATOM     74  O   THR A   5      49.458  61.309  39.181  1.00  0.00

ATOM     75  N   GLU A   6      47.397  60.520  38.857  1.00  0.00

ATOM     76  H   GLU A   6      46.419  60.525  39.103  1.00  0.00

ATOM     77  CA  GLU A   6      47.784  59.386  38.051  1.00  0.00

ATOM     78  HA  GLU A   6      48.598  58.930  38.617  1.00  0.00

ATOM     79  CB  GLU A   6      46.549  58.497  37.925  1.00  0.00

ATOM     80  HB1 GLU A   6      46.800  57.642  37.307  1.00  0.00

ATOM     81  HB2 GLU A   6      45.712  59.082  37.538  1.00  0.00

ATOM     82  CG  GLU A   6      46.097  57.888  39.248  1.00  0.00

ATOM     83  HG1 GLU A   6      45.571  58.624  39.842  1.00  0.00

ATOM     84  HG2 GLU A   6      46.985  57.621  39.822  1.00  0.00

ATOM     85  CD  GLU A   6      45.213  56.662  39.112  1.00  0.00

ATOM     86  OE1 GLU A   6      44.029  56.828  38.741  1.00  0.00

ATOM     87  OE2 GLU A   6      45.633  55.496  39.295  1.00  0.00

ATOM     88  C   GLU A   6      48.435  59.731  36.714  1.00  0.00

ATOM     89  O   GLU A   6      49.389  59.082  36.279  1.00  0.00

ATOM     90  N   GLU A   7      48.020  60.873  36.155  1.00  0.00

ATOM     91  H   GLU A   7      47.204  61.352  36.522  1.00  0.00

ATOM     92  CA  GLU A   7      48.700  61.409  34.995  1.00  0.00

ATOM     93  HA  GLU A   7      48.747  60.681  34.189  1.00  0.00

ATOM     94  CB  GLU A   7      47.949  62.677  34.577  1.00  0.00

ATOM     95  HB1 GLU A   7      48.520  63.114  33.765  1.00  0.00

ATOM     96  HB2 GLU A   7      47.889  63.434  35.351  1.00  0.00

ATOM     97  CG  GLU A   7      46.490  62.440  34.173  1.00  0.00

ATOM     98  HG1 GLU A   7      45.868  62.079  34.989  1.00  0.00

ATOM     99  HG2 GLU A   7      46.490  61.687  33.391  1.00  0.00

ATOM    100  CD  GLU A   7      45.789  63.718  33.747  1.00  0.00

ATOM    101  OE1 GLU A   7      45.430  64.477  34.672  1.00  0.00

ATOM    102  OE2 GLU A   7      45.568  63.984  32.543  1.00  0.00

ATOM    103  C   GLU A   7      50.159  61.759  35.215  1.00  0.00

ATOM    104  O   GLU A   7      50.979  61.738  34.293  1.00  0.00

ATOM    105  N   GLN A   8      50.524  62.043  36.460  1.00  0.00

ATOM    106  H   GLN A   8      49.814  61.895  37.169  1.00  0.00

ATOM    107  CA  GLN A   8      51.851  62.501  36.844  1.00  0.00

ATOM    108  HA  GLN A   8      52.291  62.954  35.955  1.00  0.00

ATOM    109  CB  GLN A   8      51.662  63.524  37.948  1.00  0.00

ATOM    110  HB1 GLN A   8      51.177  63.045  38.797  1.00  0.00

ATOM    111  HB2 GLN A   8      50.982  64.333  37.663  1.00  0.00

ATOM    112  CG  GLN A   8      52.998  64.130  38.369  1.00  0.00

ATOM    113  HG1 GLN A   8      53.671  63.310  38.618  1.00  0.00

ATOM    114  HG2 GLN A   8      52.819  64.782  39.215  1.00  0.00

ATOM    115  CD  GLN A   8      53.767  64.938  37.328  1.00  0.00

ATOM    116  OE1 GLN A   8      53.724  66.171  37.373  1.00  0.00

ATOM    117  NE2 GLN A   8      54.607  64.327  36.497  1.00  0.00

ATOM    118 1HE2 GLN A   8      54.638  63.316  36.482  1.00  0.00

ATOM    119 2HE2 GLN A   8      54.956  64.894  35.740  1.00  0.00

ATOM    120  C   GLN A   8      52.691  61.309  37.296  1.00  0.00

ATOM    121  O   GLN A   8      53.775  61.204  36.721  1.00  0.00

ATOM    122  N   ILE A   9      52.167  60.338  38.038  1.00  0.00

ATOM    123  H   ILE A   9      51.241  60.442  38.432  1.00  0.00

ATOM    124  CA  ILE A   9      52.761  59.024  38.202  1.00  0.00

ATOM    125  HA  ILE A   9      53.661  59.162  38.813  1.00  0.00

ATOM    126  CB  ILE A   9      51.790  58.189  39.037  1.00  0.00

ATOM    127  HB  ILE A   9      50.862  58.093  38.482  1.00  0.00

ATOM    128  CG2 ILE A   9      52.264  56.743  39.095  1.00  0.00

ATOM    129 1HG2 ILE A   9      52.996  56.599  39.901  1.00  0.00

ATOM    130 2HG2 ILE A   9      51.366  56.178  39.334  1.00  0.00

ATOM    131 3HG2 ILE A   9      52.728  56.302  38.220  1.00  0.00

ATOM    132  CG1 ILE A   9      51.499  58.719  40.433  1.00  0.00

ATOM    133 1HG1 ILE A   9      51.268  59.779  40.498  1.00  0.00

ATOM    134 2HG1 ILE A   9      52.443  58.571  40.961  1.00  0.00

ATOM    135  CD  ILE A   9      50.420  57.954  41.198  1.00  0.00

ATOM    136  HD1 ILE A   9      49.966  58.570  41.963  1.00  0.00

ATOM    137  HD2 ILE A   9      49.631  57.694  40.493  1.00  0.00

ATOM    138  HD3 ILE A   9      50.790  57.019  41.625  1.00  0.00

ATOM    139  C   ILE A   9      53.090  58.424  36.844  1.00  0.00

ATOM    140  O   ILE A   9      54.148  57.855  36.602  1.00  0.00

ATOM    141  N   ALA A  10      52.201  58.582  35.856  1.00  0.00

ATOM    142  H   ALA A  10      51.277  58.924  36.075  1.00  0.00

ATOM    143  CA  ALA A  10      52.331  57.954  34.556  1.00  0.00

ATOM    144  HA  ALA A  10      52.588  56.923  34.837  1.00  0.00

ATOM    145  CB  ALA A  10      51.016  57.923  33.786  1.00  0.00

ATOM    146  HB1 ALA A  10      51.066  57.164  33.011  1.00  0.00

ATOM    147  HB2 ALA A  10      50.139  57.703  34.378  1.00  0.00

ATOM    148  HB3 ALA A  10      50.878  58.880  33.268  1.00  0.00

ATOM    149  C   ALA A  10      53.541  58.559  33.853  1.00  0.00

ATOM    150  O   ALA A  10      54.222  57.831  33.144  1.00  0.00

ATOM    151  N   GLU A  11      53.797  59.858  34.062  1.00  0.00

ATOM    152  H   GLU A  11      53.236  60.394  34.697  1.00  0.00

ATOM    153  CA  GLU A  11      55.007  60.489  33.568  1.00  0.00

ATOM    154  HA  GLU A  11      55.353  60.035  32.648  1.00  0.00

ATOM    155  CB  GLU A  11      54.750  61.961  33.241  1.00  0.00

ATOM    156  HB1 GLU A  11      55.765  62.365  33.222  1.00  0.00

ATOM    157  HB2 GLU A  11      54.211  62.454  34.051  1.00  0.00

ATOM    158  CG  GLU A  11      53.912  61.964  31.970  1.00  0.00

ATOM    159  HG1 GLU A  11      52.931  61.502  32.117  1.00  0.00

ATOM    160  HG2 GLU A  11      54.518  61.491  31.198  1.00  0.00

ATOM    161  CD  GLU A  11      53.486  63.324  31.420  1.00  0.00

ATOM    162  OE1 GLU A  11      52.441  63.367  30.744  1.00  0.00

ATOM    163  OE2 GLU A  11      54.152  64.358  31.654  1.00  0.00

ATOM    164  C   GLU A  11      56.225  60.313  34.472  1.00  0.00

ATOM    165  O   GLU A  11      57.327  60.361  33.926  1.00  0.00

ATOM    166  N   PHE A  12      56.081  60.105  35.784  1.00  0.00

ATOM    167  H   PHE A  12      55.093  60.186  35.992  1.00  0.00

ATOM    168  CA  PHE A  12      57.128  59.643  36.671  1.00  0.00

ATOM    169  HA  PHE A  12      57.944  60.349  36.480  1.00  0.00

ATOM    170  CB  PHE A  12      56.759  59.775  38.139  1.00  0.00

ATOM    171  HB1 PHE A  12      57.489  59.257  38.760  1.00  0.00

ATOM    172  HB2 PHE A  12      55.784  59.285  38.245  1.00  0.00

ATOM    173  CG  PHE A  12      56.488  61.153  38.676  1.00  0.00

ATOM    174  CD1 PHE A  12      56.984  62.297  38.043  1.00  0.00

ATOM    175  HD1 PHE A  12      57.447  62.316  37.065  1.00  0.00

ATOM    176  CE1 PHE A  12      56.888  63.569  38.627  1.00  0.00

ATOM    177  HE1 PHE A  12      57.208  64.491  38.166  1.00  0.00

ATOM    178  CZ  PHE A  12      56.303  63.704  39.889  1.00  0.00

ATOM    179  HZ  PHE A  12      56.121  64.688  40.307  1.00  0.00

ATOM    180  CE2 PHE A  12      55.886  62.559  40.563  1.00  0.00

ATOM    181  HE2 PHE A  12      55.494  62.608  41.562  1.00  0.00

ATOM    182  CD2 PHE A  12      56.012  61.286  39.999  1.00  0.00

ATOM    183  HD2 PHE A  12      55.693  60.412  40.539  1.00  0.00

ATOM    184  C   PHE A  12      57.675  58.270  36.311  1.00  0.00

ATOM    185  O   PHE A  12      58.863  57.987  36.423  1.00  0.00

ATOM    186  N   LYS A  13      56.796  57.370  35.862  1.00  0.00

ATOM    187  H   LYS A  13      55.810  57.549  35.902  1.00  0.00

ATOM    188  CA  LYS A  13      57.119  56.051  35.332  1.00  0.00

ATOM    189  HA  LYS A  13      57.893  55.644  35.989  1.00  0.00

ATOM    190  CB  LYS A  13      55.915  55.126  35.331  1.00  0.00

ATOM    191  HB1 LYS A  13      55.258  55.397  34.493  1.00  0.00

ATOM    192  HB2 LYS A  13      55.361  55.340  36.240  1.00  0.00

ATOM    193  CG  LYS A  13      56.101  53.609  35.245  1.00  0.00

ATOM    194  HG1 LYS A  13      56.914  53.284  35.895  1.00  0.00

ATOM    195  HG2 LYS A  13      56.473  53.419  34.242  1.00  0.00

ATOM    196  CD  LYS A  13      54.885  52.691  35.278  1.00  0.00

ATOM    197  HD1 LYS A  13      54.071  53.090  34.661  1.00  0.00

ATOM    198  HD2 LYS A  13      54.436  52.636  36.276  1.00  0.00

ATOM    199  CE  LYS A  13      55.226  51.332  34.683  1.00  0.00

ATOM    200  HE1 LYS A  13      55.717  50.750  35.454  1.00  0.00

ATOM    201  HE2 LYS A  13      55.845  51.511  33.807  1.00  0.00

ATOM    202  NZ  LYS A  13      54.049  50.627  34.154  1.00  0.00

ATOM    203  HZ1 LYS A  13      54.379  49.691  33.949  1.00  0.00

ATOM    204  HZ2 LYS A  13      53.329  50.484  34.842  1.00  0.00

ATOM    205  HZ3 LYS A  13      53.663  50.981  33.285  1.00  0.00

ATOM    206  C   LYS A  13      57.720  56.121  33.938  1.00  0.00

ATOM    207  O   LYS A  13      58.428  55.201  33.533  1.00  0.00

ATOM    208  N   GLU A  14      57.499  57.163  33.123  1.00  0.00

ATOM    209  H   GLU A  14      56.781  57.833  33.341  1.00  0.00

ATOM    210  CA  GLU A  14      58.322  57.463  31.969  1.00  0.00

ATOM    211  HA  GLU A  14      58.451  56.529  31.410  1.00  0.00

ATOM    212  CB  GLU A  14      57.523  58.340  31.003  1.00  0.00

ATOM    213  HB1 GLU A  14      57.530  59.356  31.376  1.00  0.00

ATOM    214  HB2 GLU A  14      56.493  58.006  30.866  1.00  0.00

ATOM    215  CG  GLU A  14      58.058  58.451  29.580  1.00  0.00

ATOM    216  HG1 GLU A  14      58.223  57.424  29.254  1.00  0.00

ATOM    217  HG2 GLU A  14      59.014  58.956  29.679  1.00  0.00

ATOM    218  CD  GLU A  14      57.116  59.062  28.551  1.00  0.00

ATOM    219  OE1 GLU A  14      56.115  58.445  28.122  1.00  0.00

ATOM    220  OE2 GLU A  14      57.250  60.266  28.247  1.00  0.00

ATOM    221  C   GLU A  14      59.722  57.921  32.320  1.00  0.00

ATOM    222  O   GLU A  14      60.648  57.356  31.744  1.00  0.00

ATOM    223  N   ALA A  15      59.965  58.765  33.327  1.00  0.00

ATOM    224  H   ALA A  15      59.196  59.248  33.769  1.00  0.00

ATOM    225  CA  ALA A  15      61.320  59.187  33.636  1.00  0.00

ATOM    226  HA  ALA A  15      61.835  59.472  32.712  1.00  0.00

ATOM    227  CB  ALA A  15      61.286  60.362  34.608  1.00  0.00

ATOM    228  HB1 ALA A  15      60.536  60.199  35.375  1.00  0.00

ATOM    229  HB2 ALA A  15      62.316  60.594  34.859  1.00  0.00

ATOM    230  HB3 ALA A  15      60.858  61.172  34.016  1.00  0.00

ATOM    231  C   ALA A  15      62.124  58.014  34.179  1.00  0.00

ATOM    232  O   ALA A  15      63.336  57.997  33.946  1.00  0.00

ATOM    233  N   PHE A  16      61.479  57.057  34.854  1.00  0.00

ATOM    234  H   PHE A  16      60.580  57.343  35.191  1.00  0.00

ATOM    235  CA  PHE A  16      62.066  55.802  35.289  1.00  0.00

ATOM    236  HA  PHE A  16      63.020  56.099  35.730  1.00  0.00

ATOM    237  CB  PHE A  16      61.177  55.258  36.407  1.00  0.00

ATOM    238  HB1 PHE A  16      60.221  54.961  35.997  1.00  0.00

ATOM    239  HB2 PHE A  16      61.083  56.043  37.148  1.00  0.00

ATOM    240  CG  PHE A  16      61.768  54.002  37.010  1.00  0.00

ATOM    241  CD1 PHE A  16      62.381  54.024  38.261  1.00  0.00

ATOM    242  HD1 PHE A  16      62.454  54.965  38.797  1.00  0.00

ATOM    243  CE1 PHE A  16      62.893  52.845  38.816  1.00  0.00

ATOM    244  HE1 PHE A  16      63.343  52.868  39.796  1.00  0.00

ATOM    245  CZ  PHE A  16      62.961  51.667  38.063  1.00  0.00

ATOM    246  HZ  PHE A  16      63.486  50.795  38.434  1.00  0.00

ATOM    247  CE2 PHE A  16      62.179  51.600  36.905  1.00  0.00

ATOM    248  HE2 PHE A  16      62.099  50.611  36.479  1.00  0.00

ATOM    249  CD2 PHE A  16      61.648  52.776  36.349  1.00  0.00

ATOM    250  HD2 PHE A  16      61.076  52.745  35.432  1.00  0.00

ATOM    251  C   PHE A  16      62.382  54.898  34.106  1.00  0.00

ATOM    252  O   PHE A  16      63.548  54.555  33.905  1.00  0.00

ATOM    253  N   SER A  17      61.469  54.631  33.169  1.00  0.00

ATOM    254  H   SER A  17      60.550  55.043  33.274  1.00  0.00

ATOM    255  CA  SER A  17      61.708  54.016  31.882  1.00  0.00

ATOM    256  HA  SER A  17      62.020  52.984  32.026  1.00  0.00

ATOM    257  CB  SER A  17      60.415  53.838  31.085  1.00  0.00

ATOM    258  HB1 SER A  17      60.596  53.170  30.254  1.00  0.00

ATOM    259  HB2 SER A  17      60.047  54.812  30.734  1.00  0.00

ATOM    260  OG  SER A  17      59.358  53.284  31.833  1.00  0.00

ATOM    261  HG  SER A  17      58.738  53.978  32.058  1.00  0.00

ATOM    262  C   SER A  17      62.700  54.722  30.963  1.00  0.00

ATOM    263  O   SER A  17      63.081  54.106  29.968  1.00  0.00

ATOM    264  N   LEU A  18      63.273  55.900  31.234  1.00  0.00

ATOM    265  H   LEU A  18      63.098  56.212  32.179  1.00  0.00

ATOM    266  CA  LEU A  18      64.483  56.416  30.638  1.00  0.00

ATOM    267  HA  LEU A  18      64.393  56.366  29.551  1.00  0.00

ATOM    268  CB  LEU A  18      64.679  57.880  31.029  1.00  0.00

ATOM    269  HB1 LEU A  18      65.258  57.930  31.953  1.00  0.00

ATOM    270  HB2 LEU A  18      63.718  58.366  31.148  1.00  0.00

ATOM    271  CG  LEU A  18      65.341  58.676  29.912  1.00  0.00

ATOM    272  HG  LEU A  18      64.792  58.547  28.983  1.00  0.00

ATOM    273  CD1 LEU A  18      65.353  60.140  30.347  1.00  0.00

ATOM    274 1HD1 LEU A  18      66.252  60.601  29.938  1.00  0.00

ATOM    275 2HD1 LEU A  18      64.441  60.549  29.914  1.00  0.00

ATOM    276 3HD1 LEU A  18      65.270  60.275  31.423  1.00  0.00

ATOM    277  CD2 LEU A  18      66.824  58.368  29.749  1.00  0.00

ATOM    278 1HD2 LEU A  18      66.990  57.458  29.166  1.00  0.00

ATOM    279 2HD2 LEU A  18      67.373  59.118  29.176  1.00  0.00

ATOM    280 3HD2 LEU A  18      67.201  58.254  30.759  1.00  0.00

ATOM    281  C   LEU A  18      65.733  55.587  30.888  1.00  0.00

ATOM    282  O   LEU A  18      66.533  55.185  30.052  1.00  0.00

ATOM    283  N   PHE A  19      65.901  55.177  32.151  1.00  0.00

ATOM    284  H   PHE A  19      65.144  55.389  32.777  1.00  0.00

ATOM    285  CA  PHE A  19      67.027  54.445  32.696  1.00  0.00

ATOM    286  HA  PHE A  19      67.935  54.522  32.099  1.00  0.00

ATOM    287  CB  PHE A  19      67.471  55.003  34.050  1.00  0.00

ATOM    288  HB1 PHE A  19      68.454  54.577  34.245  1.00  0.00

ATOM    289  HB2 PHE A  19      66.916  54.530  34.850  1.00  0.00

ATOM    290  CG  PHE A  19      67.485  56.505  34.277  1.00  0.00

ATOM    291  CD1 PHE A  19      68.708  57.177  34.184  1.00  0.00

ATOM    292  HD1 PHE A  19      69.509  56.703  33.630  1.00  0.00

ATOM    293  CE1 PHE A  19      68.862  58.538  34.447  1.00  0.00

ATOM    294  HE1 PHE A  19      69.785  59.062  34.248  1.00  0.00

ATOM    295  CZ  PHE A  19      67.774  59.262  34.950  1.00  0.00

ATOM    296  HZ  PHE A  19      67.872  60.306  35.215  1.00  0.00

ATOM    297  CE2 PHE A  19      66.527  58.640  34.975  1.00  0.00

ATOM    298  HE2 PHE A  19      65.619  59.138  35.276  1.00  0.00

ATOM    299  CD2 PHE A  19      66.404  57.261  34.748  1.00  0.00

ATOM    300  HD2 PHE A  19      65.473  56.781  35.004  1.00  0.00

ATOM    301  C   PHE A  19      66.733  52.947  32.654  1.00  0.00

ATOM    302  O   PHE A  19      67.637  52.215  32.256  1.00  0.00

ATOM    303  N   ASP A  20      65.500  52.528  32.944  1.00  0.00

ATOM    304  H   ASP A  20      64.786  53.133  33.330  1.00  0.00

ATOM    305  CA  ASP A  20      65.250  51.111  33.065  1.00  0.00

ATOM    306  HA  ASP A  20      66.141  50.645  33.469  1.00  0.00

ATOM    307  CB  ASP A  20      64.042  50.808  33.950  1.00  0.00

ATOM    308  HB1 ASP A  20      63.171  51.344  33.569  1.00  0.00

ATOM    309  HB2 ASP A  20      64.207  51.121  34.986  1.00  0.00

ATOM    310  CG  ASP A  20      63.724  49.324  33.986  1.00  0.00

ATOM    311  OD1 ASP A  20      64.676  48.528  33.934  1.00  0.00

ATOM    312  OD2 ASP A  20      62.543  48.926  34.104  1.00  0.00

ATOM    313  C   ASP A  20      65.000  50.554  31.666  1.00  0.00

ATOM    314  O   ASP A  20      64.137  51.034  30.940  1.00  0.00

ATOM    315  N   LYS A  21      65.759  49.564  31.207  1.00  0.00

ATOM    316  H   LYS A  21      66.413  49.153  31.853  1.00  0.00

ATOM    317  CA  LYS A  21      65.883  49.143  29.827  1.00  0.00

ATOM    318  HA  LYS A  21      65.412  49.905  29.198  1.00  0.00

ATOM    319  CB  LYS A  21      67.388  48.972  29.646  1.00  0.00

ATOM    320  HB1 LYS A  21      67.537  48.496  28.668  1.00  0.00

ATOM    321  HB2 LYS A  21      67.755  48.273  30.391  1.00  0.00

ATOM    322  CG  LYS A  21      68.386  50.118  29.722  1.00  0.00

ATOM    323  HG1 LYS A  21      69.294  49.630  29.392  1.00  0.00

ATOM    324  HG2 LYS A  21      68.545  50.408  30.760  1.00  0.00

ATOM    325  CD  LYS A  21      68.031  51.391  28.952  1.00  0.00

ATOM    326  HD1 LYS A  21      67.076  51.780  29.303  1.00  0.00

ATOM    327  HD2 LYS A  21      67.908  51.062  27.921  1.00  0.00

ATOM    328  CE  LYS A  21      68.969  52.596  29.080  1.00  0.00

ATOM    329  HE1 LYS A  21      69.920  52.327  28.622  1.00  0.00

ATOM    330  HE2 LYS A  21      69.164  52.992  30.069  1.00  0.00

ATOM    331  NZ  LYS A  21      68.441  53.778  28.378  1.00  0.00

ATOM    332  HZ1 LYS A  21      68.051  53.521  27.490  1.00  0.00

ATOM    333  HZ2 LYS A  21      67.735  54.306  28.876  1.00  0.00

ATOM    334  HZ3 LYS A  21      69.229  54.395  28.222  1.00  0.00

ATOM    335  C   LYS A  21      65.189  47.839  29.464  1.00  0.00

ATOM    336  O   LYS A  21      65.028  47.602  28.264  1.00  0.00

ATOM    337  N   ASP A  22      64.759  47.074  30.462  1.00  0.00

ATOM    338  H   ASP A  22      64.810  47.434  31.399  1.00  0.00

ATOM    339  CA  ASP A  22      64.051  45.809  30.333  1.00  0.00

ATOM    340  HA  ASP A  22      63.730  45.675  29.294  1.00  0.00

ATOM    341  CB  ASP A  22      65.006  44.641  30.570  1.00  0.00

ATOM    342  HB1 ASP A  22      65.661  44.634  29.696  1.00  0.00

ATOM    343  HB2 ASP A  22      64.430  43.748  30.371  1.00  0.00

ATOM    344  CG  ASP A  22      65.579  44.481  31.972  1.00  0.00

ATOM    345  OD1 ASP A  22      65.461  45.337  32.873  1.00  0.00

ATOM    346  OD2 ASP A  22      66.382  43.544  32.150  1.00  0.00

ATOM    347  C   ASP A  22      62.828  45.680  31.233  1.00  0.00

ATOM    348  O   ASP A  22      62.299  44.588  31.400  1.00  0.00

ATOM    349  N   GLY A  23      62.331  46.796  31.782  1.00  0.00

ATOM    350  H   GLY A  23      62.884  47.629  31.668  1.00  0.00

ATOM    351  CA  GLY A  23      60.999  46.863  32.359  1.00  0.00

ATOM    352  HA1 GLY A  23      60.323  46.370  31.671  1.00  0.00

ATOM    353  HA2 GLY A  23      60.611  47.864  32.532  1.00  0.00

ATOM    354  C   GLY A  23      60.794  46.152  33.687  1.00  0.00

ATOM    355  O   GLY A  23      59.666  45.831  34.050  1.00  0.00

ATOM    356  N   ASP A  24      61.869  45.753  34.362  1.00  0.00

ATOM    357  H   ASP A  24      62.781  45.963  33.977  1.00  0.00

ATOM    358  CA  ASP A  24      61.697  44.908  35.530  1.00  0.00

ATOM    359  HA  ASP A  24      60.781  44.350  35.350  1.00  0.00

ATOM    360  CB  ASP A  24      62.852  43.924  35.657  1.00  0.00

ATOM    361  HB1 ASP A  24      63.236  43.644  34.677  1.00  0.00

ATOM    362  HB2 ASP A  24      62.711  42.950  36.130  1.00  0.00

ATOM    363  CG  ASP A  24      63.956  44.669  36.389  1.00  0.00

ATOM    364  OD1 ASP A  24      64.337  45.825  36.151  1.00  0.00

ATOM    365  OD2 ASP A  24      64.648  43.961  37.148  1.00  0.00

ATOM    366  C   ASP A  24      61.434  45.705  36.803  1.00  0.00

ATOM    367  O   ASP A  24      61.561  45.189  37.917  1.00  0.00

ATOM    368  N   GLY A  25      61.124  46.999  36.703  1.00  0.00

ATOM    369  H   GLY A  25      60.996  47.196  35.718  1.00  0.00

ATOM    370  CA  GLY A  25      60.971  47.998  37.736  1.00  0.00

ATOM    371  HA1 GLY A  25      60.242  47.627  38.466  1.00  0.00

ATOM    372  HA2 GLY A  25      60.523  48.903  37.332  1.00  0.00

ATOM    373  C   GLY A  25      62.215  48.389  38.509  1.00  0.00

ATOM    374  O   GLY A  25      62.087  49.069  39.521  1.00  0.00

ATOM    375  N   THR A  26      63.453  48.077  38.117  1.00  0.00

ATOM    376  H   THR A  26      63.674  47.559  37.272  1.00  0.00

ATOM    377  CA  THR A  26      64.659  48.307  38.880  1.00  0.00

ATOM    378  HA  THR A  26      64.487  48.985  39.714  1.00  0.00

ATOM    379  CB  THR A  26      65.133  46.917  39.315  1.00  0.00

ATOM    380  HB  THR A  26      65.359  46.303  38.438  1.00  0.00

ATOM    381  CG2 THR A  26      66.375  47.082  40.193  1.00  0.00

ATOM    382 1HG2 THR A  26      66.138  47.796  40.987  1.00  0.00

ATOM    383 2HG2 THR A  26      66.661  46.107  40.576  1.00  0.00

ATOM    384 3HG2 THR A  26      67.117  47.494  39.507  1.00  0.00

ATOM    385  OG1 THR A  26      64.129  46.156  39.943  1.00  0.00

ATOM    386  HG1 THR A  26      63.639  45.781  39.207  1.00  0.00

ATOM    387  C   THR A  26      65.720  48.876  37.957  1.00  0.00

ATOM    388  O   THR A  26      65.973  48.331  36.882  1.00  0.00

ATOM    389  N   ILE A  27      66.372  49.982  38.319  1.00  0.00

ATOM    390  H   ILE A  27      66.016  50.459  39.132  1.00  0.00

ATOM    391  CA  ILE A  27      67.525  50.611  37.709  1.00  0.00

ATOM    392  HA  ILE A  27      67.402  50.365  36.652  1.00  0.00

ATOM    393  CB  ILE A  27      67.545  52.140  37.660  1.00  0.00

ATOM    394  HB  ILE A  27      67.474  52.401  38.714  1.00  0.00

ATOM    395  CG2 ILE A  27      68.790  52.766  37.037  1.00  0.00

ATOM    396 1HG2 ILE A  27      69.095  52.154  36.192  1.00  0.00

ATOM    397 2HG2 ILE A  27      68.515  53.691  36.522  1.00  0.00

ATOM    398 3HG2 ILE A  27      69.647  52.847  37.704  1.00  0.00

ATOM    399  CG1 ILE A  27      66.343  52.797  36.986  1.00  0.00

ATOM    400 1HG1 ILE A  27      65.432  52.252  37.221  1.00  0.00

ATOM    401 2HG1 ILE A  27      66.429  52.643  35.904  1.00  0.00

ATOM    402  CD  ILE A  27      66.037  54.248  37.347  1.00  0.00

ATOM    403  HD1 ILE A  27      66.931  54.865  37.305  1.00  0.00

ATOM    404  HD2 ILE A  27      65.248  54.556  36.659  1.00  0.00

ATOM    405  HD3 ILE A  27      65.554  54.226  38.325  1.00  0.00

ATOM    406  C   ILE A  27      68.789  50.094  38.376  1.00  0.00

ATOM    407  O   ILE A  27      69.102  50.333  39.543  1.00  0.00

ATOM    408  N   THR A  28      69.615  49.434  37.560  1.00  0.00

ATOM    409  H   THR A  28      69.257  49.249  36.631  1.00  0.00

ATOM    410  CA  THR A  28      70.930  48.870  37.779  1.00  0.00

ATOM    411  HA  THR A  28      71.046  48.597  38.824  1.00  0.00

ATOM    412  CB  THR A  28      71.131  47.522  37.085  1.00  0.00

ATOM    413  HB  THR A  28      72.100  47.111  37.358  1.00  0.00

ATOM    414  CG2 THR A  28      69.938  46.604  37.359  1.00  0.00

ATOM    415 1HG2 THR A  28      69.008  46.991  36.951  1.00  0.00

ATOM    416 2HG2 THR A  28      70.234  45.693  36.837  1.00  0.00

ATOM    417 3HG2 THR A  28      69.756  46.430  38.420  1.00  0.00

ATOM    418  OG1 THR A  28      71.077  47.727  35.690  1.00  0.00

ATOM    419  HG1 THR A  28      70.181  47.704  35.348  1.00  0.00

ATOM    420  C   THR A  28      72.013  49.877  37.409  1.00  0.00

ATOM    421  O   THR A  28      71.815  50.759  36.573  1.00  0.00

ATOM    422  N   THR A  29      73.214  49.756  37.974  1.00  0.00

ATOM    423  H   THR A  29      73.261  49.041  38.686  1.00  0.00

ATOM    424  CA  THR A  29      74.407  50.482  37.605  1.00  0.00

ATOM    425  HA  THR A  29      74.372  51.518  37.932  1.00  0.00

ATOM    426  CB  THR A  29      75.651  49.831  38.217  1.00  0.00

ATOM    427  HB  THR A  29      76.472  50.290  37.682  1.00  0.00

ATOM    428  CG2 THR A  29      75.784  50.197  39.691  1.00  0.00

ATOM    429 1HG2 THR A  29      75.750  51.291  39.744  1.00  0.00

ATOM    430 2HG2 THR A  29      74.933  49.798  40.257  1.00  0.00

ATOM    431 3HG2 THR A  29      76.697  49.789  40.124  1.00  0.00

ATOM    432  OG1 THR A  29      75.701  48.423  38.094  1.00  0.00

ATOM    433  HG1 THR A  29      76.625  48.175  38.074  1.00  0.00

ATOM    434  C   THR A  29      74.752  50.519  36.129  1.00  0.00

ATOM    435  O   THR A  29      75.155  51.525  35.547  1.00  0.00

ATOM    436  N   LYS A  30      74.650  49.394  35.427  1.00  0.00

ATOM    437  H   LYS A  30      74.602  48.533  35.957  1.00  0.00

ATOM    438  CA  LYS A  30      74.936  49.187  34.020  1.00  0.00

ATOM    439  HA  LYS A  30      75.889  49.699  33.900  1.00  0.00

ATOM    440  CB  LYS A  30      75.153  47.689  33.823  1.00  0.00

ATOM    441  HB1 LYS A  30      75.996  47.435  34.465  1.00  0.00

ATOM    442  HB2 LYS A  30      75.606  47.633  32.842  1.00  0.00

ATOM    443  CG  LYS A  30      74.085  46.654  34.153  1.00  0.00

ATOM    444  HG1 LYS A  30      73.199  46.774  33.541  1.00  0.00

ATOM    445  HG2 LYS A  30      73.880  46.720  35.218  1.00  0.00

ATOM    446  CD  LYS A  30      74.700  45.261  33.985  1.00  0.00

ATOM    447  HD1 LYS A  30      75.585  45.217  34.621  1.00  0.00

ATOM    448  HD2 LYS A  30      74.922  45.076  32.933  1.00  0.00

ATOM    449  CE  LYS A  30      73.692  44.207  34.433  1.00  0.00

ATOM    450  HE1 LYS A  30      72.784  44.333  33.856  1.00  0.00

ATOM    451  HE2 LYS A  30      73.550  44.397  35.507  1.00  0.00

ATOM    452  NZ  LYS A  30      74.231  42.853  34.269  1.00  0.00

ATOM    453  HZ1 LYS A  30      73.493  42.219  34.535  1.00  0.00

ATOM    454  HZ2 LYS A  30      74.374  42.632  33.290  1.00  0.00

ATOM    455  HZ3 LYS A  30      75.079  42.804  34.809  1.00  0.00

ATOM    456  C   LYS A  30      73.911  49.863  33.108  1.00  0.00

ATOM    457  O   LYS A  30      74.181  50.473  32.083  1.00  0.00

ATOM    458  N   GLU A  31      72.636  49.792  33.481  1.00  0.00

ATOM    459  H   GLU A  31      72.449  49.400  34.397  1.00  0.00

ATOM    460  CA  GLU A  31      71.587  50.512  32.783  1.00  0.00

ATOM    461  HA  GLU A  31      71.623  50.211  31.738  1.00  0.00

ATOM    462  CB  GLU A  31      70.208  50.080  33.271  1.00  0.00

ATOM    463  HB1 GLU A  31      69.408  50.689  32.860  1.00  0.00

ATOM    464  HB2 GLU A  31      70.143  50.223  34.360  1.00  0.00

ATOM    465  CG  GLU A  31      69.855  48.672  32.796  1.00  0.00

ATOM    466  HG1 GLU A  31      70.700  48.052  33.098  1.00  0.00

ATOM    467  HG2 GLU A  31      69.863  48.572  31.711  1.00  0.00

ATOM    468  CD  GLU A  31      68.647  48.110  33.534  1.00  0.00

ATOM    469  OE1 GLU A  31      68.613  47.994  34.780  1.00  0.00

ATOM    470  OE2 GLU A  31      67.625  47.843  32.872  1.00  0.00

ATOM    471  C   GLU A  31      71.767  52.022  32.862  1.00  0.00

ATOM    472  O   GLU A  31      71.630  52.723  31.862  1.00  0.00

ATOM    473  N   LEU A  32      71.985  52.564  34.067  1.00  0.00

ATOM    474  H   LEU A  32      71.995  51.894  34.816  1.00  0.00

ATOM    475  CA  LEU A  32      72.340  53.956  34.232  1.00  0.00

ATOM    476  HA  LEU A  32      71.446  54.502  33.906  1.00  0.00

ATOM    477  CB  LEU A  32      72.402  54.105  35.752  1.00  0.00

ATOM    478  HB1 LEU A  32      73.288  53.554  36.055  1.00  0.00

ATOM    479  HB2 LEU A  32      71.480  53.621  36.059  1.00  0.00

ATOM    480  CG  LEU A  32      72.533  55.467  36.425  1.00  0.00

ATOM    481  HG  LEU A  32      73.380  56.007  36.011  1.00  0.00

ATOM    482  CD1 LEU A  32      71.228  56.240  36.253  1.00  0.00

ATOM    483 1HD1 LEU A  32      71.130  56.595  35.224  1.00  0.00

ATOM    484 2HD1 LEU A  32      70.435  55.551  36.565  1.00  0.00

ATOM    485 3HD1 LEU A  32      71.096  57.099  36.914  1.00  0.00

ATOM    486  CD2 LEU A  32      72.685  55.120  37.909  1.00  0.00

ATOM    487 1HD2 LEU A  32      73.581  54.498  37.915  1.00  0.00

ATOM    488 2HD2 LEU A  32      73.013  56.073  38.331  1.00  0.00

ATOM    489 3HD2 LEU A  32      71.809  54.643  38.344  1.00  0.00

ATOM    490  C   LEU A  32      73.647  54.370  33.570  1.00  0.00

ATOM    491  O   LEU A  32      73.644  55.357  32.830  1.00  0.00

ATOM    492  N   GLY A  33      74.740  53.614  33.688  1.00  0.00

ATOM    493  H   GLY A  33      74.653  52.802  34.276  1.00  0.00

ATOM    494  CA  GLY A  33      75.867  53.778  32.800  1.00  0.00

ATOM    495  HA1 GLY A  33      76.493  52.898  32.884  1.00  0.00

ATOM    496  HA2 GLY A  33      76.485  54.639  33.051  1.00  0.00

ATOM    497  C   GLY A  33      75.560  53.860  31.306  1.00  0.00

ATOM    498  O   GLY A  33      76.330  54.447  30.550  1.00  0.00

ATOM    499  N   THR A  34      74.520  53.174  30.812  1.00  0.00

ATOM    500  H   THR A  34      73.983  52.606  31.455  1.00  0.00

ATOM    501  CA  THR A  34      74.048  53.253  29.446  1.00  0.00

ATOM    502  HA  THR A  34      74.801  53.097  28.680  1.00  0.00

ATOM    503  CB  THR A  34      72.948  52.225  29.157  1.00  0.00

ATOM    504  HB  THR A  34      71.953  52.551  29.456  1.00  0.00

ATOM    505  CG2 THR A  34      72.787  51.989  27.663  1.00  0.00

ATOM    506 1HG2 THR A  34      72.607  52.950  27.179  1.00  0.00

ATOM    507 2HG2 THR A  34      73.701  51.539  27.283  1.00  0.00

ATOM    508 3HG2 THR A  34      71.935  51.317  27.571  1.00  0.00

ATOM    509  OG1 THR A  34      73.271  50.956  29.675  1.00  0.00

ATOM    510  HG1 THR A  34      73.639  51.084  30.554  1.00  0.00

ATOM    511  C   THR A  34      73.468  54.635  29.178  1.00  0.00

ATOM    512  O   THR A  34      73.785  55.205  28.139  1.00  0.00

ATOM    513  N   VAL A  35      72.720  55.215  30.114  1.00  0.00

ATOM    514  H   VAL A  35      72.619  54.729  30.998  1.00  0.00

ATOM    515  CA  VAL A  35      72.258  56.587  30.031  1.00  0.00

ATOM    516  HA  VAL A  35      71.833  56.740  29.045  1.00  0.00

ATOM    517  CB  VAL A  35      71.105  56.877  30.982  1.00  0.00

ATOM    518  HB  VAL A  35      71.294  56.800  32.049  1.00  0.00

ATOM    519  CG1 VAL A  35      70.368  58.209  30.827  1.00  0.00

ATOM    520 1HG1 VAL A  35      71.148  58.918  31.100  1.00  0.00

ATOM    521 2HG1 VAL A  35      69.947  58.404  29.845  1.00  0.00

ATOM    522 3HG1 VAL A  35      69.574  58.366  31.573  1.00  0.00

ATOM    523  CG2 VAL A  35      69.971  55.885  30.696  1.00  0.00

ATOM    524 1HG2 VAL A  35      70.150  54.839  30.952  1.00  0.00

ATOM    525 2HG2 VAL A  35      69.087  56.223  31.238  1.00  0.00

ATOM    526 3HG2 VAL A  35      69.801  55.830  29.618  1.00  0.00

ATOM    527  C   VAL A  35      73.371  57.613  30.203  1.00  0.00

ATOM    528  O   VAL A  35      73.340  58.579  29.445  1.00  0.00

ATOM    529  N   MET A  36      74.414  57.340  30.994  1.00  0.00

ATOM    530  H   MET A  36      74.330  56.513  31.567  1.00  0.00

ATOM    531  CA  MET A  36      75.535  58.249  31.138  1.00  0.00

ATOM    532  HA  MET A  36      75.140  59.266  31.128  1.00  0.00

ATOM    533  CB  MET A  36      76.284  58.080  32.450  1.00  0.00

ATOM    534  HB1 MET A  36      77.312  58.424  32.296  1.00  0.00

ATOM    535  HB2 MET A  36      76.360  56.997  32.612  1.00  0.00

ATOM    536  CG  MET A  36      75.690  58.799  33.650  1.00  0.00

ATOM    537  HG1 MET A  36      76.272  58.421  34.486  1.00  0.00

ATOM    538  HG2 MET A  36      74.673  58.417  33.666  1.00  0.00

ATOM    539  SD  MET A  36      75.798  60.615  33.672  1.00  0.00

ATOM    540  CE  MET A  36      77.518  61.016  34.053  1.00  0.00

ATOM    541  HE1 MET A  36      77.736  60.809  35.108  1.00  0.00

ATOM    542  HE2 MET A  36      78.073  60.480  33.282  1.00  0.00

ATOM    543  HE3 MET A  36      77.773  62.016  33.713  1.00  0.00

ATOM    544  C   MET A  36      76.411  58.269  29.891  1.00  0.00

ATOM    545  O   MET A  36      76.713  59.329  29.359  1.00  0.00

ATOM    546  N   ARG A  37      76.647  57.062  29.368  1.00  0.00

ATOM    547  H   ARG A  37      76.360  56.205  29.808  1.00  0.00

ATOM    548  CA  ARG A  37      77.379  57.027  28.127  1.00  0.00

ATOM    549  HA  ARG A  37      78.281  57.627  28.268  1.00  0.00

ATOM    550  CB  ARG A  37      77.899  55.637  27.772  1.00  0.00

ATOM    551  HB1 ARG A  37      78.226  55.560  26.732  1.00  0.00

ATOM    552  HB2 ARG A  37      77.094  54.896  27.752  1.00  0.00

ATOM    553  CG  ARG A  37      79.134  55.223  28.567  1.00  0.00

ATOM    554  HG1 ARG A  37      78.973  55.260  29.643  1.00  0.00

ATOM    555  HG2 ARG A  37      79.924  55.870  28.188  1.00  0.00

ATOM    556  CD  ARG A  37      79.538  53.792  28.221  1.00  0.00

ATOM    557  HD1 ARG A  37      80.470  53.582  28.739  1.00  0.00

ATOM    558  HD2 ARG A  37      79.690  53.820  27.134  1.00  0.00

ATOM    559  NE  ARG A  37      78.482  52.826  28.510  1.00  0.00

ATOM    560  HE  ARG A  37      78.004  52.455  27.701  1.00  0.00

ATOM    561  CZ  ARG A  37      78.292  52.183  29.670  1.00  0.00

ATOM    562  NH1 ARG A  37      79.069  52.536  30.700  1.00  0.00

ATOM    563 1HH1 ARG A  37      79.907  52.979  30.349  1.00  0.00

ATOM    564 2HH1 ARG A  37      78.969  51.973  31.528  1.00  0.00

ATOM    565  NH2 ARG A  37      77.291  51.296  29.805  1.00  0.00

ATOM    566 1HH2 ARG A  37      76.755  50.975  29.014  1.00  0.00

ATOM    567 2HH2 ARG A  37      77.328  50.704  30.621  1.00  0.00

ATOM    568  C   ARG A  37      76.649  57.672  26.958  1.00  0.00

ATOM    569  O   ARG A  37      77.337  58.289  26.140  1.00  0.00

ATOM    570  N   SER A  38      75.311  57.647  26.905  1.00  0.00

ATOM    571  H   SER A  38      74.779  56.992  27.457  1.00  0.00

ATOM    572  CA  SER A  38      74.491  58.374  25.965  1.00  0.00

ATOM    573  HA  SER A  38      74.830  58.056  24.984  1.00  0.00

ATOM    574  CB  SER A  38      73.026  57.991  26.070  1.00  0.00

ATOM    575  HB1 SER A  38      72.298  58.500  25.447  1.00  0.00

ATOM    576  HB2 SER A  38      72.774  58.031  27.128  1.00  0.00

ATOM    577  OG  SER A  38      72.718  56.695  25.600  1.00  0.00

ATOM    578  HG  SER A  38      72.456  56.827  24.689  1.00  0.00

ATOM    579  C   SER A  38      74.650  59.891  26.047  1.00  0.00

ATOM    580  O   SER A  38      74.120  60.557  25.167  1.00  0.00

ATOM    581  N   LEU A  39      75.351  60.419  27.062  1.00  0.00

ATOM    582  H   LEU A  39      75.583  59.816  27.840  1.00  0.00

ATOM    583  CA  LEU A  39      75.779  61.787  27.270  1.00  0.00

ATOM    584  HA  LEU A  39      75.290  62.415  26.524  1.00  0.00

ATOM    585  CB  LEU A  39      75.218  62.240  28.614  1.00  0.00

ATOM    586  HB1 LEU A  39      75.471  63.297  28.682  1.00  0.00

ATOM    587  HB2 LEU A  39      75.796  61.752  29.394  1.00  0.00

ATOM    588  CG  LEU A  39      73.737  62.063  28.924  1.00  0.00

ATOM    589  HG  LEU A  39      73.392  61.049  28.682  1.00  0.00

ATOM    590  CD1 LEU A  39      73.400  62.328  30.393  1.00  0.00

ATOM    591 1HD1 LEU A  39      73.652  63.349  30.669  1.00  0.00

ATOM    592 2HD1 LEU A  39      72.342  62.255  30.615  1.00  0.00

ATOM    593 3HD1 LEU A  39      73.961  61.587  30.964  1.00  0.00

ATOM    594  CD2 LEU A  39      72.934  63.017  28.046  1.00  0.00

ATOM    595 1HD2 LEU A  39      72.929  62.641  27.019  1.00  0.00

ATOM    596 2HD2 LEU A  39      71.910  63.033  28.402  1.00  0.00

ATOM    597 3HD2 LEU A  39      73.434  63.987  28.072  1.00  0.00

ATOM    598  C   LEU A  39      77.273  62.040  27.153  1.00  0.00

ATOM    599  O   LEU A  39      77.812  63.086  27.487  1.00  0.00

ATOM    600  N   GLY A  40      77.969  61.006  26.670  1.00  0.00

ATOM    601  H   GLY A  40      77.501  60.150  26.408  1.00  0.00

ATOM    602  CA  GLY A  40      79.391  61.006  26.419  1.00  0.00

ATOM    603  HA1 GLY A  40      79.605  61.912  25.860  1.00  0.00

ATOM    604  HA2 GLY A  40      79.702  60.159  25.803  1.00  0.00

ATOM    605  C   GLY A  40      80.248  61.094  27.678  1.00  0.00

ATOM    606  O   GLY A  40      81.420  61.475  27.575  1.00  0.00

ATOM    607  N   GLN A  41      79.679  60.512  28.737  1.00  0.00

ATOM    608  H   GLN A  41      78.786  60.051  28.662  1.00  0.00

ATOM    609  CA  GLN A  41      80.445  60.390  29.949  1.00  0.00

ATOM    610  HA  GLN A  41      81.510  60.550  29.755  1.00  0.00

ATOM    611  CB  GLN A  41      79.942  61.267  31.094  1.00  0.00

ATOM    612  HB1 GLN A  41      80.408  60.906  32.021  1.00  0.00

ATOM    613  HB2 GLN A  41      78.886  61.057  31.250  1.00  0.00

ATOM    614  CG  GLN A  41      80.037  62.783  30.955  1.00  0.00

ATOM    615  HG1 GLN A  41      79.494  63.109  30.070  1.00  0.00

ATOM    616  HG2 GLN A  41      81.106  63.022  30.913  1.00  0.00

ATOM    617  CD  GLN A  41      79.497  63.465  32.195  1.00  0.00

ATOM    618  OE1 GLN A  41      78.369  63.958  32.150  1.00  0.00

ATOM    619  NE2 GLN A  41      80.214  63.501  33.322  1.00  0.00

ATOM    620 1HE2 GLN A  41      81.098  63.028  33.324  1.00  0.00

ATOM    621 2HE2 GLN A  41      79.843  64.018  34.105  1.00  0.00

ATOM    622  C   GLN A  41      80.415  58.972  30.497  1.00  0.00

ATOM    623  O   GLN A  41      79.360  58.379  30.686  1.00  0.00

ATOM    624  N   ASN A  42      81.580  58.426  30.882  1.00  0.00

ATOM    625  H   ASN A  42      82.427  58.871  30.563  1.00  0.00

ATOM    626  CA  ASN A  42      81.770  57.051  31.304  1.00  0.00

ATOM    627  HA  ASN A  42      80.797  56.585  31.239  1.00  0.00

ATOM    628  CB  ASN A  42      82.603  56.231  30.331  1.00  0.00

ATOM    629  HB1 ASN A  42      83.545  56.757  30.164  1.00  0.00

ATOM    630  HB2 ASN A  42      82.103  56.054  29.376  1.00  0.00

ATOM    631  CG  ASN A  42      82.849  54.803  30.809  1.00  0.00

ATOM    632  OD1 ASN A  42      81.976  53.954  30.860  1.00  0.00

ATOM    633  ND2 ASN A  42      84.057  54.385  31.182  1.00  0.00

ATOM    634 1HD2 ASN A  42      84.791  55.081  31.083  1.00  0.00

ATOM    635 2HD2 ASN A  42      84.082  53.466  31.598  1.00  0.00

ATOM    636  C   ASN A  42      82.212  56.949  32.758  1.00  0.00

ATOM    637  O   ASN A  42      83.424  56.913  32.940  1.00  0.00

ATOM    638  N   PRO A  43      81.354  56.930  33.784  1.00  0.00

ATOM    639  CD  PRO A  43      79.948  57.240  33.715  1.00  0.00

ATOM    640  HD1 PRO A  43      79.426  56.286  33.695  1.00  0.00

ATOM    641  HD2 PRO A  43      79.637  57.854  32.867  1.00  0.00

ATOM    642  CG  PRO A  43      79.686  58.022  35.004  1.00  0.00

ATOM    643  HG1 PRO A  43      78.655  57.813  35.297  1.00  0.00

ATOM    644  HG2 PRO A  43      79.965  59.073  34.943  1.00  0.00

ATOM    645  CB  PRO A  43      80.615  57.365  36.008  1.00  0.00

ATOM    646  HB1 PRO A  43      80.044  56.625  36.574  1.00  0.00

ATOM    647  HB2 PRO A  43      80.914  57.995  36.851  1.00  0.00

ATOM    648  CA  PRO A  43      81.747  56.757  35.174  1.00  0.00

ATOM    649  HA  PRO A  43      82.719  57.201  35.368  1.00  0.00

ATOM    650  C   PRO A  43      81.994  55.326  35.630  1.00  0.00

ATOM    651  O   PRO A  43      81.645  54.377  34.926  1.00  0.00

ATOM    652  N   THR A  44      82.644  55.184  36.784  1.00  0.00

ATOM    653  H   THR A  44      83.061  56.006  37.194  1.00  0.00

ATOM    654  CA  THR A  44      82.826  53.938  37.491  1.00  0.00

ATOM    655  HA  THR A  44      82.938  53.079  36.820  1.00  0.00

ATOM    656  CB  THR A  44      84.058  53.955  38.394  1.00  0.00

ATOM    657  HB  THR A  44      84.152  53.072  39.021  1.00  0.00

ATOM    658  CG2 THR A  44      85.369  54.072  37.636  1.00  0.00

ATOM    659 1HG2 THR A  44      85.489  53.126  37.106  1.00  0.00

ATOM    660 2HG2 THR A  44      85.396  54.848  36.869  1.00  0.00

ATOM    661 3HG2 THR A  44      86.137  54.262  38.382  1.00  0.00

ATOM    662  OG1 THR A  44      83.988  55.038  39.306  1.00  0.00

ATOM    663  HG1 THR A  44      83.958  55.863  38.818  1.00  0.00

ATOM    664  C   THR A  44      81.566  53.662  38.302  1.00  0.00

ATOM    665  O   THR A  44      80.873  54.509  38.871  1.00  0.00

ATOM    666  N   GLU A  45      81.346  52.372  38.536  1.00  0.00

ATOM    667  H   GLU A  45      82.000  51.672  38.215  1.00  0.00

ATOM    668  CA  GLU A  45      80.193  51.859  39.247  1.00  0.00

ATOM    669  HA  GLU A  45      79.229  52.193  38.854  1.00  0.00

ATOM    670  CB  GLU A  45      80.161  50.332  39.350  1.00  0.00

ATOM    671  HB1 GLU A  45      79.244  50.125  39.884  1.00  0.00

ATOM    672  HB2 GLU A  45      81.075  49.914  39.779  1.00  0.00

ATOM    673  CG  GLU A  45      79.888  49.708  37.982  1.00  0.00

ATOM    674  HG1 GLU A  45      80.748  49.778  37.320  1.00  0.00

ATOM    675  HG2 GLU A  45      79.060  50.246  37.517  1.00  0.00

ATOM    676  CD  GLU A  45      79.514  48.239  38.140  1.00  0.00

ATOM    677  OE1 GLU A  45      78.312  47.918  38.273  1.00  0.00

ATOM    678  OE2 GLU A  45      80.474  47.432  38.190  1.00  0.00

ATOM    679  C   GLU A  45      80.168  52.349  40.691  1.00  0.00

ATOM    680  O   GLU A  45      79.179  52.876  41.191  1.00  0.00

ATOM    681  N   ALA A  46      81.355  52.472  41.282  1.00  0.00

ATOM    682  H   ALA A  46      82.151  52.174  40.743  1.00  0.00

ATOM    683  CA  ALA A  46      81.498  53.097  42.589  1.00  0.00

ATOM    684  HA  ALA A  46      80.956  52.474  43.298  1.00  0.00

ATOM    685  CB  ALA A  46      83.007  53.157  42.840  1.00  0.00

ATOM    686  HB1 ALA A  46      83.227  53.365  43.894  1.00  0.00

ATOM    687  HB2 ALA A  46      83.479  52.256  42.466  1.00  0.00

ATOM    688  HB3 ALA A  46      83.453  53.988  42.295  1.00  0.00

ATOM    689  C   ALA A  46      80.894  54.495  42.684  1.00  0.00

ATOM    690  O   ALA A  46      80.442  54.884  43.753  1.00  0.00

ATOM    691  N   GLU A  47      80.879  55.282  41.605  1.00  0.00

ATOM    692  H   GLU A  47      81.359  55.004  40.761  1.00  0.00

ATOM    693  CA  GLU A  47      80.300  56.603  41.591  1.00  0.00

ATOM    694  HA  GLU A  47      80.431  57.105  42.552  1.00  0.00

ATOM    695  CB  GLU A  47      81.223  57.427  40.701  1.00  0.00

ATOM    696  HB1 GLU A  47      80.743  58.380  40.492  1.00  0.00

ATOM    697  HB2 GLU A  47      81.394  56.939  39.740  1.00  0.00

ATOM    698  CG  GLU A  47      82.573  57.663  41.380  1.00  0.00

ATOM    699  HG1 GLU A  47      83.221  56.790  41.360  1.00  0.00

ATOM    700  HG2 GLU A  47      82.475  57.831  42.446  1.00  0.00

ATOM    701  CD  GLU A  47      83.293  58.861  40.782  1.00  0.00

ATOM    702  OE1 GLU A  47      83.686  58.776  39.603  1.00  0.00

ATOM    703  OE2 GLU A  47      83.579  59.811  41.551  1.00  0.00

ATOM    704  C   GLU A  47      78.834  56.832  41.255  1.00  0.00

ATOM    705  O   GLU A  47      78.183  57.770  41.695  1.00  0.00

ATOM    706  N   LEU A  48      78.326  55.782  40.593  1.00  0.00

ATOM    707  H   LEU A  48      78.928  54.977  40.470  1.00  0.00

ATOM    708  CA  LEU A  48      76.920  55.652  40.276  1.00  0.00

ATOM    709  HA  LEU A  48      76.472  56.606  39.983  1.00  0.00

ATOM    710  CB  LEU A  48      76.658  54.769  39.055  1.00  0.00

ATOM    711  HB1 LEU A  48      75.631  54.512  38.817  1.00  0.00

ATOM    712  HB2 LEU A  48      77.157  53.802  39.091  1.00  0.00

ATOM    713  CG  LEU A  48      77.111  55.570  37.827  1.00  0.00

ATOM    714  HG  LEU A  48      78.097  55.978  38.041  1.00  0.00

ATOM    715  CD1 LEU A  48      77.130  54.713  36.559  1.00  0.00

ATOM    716 1HD1 LEU A  48      76.123  54.483  36.213  1.00  0.00

ATOM    717 2HD1 LEU A  48      77.626  55.255  35.750  1.00  0.00

ATOM    718 3HD1 LEU A  48      77.677  53.798  36.747  1.00  0.00

ATOM    719  CD2 LEU A  48      76.360  56.835  37.418  1.00  0.00

ATOM    720 1HD2 LEU A  48      76.649  57.228  36.449  1.00  0.00

ATOM    721 2HD2 LEU A  48      75.293  56.681  37.362  1.00  0.00

ATOM    722 3HD2 LEU A  48      76.570  57.718  38.030  1.00  0.00

ATOM    723  C   LEU A  48      76.261  54.963  41.459  1.00  0.00

ATOM    724  O   LEU A  48      75.158  55.424  41.719  1.00  0.00

ATOM    725  N   GLN A  49      76.911  54.109  42.255  1.00  0.00

ATOM    726  H   GLN A  49      77.828  53.750  42.021  1.00  0.00

ATOM    727  CA  GLN A  49      76.427  53.668  43.538  1.00  0.00

ATOM    728  HA  GLN A  49      75.425  53.299  43.295  1.00  0.00

ATOM    729  CB  GLN A  49      77.257  52.570  44.189  1.00  0.00

ATOM    730  HB1 GLN A  49      77.179  52.660  45.272  1.00  0.00

ATOM    731  HB2 GLN A  49      78.299  52.765  43.912  1.00  0.00

ATOM    732  CG  GLN A  49      76.988  51.118  43.793  1.00  0.00

ATOM    733  HG1 GLN A  49      77.703  50.449  44.281  1.00  0.00

ATOM    734  HG2 GLN A  49      77.230  50.932  42.751  1.00  0.00

ATOM    735  CD  GLN A  49      75.533  50.723  43.969  1.00  0.00

ATOM    736  OE1 GLN A  49      74.726  51.255  44.732  1.00  0.00

ATOM    737  NE2 GLN A  49      75.019  49.723  43.250  1.00  0.00

ATOM    738 1HE2 GLN A  49      75.697  49.283  42.634  1.00  0.00

ATOM    739 2HE2 GLN A  49      74.019  49.622  43.388  1.00  0.00

ATOM    740  C   GLN A  49      76.153  54.828  44.478  1.00  0.00

ATOM    741  O   GLN A  49      75.106  54.799  45.124  1.00  0.00

ATOM    742  N   ASP A  50      77.020  55.844  44.502  1.00  0.00

ATOM    743  H   ASP A  50      77.711  55.839  43.765  1.00  0.00

ATOM    744  CA  ASP A  50      76.798  57.023  45.310  1.00  0.00

ATOM    745  HA  ASP A  50      76.740  56.695  46.351  1.00  0.00

ATOM    746  CB  ASP A  50      78.098  57.832  45.325  1.00  0.00

ATOM    747  HB1 ASP A  50      78.670  57.786  44.397  1.00  0.00

ATOM    748  HB2 ASP A  50      78.757  57.303  46.006  1.00  0.00

ATOM    749  CG  ASP A  50      77.892  59.281  45.737  1.00  0.00

ATOM    750  OD1 ASP A  50      77.612  59.561  46.926  1.00  0.00

ATOM    751  OD2 ASP A  50      77.970  60.150  44.841  1.00  0.00

ATOM    752  C   ASP A  50      75.650  57.897  44.843  1.00  0.00

ATOM    753  O   ASP A  50      74.927  58.466  45.659  1.00  0.00

ATOM    754  N   MET A  51      75.471  57.963  43.520  1.00  0.00

ATOM    755  H   MET A  51      76.118  57.528  42.875  1.00  0.00

ATOM    756  CA  MET A  51      74.317  58.556  42.867  1.00  0.00

ATOM    757  HA  MET A  51      74.224  59.556  43.278  1.00  0.00

ATOM    758  CB  MET A  51      74.588  58.767  41.375  1.00  0.00

ATOM    759  HB1 MET A  51      74.505  57.828  40.829  1.00  0.00

ATOM    760  HB2 MET A  51      75.611  59.127  41.300  1.00  0.00

ATOM    761  CG  MET A  51      73.644  59.805  40.759  1.00  0.00

ATOM    762  HG1 MET A  51      73.621  60.581  41.527  1.00  0.00

ATOM    763  HG2 MET A  51      72.687  59.300  40.660  1.00  0.00

ATOM    764  SD  MET A  51      74.220  60.323  39.121  1.00  0.00

ATOM    765  CE  MET A  51      73.034  59.439  38.060  1.00  0.00

ATOM    766  HE1 MET A  51      73.294  59.557  37.012  1.00  0.00

ATOM    767  HE2 MET A  51      73.174  58.361  38.107  1.00  0.00

ATOM    768  HE3 MET A  51      71.991  59.719  38.187  1.00  0.00

ATOM    769  C   MET A  51      73.015  57.830  43.185  1.00  0.00

ATOM    770  O   MET A  51      71.976  58.384  43.547  1.00  0.00

ATOM    771  N   ILE A  52      73.048  56.497  43.244  1.00  0.00

ATOM    772  H   ILE A  52      73.901  56.021  43.014  1.00  0.00

ATOM    773  CA  ILE A  52      71.890  55.683  43.541  1.00  0.00

ATOM    774  HA  ILE A  52      71.133  56.115  42.883  1.00  0.00

ATOM    775  CB  ILE A  52      72.127  54.247  43.070  1.00  0.00

ATOM    776  HB  ILE A  52      73.161  54.014  43.348  1.00  0.00

ATOM    777  CG2 ILE A  52      71.237  53.285  43.842  1.00  0.00

ATOM    778 1HG2 ILE A  52      71.148  52.292  43.393  1.00  0.00

ATOM    779 2HG2 ILE A  52      71.636  53.308  44.864  1.00  0.00

ATOM    780 3HG2 ILE A  52      70.300  53.810  43.983  1.00  0.00

ATOM    781  CG1 ILE A  52      72.036  54.091  41.559  1.00  0.00

ATOM    782 1HG1 ILE A  52      72.474  54.963  41.079  1.00  0.00

ATOM    783 2HG1 ILE A  52      71.002  54.195  41.218  1.00  0.00

ATOM    784  CD  ILE A  52      72.551  52.794  40.950  1.00  0.00

ATOM    785  HD1 ILE A  52      72.189  51.931  41.505  1.00  0.00

ATOM    786  HD2 ILE A  52      72.051  52.685  39.985  1.00  0.00

ATOM    787  HD3 ILE A  52      73.640  52.742  40.929  1.00  0.00

ATOM    788  C   ILE A  52      71.476  55.857  44.992  1.00  0.00

ATOM    789  O   ILE A  52      70.334  55.899  45.442  1.00  0.00

ATOM    790  N   ASN A  53      72.434  56.174  45.861  1.00  0.00

ATOM    791  H   ASN A  53      73.380  56.278  45.524  1.00  0.00

ATOM    792  CA  ASN A  53      72.282  56.429  47.282  1.00  0.00

ATOM    793  HA  ASN A  53      71.719  55.545  47.580  1.00  0.00

ATOM    794  CB  ASN A  53      73.614  56.277  48.003  1.00  0.00

ATOM    795  HB1 ASN A  53      74.211  57.131  47.684  1.00  0.00

ATOM    796  HB2 ASN A  53      73.983  55.310  47.651  1.00  0.00

ATOM    797  CG  ASN A  53      73.594  56.286  49.521  1.00  0.00

ATOM    798  OD1 ASN A  53      73.039  55.409  50.189  1.00  0.00

ATOM    799  ND2 ASN A  53      74.015  57.400  50.110  1.00  0.00

ATOM    800 1HD2 ASN A  53      74.719  57.958  49.640  1.00  0.00

ATOM    801 2HD2 ASN A  53      73.935  57.595  51.100  1.00  0.00

ATOM    802  C   ASN A  53      71.396  57.605  47.698  1.00  0.00

ATOM    803  O   ASN A  53      70.986  57.675  48.852  1.00  0.00

ATOM    804  N   GLU A  54      71.115  58.580  46.831  1.00  0.00

ATOM    805  H   GLU A  54      71.483  58.551  45.891  1.00  0.00

ATOM    806  CA  GLU A  54      70.134  59.617  47.077  1.00  0.00

ATOM    807  HA  GLU A  54      70.135  59.865  48.137  1.00  0.00

ATOM    808  CB  GLU A  54      70.600  60.861  46.319  1.00  0.00

ATOM    809  HB1 GLU A  54      69.940  61.677  46.605  1.00  0.00

ATOM    810  HB2 GLU A  54      70.466  60.833  45.239  1.00  0.00

ATOM    811  CG  GLU A  54      72.054  61.233  46.600  1.00  0.00

ATOM    812  HG1 GLU A  54      72.345  62.154  46.096  1.00  0.00

ATOM    813  HG2 GLU A  54      72.691  60.459  46.171  1.00  0.00

ATOM    814  CD  GLU A  54      72.394  61.279  48.072  1.00  0.00

ATOM    815  OE1 GLU A  54      71.604  61.836  48.864  1.00  0.00

ATOM    816  OE2 GLU A  54      73.562  61.008  48.431  1.00  0.00

ATOM    817  C   GLU A  54      68.712  59.150  46.808  1.00  0.00

ATOM    818  O   GLU A  54      67.787  59.927  47.063  1.00  0.00

ATOM    819  N   VAL A  55      68.433  57.951  46.284  1.00  0.00

ATOM    820  H   VAL A  55      69.213  57.334  46.094  1.00  0.00

ATOM    821  CA  VAL A  55      67.174  57.366  45.869  1.00  0.00

ATOM    822  HA  VAL A  55      66.321  57.977  46.174  1.00  0.00

ATOM    823  CB  VAL A  55      67.072  57.362  44.344  1.00  0.00

ATOM    824  HB  VAL A  55      67.649  56.504  43.983  1.00  0.00

ATOM    825  CG1 VAL A  55      65.622  57.295  43.879  1.00  0.00

ATOM    826 1HG1 VAL A  55      65.219  58.178  44.372  1.00  0.00

ATOM    827 2HG1 VAL A  55      65.547  57.426  42.797  1.00  0.00

ATOM    828 3HG1 VAL A  55      65.145  56.418  44.294  1.00  0.00

ATOM    829  CG2 VAL A  55      67.662  58.578  43.628  1.00  0.00

ATOM    830 1HG2 VAL A  55      67.141  59.488  43.921  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.669  58.812  43.963  1.00  0.00

ATOM    832 3HG2 VAL A  55      67.629  58.485  42.535  1.00  0.00

ATOM    833  C   VAL A  55      66.884  55.992  46.456  1.00  0.00

ATOM    834  O   VAL A  55      65.750  55.702  46.850  1.00  0.00

ATOM    835  N   ASP A  56      67.875  55.106  46.501  1.00  0.00

ATOM    836  H   ASP A  56      68.820  55.345  46.240  1.00  0.00

ATOM    837  CA  ASP A  56      67.759  53.886  47.283  1.00  0.00

ATOM    838  HA  ASP A  56      66.930  53.351  46.815  1.00  0.00

ATOM    839  CB  ASP A  56      68.894  52.928  46.966  1.00  0.00

ATOM    840  HB1 ASP A  56      69.833  53.469  47.108  1.00  0.00

ATOM    841  HB2 ASP A  56      68.807  52.556  45.952  1.00  0.00

ATOM    842  CG  ASP A  56      68.901  51.620  47.749  1.00  0.00

ATOM    843  OD1 ASP A  56      67.839  50.970  47.783  1.00  0.00

ATOM    844  OD2 ASP A  56      69.993  51.101  48.080  1.00  0.00

ATOM    845  C   ASP A  56      67.338  54.104  48.727  1.00  0.00

ATOM    846  O   ASP A  56      67.920  54.998  49.347  1.00  0.00

ATOM    847  N   ALA A  57      66.475  53.279  49.322  1.00  0.00

ATOM    848  H   ALA A  57      66.003  52.696  48.644  1.00  0.00

ATOM    849  CA  ALA A  57      65.876  53.365  50.631  1.00  0.00

ATOM    850  HA  ALA A  57      66.475  53.981  51.297  1.00  0.00

ATOM    851  CB  ALA A  57      64.444  53.830  50.402  1.00  0.00

ATOM    852  HB1 ALA A  57      63.904  53.717  51.340  1.00  0.00

ATOM    853  HB2 ALA A  57      64.482  54.864  50.055  1.00  0.00

ATOM    854  HB3 ALA A  57      63.981  53.289  49.569  1.00  0.00

ATOM    855  C   ALA A  57      65.855  52.040  51.388  1.00  0.00

ATOM    856  O   ALA A  57      65.885  51.984  52.610  1.00  0.00

ATOM    857  N   ASP A  58      65.836  50.898  50.679  1.00  0.00

ATOM    858  H   ASP A  58      65.677  50.966  49.684  1.00  0.00

ATOM    859  CA  ASP A  58      65.902  49.577  51.268  1.00  0.00

ATOM    860  HA  ASP A  58      65.453  49.596  52.269  1.00  0.00

ATOM    861  CB  ASP A  58      64.934  48.647  50.547  1.00  0.00

ATOM    862  HB1 ASP A  58      63.941  49.092  50.580  1.00  0.00

ATOM    863  HB2 ASP A  58      64.841  47.680  51.054  1.00  0.00

ATOM    864  CG  ASP A  58      65.213  48.361  49.083  1.00  0.00

ATOM    865  OD1 ASP A  58      66.358  48.237  48.595  1.00  0.00

ATOM    866  OD2 ASP A  58      64.291  48.564  48.267  1.00  0.00

ATOM    867  C   ASP A  58      67.319  49.081  51.455  1.00  0.00

ATOM    868  O   ASP A  58      67.625  48.227  52.288  1.00  0.00

ATOM    869  N   GLY A  59      68.229  49.684  50.682  1.00  0.00

ATOM    870  H   GLY A  59      67.980  50.388  50.011  1.00  0.00

ATOM    871  CA  GLY A  59      69.651  49.567  50.982  1.00  0.00

ATOM    872  HA1 GLY A  59      69.742  49.185  51.993  1.00  0.00

ATOM    873  HA2 GLY A  59      70.151  50.537  50.976  1.00  0.00

ATOM    874  C   GLY A  59      70.419  48.623  50.065  1.00  0.00

ATOM    875  O   GLY A  59      71.615  48.408  50.231  1.00  0.00

ATOM    876  N   ASN A  60      69.639  48.049  49.152  1.00  0.00

ATOM    877  H   ASN A  60      68.727  48.466  49.016  1.00  0.00

ATOM    878  CA  ASN A  60      70.084  47.044  48.208  1.00  0.00

ATOM    879  HA  ASN A  60      70.670  46.332  48.799  1.00  0.00

ATOM    880  CB  ASN A  60      68.904  46.195  47.758  1.00  0.00

ATOM    881  HB1 ASN A  60      68.226  46.011  48.591  1.00  0.00

ATOM    882  HB2 ASN A  60      69.263  45.236  47.378  1.00  0.00

ATOM    883  CG  ASN A  60      68.121  46.852  46.626  1.00  0.00

ATOM    884  OD1 ASN A  60      68.196  48.038  46.318  1.00  0.00

ATOM    885  ND2 ASN A  60      67.181  46.125  46.013  1.00  0.00

ATOM    886 1HD2 ASN A  60      67.136  45.159  46.309  1.00  0.00

ATOM    887 2HD2 ASN A  60      66.661  46.611  45.295  1.00  0.00

ATOM    888  C   ASN A  60      70.953  47.584  47.089  1.00  0.00

ATOM    889  O   ASN A  60      71.535  46.772  46.364  1.00  0.00

ATOM    890  N   GLY A  61      71.136  48.899  46.958  1.00  0.00

ATOM    891  H   GLY A  61      70.576  49.524  47.516  1.00  0.00

ATOM    892  CA  GLY A  61      72.012  49.442  45.934  1.00  0.00

ATOM    893  HA1 GLY A  61      72.997  48.970  45.977  1.00  0.00

ATOM    894  HA2 GLY A  61      72.059  50.525  46.055  1.00  0.00

ATOM    895  C   GLY A  61      71.415  49.340  44.542  1.00  0.00

ATOM    896  O   GLY A  61      72.139  49.517  43.559  1.00  0.00

ATOM    897  N   THR A  62      70.101  49.167  44.367  1.00  0.00

ATOM    898  H   THR A  62      69.536  49.114  45.209  1.00  0.00

ATOM    899  CA  THR A  62      69.378  49.417  43.143  1.00  0.00

ATOM    900  HA  THR A  62      70.022  50.013  42.498  1.00  0.00

ATOM    901  CB  THR A  62      69.196  48.184  42.249  1.00  0.00

ATOM    902  HB  THR A  62      68.356  48.476  41.620  1.00  0.00

ATOM    903  CG2 THR A  62      70.510  47.905  41.530  1.00  0.00

ATOM    904 1HG2 THR A  62      71.215  47.412  42.191  1.00  0.00

ATOM    905 2HG2 THR A  62      70.429  47.055  40.844  1.00  0.00

ATOM    906 3HG2 THR A  62      71.021  48.805  41.196  1.00  0.00

ATOM    907  OG1 THR A  62      68.794  47.061  42.993  1.00  0.00

ATOM    908  HG1 THR A  62      67.869  47.198  43.187  1.00  0.00

ATOM    909  C   THR A  62      68.098  50.213  43.336  1.00  0.00

ATOM    910  O   THR A  62      67.418  50.146  44.364  1.00  0.00

ATOM    911  N   ILE A  63      67.805  51.081  42.371  1.00  0.00

ATOM    912  H   ILE A  63      68.326  51.093  41.505  1.00  0.00

ATOM    913  CA  ILE A  63      66.648  51.942  42.552  1.00  0.00

ATOM    914  HA  ILE A  63      66.597  52.205  43.606  1.00  0.00

ATOM    915  CB  ILE A  63      66.700  53.311  41.871  1.00  0.00

ATOM    916  HB  ILE A  63      66.377  53.110  40.843  1.00  0.00

ATOM    917  CG2 ILE A  63      65.653  54.223  42.499  1.00  0.00

ATOM    918 1HG2 ILE A  63      64.676  53.788  42.728  1.00  0.00

ATOM    919 2HG2 ILE A  63      66.102  54.549  43.430  1.00  0.00

ATOM    920 3HG2 ILE A  63      65.430  55.035  41.799  1.00  0.00

ATOM    921  CG1 ILE A  63      68.075  53.969  41.794  1.00  0.00

ATOM    922 1HG1 ILE A  63      68.708  53.350  41.152  1.00  0.00

ATOM    923 2HG1 ILE A  63      68.529  54.111  42.770  1.00  0.00

ATOM    924  CD  ILE A  63      68.043  55.248  40.959  1.00  0.00

ATOM    925  HD1 ILE A  63      69.104  55.482  40.895  1.00  0.00

ATOM    926  HD2 ILE A  63      67.734  55.027  39.934  1.00  0.00

ATOM    927  HD3 ILE A  63      67.475  56.006  41.498  1.00  0.00

ATOM    928  C   ILE A  63      65.399  51.239  42.045  1.00  0.00

ATOM    929  O   ILE A  63      65.415  50.808  40.905  1.00  0.00

ATOM    930  N   ASP A  64      64.333  51.164  42.855  1.00  0.00

ATOM    931  H   ASP A  64      64.351  51.795  43.629  1.00  0.00

ATOM    932  CA  ASP A  64      63.078  50.544  42.481  1.00  0.00

ATOM    933  HA  ASP A  64      63.292  49.764  41.751  1.00  0.00

ATOM    934  CB  ASP A  64      62.538  49.731  43.644  1.00  0.00

ATOM    935  HB1 ASP A  64      61.522  49.389  43.441  1.00  0.00

ATOM    936  HB2 ASP A  64      62.387  50.394  44.503  1.00  0.00

ATOM    937  CG  ASP A  64      63.395  48.558  44.112  1.00  0.00

ATOM    938  OD1 ASP A  64      64.359  48.712  44.896  1.00  0.00

ATOM    939  OD2 ASP A  64      63.182  47.467  43.549  1.00  0.00

ATOM    940  C   ASP A  64      62.104  51.660  42.132  1.00  0.00

ATOM    941  O   ASP A  64      62.273  52.811  42.526  1.00  0.00

ATOM    942  N   PHE A  65      61.089  51.453  41.290  1.00  0.00

ATOM    943  H   PHE A  65      61.077  50.582  40.764  1.00  0.00

ATOM    944  CA  PHE A  65      60.150  52.520  41.009  1.00  0.00

ATOM    945  HA  PHE A  65      60.808  53.355  40.778  1.00  0.00

ATOM    946  CB  PHE A  65      59.117  52.210  39.923  1.00  0.00

ATOM    947  HB1 PHE A  65      58.491  51.362  40.181  1.00  0.00

ATOM    948  HB2 PHE A  65      59.702  51.918  39.041  1.00  0.00

ATOM    949  CG  PHE A  65      58.340  53.400  39.406  1.00  0.00

ATOM    950  CD1 PHE A  65      58.994  54.584  39.047  1.00  0.00

ATOM    951  HD1 PHE A  65      60.078  54.561  39.066  1.00  0.00

ATOM    952  CE1 PHE A  65      58.194  55.680  38.710  1.00  0.00

ATOM    953  HE1 PHE A  65      58.615  56.588  38.306  1.00  0.00

ATOM    954  CZ  PHE A  65      56.807  55.587  38.583  1.00  0.00

ATOM    955  HZ  PHE A  65      56.241  56.456  38.264  1.00  0.00

ATOM    956  CE2 PHE A  65      56.171  54.369  38.857  1.00  0.00

ATOM    957  HE2 PHE A  65      55.106  54.286  38.719  1.00  0.00

ATOM    958  CD2 PHE A  65      56.952  53.304  39.320  1.00  0.00

ATOM    959  HD2 PHE A  65      56.477  52.378  39.624  1.00  0.00

ATOM    960  C   PHE A  65      59.461  53.126  42.215  1.00  0.00

ATOM    961  O   PHE A  65      59.588  54.349  42.339  1.00  0.00

ATOM    962  N   PRO A  66      58.873  52.416  43.170  1.00  0.00

ATOM    963  CD  PRO A  66      58.421  51.046  43.087  1.00  0.00

ATOM    964  HD1 PRO A  66      59.155  50.389  42.610  1.00  0.00

ATOM    965  HD2 PRO A  66      57.612  51.004  42.359  1.00  0.00

ATOM    966  CG  PRO A  66      57.837  50.653  44.440  1.00  0.00

ATOM    967  HG1 PRO A  66      58.279  49.682  44.685  1.00  0.00

ATOM    968  HG2 PRO A  66      56.744  50.660  44.467  1.00  0.00

ATOM    969  CB  PRO A  66      58.467  51.719  45.336  1.00  0.00

ATOM    970  HB1 PRO A  66      59.480  51.426  45.595  1.00  0.00

ATOM    971  HB2 PRO A  66      57.894  51.777  46.257  1.00  0.00

ATOM    972  CA  PRO A  66      58.501  52.969  44.459  1.00  0.00

ATOM    973  HA  PRO A  66      57.482  53.342  44.374  1.00  0.00

ATOM    974  C   PRO A  66      59.360  54.046  45.104  1.00  0.00

ATOM    975  O   PRO A  66      58.833  54.907  45.802  1.00  0.00

ATOM    976  N   GLU A  67      60.674  53.947  44.906  1.00  0.00

ATOM    977  H   GLU A  67      61.032  53.273  44.240  1.00  0.00

ATOM    978  CA  GLU A  67      61.631  54.827  45.548  1.00  0.00

ATOM    979  HA  GLU A  67      61.229  55.165  46.505  1.00  0.00

ATOM    980  CB  GLU A  67      62.935  54.020  45.594  1.00  0.00

ATOM    981  HB1 GLU A  67      63.616  54.758  45.993  1.00  0.00

ATOM    982  HB2 GLU A  67      63.188  53.744  44.575  1.00  0.00

ATOM    983  CG  GLU A  67      62.963  52.815  46.526  1.00  0.00

ATOM    984  HG1 GLU A  67      62.237  52.097  46.144  1.00  0.00

ATOM    985  HG2 GLU A  67      62.618  53.177  47.501  1.00  0.00

ATOM    986  CD  GLU A  67      64.302  52.103  46.623  1.00  0.00

ATOM    987  OE1 GLU A  67      64.894  51.724  45.586  1.00  0.00

ATOM    988  OE2 GLU A  67      64.774  51.731  47.715  1.00  0.00

ATOM    989  C   GLU A  67      61.769  56.108  44.754  1.00  0.00

ATOM    990  O   GLU A  67      61.579  57.200  45.292  1.00  0.00

ATOM    991  N   PHE A  68      61.986  55.943  43.446  1.00  0.00

ATOM    992  H   PHE A  68      61.980  54.969  43.170  1.00  0.00

ATOM    993  CA  PHE A  68      62.135  56.980  42.457  1.00  0.00

ATOM    994  HA  PHE A  68      62.859  57.714  42.822  1.00  0.00

ATOM    995  CB  PHE A  68      62.723  56.392  41.184  1.00  0.00

ATOM    996  HB1 PHE A  68      61.916  55.736  40.865  1.00  0.00

ATOM    997  HB2 PHE A  68      63.437  55.629  41.472  1.00  0.00

ATOM    998  CG  PHE A  68      63.154  57.321  40.071  1.00  0.00

ATOM    999  CD1 PHE A  68      64.479  57.337  39.627  1.00  0.00

ATOM   1000  HD1 PHE A  68      65.277  56.795  40.123  1.00  0.00

ATOM   1001  CE1 PHE A  68      64.766  58.016  38.435  1.00  0.00

ATOM   1002  HE1 PHE A  68      65.716  57.750  37.999  1.00  0.00

ATOM   1003  CZ  PHE A  68      63.747  58.611  37.675  1.00  0.00

ATOM   1004  HZ  PHE A  68      63.915  58.936  36.664  1.00  0.00

ATOM   1005  CE2 PHE A  68      62.450  58.657  38.202  1.00  0.00

ATOM   1006  HE2 PHE A  68      61.704  59.084  37.563  1.00  0.00

ATOM   1007  CD2 PHE A  68      62.128  58.012  39.406  1.00  0.00

ATOM   1008  HD2 PHE A  68      61.081  57.931  39.657  1.00  0.00

ATOM   1009  C   PHE A  68      60.850  57.769  42.216  1.00  0.00

ATOM   1010  O   PHE A  68      60.812  58.966  41.954  1.00  0.00

ATOM   1011  N   LEU A  69      59.741  57.102  42.539  1.00  0.00

ATOM   1012  H   LEU A  69      59.840  56.101  42.559  1.00  0.00

ATOM   1013  CA  LEU A  69      58.438  57.756  42.507  1.00  0.00

ATOM   1014  HA  LEU A  69      58.360  58.309  41.563  1.00  0.00

ATOM   1015  CB  LEU A  69      57.404  56.631  42.481  1.00  0.00

ATOM   1016  HB1 LEU A  69      57.588  55.993  43.343  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.614  56.069  41.569  1.00  0.00

ATOM   1018  CG  LEU A  69      55.976  57.165  42.464  1.00  0.00

ATOM   1019  HG  LEU A  69      55.861  57.865  43.293  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.654  57.885  41.157  1.00  0.00

ATOM   1021 1HD1 LEU A  69      55.629  57.259  40.269  1.00  0.00

ATOM   1022 2HD1 LEU A  69      54.765  58.500  41.306  1.00  0.00

ATOM   1023 3HD1 LEU A  69      56.450  58.599  40.937  1.00  0.00

ATOM   1024  CD2 LEU A  69      54.794  56.235  42.745  1.00  0.00

ATOM   1025 1HD2 LEU A  69      53.915  56.851  42.895  1.00  0.00

ATOM   1026 2HD2 LEU A  69      54.792  55.402  42.042  1.00  0.00

ATOM   1027 3HD2 LEU A  69      55.015  55.744  43.697  1.00  0.00

ATOM   1028  C   LEU A  69      58.361  58.764  43.647  1.00  0.00

ATOM   1029  O   LEU A  69      57.899  59.875  43.416  1.00  0.00

ATOM   1030  N   THR A  70      58.716  58.335  44.859  1.00  0.00

ATOM   1031  H   THR A  70      58.799  57.342  45.039  1.00  0.00

ATOM   1032  CA  THR A  70      58.812  59.178  46.027  1.00  0.00

ATOM   1033  HA  THR A  70      57.796  59.560  46.112  1.00  0.00

ATOM   1034  CB  THR A  70      59.200  58.306  47.210  1.00  0.00

ATOM   1035  HB  THR A  70      60.123  57.745  47.014  1.00  0.00

ATOM   1036  CG2 THR A  70      59.413  59.164  48.454  1.00  0.00

ATOM   1037 1HG2 THR A  70      58.683  59.901  48.788  1.00  0.00

ATOM   1038 2HG2 THR A  70      59.720  58.517  49.270  1.00  0.00

ATOM   1039 3HG2 THR A  70      60.344  59.702  48.280  1.00  0.00

ATOM   1040  OG1 THR A  70      58.226  57.329  47.504  1.00  0.00

ATOM   1041  HG1 THR A  70      58.623  56.533  47.134  1.00  0.00

ATOM   1042  C   THR A  70      59.819  60.318  45.869  1.00  0.00

ATOM   1043  O   THR A  70      59.527  61.461  46.203  1.00  0.00

ATOM   1044  N   MET A  71      60.951  60.027  45.233  1.00  0.00

ATOM   1045  H   MET A  71      61.173  59.098  44.927  1.00  0.00

ATOM   1046  CA  MET A  71      62.056  60.970  45.104  1.00  0.00

ATOM   1047  HA  MET A  71      62.236  61.408  46.086  1.00  0.00

ATOM   1048  CB  MET A  71      63.361  60.230  44.814  1.00  0.00

ATOM   1049  HB1 MET A  71      63.066  59.658  43.927  1.00  0.00

ATOM   1050  HB2 MET A  71      63.590  59.499  45.593  1.00  0.00

ATOM   1051  CG  MET A  71      64.574  61.133  44.629  1.00  0.00

ATOM   1052  HG1 MET A  71      65.432  60.475  44.697  1.00  0.00

ATOM   1053  HG2 MET A  71      64.584  61.888  45.411  1.00  0.00

ATOM   1054  SD  MET A  71      64.648  62.041  43.062  1.00  0.00

ATOM   1055  CE  MET A  71      65.337  60.768  41.975  1.00  0.00

ATOM   1056  HE1 MET A  71      66.386  60.579  42.225  1.00  0.00

ATOM   1057  HE2 MET A  71      64.748  59.849  41.978  1.00  0.00

ATOM   1058  HE3 MET A  71      65.204  61.154  40.966  1.00  0.00

ATOM   1059  C   MET A  71      61.669  62.015  44.072  1.00  0.00

ATOM   1060  O   MET A  71      61.880  63.208  44.258  1.00  0.00

ATOM   1061  N   MET A  72      60.933  61.594  43.040  1.00  0.00

ATOM   1062  H   MET A  72      60.678  60.622  42.969  1.00  0.00

ATOM   1063  CA  MET A  72      60.346  62.478  42.053  1.00  0.00

ATOM   1064  HA  MET A  72      61.117  63.174  41.744  1.00  0.00

ATOM   1065  CB  MET A  72      59.820  61.670  40.871  1.00  0.00

ATOM   1066  HB1 MET A  72      59.096  62.218  40.260  1.00  0.00

ATOM   1067  HB2 MET A  72      59.263  60.809  41.229  1.00  0.00

ATOM   1068  CG  MET A  72      60.974  61.211  39.980  1.00  0.00

ATOM   1069  HG1 MET A  72      60.600  60.425  39.319  1.00  0.00

ATOM   1070  HG2 MET A  72      61.772  60.724  40.536  1.00  0.00

ATOM   1071  SD  MET A  72      61.645  62.668  39.152  1.00  0.00

ATOM   1072  CE  MET A  72      62.947  61.805  38.233  1.00  0.00

ATOM   1073  HE1 MET A  72      63.636  62.534  37.819  1.00  0.00

ATOM   1074  HE2 MET A  72      63.481  61.039  38.806  1.00  0.00

ATOM   1075  HE3 MET A  72      62.494  61.266  37.400  1.00  0.00

ATOM   1076  C   MET A  72      59.238  63.324  42.659  1.00  0.00

ATOM   1077  O   MET A  72      59.257  64.535  42.444  1.00  0.00

ATOM   1078  N   ALA A  73      58.321  62.767  43.448  1.00  0.00

ATOM   1079  H   ALA A  73      58.389  61.759  43.539  1.00  0.00

ATOM   1080  CA  ALA A  73      57.220  63.493  44.036  1.00  0.00

ATOM   1081  HA  ALA A  73      56.769  64.081  43.234  1.00  0.00

ATOM   1082  CB  ALA A  73      56.185  62.532  44.610  1.00  0.00

ATOM   1083  HB1 ALA A  73      55.297  63.106  44.883  1.00  0.00

ATOM   1084  HB2 ALA A  73      55.927  61.815  43.822  1.00  0.00

ATOM   1085  HB3 ALA A  73      56.495  61.988  45.501  1.00  0.00

ATOM   1086  C   ALA A  73      57.645  64.554  45.049  1.00  0.00

ATOM   1087  O   ALA A  73      56.945  65.549  45.194  1.00  0.00

ATOM   1088  N   ARG A  74      58.784  64.415  45.735  1.00  0.00

ATOM   1089  H   ARG A  74      59.236  63.523  45.617  1.00  0.00

ATOM   1090  CA  ARG A  74      59.478  65.508  46.387  1.00  0.00

ATOM   1091  HA  ARG A  74      58.763  66.070  47.001  1.00  0.00

ATOM   1092  CB  ARG A  74      60.507  64.941  47.356  1.00  0.00

ATOM   1093  HB1 ARG A  74      61.229  65.727  47.560  1.00  0.00

ATOM   1094  HB2 ARG A  74      61.152  64.191  46.892  1.00  0.00

ATOM   1095  CG  ARG A  74      59.853  64.349  48.602  1.00  0.00

ATOM   1096  HG1 ARG A  74      59.620  63.297  48.494  1.00  0.00

ATOM   1097  HG2 ARG A  74      58.905  64.866  48.794  1.00  0.00

ATOM   1098  CD  ARG A  74      60.812  64.445  49.788  1.00  0.00

ATOM   1099  HD1 ARG A  74      60.298  63.894  50.583  1.00  0.00

ATOM   1100  HD2 ARG A  74      60.889  65.461  50.160  1.00  0.00

ATOM   1101  NE  ARG A  74      62.163  63.952  49.514  1.00  0.00

ATOM   1102  HE  ARG A  74      62.735  64.751  49.283  1.00  0.00

ATOM   1103  CZ  ARG A  74      62.797  62.812  49.229  1.00  0.00

ATOM   1104  NH1 ARG A  74      62.060  61.697  49.338  1.00  0.00

ATOM   1105 1HH1 ARG A  74      61.150  61.746  49.777  1.00  0.00

ATOM   1106 2HH1 ARG A  74      62.477  60.790  49.152  1.00  0.00

ATOM   1107  NH2 ARG A  74      64.058  62.777  48.779  1.00  0.00

ATOM   1108 1HH2 ARG A  74      64.535  63.618  48.510  1.00  0.00

ATOM   1109 2HH2 ARG A  74      64.519  61.871  48.772  1.00  0.00

ATOM   1110  C   ARG A  74      60.013  66.645  45.530  1.00  0.00

ATOM   1111  O   ARG A  74      59.644  67.802  45.691  1.00  0.00

ATOM   1112  N   LYS A  75      60.806  66.263  44.532  1.00  0.00

ATOM   1113  H   LYS A  75      61.105  65.308  44.438  1.00  0.00

ATOM   1114  CA  LYS A  75      61.372  67.139  43.516  1.00  0.00

ATOM   1115  HA  LYS A  75      61.810  68.015  43.996  1.00  0.00

ATOM   1116  CB  LYS A  75      62.671  66.582  42.959  1.00  0.00

ATOM   1117  HB1 LYS A  75      62.379  65.687  42.409  1.00  0.00

ATOM   1118  HB2 LYS A  75      63.460  66.408  43.691  1.00  0.00

ATOM   1119  CG  LYS A  75      63.430  67.511  42.000  1.00  0.00

ATOM   1120  HG1 LYS A  75      62.823  67.786  41.141  1.00  0.00

ATOM   1121  HG2 LYS A  75      64.254  66.905  41.633  1.00  0.00

ATOM   1122  CD  LYS A  75      64.056  68.731  42.652  1.00  0.00

ATOM   1123  HD1 LYS A  75      65.078  68.503  42.974  1.00  0.00

ATOM   1124  HD2 LYS A  75      63.494  69.160  43.483  1.00  0.00

ATOM   1125  CE  LYS A  75      64.259  69.827  41.607  1.00  0.00

ATOM   1126  HE1 LYS A  75      63.289  70.248  41.337  1.00  0.00

ATOM   1127  HE2 LYS A  75      64.764  69.377  40.749  1.00  0.00

ATOM   1128  NZ  LYS A  75      64.912  71.018  42.166  1.00  0.00

ATOM   1129  HZ1 LYS A  75      65.907  71.028  41.977  1.00  0.00

ATOM   1130  HZ2 LYS A  75      64.440  71.814  41.758  1.00  0.00

ATOM   1131  HZ3 LYS A  75      64.767  71.105  43.164  1.00  0.00

ATOM   1132  C   LYS A  75      60.434  67.855  42.553  1.00  0.00

ATOM   1133  O   LYS A  75      60.735  68.922  42.034  1.00  0.00

ATOM   1134  N   MET A  76      59.171  67.423  42.545  1.00  0.00

ATOM   1135  H   MET A  76      58.929  66.537  42.964  1.00  0.00

ATOM   1136  CA  MET A  76      58.081  68.247  42.060  1.00  0.00

ATOM   1137  HA  MET A  76      58.363  68.751  41.138  1.00  0.00

ATOM   1138  CB  MET A  76      56.881  67.312  41.993  1.00  0.00

ATOM   1139  HB1 MET A  76      56.670  67.000  43.009  1.00  0.00

ATOM   1140  HB2 MET A  76      57.085  66.530  41.262  1.00  0.00

ATOM   1141  CG  MET A  76      55.624  68.032  41.487  1.00  0.00

ATOM   1142  HG1 MET A  76      55.973  68.559  40.592  1.00  0.00

ATOM   1143  HG2 MET A  76      55.185  68.689  42.233  1.00  0.00

ATOM   1144  SD  MET A  76      54.283  66.889  41.049  1.00  0.00

ATOM   1145  CE  MET A  76      53.111  68.161  40.522  1.00  0.00

ATOM   1146  HE1 MET A  76      52.154  67.832  40.923  1.00  0.00

ATOM   1147  HE2 MET A  76      53.400  69.077  41.038  1.00  0.00

ATOM   1148  HE3 MET A  76      53.243  68.398  39.472  1.00  0.00

ATOM   1149  C   MET A  76      57.768  69.398  43.008  1.00  0.00

ATOM   1150  O   MET A  76      57.349  70.415  42.472  1.00  0.00

ATOM   1151  N   LYS A  77      57.984  69.359  44.328  1.00  0.00

ATOM   1152  H   LYS A  77      58.443  68.526  44.681  1.00  0.00

ATOM   1153  CA  LYS A  77      57.583  70.330  45.334  1.00  0.00

ATOM   1154  HA  LYS A  77      56.647  70.803  45.017  1.00  0.00

ATOM   1155  CB  LYS A  77      57.101  69.592  46.583  1.00  0.00

ATOM   1156  HB1 LYS A  77      56.860  70.338  47.345  1.00  0.00

ATOM   1157  HB2 LYS A  77      57.911  68.981  46.972  1.00  0.00

ATOM   1158  CG  LYS A  77      55.875  68.692  46.527  1.00  0.00

ATOM   1159  HG1 LYS A  77      55.887  67.915  45.758  1.00  0.00

ATOM   1160  HG2 LYS A  77      55.086  69.303  46.085  1.00  0.00

ATOM   1161  CD  LYS A  77      55.637  68.124  47.923  1.00  0.00

ATOM   1162  HD1 LYS A  77      55.421  68.924  48.628  1.00  0.00

ATOM   1163  HD2 LYS A  77      56.574  67.599  48.107  1.00  0.00

ATOM   1164  CE  LYS A  77      54.460  67.148  47.926  1.00  0.00

ATOM   1165  HE1 LYS A  77      53.552  67.644  47.616  1.00  0.00

ATOM   1166  HE2 LYS A  77      54.378  66.915  48.987  1.00  0.00

ATOM   1167  NZ  LYS A  77      54.641  65.890  47.177  1.00  0.00

ATOM   1168  HZ1 LYS A  77      53.799  65.414  47.465  1.00  0.00

ATOM   1169  HZ2 LYS A  77      54.745  66.092  46.189  1.00  0.00

ATOM   1170  HZ3 LYS A  77      55.436  65.346  47.452  1.00  0.00

ATOM   1171  C   LYS A  77      58.626  71.401  45.595  1.00  0.00

ATOM   1172  O   LYS A  77      58.278  72.471  46.095  1.00  0.00

ATOM   1173  N   ASP A  78      59.912  71.154  45.318  1.00  0.00

ATOM   1174  H   ASP A  78      60.143  70.242  44.965  1.00  0.00

ATOM   1175  CA  ASP A  78      60.950  72.160  45.421  1.00  0.00

ATOM   1176  HA  ASP A  78      60.897  72.674  46.389  1.00  0.00

ATOM   1177  CB  ASP A  78      62.231  71.357  45.216  1.00  0.00

ATOM   1178  HB1 ASP A  78      62.348  70.810  44.279  1.00  0.00

ATOM   1179  HB2 ASP A  78      62.360  70.560  45.954  1.00  0.00

ATOM   1180  CG  ASP A  78      63.458  72.254  45.249  1.00  0.00

ATOM   1181  OD1 ASP A  78      63.399  73.450  45.629  1.00  0.00

ATOM   1182  OD2 ASP A  78      64.521  71.654  44.976  1.00  0.00

ATOM   1183  C   ASP A  78      60.785  73.162  44.299  1.00  0.00

ATOM   1184  O   ASP A  78      60.380  72.768  43.208  1.00  0.00

ATOM   1185  N   THR A  79      61.124  74.441  44.511  1.00  0.00

ATOM   1186  H   THR A  79      61.537  74.599  45.419  1.00  0.00

ATOM   1187  CA  THR A  79      61.095  75.573  43.607  1.00  0.00

ATOM   1188  HA  THR A  79      60.507  75.282  42.732  1.00  0.00

ATOM   1189  CB  THR A  79      60.456  76.813  44.231  1.00  0.00

ATOM   1190  HB  THR A  79      60.588  77.682  43.586  1.00  0.00

ATOM   1191  CG2 THR A  79      58.977  76.698  44.550  1.00  0.00

ATOM   1192 1HG2 THR A  79      58.650  75.975  45.308  1.00  0.00

ATOM   1193 2HG2 THR A  79      58.657  77.687  44.856  1.00  0.00

ATOM   1194 3HG2 THR A  79      58.425  76.524  43.628  1.00  0.00

ATOM   1195  OG1 THR A  79      61.146  77.098  45.429  1.00  0.00

ATOM   1196  HG1 THR A  79      60.835  77.948  45.742  1.00  0.00

ATOM   1197  C   THR A  79      62.420  76.057  43.032  1.00  0.00

ATOM   1198  O   THR A  79      62.345  76.869  42.109  1.00  0.00

ATOM   1199  N   ASP A  80      63.520  75.513  43.544  1.00  0.00

ATOM   1200  H   ASP A  80      63.454  74.810  44.263  1.00  0.00

ATOM   1201  CA  ASP A  80      64.836  75.702  42.957  1.00  0.00

ATOM   1202  HA  ASP A  80      64.708  76.550  42.288  1.00  0.00

ATOM   1203  CB  ASP A  80      65.850  76.079  44.023  1.00  0.00

ATOM   1204  HB1 ASP A  80      65.824  75.360  44.841  1.00  0.00

ATOM   1205  HB2 ASP A  80      65.570  77.043  44.457  1.00  0.00

ATOM   1206  CG  ASP A  80      67.301  76.062  43.577  1.00  0.00

ATOM   1207  OD1 ASP A  80      68.162  75.588  44.347  1.00  0.00

ATOM   1208  OD2 ASP A  80      67.553  76.544  42.447  1.00  0.00

ATOM   1209  C   ASP A  80      65.329  74.544  42.110  1.00  0.00

ATOM   1210  O   ASP A  80      65.737  73.523  42.655  1.00  0.00

ATOM   1211  N   SER A  81      65.350  74.769  40.784  1.00  0.00

ATOM   1212  H   SER A  81      64.826  75.559  40.438  1.00  0.00

ATOM   1213  CA  SER A  81      65.885  73.837  39.821  1.00  0.00

ATOM   1214  HA  SER A  81      66.516  73.115  40.334  1.00  0.00

ATOM   1215  CB  SER A  81      64.786  73.052  39.117  1.00  0.00

ATOM   1216  HB1 SER A  81      65.116  72.052  38.850  1.00  0.00

ATOM   1217  HB2 SER A  81      64.322  73.590  38.299  1.00  0.00

ATOM   1218  OG  SER A  81      63.730  72.671  39.986  1.00  0.00

ATOM   1219  HG  SER A  81      63.237  73.485  40.131  1.00  0.00

ATOM   1220  C   SER A  81      66.866  74.484  38.851  1.00  0.00

ATOM   1221  O   SER A  81      67.171  73.918  37.799  1.00  0.00

ATOM   1222  N   GLU A  82      67.451  75.657  39.109  1.00  0.00

ATOM   1223  H   GLU A  82      67.381  76.092  40.020  1.00  0.00

ATOM   1224  CA  GLU A  82      68.236  76.340  38.101  1.00  0.00

ATOM   1225  HA  GLU A  82      67.627  76.426  37.201  1.00  0.00

ATOM   1226  CB  GLU A  82      68.454  77.789  38.517  1.00  0.00

ATOM   1227  HB1 GLU A  82      68.884  77.736  39.525  1.00  0.00

ATOM   1228  HB2 GLU A  82      67.533  78.375  38.511  1.00  0.00

ATOM   1229  CG  GLU A  82      69.531  78.566  37.778  1.00  0.00

ATOM   1230  HG1 GLU A  82      69.576  78.267  36.733  1.00  0.00

ATOM   1231  HG2 GLU A  82      70.524  78.312  38.165  1.00  0.00

ATOM   1232  CD  GLU A  82      69.353  80.078  37.947  1.00  0.00

ATOM   1233  OE1 GLU A  82      69.666  80.546  39.063  1.00  0.00

ATOM   1234  OE2 GLU A  82      68.663  80.661  37.084  1.00  0.00

ATOM   1235  C   GLU A  82      69.468  75.592  37.609  1.00  0.00

ATOM   1236  O   GLU A  82      69.713  75.492  36.406  1.00  0.00

ATOM   1237  N   GLU A  83      70.226  74.955  38.506  1.00  0.00

ATOM   1238  H   GLU A  83      69.992  75.179  39.466  1.00  0.00

ATOM   1239  CA  GLU A  83      71.330  74.076  38.162  1.00  0.00

ATOM   1240  HA  GLU A  83      71.992  74.629  37.492  1.00  0.00

ATOM   1241  CB  GLU A  83      72.141  73.704  39.408  1.00  0.00

ATOM   1242  HB1 GLU A  83      72.944  72.982  39.256  1.00  0.00

ATOM   1243  HB2 GLU A  83      71.488  73.220  40.132  1.00  0.00

ATOM   1244  CG  GLU A  83      72.654  74.910  40.183  1.00  0.00

ATOM   1245  HG1 GLU A  83      73.102  74.594  41.126  1.00  0.00

ATOM   1246  HG2 GLU A  83      71.799  75.576  40.286  1.00  0.00

ATOM   1247  CD  GLU A  83      73.722  75.737  39.481  1.00  0.00

ATOM   1248  OE1 GLU A  83      74.452  75.194  38.621  1.00  0.00

ATOM   1249  OE2 GLU A  83      73.825  76.954  39.771  1.00  0.00

ATOM   1250  C   GLU A  83      70.852  72.818  37.465  1.00  0.00

ATOM   1251  O   GLU A  83      71.583  72.260  36.652  1.00  0.00

ATOM   1252  N   GLU A  84      69.665  72.284  37.769  1.00  0.00

ATOM   1253  H   GLU A  84      69.174  72.723  38.540  1.00  0.00

ATOM   1254  CA  GLU A  84      69.095  71.186  37.030  1.00  0.00

ATOM   1255  HA  GLU A  84      69.890  70.444  36.904  1.00  0.00

ATOM   1256  CB  GLU A  84      67.932  70.647  37.848  1.00  0.00

ATOM   1257  HB1 GLU A  84      67.378  69.897  37.286  1.00  0.00

ATOM   1258  HB2 GLU A  84      67.254  71.451  38.130  1.00  0.00

ATOM   1259  CG  GLU A  84      68.438  69.798  39.016  1.00  0.00

ATOM   1260  HG1 GLU A  84      69.461  69.460  38.829  1.00  0.00

ATOM   1261  HG2 GLU A  84      67.936  68.827  39.086  1.00  0.00

ATOM   1262  CD  GLU A  84      68.411  70.552  40.335  1.00  0.00

ATOM   1263  OE1 GLU A  84      69.482  71.034  40.751  1.00  0.00

ATOM   1264  OE2 GLU A  84      67.366  70.574  41.019  1.00  0.00

ATOM   1265  C   GLU A  84      68.636  71.605  35.637  1.00  0.00

ATOM   1266  O   GLU A  84      68.718  70.805  34.713  1.00  0.00

ATOM   1267  N   ILE A  85      68.156  72.843  35.437  1.00  0.00

ATOM   1268  H   ILE A  85      67.850  73.403  36.213  1.00  0.00

ATOM   1269  CA  ILE A  85      67.859  73.320  34.103  1.00  0.00

ATOM   1270  HA  ILE A  85      67.343  72.506  33.592  1.00  0.00

ATOM   1271  CB  ILE A  85      66.919  74.512  34.252  1.00  0.00

ATOM   1272  HB  ILE A  85      67.260  75.217  35.014  1.00  0.00

ATOM   1273  CG2 ILE A  85      66.672  75.275  32.947  1.00  0.00

ATOM   1274 1HG2 ILE A  85      66.359  74.678  32.094  1.00  0.00

ATOM   1275 2HG2 ILE A  85      65.959  76.058  33.181  1.00  0.00

ATOM   1276 3HG2 ILE A  85      67.538  75.818  32.565  1.00  0.00

ATOM   1277  CG1 ILE A  85      65.630  73.921  34.813  1.00  0.00

ATOM   1278 1HG1 ILE A  85      65.780  73.178  35.589  1.00  0.00

ATOM   1279 2HG1 ILE A  85      64.928  73.472  34.108  1.00  0.00

ATOM   1280  CD  ILE A  85      64.809  75.012  35.485  1.00  0.00

ATOM   1281  HD1 ILE A  85      63.983  74.575  36.048  1.00  0.00

ATOM   1282  HD2 ILE A  85      65.326  75.715  36.138  1.00  0.00

ATOM   1283  HD3 ILE A  85      64.324  75.618  34.711  1.00  0.00

ATOM   1284  C   ILE A  85      69.098  73.615  33.257  1.00  0.00

ATOM   1285  O   ILE A  85      69.230  73.298  32.079  1.00  0.00

ATOM   1286  N   ARG A  86      70.036  74.253  33.946  1.00  0.00

ATOM   1287  H   ARG A  86      69.784  74.618  34.857  1.00  0.00

ATOM   1288  CA  ARG A  86      71.370  74.577  33.476  1.00  0.00

ATOM   1289  HA  ARG A  86      71.352  75.257  32.625  1.00  0.00

ATOM   1290  CB  ARG A  86      72.112  75.471  34.462  1.00  0.00

ATOM   1291  HB1 ARG A  86      72.108  74.990  35.441  1.00  0.00

ATOM   1292  HB2 ARG A  86      71.397  76.285  34.600  1.00  0.00

ATOM   1293  CG  ARG A  86      73.467  76.060  34.067  1.00  0.00

ATOM   1294  HG1 ARG A  86      73.480  76.069  32.976  1.00  0.00

ATOM   1295  HG2 ARG A  86      74.262  75.421  34.437  1.00  0.00

ATOM   1296  CD  ARG A  86      73.573  77.490  34.585  1.00  0.00

ATOM   1297  HD1 ARG A  86      72.714  78.018  34.169  1.00  0.00

ATOM   1298  HD2 ARG A  86      74.503  77.931  34.221  1.00  0.00

ATOM   1299  NE  ARG A  86      73.691  77.685  36.024  1.00  0.00

ATOM   1300  HE  ARG A  86      73.684  76.932  36.694  1.00  0.00

ATOM   1301  CZ  ARG A  86      73.686  78.874  36.643  1.00  0.00

ATOM   1302  NH1 ARG A  86      73.811  79.964  35.872  1.00  0.00

ATOM   1303 1HH1 ARG A  86      74.094  79.820  34.916  1.00  0.00

ATOM   1304 2HH1 ARG A  86      74.080  80.820  36.336  1.00  0.00

ATOM   1305  NH2 ARG A  86      73.737  78.997  37.977  1.00  0.00

ATOM   1306 1HH2 ARG A  86      74.056  78.193  38.499  1.00  0.00

ATOM   1307 2HH2 ARG A  86      73.518  79.895  38.378  1.00  0.00

ATOM   1308  C   ARG A  86      72.163  73.340  33.073  1.00  0.00

ATOM   1309  O   ARG A  86      72.799  73.440  32.024  1.00  0.00

ATOM   1310  N   GLU A  87      71.987  72.210  33.748  1.00  0.00

ATOM   1311  H   GLU A  87      71.498  72.251  34.630  1.00  0.00

ATOM   1312  CA  GLU A  87      72.713  71.006  33.377  1.00  0.00

ATOM   1313  HA  GLU A  87      73.729  71.251  33.065  1.00  0.00

ATOM   1314  CB  GLU A  87      72.852  70.096  34.594  1.00  0.00

ATOM   1315  HB1 GLU A  87      71.814  70.004  34.914  1.00  0.00

ATOM   1316  HB2 GLU A  87      73.478  70.494  35.388  1.00  0.00

ATOM   1317  CG  GLU A  87      73.458  68.741  34.238  1.00  0.00

ATOM   1318  HG1 GLU A  87      72.958  68.326  33.363  1.00  0.00

ATOM   1319  HG2 GLU A  87      73.255  68.116  35.110  1.00  0.00

ATOM   1320  CD  GLU A  87      74.954  68.988  34.077  1.00  0.00

ATOM   1321  OE1 GLU A  87      75.726  68.605  34.984  1.00  0.00

ATOM   1322  OE2 GLU A  87      75.473  69.612  33.127  1.00  0.00

ATOM   1323  C   GLU A  87      72.085  70.441  32.118  1.00  0.00

ATOM   1324  O   GLU A  87      72.749  69.946  31.212  1.00  0.00

ATOM   1325  N   ALA A  88      70.759  70.561  31.986  1.00  0.00

ATOM   1326  H   ALA A  88      70.276  70.937  32.789  1.00  0.00

ATOM   1327  CA  ALA A  88      70.083  70.109  30.786  1.00  0.00

ATOM   1328  HA  ALA A  88      70.501  69.152  30.458  1.00  0.00

ATOM   1329  CB  ALA A  88      68.613  69.857  31.102  1.00  0.00

ATOM   1330  HB1 ALA A  88      68.223  70.606  31.783  1.00  0.00

ATOM   1331  HB2 ALA A  88      68.003  70.084  30.228  1.00  0.00

ATOM   1332  HB3 ALA A  88      68.402  68.837  31.425  1.00  0.00

ATOM   1333  C   ALA A  88      70.382  71.054  29.628  1.00  0.00

ATOM   1334  O   ALA A  88      70.656  70.573  28.531  1.00  0.00

ATOM   1335  N   PHE A  89      70.606  72.346  29.877  1.00  0.00

ATOM   1336  H   PHE A  89      70.557  72.701  30.814  1.00  0.00

ATOM   1337  CA  PHE A  89      71.071  73.236  28.836  1.00  0.00

ATOM   1338  HA  PHE A  89      70.219  73.341  28.156  1.00  0.00

ATOM   1339  CB  PHE A  89      71.299  74.667  29.310  1.00  0.00

ATOM   1340  HB1 PHE A  89      72.138  74.650  30.008  1.00  0.00

ATOM   1341  HB2 PHE A  89      70.461  75.034  29.914  1.00  0.00

ATOM   1342  CG  PHE A  89      71.626  75.620  28.175  1.00  0.00

ATOM   1343  CD1 PHE A  89      70.734  75.883  27.126  1.00  0.00

ATOM   1344  HD1 PHE A  89      69.802  75.368  26.939  1.00  0.00

ATOM   1345  CE1 PHE A  89      71.090  76.809  26.150  1.00  0.00

ATOM   1346  HE1 PHE A  89      70.443  76.868  25.284  1.00  0.00

ATOM   1347  CZ  PHE A  89      72.303  77.516  26.175  1.00  0.00

ATOM   1348  HZ  PHE A  89      72.563  78.281  25.453  1.00  0.00

ATOM   1349  CE2 PHE A  89      73.152  77.267  27.260  1.00  0.00

ATOM   1350  HE2 PHE A  89      74.140  77.684  27.382  1.00  0.00

ATOM   1351  CD2 PHE A  89      72.813  76.356  28.261  1.00  0.00

ATOM   1352  HD2 PHE A  89      73.449  76.302  29.140  1.00  0.00

ATOM   1353  C   PHE A  89      72.359  72.776  28.174  1.00  0.00

ATOM   1354  O   PHE A  89      72.554  72.812  26.952  1.00  0.00

ATOM   1355  N   ARG A  90      73.293  72.271  28.975  1.00  0.00

ATOM   1356  H   ARG A  90      73.179  72.353  29.971  1.00  0.00

ATOM   1357  CA  ARG A  90      74.579  71.869  28.426  1.00  0.00

ATOM   1358  HA  ARG A  90      74.953  72.666  27.787  1.00  0.00

ATOM   1359  CB  ARG A  90      75.498  71.886  29.640  1.00  0.00

ATOM   1360  HB1 ARG A  90      75.033  71.275  30.414  1.00  0.00

ATOM   1361  HB2 ARG A  90      75.554  72.949  29.859  1.00  0.00

ATOM   1362  CG  ARG A  90      76.910  71.493  29.219  1.00  0.00

ATOM   1363  HG1 ARG A  90      77.272  71.938  28.286  1.00  0.00

ATOM   1364  HG2 ARG A  90      76.803  70.420  29.070  1.00  0.00

ATOM   1365  CD  ARG A  90      77.866  71.690  30.385  1.00  0.00

ATOM   1366  HD1 ARG A  90      77.803  72.688  30.816  1.00  0.00

ATOM   1367  HD2 ARG A  90      78.884  71.571  30.017  1.00  0.00

ATOM   1368  NE  ARG A  90      77.693  70.666  31.421  1.00  0.00

ATOM   1369  HE  ARG A  90      76.778  70.296  31.639  1.00  0.00

ATOM   1370  CZ  ARG A  90      78.639  70.028  32.115  1.00  0.00

ATOM   1371  NH1 ARG A  90      79.951  70.177  31.841  1.00  0.00

ATOM   1372 1HH1 ARG A  90      80.251  70.917  31.215  1.00  0.00

ATOM   1373 2HH1 ARG A  90      80.564  69.822  32.558  1.00  0.00

ATOM   1374  NH2 ARG A  90      78.356  69.224  33.140  1.00  0.00

ATOM   1375 1HH2 ARG A  90      77.404  69.093  33.458  1.00  0.00

ATOM   1376 2HH2 ARG A  90      79.135  68.874  33.689  1.00  0.00

ATOM   1377  C   ARG A  90      74.511  70.610  27.565  1.00  0.00

ATOM   1378  O   ARG A  90      75.390  70.516  26.702  1.00  0.00

ATOM   1379  N   VAL A  91      73.544  69.733  27.850  1.00  0.00

ATOM   1380  H   VAL A  91      72.889  69.912  28.590  1.00  0.00

ATOM   1381  CA  VAL A  91      73.313  68.639  26.928  1.00  0.00

ATOM   1382  HA  VAL A  91      74.219  68.047  26.786  1.00  0.00

ATOM   1383  CB  VAL A  91      72.255  67.649  27.388  1.00  0.00

ATOM   1384  HB  VAL A  91      71.311  68.199  27.317  1.00  0.00

ATOM   1385  CG1 VAL A  91      72.102  66.419  26.495  1.00  0.00

ATOM   1386 1HG1 VAL A  91      71.238  65.870  26.864  1.00  0.00

ATOM   1387 2HG1 VAL A  91      71.872  66.778  25.489  1.00  0.00

ATOM   1388 3HG1 VAL A  91      72.998  65.813  26.422  1.00  0.00

ATOM   1389  CG2 VAL A  91      72.571  67.293  28.845  1.00  0.00

ATOM   1390 1HG2 VAL A  91      73.642  67.066  28.894  1.00  0.00

ATOM   1391 2HG2 VAL A  91      72.368  68.164  29.468  1.00  0.00

ATOM   1392 3HG2 VAL A  91      71.950  66.464  29.173  1.00  0.00

ATOM   1393  C   VAL A  91      73.102  69.100  25.493  1.00  0.00

ATOM   1394  O   VAL A  91      73.712  68.479  24.620  1.00  0.00

ATOM   1395  N   PHE A  92      72.335  70.159  25.249  1.00  0.00

ATOM   1396  H   PHE A  92      71.971  70.622  26.068  1.00  0.00

ATOM   1397  CA  PHE A  92      72.202  70.762  23.933  1.00  0.00

ATOM   1398  HA  PHE A  92      72.058  70.023  23.136  1.00  0.00

ATOM   1399  CB  PHE A  92      71.016  71.726  23.916  1.00  0.00

ATOM   1400  HB1 PHE A  92      70.995  72.239  22.958  1.00  0.00

ATOM   1401  HB2 PHE A  92      71.156  72.502  24.661  1.00  0.00

ATOM   1402  CG  PHE A  92      69.665  71.088  24.105  1.00  0.00

ATOM   1403  CD1 PHE A  92      69.168  71.019  25.415  1.00  0.00

ATOM   1404  HD1 PHE A  92      69.764  71.333  26.256  1.00  0.00

ATOM   1405  CE1 PHE A  92      67.950  70.365  25.618  1.00  0.00

ATOM   1406  HE1 PHE A  92      67.504  70.221  26.598  1.00  0.00

ATOM   1407  CZ  PHE A  92      67.167  70.001  24.521  1.00  0.00

ATOM   1408  HZ  PHE A  92      66.207  69.535  24.688  1.00  0.00

ATOM   1409  CE2 PHE A  92      67.631  70.161  23.210  1.00  0.00

ATOM   1410  HE2 PHE A  92      67.015  69.924  22.352  1.00  0.00

ATOM   1411  CD2 PHE A  92      68.952  70.587  23.005  1.00  0.00

ATOM   1412  HD2 PHE A  92      69.420  70.644  22.039  1.00  0.00

ATOM   1413  C   PHE A  92      73.470  71.524  23.585  1.00  0.00

ATOM   1414  O   PHE A  92      74.122  71.202  22.598  1.00  0.00

ATOM   1415  N   ASP A  93      73.889  72.436  24.466  1.00  0.00

ATOM   1416  H   ASP A  93      73.382  72.545  25.329  1.00  0.00

ATOM   1417  CA  ASP A  93      74.938  73.386  24.161  1.00  0.00

ATOM   1418  HA  ASP A  93      75.005  73.444  23.075  1.00  0.00

ATOM   1419  CB  ASP A  93      74.477  74.762  24.648  1.00  0.00

ATOM   1420  HB1 ASP A  93      74.453  74.678  25.736  1.00  0.00

ATOM   1421  HB2 ASP A  93      73.497  74.995  24.232  1.00  0.00

ATOM   1422  CG  ASP A  93      75.523  75.812  24.292  1.00  0.00

ATOM   1423  OD1 ASP A  93      76.047  75.861  23.154  1.00  0.00

ATOM   1424  OD2 ASP A  93      75.878  76.604  25.187  1.00  0.00

ATOM   1425  C   ASP A  93      76.305  72.901  24.616  1.00  0.00

ATOM   1426  O   ASP A  93      76.962  73.580  25.407  1.00  0.00

ATOM   1427  N   LYS A  94      76.792  71.789  24.047  1.00  0.00

ATOM   1428  H   LYS A  94      76.044  71.326  23.559  1.00  0.00

ATOM   1429  CA  LYS A  94      78.048  71.127  24.340  1.00  0.00

ATOM   1430  HA  LYS A  94      77.931  70.851  25.388  1.00  0.00

ATOM   1431  CB  LYS A  94      78.073  69.838  23.520  1.00  0.00

ATOM   1432  HB1 LYS A  94      77.151  69.302  23.757  1.00  0.00

ATOM   1433  HB2 LYS A  94      78.952  69.267  23.816  1.00  0.00

ATOM   1434  CG  LYS A  94      78.232  70.055  22.021  1.00  0.00

ATOM   1435  HG1 LYS A  94      79.201  70.483  21.748  1.00  0.00

ATOM   1436  HG2 LYS A  94      77.574  70.904  21.823  1.00  0.00

ATOM   1437  CD  LYS A  94      77.926  68.827  21.184  1.00  0.00

ATOM   1438  HD1 LYS A  94      76.890  68.494  21.236  1.00  0.00

ATOM   1439  HD2 LYS A  94      78.292  67.967  21.740  1.00  0.00

ATOM   1440  CE  LYS A  94      78.168  68.741  19.679  1.00  0.00

ATOM   1441  HE1 LYS A  94      77.874  67.770  19.262  1.00  0.00

ATOM   1442  HE2 LYS A  94      79.241  68.835  19.527  1.00  0.00

ATOM   1443  NZ  LYS A  94      77.477  69.803  18.941  1.00  0.00

ATOM   1444  HZ1 LYS A  94      76.836  69.421  18.257  1.00  0.00

ATOM   1445  HZ2 LYS A  94      76.930  70.494  19.437  1.00  0.00

ATOM   1446  HZ3 LYS A  94      78.104  70.359  18.378  1.00  0.00

ATOM   1447  C   LYS A  94      79.335  71.887  24.044  1.00  0.00

ATOM   1448  O   LYS A  94      80.355  71.668  24.695  1.00  0.00

ATOM   1449  N   ASP A  95      79.178  72.850  23.140  1.00  0.00

ATOM   1450  H   ASP A  95      78.379  72.922  22.522  1.00  0.00

ATOM   1451  CA  ASP A  95      80.212  73.823  22.854  1.00  0.00

ATOM   1452  HA  ASP A  95      81.198  73.382  23.033  1.00  0.00

ATOM   1453  CB  ASP A  95      80.126  74.198  21.379  1.00  0.00

ATOM   1454  HB1 ASP A  95      80.278  73.343  20.719  1.00  0.00

ATOM   1455  HB2 ASP A  95      80.952  74.861  21.100  1.00  0.00

ATOM   1456  CG  ASP A  95      78.763  74.723  20.969  1.00  0.00

ATOM   1457  OD1 ASP A  95      77.784  73.937  20.905  1.00  0.00

ATOM   1458  OD2 ASP A  95      78.464  75.929  20.914  1.00  0.00

ATOM   1459  C   ASP A  95      80.253  75.056  23.750  1.00  0.00

ATOM   1460  O   ASP A  95      81.252  75.753  23.900  1.00  0.00

ATOM   1461  N   GLY A  96      79.118  75.371  24.373  1.00  0.00

ATOM   1462  H   GLY A  96      78.368  74.697  24.237  1.00  0.00

ATOM   1463  CA  GLY A  96      79.047  76.449  25.335  1.00  0.00

ATOM   1464  HA1 GLY A  96      79.922  76.330  25.968  1.00  0.00

ATOM   1465  HA2 GLY A  96      78.173  76.267  25.972  1.00  0.00

ATOM   1466  C   GLY A  96      78.925  77.867  24.810  1.00  0.00

ATOM   1467  O   GLY A  96      79.509  78.749  25.437  1.00  0.00

ATOM   1468  N   ASN A  97      78.341  78.054  23.617  1.00  0.00

ATOM   1469  H   ASN A  97      77.978  77.214  23.190  1.00  0.00

ATOM   1470  CA  ASN A  97      78.188  79.356  23.012  1.00  0.00

ATOM   1471  HA  ASN A  97      79.085  79.883  23.309  1.00  0.00

ATOM   1472  CB  ASN A  97      78.283  79.242  21.491  1.00  0.00

ATOM   1473  HB1 ASN A  97      79.197  78.676  21.304  1.00  0.00

ATOM   1474  HB2 ASN A  97      78.524  80.266  21.169  1.00  0.00

ATOM   1475  CG  ASN A  97      77.094  78.673  20.733  1.00  0.00

ATOM   1476  OD1 ASN A  97      76.140  78.142  21.298  1.00  0.00

ATOM   1477  ND2 ASN A  97      77.141  78.714  19.399  1.00  0.00

ATOM   1478 1HD2 ASN A  97      78.045  78.917  19.001  1.00  0.00

ATOM   1479 2HD2 ASN A  97      76.421  78.372  18.782  1.00  0.00

ATOM   1480  C   ASN A  97      77.049  80.226  23.532  1.00  0.00

ATOM   1481  O   ASN A  97      77.067  81.437  23.348  1.00  0.00

ATOM   1482  N   GLY A  98      76.179  79.615  24.345  1.00  0.00

ATOM   1483  H   GLY A  98      76.333  78.629  24.505  1.00  0.00

ATOM   1484  CA  GLY A  98      74.961  80.183  24.872  1.00  0.00

ATOM   1485  HA1 GLY A  98      75.202  81.234  25.054  1.00  0.00

ATOM   1486  HA2 GLY A  98      74.645  79.642  25.763  1.00  0.00

ATOM   1487  C   GLY A  98      73.747  80.047  23.951  1.00  0.00

ATOM   1488  O   GLY A  98      72.780  80.773  24.147  1.00  0.00

ATOM   1489  N   TYR A  99      73.765  79.132  22.989  1.00  0.00

ATOM   1490  H   TYR A  99      74.664  78.761  22.719  1.00  0.00

ATOM   1491  CA  TYR A  99      72.664  78.907  22.068  1.00  0.00

ATOM   1492  HA  TYR A  99      71.786  79.372  22.516  1.00  0.00

ATOM   1493  CB  TYR A  99      73.006  79.711  20.811  1.00  0.00

ATOM   1494  HB1 TYR A  99      72.276  79.398  20.067  1.00  0.00

ATOM   1495  HB2 TYR A  99      73.975  79.362  20.474  1.00  0.00

ATOM   1496  CG  TYR A  99      73.074  81.216  20.922  1.00  0.00

ATOM   1497  CD1 TYR A  99      74.299  81.874  21.099  1.00  0.00

ATOM   1498  HD1 TYR A  99      75.173  81.250  21.167  1.00  0.00

ATOM   1499  CE1 TYR A  99      74.384  83.275  21.144  1.00  0.00

ATOM   1500  HE1 TYR A  99      75.253  83.862  21.408  1.00  0.00

ATOM   1501  CZ  TYR A  99      73.161  83.965  20.975  1.00  0.00

ATOM   1502  OH  TYR A  99      73.190  85.324  21.060  1.00  0.00

ATOM   1503  HH  TYR A  99      72.284  85.657  21.086  1.00  0.00

ATOM   1504  CE2 TYR A  99      71.924  83.336  20.735  1.00  0.00

ATOM   1505  HE2 TYR A  99      71.065  83.958  20.518  1.00  0.00

ATOM   1506  CD2 TYR A  99      71.899  81.937  20.710  1.00  0.00

ATOM   1507  HD2 TYR A  99      70.937  81.503  20.456  1.00  0.00

ATOM   1508  C   TYR A  99      72.415  77.470  21.635  1.00  0.00

ATOM   1509  O   TYR A  99      73.407  76.755  21.546  1.00  0.00

ATOM   1510  N   ILE A 100      71.203  77.133  21.195  1.00  0.00

ATOM   1511  H   ILE A 100      70.538  77.879  21.047  1.00  0.00

ATOM   1512  CA  ILE A 100      70.879  75.829  20.648  1.00  0.00

ATOM   1513  HA  ILE A 100      71.704  75.111  20.718  1.00  0.00

ATOM   1514  CB  ILE A 100      69.679  75.402  21.493  1.00  0.00

ATOM   1515  HB  ILE A 100      68.796  76.031  21.373  1.00  0.00

ATOM   1516  CG2 ILE A 100      69.201  74.010  21.077  1.00  0.00

ATOM   1517 1HG2 ILE A 100      69.224  73.944  19.993  1.00  0.00

ATOM   1518 2HG2 ILE A 100      69.883  73.240  21.438  1.00  0.00

ATOM   1519 3HG2 ILE A 100      68.186  73.813  21.437  1.00  0.00

ATOM   1520  CG1 ILE A 100      70.047  75.459  22.979  1.00  0.00

ATOM   1521 1HG1 ILE A 100      70.002  76.534  23.151  1.00  0.00

ATOM   1522 2HG1 ILE A 100      70.996  74.939  23.091  1.00  0.00

ATOM   1523  CD  ILE A 100      69.075  74.817  23.972  1.00  0.00

ATOM   1524  HD1 ILE A 100      69.109  73.739  23.872  1.00  0.00

ATOM   1525  HD2 ILE A 100      69.434  75.054  24.970  1.00  0.00

ATOM   1526  HD3 ILE A 100      68.119  75.327  23.825  1.00  0.00

ATOM   1527  C   ILE A 100      70.358  76.112  19.254  1.00  0.00

ATOM   1528  O   ILE A 100      69.266  76.660  19.089  1.00  0.00

ATOM   1529  N   SER A 101      71.055  75.629  18.224  1.00  0.00

ATOM   1530  H   SER A 101      71.912  75.160  18.460  1.00  0.00

ATOM   1531  CA  SER A 101      70.577  75.602  16.855  1.00  0.00

ATOM   1532  HA  SER A 101      70.188  76.574  16.566  1.00  0.00

ATOM   1533  CB  SER A 101      71.793  75.271  15.994  1.00  0.00

ATOM   1534  HB1 SER A 101      72.706  75.556  16.516  1.00  0.00

ATOM   1535  HB2 SER A 101      71.709  75.862  15.093  1.00  0.00

ATOM   1536  OG  SER A 101      71.833  73.944  15.519  1.00  0.00

ATOM   1537  HG  SER A 101      72.671  73.908  15.075  1.00  0.00

ATOM   1538  C   SER A 101      69.440  74.630  16.574  1.00  0.00

ATOM   1539  O   SER A 101      69.008  73.842  17.417  1.00  0.00

ATOM   1540  N   ALA A 102      68.799  74.639  15.408  1.00  0.00

ATOM   1541  H   ALA A 102      69.181  75.249  14.697  1.00  0.00

ATOM   1542  CA  ALA A 102      67.812  73.733  14.863  1.00  0.00

ATOM   1543  HA  ALA A 102      66.980  73.673  15.570  1.00  0.00

ATOM   1544  CB  ALA A 102      67.390  74.180  13.468  1.00  0.00

ATOM   1545  HB1 ALA A 102      68.120  73.985  12.680  1.00  0.00

ATOM   1546  HB2 ALA A 102      66.513  73.579  13.211  1.00  0.00

ATOM   1547  HB3 ALA A 102      67.200  75.255  13.443  1.00  0.00

ATOM   1548  C   ALA A 102      68.421  72.343  14.875  1.00  0.00

ATOM   1549  O   ALA A 102      67.808  71.412  15.390  1.00  0.00

ATOM   1550  N   ALA A 103      69.645  72.163  14.368  1.00  0.00

ATOM   1551  H   ALA A 103      70.203  72.983  14.165  1.00  0.00

ATOM   1552  CA  ALA A 103      70.316  70.881  14.468  1.00  0.00

ATOM   1553  HA  ALA A 103      69.649  70.114  14.069  1.00  0.00

ATOM   1554  CB  ALA A 103      71.634  70.881  13.713  1.00  0.00

ATOM   1555  HB1 ALA A 103      71.301  71.178  12.720  1.00  0.00

ATOM   1556  HB2 ALA A 103      72.281  71.633  14.181  1.00  0.00

ATOM   1557  HB3 ALA A 103      72.235  69.972  13.745  1.00  0.00

ATOM   1558  C   ALA A 103      70.727  70.442  15.865  1.00  0.00

ATOM   1559  O   ALA A 103      70.580  69.259  16.197  1.00  0.00

ATOM   1560  N   GLU A 104      71.145  71.278  16.816  1.00  0.00

ATOM   1561  H   GLU A 104      71.297  72.216  16.488  1.00  0.00

ATOM   1562  CA  GLU A 104      71.319  70.940  18.218  1.00  0.00

ATOM   1563  HA  GLU A 104      72.095  70.177  18.179  1.00  0.00

ATOM   1564  CB  GLU A 104      71.929  72.111  18.980  1.00  0.00

ATOM   1565  HB1 GLU A 104      72.229  71.759  19.966  1.00  0.00

ATOM   1566  HB2 GLU A 104      71.250  72.937  19.196  1.00  0.00

ATOM   1567  CG  GLU A 104      73.239  72.683  18.455  1.00  0.00

ATOM   1568  HG1 GLU A 104      73.094  73.150  17.483  1.00  0.00

ATOM   1569  HG2 GLU A 104      73.927  71.849  18.299  1.00  0.00

ATOM   1570  CD  GLU A 104      73.835  73.783  19.331  1.00  0.00

ATOM   1571  OE1 GLU A 104      73.772  75.011  19.059  1.00  0.00

ATOM   1572  OE2 GLU A 104      74.561  73.500  20.301  1.00  0.00

ATOM   1573  C   GLU A 104      70.089  70.403  18.933  1.00  0.00

ATOM   1574  O   GLU A 104      70.227  69.458  19.706  1.00  0.00

ATOM   1575  N   LEU A 105      68.910  70.960  18.604  1.00  0.00

ATOM   1576  H   LEU A 105      68.799  71.632  17.867  1.00  0.00

ATOM   1577  CA  LEU A 105      67.627  70.430  19.017  1.00  0.00

ATOM   1578  HA  LEU A 105      67.576  70.259  20.098  1.00  0.00

ATOM   1579  CB  LEU A 105      66.491  71.398  18.717  1.00  0.00

ATOM   1580  HB1 LEU A 105      66.504  71.551  17.641  1.00  0.00

ATOM   1581  HB2 LEU A 105      66.661  72.402  19.105  1.00  0.00

ATOM   1582  CG  LEU A 105      65.053  70.986  19.054  1.00  0.00

ATOM   1583  HG  LEU A 105      64.976  69.913  18.885  1.00  0.00

ATOM   1584  CD1 LEU A 105      64.615  71.179  20.501  1.00  0.00

ATOM   1585 1HD1 LEU A 105      65.373  70.677  21.116  1.00  0.00

ATOM   1586 2HD1 LEU A 105      64.520  72.222  20.811  1.00  0.00

ATOM   1587 3HD1 LEU A 105      63.678  70.639  20.580  1.00  0.00

ATOM   1588  CD2 LEU A 105      64.150  71.797  18.142  1.00  0.00

ATOM   1589 1HD2 LEU A 105      64.410  71.694  17.085  1.00  0.00

ATOM   1590 2HD2 LEU A 105      63.098  71.555  18.299  1.00  0.00

ATOM   1591 3HD2 LEU A 105      64.194  72.875  18.346  1.00  0.00

ATOM   1592  C   LEU A 105      67.406  69.043  18.442  1.00  0.00

ATOM   1593  O   LEU A 105      67.050  68.105  19.161  1.00  0.00

ATOM   1594  N   ARG A 106      67.640  68.823  17.147  1.00  0.00

ATOM   1595  H   ARG A 106      67.760  69.617  16.531  1.00  0.00

ATOM   1596  CA  ARG A 106      67.272  67.547  16.557  1.00  0.00

ATOM   1597  HA  ARG A 106      66.290  67.326  16.972  1.00  0.00

ATOM   1598  CB  ARG A 106      67.120  67.750  15.058  1.00  0.00

ATOM   1599  HB1 ARG A 106      68.041  68.130  14.612  1.00  0.00

ATOM   1600  HB2 ARG A 106      66.372  68.515  14.876  1.00  0.00

ATOM   1601  CG  ARG A 106      66.472  66.551  14.361  1.00  0.00

ATOM   1602  HG1 ARG A 106      65.514  66.418  14.877  1.00  0.00

ATOM   1603  HG2 ARG A 106      66.981  65.609  14.583  1.00  0.00

ATOM   1604  CD  ARG A 106      66.400  66.759  12.852  1.00  0.00

ATOM   1605  HD1 ARG A 106      66.219  65.895  12.225  1.00  0.00

ATOM   1606  HD2 ARG A 106      67.386  67.083  12.512  1.00  0.00

ATOM   1607  NE  ARG A 106      65.564  67.907  12.501  1.00  0.00

ATOM   1608  HE  ARG A 106      65.924  68.803  12.788  1.00  0.00

ATOM   1609  CZ  ARG A 106      64.504  67.940  11.685  1.00  0.00

ATOM   1610  NH1 ARG A 106      63.853  66.852  11.234  1.00  0.00

ATOM   1611 1HH1 ARG A 106      64.183  65.946  11.523  1.00  0.00

ATOM   1612 2HH1 ARG A 106      63.145  66.949  10.517  1.00  0.00

ATOM   1613  NH2 ARG A 106      64.081  69.116  11.211  1.00  0.00

ATOM   1614 1HH2 ARG A 106      64.670  69.912  11.420  1.00  0.00

ATOM   1615 2HH2 ARG A 106      63.406  69.207  10.461  1.00  0.00

ATOM   1616  C   ARG A 106      68.275  66.487  17.008  1.00  0.00

ATOM   1617  O   ARG A 106      67.857  65.340  17.103  1.00  0.00

ATOM   1618  N   HIS A 107      69.539  66.861  17.228  1.00  0.00

ATOM   1619  H   HIS A 107      69.773  67.828  17.046  1.00  0.00

ATOM   1620  CA  HIS A 107      70.532  65.989  17.814  1.00  0.00

ATOM   1621  HA  HIS A 107      70.756  65.102  17.217  1.00  0.00

ATOM   1622  CB  HIS A 107      71.805  66.811  18.001  1.00  0.00

ATOM   1623  HB1 HIS A 107      71.619  67.516  18.812  1.00  0.00

ATOM   1624  HB2 HIS A 107      72.049  67.368  17.096  1.00  0.00

ATOM   1625  CG  HIS A 107      72.994  65.958  18.359  1.00  0.00

ATOM   1626  ND1 HIS A 107      73.972  66.504  19.187  1.00  0.00

ATOM   1627  CE1 HIS A 107      74.956  65.598  19.257  1.00  0.00

ATOM   1628  HE1 HIS A 107      75.884  65.701  19.793  1.00  0.00

ATOM   1629  NE2 HIS A 107      74.735  64.641  18.348  1.00  0.00

ATOM   1630  HE2 HIS A 107      75.282  63.815  18.135  1.00  0.00

ATOM   1631  CD2 HIS A 107      73.505  64.831  17.753  1.00  0.00

ATOM   1632  HD2 HIS A 107      72.992  64.353  16.932  1.00  0.00

ATOM   1633  C   HIS A 107      70.131  65.375  19.145  1.00  0.00

ATOM   1634  O   HIS A 107      70.320  64.184  19.395  1.00  0.00

ATOM   1635  N   VAL A 108      69.592  66.201  20.042  1.00  0.00

ATOM   1636  H   VAL A 108      69.628  67.165  19.745  1.00  0.00

ATOM   1637  CA  VAL A 108      69.203  65.790  21.375  1.00  0.00

ATOM   1638  HA  VAL A 108      69.913  65.092  21.821  1.00  0.00

ATOM   1639  CB  VAL A 108      69.170  67.054  22.240  1.00  0.00

ATOM   1640  HB  VAL A 108      68.528  67.832  21.839  1.00  0.00

ATOM   1641  CG1 VAL A 108      68.591  66.757  23.623  1.00  0.00

ATOM   1642 1HG1 VAL A 108      67.539  66.485  23.581  1.00  0.00

ATOM   1643 2HG1 VAL A 108      69.188  66.047  24.183  1.00  0.00

ATOM   1644 3HG1 VAL A 108      68.745  67.699  24.160  1.00  0.00

ATOM   1645  CG2 VAL A 108      70.650  67.422  22.350  1.00  0.00

ATOM   1646 1HG2 VAL A 108      70.788  68.477  22.566  1.00  0.00

ATOM   1647 2HG2 VAL A 108      71.150  66.850  23.124  1.00  0.00

ATOM   1648 3HG2 VAL A 108      71.230  67.164  21.458  1.00  0.00

ATOM   1649  C   VAL A 108      67.873  65.070  21.274  1.00  0.00

ATOM   1650  O   VAL A 108      67.692  64.099  22.012  1.00  0.00

ATOM   1651  N   MET A 109      66.923  65.479  20.432  1.00  0.00

ATOM   1652  H   MET A 109      67.077  66.359  19.959  1.00  0.00

ATOM   1653  CA  MET A 109      65.631  64.875  20.189  1.00  0.00

ATOM   1654  HA  MET A 109      65.069  64.854  21.127  1.00  0.00

ATOM   1655  CB  MET A 109      64.888  65.726  19.162  1.00  0.00

ATOM   1656  HB1 MET A 109      65.426  65.849  18.227  1.00  0.00

ATOM   1657  HB2 MET A 109      64.734  66.733  19.556  1.00  0.00

ATOM   1658  CG  MET A 109      63.444  65.245  19.025  1.00  0.00

ATOM   1659  HG1 MET A 109      62.828  65.718  19.798  1.00  0.00

ATOM   1660  HG2 MET A 109      63.278  64.175  19.131  1.00  0.00

ATOM   1661  SD  MET A 109      62.575  65.805  17.536  1.00  0.00

ATOM   1662  CE  MET A 109      63.341  64.730  16.303  1.00  0.00

ATOM   1663  HE1 MET A 109      64.401  64.922  16.140  1.00  0.00

ATOM   1664  HE2 MET A 109      63.233  63.693  16.660  1.00  0.00

ATOM   1665  HE3 MET A 109      62.709  64.692  15.415  1.00  0.00

ATOM   1666  C   MET A 109      65.809  63.399  19.843  1.00  0.00

ATOM   1667  O   MET A 109      65.321  62.483  20.498  1.00  0.00

ATOM   1668  N   THR A 110      66.704  63.146  18.886  1.00  0.00

ATOM   1669  H   THR A 110      67.043  63.891  18.293  1.00  0.00

ATOM   1670  CA  THR A 110      67.036  61.831  18.379  1.00  0.00

ATOM   1671  HA  THR A 110      66.121  61.218  18.402  1.00  0.00

ATOM   1672  CB  THR A 110      67.488  61.822  16.929  1.00  0.00

ATOM   1673  HB  THR A 110      67.593  60.790  16.591  1.00  0.00

ATOM   1674  CG2 THR A 110      66.475  62.545  16.042  1.00  0.00

ATOM   1675 1HG2 THR A 110      66.753  62.464  14.992  1.00  0.00

ATOM   1676 2HG2 THR A 110      65.504  62.085  16.221  1.00  0.00

ATOM   1677 3HG2 THR A 110      66.521  63.616  16.233  1.00  0.00

ATOM   1678  OG1 THR A 110      68.775  62.392  16.823  1.00  0.00

ATOM   1679  HG1 THR A 110      68.633  63.272  16.471  1.00  0.00

ATOM   1680  C   THR A 110      67.935  61.039  19.329  1.00  0.00

ATOM   1681  O   THR A 110      67.929  59.817  19.194  1.00  0.00

ATOM   1682  N   ASN A 111      68.478  61.685  20.363  1.00  0.00

ATOM   1683  H   ASN A 111      68.257  62.673  20.393  1.00  0.00

ATOM   1684  CA  ASN A 111      69.077  61.038  21.511  1.00  0.00

ATOM   1685  HA  ASN A 111      69.523  60.095  21.187  1.00  0.00

ATOM   1686  CB  ASN A 111      70.234  61.900  22.008  1.00  0.00

ATOM   1687  HB1 ASN A 111      69.826  62.634  22.694  1.00  0.00

ATOM   1688  HB2 ASN A 111      70.746  62.396  21.184  1.00  0.00

ATOM   1689  CG  ASN A 111      71.190  60.964  22.741  1.00  0.00

ATOM   1690  OD1 ASN A 111      71.599  59.881  22.309  1.00  0.00

ATOM   1691  ND2 ASN A 111      71.850  61.419  23.796  1.00  0.00

ATOM   1692 1HD2 ASN A 111      71.726  62.384  24.070  1.00  0.00

ATOM   1693 2HD2 ASN A 111      72.528  60.867  24.301  1.00  0.00

ATOM   1694  C   ASN A 111      68.056  60.593  22.558  1.00  0.00

ATOM   1695  O   ASN A 111      68.280  59.570  23.189  1.00  0.00

ATOM   1696  N   LEU A 112      67.017  61.373  22.848  1.00  0.00

ATOM   1697  H   LEU A 112      66.926  62.221  22.294  1.00  0.00

ATOM   1698  CA  LEU A 112      65.968  61.074  23.795  1.00  0.00

ATOM   1699  HA  LEU A 112      66.468  60.499  24.579  1.00  0.00

ATOM   1700  CB  LEU A 112      65.241  62.327  24.277  1.00  0.00

ATOM   1701  HB1 LEU A 112      64.234  62.144  24.662  1.00  0.00

ATOM   1702  HB2 LEU A 112      64.996  62.908  23.396  1.00  0.00

ATOM   1703  CG  LEU A 112      66.131  63.114  25.236  1.00  0.00

ATOM   1704  HG  LEU A 112      67.164  63.173  24.884  1.00  0.00

ATOM   1705  CD1 LEU A 112      65.683  64.568  25.264  1.00  0.00

ATOM   1706 1HD1 LEU A 112      65.799  64.979  24.260  1.00  0.00

ATOM   1707 2HD1 LEU A 112      64.622  64.667  25.479  1.00  0.00

ATOM   1708 3HD1 LEU A 112      66.341  65.123  25.951  1.00  0.00

ATOM   1709  CD2 LEU A 112      66.083  62.489  26.632  1.00  0.00

ATOM   1710 1HD2 LEU A 112      65.070  62.415  27.042  1.00  0.00

ATOM   1711 2HD2 LEU A 112      66.525  61.498  26.618  1.00  0.00

ATOM   1712 3HD2 LEU A 112      66.656  63.061  27.357  1.00  0.00

ATOM   1713  C   LEU A 112      64.908  60.104  23.283  1.00  0.00

ATOM   1714  O   LEU A 112      64.023  59.760  24.056  1.00  0.00

ATOM   1715  N   GLY A 113      64.951  59.733  22.004  1.00  0.00

ATOM   1716  H   GLY A 113      65.643  60.064  21.346  1.00  0.00

ATOM   1717  CA  GLY A 113      64.031  58.803  21.367  1.00  0.00

ATOM   1718  HA1 GLY A 113      63.785  57.960  22.011  1.00  0.00

ATOM   1719  HA2 GLY A 113      64.504  58.453  20.447  1.00  0.00

ATOM   1720  C   GLY A 113      62.744  59.498  20.959  1.00  0.00

ATOM   1721  O   GLY A 113      61.809  58.855  20.478  1.00  0.00

ATOM   1722  N   GLU A 114      62.655  60.828  21.078  1.00  0.00

ATOM   1723  H   GLU A 114      63.472  61.350  21.353  1.00  0.00

ATOM   1724  CA  GLU A 114      61.481  61.580  20.676  1.00  0.00

ATOM   1725  HA  GLU A 114      60.571  61.081  21.000  1.00  0.00

ATOM   1726  CB  GLU A 114      61.385  62.875  21.479  1.00  0.00

ATOM   1727  HB1 GLU A 114      60.604  63.442  20.980  1.00  0.00

ATOM   1728  HB2 GLU A 114      62.341  63.415  21.441  1.00  0.00

ATOM   1729  CG  GLU A 114      61.076  62.582  22.944  1.00  0.00

ATOM   1730  HG1 GLU A 114      61.054  63.563  23.411  1.00  0.00

ATOM   1731  HG2 GLU A 114      61.780  61.860  23.362  1.00  0.00

ATOM   1732  CD  GLU A 114      59.735  61.966  23.330  1.00  0.00

ATOM   1733  OE1 GLU A 114      59.680  61.142  24.261  1.00  0.00

ATOM   1734  OE2 GLU A 114      58.717  62.246  22.656  1.00  0.00

ATOM   1735  C   GLU A 114      61.292  61.755  19.179  1.00  0.00

ATOM   1736  O   GLU A 114      62.233  61.925  18.412  1.00  0.00

ATOM   1737  N   LYS A 115      60.059  61.508  18.716  1.00  0.00

ATOM   1738  H   LYS A 115      59.322  61.347  19.389  1.00  0.00

ATOM   1739  CA  LYS A 115      59.844  61.202  17.315  1.00  0.00

ATOM   1740  HA  LYS A 115      60.762  61.131  16.722  1.00  0.00

ATOM   1741  CB  LYS A 115      59.222  59.821  17.220  1.00  0.00

ATOM   1742  HB1 LYS A 115      59.141  59.561  16.159  1.00  0.00

ATOM   1743  HB2 LYS A 115      58.183  59.738  17.544  1.00  0.00

ATOM   1744  CG  LYS A 115      60.128  58.765  17.842  1.00  0.00

ATOM   1745  HG1 LYS A 115      59.758  58.510  18.837  1.00  0.00

ATOM   1746  HG2 LYS A 115      61.123  59.224  17.904  1.00  0.00

ATOM   1747  CD  LYS A 115      60.284  57.477  17.042  1.00  0.00

ATOM   1748  HD1 LYS A 115      60.933  57.657  16.176  1.00  0.00

ATOM   1749  HD2 LYS A 115      59.328  57.098  16.689  1.00  0.00

ATOM   1750  CE  LYS A 115      60.899  56.476  18.011  1.00  0.00

ATOM   1751  HE1 LYS A 115      60.265  56.257  18.874  1.00  0.00

ATOM   1752  HE2 LYS A 115      61.902  56.829  18.270  1.00  0.00

ATOM   1753  NZ  LYS A 115      61.062  55.181  17.334  1.00  0.00

ATOM   1754  HZ1 LYS A 115      61.941  55.147  16.838  1.00  0.00

ATOM   1755  HZ2 LYS A 115      61.062  54.333  17.878  1.00  0.00

ATOM   1756  HZ3 LYS A 115      60.289  54.918  16.744  1.00  0.00

ATOM   1757  C   LYS A 115      58.920  62.187  16.607  1.00  0.00

ATOM   1758  O   LYS A 115      58.178  61.770  15.724  1.00  0.00

ATOM   1759  N   LEU A 116      59.032  63.492  16.863  1.00  0.00

ATOM   1760  H   LEU A 116      59.765  63.814  17.483  1.00  0.00

ATOM   1761  CA  LEU A 116      58.303  64.524  16.168  1.00  0.00

ATOM   1762  HA  LEU A 116      57.256  64.251  16.293  1.00  0.00

ATOM   1763  CB  LEU A 116      58.478  65.986  16.589  1.00  0.00

ATOM   1764  HB1 LEU A 116      58.190  66.703  15.827  1.00  0.00

ATOM   1765  HB2 LEU A 116      59.565  66.084  16.627  1.00  0.00

ATOM   1766  CG  LEU A 116      57.808  66.353  17.917  1.00  0.00

ATOM   1767  HG  LEU A 116      56.733  66.263  17.828  1.00  0.00

ATOM   1768  CD1 LEU A 116      58.418  65.499  19.019  1.00  0.00

ATOM   1769 1HD1 LEU A 116      58.103  64.458  18.905  1.00  0.00

ATOM   1770 2HD1 LEU A 116      59.506  65.515  19.051  1.00  0.00

ATOM   1771 3HD1 LEU A 116      58.083  65.862  19.994  1.00  0.00

ATOM   1772  CD2 LEU A 116      58.139  67.783  18.347  1.00  0.00

ATOM   1773 1HD2 LEU A 116      57.663  68.084  19.282  1.00  0.00

ATOM   1774 2HD2 LEU A 116      59.214  67.730  18.452  1.00  0.00

ATOM   1775 3HD2 LEU A 116      57.911  68.569  17.628  1.00  0.00

ATOM   1776  C   LEU A 116      58.520  64.476  14.666  1.00  0.00

ATOM   1777  O   LEU A 116      59.514  63.896  14.232  1.00  0.00

ATOM   1778  N   THR A 117      57.598  64.969  13.840  1.00  0.00

ATOM   1779  H   THR A 117      56.757  65.314  14.279  1.00  0.00

ATOM   1780  CA  THR A 117      57.805  65.188  12.425  1.00  0.00

ATOM   1781  HA  THR A 117      58.409  64.337  12.119  1.00  0.00

ATOM   1782  CB  THR A 117      56.480  65.226  11.667  1.00  0.00

ATOM   1783  HB  THR A 117      56.692  65.256  10.601  1.00  0.00

ATOM   1784  CG2 THR A 117      55.581  64.016  11.895  1.00  0.00

ATOM   1785 1HG2 THR A 117      55.441  63.765  12.951  1.00  0.00

ATOM   1786 2HG2 THR A 117      54.593  64.242  11.498  1.00  0.00

ATOM   1787 3HG2 THR A 117      55.912  63.167  11.298  1.00  0.00

ATOM   1788  OG1 THR A 117      55.744  66.330  12.142  1.00  0.00

ATOM   1789  HG1 THR A 117      55.681  66.131  13.077  1.00  0.00

ATOM   1790  C   THR A 117      58.513  66.488  12.061  1.00  0.00

ATOM   1791  O   THR A 117      58.607  67.345  12.928  1.00  0.00

ATOM   1792  N   ASP A 118      58.990  66.679  10.823  1.00  0.00

ATOM   1793  H   ASP A 118      58.771  65.947  10.166  1.00  0.00

ATOM   1794  CA  ASP A 118      59.727  67.861  10.409  1.00  0.00

ATOM   1795  HA  ASP A 118      60.564  67.856  11.101  1.00  0.00

ATOM   1796  CB  ASP A 118      60.194  67.672   8.963  1.00  0.00

ATOM   1797  HB1 ASP A 118      59.291  67.697   8.342  1.00  0.00

ATOM   1798  HB2 ASP A 118      60.573  66.664   8.808  1.00  0.00

ATOM   1799  CG  ASP A 118      61.268  68.675   8.571  1.00  0.00

ATOM   1800  OD1 ASP A 118      62.370  68.684   9.148  1.00  0.00

ATOM   1801  OD2 ASP A 118      61.155  69.421   7.574  1.00  0.00

ATOM   1802  C   ASP A 118      58.963  69.157  10.611  1.00  0.00

ATOM   1803  O   ASP A 118      59.535  70.170  11.028  1.00  0.00

ATOM   1804  N   GLU A 119      57.644  69.160  10.451  1.00  0.00

ATOM   1805  H   GLU A 119      57.166  68.321  10.131  1.00  0.00

ATOM   1806  CA  GLU A 119      56.844  70.346  10.680  1.00  0.00

ATOM   1807  HA  GLU A 119      57.480  71.196  10.422  1.00  0.00

ATOM   1808  CB  GLU A 119      55.775  70.437   9.588  1.00  0.00

ATOM   1809  HB1 GLU A 119      55.171  71.290   9.885  1.00  0.00

ATOM   1810  HB2 GLU A 119      55.283  69.468   9.626  1.00  0.00

ATOM   1811  CG  GLU A 119      56.294  70.517   8.155  1.00  0.00

ATOM   1812  HG1 GLU A 119      56.927  69.649   7.980  1.00  0.00

ATOM   1813  HG2 GLU A 119      56.879  71.428   7.981  1.00  0.00

ATOM   1814  CD  GLU A 119      55.140  70.475   7.169  1.00  0.00

ATOM   1815  OE1 GLU A 119      54.690  71.503   6.616  1.00  0.00

ATOM   1816  OE2 GLU A 119      54.560  69.384   7.021  1.00  0.00

ATOM   1817  C   GLU A 119      56.344  70.482  12.109  1.00  0.00

ATOM   1818  O   GLU A 119      55.868  71.571  12.428  1.00  0.00

ATOM   1819  N   GLU A 120      56.683  69.528  12.971  1.00  0.00

ATOM   1820  H   GLU A 120      57.226  68.777  12.561  1.00  0.00

ATOM   1821  CA  GLU A 120      56.550  69.642  14.409  1.00  0.00

ATOM   1822  HA  GLU A 120      55.854  70.465  14.561  1.00  0.00

ATOM   1823  CB  GLU A 120      55.794  68.426  14.949  1.00  0.00

ATOM   1824  HB1 GLU A 120      55.864  68.476  16.027  1.00  0.00

ATOM   1825  HB2 GLU A 120      56.399  67.573  14.621  1.00  0.00

ATOM   1826  CG  GLU A 120      54.330  68.288  14.566  1.00  0.00

ATOM   1827  HG1 GLU A 120      54.121  68.506  13.515  1.00  0.00

ATOM   1828  HG2 GLU A 120      53.703  69.047  15.043  1.00  0.00

ATOM   1829  CD  GLU A 120      53.877  66.857  14.800  1.00  0.00

ATOM   1830  OE1 GLU A 120      52.818  66.499  15.371  1.00  0.00

ATOM   1831  OE2 GLU A 120      54.626  65.936  14.385  1.00  0.00

ATOM   1832  C   GLU A 120      57.840  70.001  15.140  1.00  0.00

ATOM   1833  O   GLU A 120      57.745  70.743  16.109  1.00  0.00

ATOM   1834  N   VAL A 121      59.033  69.676  14.639  1.00  0.00

ATOM   1835  H   VAL A 121      59.078  69.037  13.852  1.00  0.00

ATOM   1836  CA  VAL A 121      60.205  70.361  15.130  1.00  0.00

ATOM   1837  HA  VAL A 121      60.173  70.340  16.218  1.00  0.00

ATOM   1838  CB  VAL A 121      61.510  69.631  14.780  1.00  0.00

ATOM   1839  HB  VAL A 121      61.646  69.558  13.702  1.00  0.00

ATOM   1840  CG1 VAL A 121      62.798  70.272  15.297  1.00  0.00

ATOM   1841 1HG1 VAL A 121      62.696  70.394  16.369  1.00  0.00

ATOM   1842 2HG1 VAL A 121      63.661  69.632  15.119  1.00  0.00

ATOM   1843 3HG1 VAL A 121      62.851  71.234  14.789  1.00  0.00

ATOM   1844  CG2 VAL A 121      61.667  68.237  15.375  1.00  0.00

ATOM   1845 1HG2 VAL A 121      60.764  67.631  15.316  1.00  0.00

ATOM   1846 2HG2 VAL A 121      62.472  67.634  14.957  1.00  0.00

ATOM   1847 3HG2 VAL A 121      61.802  68.395  16.445  1.00  0.00

ATOM   1848  C   VAL A 121      60.250  71.843  14.782  1.00  0.00

ATOM   1849  O   VAL A 121      60.673  72.678  15.574  1.00  0.00

ATOM   1850  N   ASP A 122      59.758  72.170  13.591  1.00  0.00

ATOM   1851  H   ASP A 122      59.396  71.419  13.025  1.00  0.00

ATOM   1852  CA  ASP A 122      59.762  73.543  13.102  1.00  0.00

ATOM   1853  HA  ASP A 122      60.775  73.929  13.235  1.00  0.00

ATOM   1854  CB  ASP A 122      59.519  73.532  11.597  1.00  0.00

ATOM   1855  HB1 ASP A 122      58.469  73.269  11.463  1.00  0.00

ATOM   1856  HB2 ASP A 122      60.251  72.899  11.076  1.00  0.00

ATOM   1857  CG  ASP A 122      59.740  74.951  11.100  1.00  0.00

ATOM   1858  OD1 ASP A 122      60.754  75.550  11.523  1.00  0.00

ATOM   1859  OD2 ASP A 122      58.872  75.414  10.326  1.00  0.00

ATOM   1860  C   ASP A 122      58.833  74.435  13.910  1.00  0.00

ATOM   1861  O   ASP A 122      59.065  75.597  14.201  1.00  0.00

ATOM   1862  N   GLU A 123      57.774  73.860  14.495  1.00  0.00

ATOM   1863  H   GLU A 123      57.696  72.864  14.350  1.00  0.00

ATOM   1864  CA  GLU A 123      56.852  74.451  15.446  1.00  0.00

ATOM   1865  HA  GLU A 123      56.612  75.452  15.103  1.00  0.00

ATOM   1866  CB  GLU A 123      55.510  73.717  15.446  1.00  0.00

ATOM   1867  HB1 GLU A 123      55.597  72.674  15.747  1.00  0.00

ATOM   1868  HB2 GLU A 123      55.119  73.714  14.431  1.00  0.00

ATOM   1869  CG  GLU A 123      54.413  74.365  16.272  1.00  0.00

ATOM   1870  HG1 GLU A 123      54.824  74.832  17.176  1.00  0.00

ATOM   1871  HG2 GLU A 123      53.707  73.575  16.540  1.00  0.00

ATOM   1872  CD  GLU A 123      53.456  75.301  15.538  1.00  0.00

ATOM   1873  OE1 GLU A 123      53.909  76.442  15.347  1.00  0.00

ATOM   1874  OE2 GLU A 123      52.438  74.841  14.982  1.00  0.00

ATOM   1875  C   GLU A 123      57.479  74.562  16.821  1.00  0.00

ATOM   1876  O   GLU A 123      57.389  75.653  17.377  1.00  0.00

ATOM   1877  N   MET A 124      58.226  73.589  17.345  1.00  0.00

ATOM   1878  H   MET A 124      58.300  72.758  16.768  1.00  0.00

ATOM   1879  CA  MET A 124      58.967  73.785  18.577  1.00  0.00

ATOM   1880  HA  MET A 124      58.292  73.937  19.425  1.00  0.00

ATOM   1881  CB  MET A 124      59.697  72.475  18.856  1.00  0.00

ATOM   1882  HB1 MET A 124      60.594  72.420  18.236  1.00  0.00

ATOM   1883  HB2 MET A 124      59.077  71.636  18.569  1.00  0.00

ATOM   1884  CG  MET A 124      59.946  72.168  20.330  1.00  0.00

ATOM   1885  HG1 MET A 124      58.986  71.983  20.808  1.00  0.00

ATOM   1886  HG2 MET A 124      60.297  73.089  20.794  1.00  0.00

ATOM   1887  SD  MET A 124      60.922  70.682  20.642  1.00  0.00

ATOM   1888  CE  MET A 124      61.029  70.657  22.452  1.00  0.00

ATOM   1889  HE1 MET A 124      60.053  70.527  22.918  1.00  0.00

ATOM   1890  HE2 MET A 124      61.508  69.802  22.914  1.00  0.00

ATOM   1891  HE3 MET A 124      61.484  71.573  22.850  1.00  0.00

ATOM   1892  C   MET A 124      59.891  74.991  18.505  1.00  0.00

ATOM   1893  O   MET A 124      60.079  75.654  19.518  1.00  0.00

ATOM   1894  N   ILE A 125      60.364  75.347  17.311  1.00  0.00

ATOM   1895  H   ILE A 125      60.259  74.774  16.483  1.00  0.00

ATOM   1896  CA  ILE A 125      61.269  76.473  17.244  1.00  0.00

ATOM   1897  HA  ILE A 125      61.880  76.451  18.144  1.00  0.00

ATOM   1898  CB  ILE A 125      62.188  76.168  16.070  1.00  0.00

ATOM   1899  HB  ILE A 125      61.489  75.932  15.266  1.00  0.00

ATOM   1900  CG2 ILE A 125      63.016  77.411  15.707  1.00  0.00

ATOM   1901 1HG2 ILE A 125      63.520  77.869  16.553  1.00  0.00

ATOM   1902 2HG2 ILE A 125      63.855  77.271  15.029  1.00  0.00

ATOM   1903 3HG2 ILE A 125      62.386  78.181  15.272  1.00  0.00

ATOM   1904  CG1 ILE A 125      62.979  74.881  16.271  1.00  0.00

ATOM   1905 1HG1 ILE A 125      62.307  74.065  16.540  1.00  0.00

ATOM   1906 2HG1 ILE A 125      63.731  75.028  17.045  1.00  0.00

ATOM   1907  CD  ILE A 125      63.848  74.505  15.064  1.00  0.00

ATOM   1908  HD1 ILE A 125      63.380  74.882  14.152  1.00  0.00

ATOM   1909  HD2 ILE A 125      64.777  75.042  15.247  1.00  0.00

ATOM   1910  HD3 ILE A 125      63.950  73.421  15.045  1.00  0.00

ATOM   1911  C   ILE A 125      60.565  77.827  17.201  1.00  0.00

ATOM   1912  O   ILE A 125      61.194  78.800  17.604  1.00  0.00

ATOM   1913  N   ARG A 126      59.340  77.827  16.671  1.00  0.00

ATOM   1914  H   ARG A 126      58.926  76.949  16.401  1.00  0.00

ATOM   1915  CA  ARG A 126      58.410  78.937  16.845  1.00  0.00

ATOM   1916  HA  ARG A 126      58.887  79.863  16.509  1.00  0.00

ATOM   1917  CB  ARG A 126      57.204  78.665  15.953  1.00  0.00

ATOM   1918  HB1 ARG A 126      56.544  79.473  16.298  1.00  0.00

ATOM   1919  HB2 ARG A 126      56.794  77.667  16.117  1.00  0.00

ATOM   1920  CG  ARG A 126      57.556  78.939  14.501  1.00  0.00

ATOM   1921  HG1 ARG A 126      58.338  78.270  14.146  1.00  0.00

ATOM   1922  HG2 ARG A 126      57.958  79.950  14.552  1.00  0.00

ATOM   1923  CD  ARG A 126      56.321  78.944  13.594  1.00  0.00

ATOM   1924  HD1 ARG A 126      56.438  79.544  12.694  1.00  0.00

ATOM   1925  HD2 ARG A 126      55.538  79.426  14.162  1.00  0.00

ATOM   1926  NE  ARG A 126      55.748  77.628  13.289  1.00  0.00

ATOM   1927  HE  ARG A 126      54.958  77.299  13.834  1.00  0.00

ATOM   1928  CZ  ARG A 126      56.048  76.803  12.280  1.00  0.00

ATOM   1929  NH1 ARG A 126      57.078  77.197  11.521  1.00  0.00

ATOM   1930 1HH1 ARG A 126      57.449  78.143  11.561  1.00  0.00

ATOM   1931 2HH1 ARG A 126      57.443  76.635  10.775  1.00  0.00

ATOM   1932  NH2 ARG A 126      55.386  75.649  12.123  1.00  0.00

ATOM   1933 1HH2 ARG A 126      54.628  75.366  12.735  1.00  0.00

ATOM   1934 2HH2 ARG A 126      55.667  75.050  11.356  1.00  0.00

ATOM   1935  C   ARG A 126      57.964  79.055  18.289  1.00  0.00

ATOM   1936  O   ARG A 126      57.691  80.177  18.732  1.00  0.00

ATOM   1937  N   GLU A 127      57.805  77.937  18.999  1.00  0.00

ATOM   1938  H   GLU A 127      57.978  76.982  18.717  1.00  0.00

ATOM   1939  CA  GLU A 127      57.412  78.114  20.388  1.00  0.00

ATOM   1940  HA  GLU A 127      56.627  78.860  20.505  1.00  0.00

ATOM   1941  CB  GLU A 127      56.970  76.799  21.017  1.00  0.00

ATOM   1942  HB1 GLU A 127      57.146  76.886  22.095  1.00  0.00

ATOM   1943  HB2 GLU A 127      57.527  75.944  20.636  1.00  0.00

ATOM   1944  CG  GLU A 127      55.468  76.584  20.915  1.00  0.00

ATOM   1945  HG1 GLU A 127      55.217  75.986  20.029  1.00  0.00

ATOM   1946  HG2 GLU A 127      55.016  77.575  20.897  1.00  0.00

ATOM   1947  CD  GLU A 127      54.908  75.903  22.152  1.00  0.00

ATOM   1948  OE1 GLU A 127      55.551  75.688  23.199  1.00  0.00

ATOM   1949  OE2 GLU A 127      53.754  75.415  22.135  1.00  0.00

ATOM   1950  C   GLU A 127      58.608  78.712  21.124  1.00  0.00

ATOM   1951  O   GLU A 127      58.404  79.625  21.908  1.00  0.00

ATOM   1952  N   ALA A 128      59.854  78.303  20.900  1.00  0.00

ATOM   1953  H   ALA A 128      59.968  77.579  20.210  1.00  0.00

ATOM   1954  CA  ALA A 128      61.029  78.688  21.661  1.00  0.00

ATOM   1955  HA  ALA A 128      60.759  78.569  22.710  1.00  0.00

ATOM   1956  CB  ALA A 128      62.007  77.533  21.419  1.00  0.00

ATOM   1957  HB1 ALA A 128      61.713  76.533  21.739  1.00  0.00

ATOM   1958  HB2 ALA A 128      62.281  77.547  20.368  1.00  0.00

ATOM   1959  HB3 ALA A 128      62.950  77.676  21.936  1.00  0.00

ATOM   1960  C   ALA A 128      61.640  80.065  21.471  1.00  0.00

ATOM   1961  O   ALA A 128      62.266  80.661  22.340  1.00  0.00

ATOM   1962  N   ASP A 129      61.529  80.624  20.266  1.00  0.00

ATOM   1963  H   ASP A 129      61.000  80.085  19.593  1.00  0.00

ATOM   1964  CA  ASP A 129      62.089  81.907  19.888  1.00  0.00

ATOM   1965  HA  ASP A 129      63.070  82.003  20.369  1.00  0.00

ATOM   1966  CB  ASP A 129      62.318  81.914  18.383  1.00  0.00

ATOM   1967  HB1 ASP A 129      61.345  82.042  17.901  1.00  0.00

ATOM   1968  HB2 ASP A 129      62.930  81.087  18.042  1.00  0.00

ATOM   1969  CG  ASP A 129      62.999  83.161  17.844  1.00  0.00

ATOM   1970  OD1 ASP A 129      63.917  83.751  18.444  1.00  0.00

ATOM   1971  OD2 ASP A 129      62.607  83.480  16.691  1.00  0.00

ATOM   1972  C   ASP A 129      61.160  83.023  20.338  1.00  0.00

ATOM   1973  O   ASP A 129      59.957  82.938  20.106  1.00  0.00

ATOM   1974  N   ILE A 130      61.659  84.188  20.774  1.00  0.00

ATOM   1975  H   ILE A 130      62.661  84.233  20.838  1.00  0.00

ATOM   1976  CA  ILE A 130      60.965  85.347  21.298  1.00  0.00

ATOM   1977  HA  ILE A 130      59.886  85.180  21.310  1.00  0.00

ATOM   1978  CB  ILE A 130      61.300  85.495  22.782  1.00  0.00

ATOM   1979  HB  ILE A 130      62.364  85.426  22.998  1.00  0.00

ATOM   1980  CG2 ILE A 130      60.827  86.766  23.487  1.00  0.00

ATOM   1981 1HG2 ILE A 130      61.147  86.912  24.519  1.00  0.00

ATOM   1982 2HG2 ILE A 130      61.274  87.591  22.929  1.00  0.00

ATOM   1983 3HG2 ILE A 130      59.737  86.846  23.391  1.00  0.00

ATOM   1984  CG1 ILE A 130      60.754  84.259  23.481  1.00  0.00

ATOM   1985 1HG1 ILE A 130      60.981  83.341  22.947  1.00  0.00

ATOM   1986 2HG1 ILE A 130      59.667  84.237  23.468  1.00  0.00

ATOM   1987  CD  ILE A 130      61.142  84.041  24.940  1.00  0.00

ATOM   1988  HD1 ILE A 130      62.206  83.855  25.023  1.00  0.00

ATOM   1989  HD2 ILE A 130      60.720  84.912  25.461  1.00  0.00

ATOM   1990  HD3 ILE A 130      60.686  83.157  25.384  1.00  0.00

ATOM   1991  C   ILE A 130      61.329  86.602  20.523  1.00  0.00

ATOM   1992  O   ILE A 130      60.472  87.480  20.401  1.00  0.00

ATOM   1993  N   ASP A 131      62.551  86.858  20.044  1.00  0.00

ATOM   1994  H   ASP A 131      63.209  86.102  20.156  1.00  0.00

ATOM   1995  CA  ASP A 131      63.119  88.057  19.438  1.00  0.00

ATOM   1996  HA  ASP A 131      62.415  88.864  19.605  1.00  0.00

ATOM   1997  CB  ASP A 131      64.417  88.436  20.143  1.00  0.00

ATOM   1998  HB1 ASP A 131      64.273  88.575  21.210  1.00  0.00

ATOM   1999  HB2 ASP A 131      64.817  89.358  19.723  1.00  0.00

ATOM   2000  CG  ASP A 131      65.526  87.418  19.964  1.00  0.00

ATOM   2001  OD1 ASP A 131      65.858  86.961  18.854  1.00  0.00

ATOM   2002  OD2 ASP A 131      65.861  86.745  20.971  1.00  0.00

ATOM   2003  C   ASP A 131      63.169  87.979  17.918  1.00  0.00

ATOM   2004  O   ASP A 131      63.735  88.899  17.348  1.00  0.00

ATOM   2005  N   GLY A 132      62.533  86.962  17.322  1.00  0.00

ATOM   2006  H   GLY A 132      62.085  86.278  17.904  1.00  0.00

ATOM   2007  CA  GLY A 132      62.337  86.661  15.911  1.00  0.00

ATOM   2008  HA1 GLY A 132      61.887  87.530  15.422  1.00  0.00

ATOM   2009  HA2 GLY A 132      61.682  85.796  15.880  1.00  0.00

ATOM   2010  C   GLY A 132      63.613  86.466  15.115  1.00  0.00

ATOM   2011  O   GLY A 132      63.619  86.963  13.994  1.00  0.00

ATOM   2012  N   ASP A 133      64.593  85.759  15.681  1.00  0.00

ATOM   2013  H   ASP A 133      64.489  85.355  16.603  1.00  0.00

ATOM   2014  CA  ASP A 133      65.709  85.334  14.865  1.00  0.00

ATOM   2015  HA  ASP A 133      65.623  85.812  13.886  1.00  0.00

ATOM   2016  CB  ASP A 133      66.948  85.937  15.507  1.00  0.00

ATOM   2017  HB1 ASP A 133      66.813  86.965  15.844  1.00  0.00

ATOM   2018  HB2 ASP A 133      67.703  85.992  14.715  1.00  0.00

ATOM   2019  CG  ASP A 133      67.581  85.317  16.748  1.00  0.00

ATOM   2020  OD1 ASP A 133      66.903  84.412  17.283  1.00  0.00

ATOM   2021  OD2 ASP A 133      68.544  85.799  17.376  1.00  0.00

ATOM   2022  C   ASP A 133      65.807  83.835  14.585  1.00  0.00

ATOM   2023  O   ASP A 133      66.893  83.371  14.262  1.00  0.00

ATOM   2024  N   GLY A 134      64.738  83.097  14.917  1.00  0.00

ATOM   2025  H   GLY A 134      63.979  83.579  15.368  1.00  0.00

ATOM   2026  CA  GLY A 134      64.652  81.662  14.745  1.00  0.00

ATOM   2027  HA1 GLY A 134      64.714  81.468  13.682  1.00  0.00

ATOM   2028  HA2 GLY A 134      63.691  81.301  15.114  1.00  0.00

ATOM   2029  C   GLY A 134      65.686  80.768  15.418  1.00  0.00

ATOM   2030  O   GLY A 134      65.887  79.665  14.919  1.00  0.00

ATOM   2031  N   GLN A 135      66.317  81.284  16.471  1.00  0.00

ATOM   2032  H   GLN A 135      65.989  82.167  16.837  1.00  0.00

ATOM   2033  CA  GLN A 135      67.172  80.468  17.309  1.00  0.00

ATOM   2034  HA  GLN A 135      66.858  79.439  17.125  1.00  0.00

ATOM   2035  CB  GLN A 135      68.663  80.633  17.037  1.00  0.00

ATOM   2036  HB1 GLN A 135      68.835  80.292  16.019  1.00  0.00

ATOM   2037  HB2 GLN A 135      69.283  79.913  17.573  1.00  0.00

ATOM   2038  CG  GLN A 135      69.088  82.087  17.274  1.00  0.00

ATOM   2039  HG1 GLN A 135      68.733  82.298  18.283  1.00  0.00

ATOM   2040  HG2 GLN A 135      68.507  82.709  16.601  1.00  0.00

ATOM   2041  CD  GLN A 135      70.574  82.345  17.075  1.00  0.00

ATOM   2042  OE1 GLN A 135      71.439  81.788  17.744  1.00  0.00

ATOM   2043  NE2 GLN A 135      70.880  83.258  16.148  1.00  0.00

ATOM   2044 1HE2 GLN A 135      70.167  83.710  15.611  1.00  0.00

ATOM   2045 2HE2 GLN A 135      71.860  83.500  16.024  1.00  0.00

ATOM   2046  C   GLN A 135      66.881  80.695  18.786  1.00  0.00

ATOM   2047  O   GLN A 135      66.424  81.774  19.175  1.00  0.00

ATOM   2048  N   VAL A 136      67.338  79.711  19.563  1.00  0.00

ATOM   2049  H   VAL A 136      67.587  78.811  19.182  1.00  0.00

ATOM   2050  CA  VAL A 136      67.113  79.688  20.989  1.00  0.00

ATOM   2051  HA  VAL A 136      66.293  80.361  21.251  1.00  0.00

ATOM   2052  CB  VAL A 136      66.738  78.249  21.346  1.00  0.00

ATOM   2053  HB  VAL A 136      67.357  77.455  20.942  1.00  0.00

ATOM   2054  CG1 VAL A 136      66.533  77.936  22.824  1.00  0.00

ATOM   2055 1HG1 VAL A 136      66.092  76.976  23.117  1.00  0.00

ATOM   2056 2HG1 VAL A 136      67.535  77.900  23.230  1.00  0.00

ATOM   2057 3HG1 VAL A 136      66.142  78.789  23.381  1.00  0.00

ATOM   2058  CG2 VAL A 136      65.341  78.116  20.754  1.00  0.00

ATOM   2059 1HG2 VAL A 136      64.994  77.095  20.920  1.00  0.00

ATOM   2060 2HG2 VAL A 136      64.721  78.923  21.120  1.00  0.00

ATOM   2061 3HG2 VAL A 136      65.307  78.313  19.682  1.00  0.00

ATOM   2062  C   VAL A 136      68.383  80.118  21.722  1.00  0.00

ATOM   2063  O   VAL A 136      69.323  79.320  21.733  1.00  0.00

ATOM   2064  N   ASN A 137      68.353  81.259  22.410  1.00  0.00

ATOM   2065  H   ASN A 137      67.536  81.840  22.337  1.00  0.00

ATOM   2066  CA  ASN A 137      69.441  81.499  23.346  1.00  0.00

ATOM   2067  HA  ASN A 137      70.394  81.125  22.980  1.00  0.00

ATOM   2068  CB  ASN A 137      69.653  83.001  23.370  1.00  0.00

ATOM   2069  HB1 ASN A 137      69.471  83.572  22.454  1.00  0.00

ATOM   2070  HB2 ASN A 137      70.657  83.183  23.731  1.00  0.00

ATOM   2071  CG  ASN A 137      68.923  83.617  24.559  1.00  0.00

ATOM   2072  OD1 ASN A 137      69.380  83.773  25.687  1.00  0.00

ATOM   2073  ND2 ASN A 137      67.670  84.027  24.321  1.00  0.00

ATOM   2074 1HD2 ASN A 137      67.278  83.942  23.394  1.00  0.00

ATOM   2075 2HD2 ASN A 137      67.169  84.235  25.174  1.00  0.00

ATOM   2076  C   ASN A 137      69.136  80.780  24.652  1.00  0.00

ATOM   2077  O   ASN A 137      68.020  80.329  24.867  1.00  0.00

ATOM   2078  N   TYR A 138      70.106  80.710  25.573  1.00  0.00

ATOM   2079  H   TYR A 138      70.983  81.140  25.344  1.00  0.00

ATOM   2080  CA  TYR A 138      69.846  80.173  26.895  1.00  0.00

ATOM   2081  HA  TYR A 138      69.583  79.129  26.748  1.00  0.00

ATOM   2082  CB  TYR A 138      71.078  80.334  27.783  1.00  0.00

ATOM   2083  HB1 TYR A 138      71.475  81.310  27.517  1.00  0.00

ATOM   2084  HB2 TYR A 138      71.871  79.644  27.495  1.00  0.00

ATOM   2085  CG  TYR A 138      70.930  80.111  29.269  1.00  0.00

ATOM   2086  CD1 TYR A 138      71.006  81.160  30.188  1.00  0.00

ATOM   2087  HD1 TYR A 138      71.268  82.169  29.893  1.00  0.00

ATOM   2088  CE1 TYR A 138      70.754  80.922  31.545  1.00  0.00

ATOM   2089  HE1 TYR A 138      70.861  81.719  32.276  1.00  0.00

ATOM   2090  CZ  TYR A 138      70.406  79.631  31.981  1.00  0.00

ATOM   2091  OH  TYR A 138      70.113  79.473  33.301  1.00  0.00

ATOM   2092  HH  TYR A 138      69.958  80.336  33.710  1.00  0.00

ATOM   2093  CE2 TYR A 138      70.443  78.563  31.075  1.00  0.00

ATOM   2094  HE2 TYR A 138      70.247  77.528  31.319  1.00  0.00

ATOM   2095  CD2 TYR A 138      70.727  78.796  29.716  1.00  0.00

ATOM   2096  HD2 TYR A 138      70.697  78.029  28.962  1.00  0.00

ATOM   2097  C   TYR A 138      68.651  80.746  27.645  1.00  0.00

ATOM   2098  O   TYR A 138      67.836  80.017  28.197  1.00  0.00

ATOM   2099  N   GLU A 139      68.407  82.059  27.614  1.00  0.00

ATOM   2100  H   GLU A 139      69.077  82.592  27.074  1.00  0.00

ATOM   2101  CA  GLU A 139      67.238  82.603  28.270  1.00  0.00

ATOM   2102  HA  GLU A 139      67.163  82.320  29.325  1.00  0.00

ATOM   2103  CB  GLU A 139      67.325  84.123  28.375  1.00  0.00

ATOM   2104  HB1 GLU A 139      66.515  84.574  28.964  1.00  0.00

ATOM   2105  HB2 GLU A 139      67.230  84.456  27.349  1.00  0.00

ATOM   2106  CG  GLU A 139      68.691  84.562  28.899  1.00  0.00

ATOM   2107  HG1 GLU A 139      69.480  84.283  28.198  1.00  0.00

ATOM   2108  HG2 GLU A 139      68.798  83.952  29.803  1.00  0.00

ATOM   2109  CD  GLU A 139      68.736  86.052  29.173  1.00  0.00

ATOM   2110  OE1 GLU A 139      69.714  86.622  28.631  1.00  0.00

ATOM   2111  OE2 GLU A 139      67.801  86.597  29.805  1.00  0.00

ATOM   2112  C   GLU A 139      65.901  82.273  27.623  1.00  0.00

ATOM   2113  O   GLU A 139      64.916  82.288  28.357  1.00  0.00

ATOM   2114  N   GLU A 140      65.879  82.008  26.317  1.00  0.00

ATOM   2115  H   GLU A 140      66.782  81.945  25.853  1.00  0.00

ATOM   2116  CA  GLU A 140      64.765  81.481  25.561  1.00  0.00

ATOM   2117  HA  GLU A 140      63.851  82.054  25.728  1.00  0.00

ATOM   2118  CB  GLU A 140      64.991  81.657  24.058  1.00  0.00

ATOM   2119  HB1 GLU A 140      64.551  80.809  23.525  1.00  0.00

ATOM   2120  HB2 GLU A 140      66.055  81.527  23.875  1.00  0.00

ATOM   2121  CG  GLU A 140      64.491  83.017  23.604  1.00  0.00

ATOM   2122  HG1 GLU A 140      64.787  83.675  24.424  1.00  0.00

ATOM   2123  HG2 GLU A 140      63.407  82.977  23.553  1.00  0.00

ATOM   2124  CD  GLU A 140      65.054  83.485  22.276  1.00  0.00

ATOM   2125  OE1 GLU A 140      66.263  83.361  21.977  1.00  0.00

ATOM   2126  OE2 GLU A 140      64.385  84.186  21.483  1.00  0.00

ATOM   2127  C   GLU A 140      64.477  80.055  25.983  1.00  0.00

ATOM   2128  O   GLU A 140      63.309  79.711  26.108  1.00  0.00

ATOM   2129  N   PHE A 141      65.513  79.241  26.219  1.00  0.00

ATOM   2130  H   PHE A 141      66.456  79.605  26.094  1.00  0.00

ATOM   2131  CA  PHE A 141      65.471  77.859  26.653  1.00  0.00

ATOM   2132  HA  PHE A 141      64.791  77.312  26.000  1.00  0.00

ATOM   2133  CB  PHE A 141      66.793  77.114  26.487  1.00  0.00

ATOM   2134  HB1 PHE A 141      67.573  77.712  26.966  1.00  0.00

ATOM   2135  HB2 PHE A 141      67.055  77.075  25.429  1.00  0.00

ATOM   2136  CG  PHE A 141      66.836  75.729  27.097  1.00  0.00

ATOM   2137  CD1 PHE A 141      67.332  75.570  28.396  1.00  0.00

ATOM   2138  HD1 PHE A 141      67.796  76.396  28.911  1.00  0.00

ATOM   2139  CE1 PHE A 141      67.704  74.274  28.789  1.00  0.00

ATOM   2140  HE1 PHE A 141      68.252  74.253  29.721  1.00  0.00

ATOM   2141  CZ  PHE A 141      67.360  73.154  28.028  1.00  0.00

ATOM   2142  HZ  PHE A 141      67.579  72.156  28.384  1.00  0.00

ATOM   2143  CE2 PHE A 141      66.659  73.314  26.828  1.00  0.00

ATOM   2144  HE2 PHE A 141      66.351  72.477  26.223  1.00  0.00

ATOM   2145  CD2 PHE A 141      66.524  74.610  26.316  1.00  0.00

ATOM   2146  HD2 PHE A 141      66.094  74.730  25.330  1.00  0.00

ATOM   2147  C   PHE A 141      64.827  77.809  28.034  1.00  0.00

ATOM   2148  O   PHE A 141      63.934  76.993  28.264  1.00  0.00

ATOM   2149  N   VAL A 142      65.138  78.690  28.990  1.00  0.00

ATOM   2150  H   VAL A 142      65.923  79.271  28.748  1.00  0.00

ATOM   2151  CA  VAL A 142      64.551  78.826  30.315  1.00  0.00

ATOM   2152  HA  VAL A 142      64.616  77.830  30.758  1.00  0.00

ATOM   2153  CB  VAL A 142      65.326  79.899  31.065  1.00  0.00

ATOM   2154  HB  VAL A 142      65.470  80.751  30.414  1.00  0.00

ATOM   2155  CG1 VAL A 142      64.664  80.436  32.332  1.00  0.00

ATOM   2156 1HG1 VAL A 142      65.216  81.339  32.587  1.00  0.00

ATOM   2157 2HG1 VAL A 142      63.613  80.687  32.186  1.00  0.00

ATOM   2158 3HG1 VAL A 142      64.644  79.622  33.056  1.00  0.00

ATOM   2159  CG2 VAL A 142      66.704  79.467  31.557  1.00  0.00

ATOM   2160 1HG2 VAL A 142      67.011  80.034  32.432  1.00  0.00

ATOM   2161 2HG2 VAL A 142      66.715  78.404  31.789  1.00  0.00

ATOM   2162 3HG2 VAL A 142      67.532  79.629  30.862  1.00  0.00

ATOM   2163  C   VAL A 142      63.070  79.122  30.127  1.00  0.00

ATOM   2164  O   VAL A 142      62.222  78.597  30.851  1.00  0.00

ATOM   2165  N   GLN A 143      62.686  79.932  29.134  1.00  0.00

ATOM   2166  H   GLN A 143      63.459  80.173  28.529  1.00  0.00

ATOM   2167  CA  GLN A 143      61.335  80.438  29.012  1.00  0.00

ATOM   2168  HA  GLN A 143      60.968  80.593  30.025  1.00  0.00

ATOM   2169  CB  GLN A 143      61.297  81.752  28.231  1.00  0.00

ATOM   2170  HB1 GLN A 143      60.394  81.773  27.619  1.00  0.00

ATOM   2171  HB2 GLN A 143      62.159  81.809  27.576  1.00  0.00

ATOM   2172  CG  GLN A 143      61.424  83.037  29.038  1.00  0.00

ATOM   2173  HG1 GLN A 143      62.236  82.789  29.713  1.00  0.00

ATOM   2174  HG2 GLN A 143      60.550  83.226  29.647  1.00  0.00

ATOM   2175  CD  GLN A 143      61.902  84.215  28.195  1.00  0.00

ATOM   2176  OE1 GLN A 143      61.102  85.130  28.052  1.00  0.00

ATOM   2177  NE2 GLN A 143      63.161  84.413  27.779  1.00  0.00

ATOM   2178 1HE2 GLN A 143      63.749  83.602  27.801  1.00  0.00

ATOM   2179 2HE2 GLN A 143      63.446  85.287  27.355  1.00  0.00

ATOM   2180  C   GLN A 143      60.369  79.379  28.491  1.00  0.00

ATOM   2181  O   GLN A 143      59.225  79.231  28.900  1.00  0.00

ATOM   2182  N   MET A 144      60.873  78.513  27.602  1.00  0.00

ATOM   2183  H   MET A 144      61.806  78.769  27.315  1.00  0.00

ATOM   2184  CA  MET A 144      60.370  77.232  27.160  1.00  0.00

ATOM   2185  HA  MET A 144      59.334  77.337  26.851  1.00  0.00

ATOM   2186  CB  MET A 144      61.201  76.840  25.948  1.00  0.00

ATOM   2187  HB1 MET A 144      62.204  76.478  26.185  1.00  0.00

ATOM   2188  HB2 MET A 144      61.290  77.661  25.236  1.00  0.00

ATOM   2189  CG  MET A 144      60.559  75.684  25.191  1.00  0.00

ATOM   2190  HG1 MET A 144      60.272  74.844  25.836  1.00  0.00

ATOM   2191  HG2 MET A 144      61.296  75.427  24.434  1.00  0.00

ATOM   2192  SD  MET A 144      59.049  76.139  24.308  1.00  0.00

ATOM   2193  CE  MET A 144      58.664  74.619  23.418  1.00  0.00

ATOM   2194  HE1 MET A 144      59.563  74.389  22.847  1.00  0.00

ATOM   2195  HE2 MET A 144      58.322  73.758  24.005  1.00  0.00

ATOM   2196  HE3 MET A 144      57.938  74.859  22.644  1.00  0.00

ATOM   2197  C   MET A 144      60.347  76.145  28.226  1.00  0.00

ATOM   2198  O   MET A 144      59.271  75.568  28.389  1.00  0.00

ATOM   2199  N   MET A 145      61.399  75.880  28.999  1.00  0.00

ATOM   2200  H   MET A 145      62.220  76.418  28.773  1.00  0.00

ATOM   2201  CA  MET A 145      61.439  74.982  30.136  1.00  0.00

ATOM   2202  HA  MET A 145      61.256  74.007  29.684  1.00  0.00

ATOM   2203  CB  MET A 145      62.783  74.885  30.854  1.00  0.00

ATOM   2204  HB1 MET A 145      62.619  74.462  31.843  1.00  0.00

ATOM   2205  HB2 MET A 145      63.150  75.903  31.033  1.00  0.00

ATOM   2206  CG  MET A 145      63.801  74.076  30.061  1.00  0.00

ATOM   2207  HG1 MET A 145      64.804  74.427  30.330  1.00  0.00

ATOM   2208  HG2 MET A 145      63.577  74.187  29.006  1.00  0.00

ATOM   2209  SD  MET A 145      63.626  72.331  30.536  1.00  0.00

ATOM   2210  CE  MET A 145      64.910  71.545  29.536  1.00  0.00

ATOM   2211  HE1 MET A 145      65.875  71.611  30.039  1.00  0.00

ATOM   2212  HE2 MET A 145      64.753  70.477  29.674  1.00  0.00

ATOM   2213  HE3 MET A 145      64.889  71.930  28.515  1.00  0.00

ATOM   2214  C   MET A 145      60.330  75.307  31.130  1.00  0.00

ATOM   2215  O   MET A 145      59.749  74.365  31.662  1.00  0.00

ATOM   2216  N   THR A 146      60.003  76.551  31.498  1.00  0.00

ATOM   2217  H   THR A 146      60.541  77.330  31.155  1.00  0.00

ATOM   2218  CA  THR A 146      58.985  76.886  32.473  1.00  0.00

ATOM   2219  HA  THR A 146      58.867  76.234  33.335  1.00  0.00

ATOM   2220  CB  THR A 146      59.285  78.320  32.905  1.00  0.00

ATOM   2221  HB  THR A 146      58.375  78.825  33.250  1.00  0.00

ATOM   2222  CG2 THR A 146      60.374  78.383  33.962  1.00  0.00

ATOM   2223 1HG2 THR A 146      60.071  77.949  34.918  1.00  0.00

ATOM   2224 2HG2 THR A 146      61.228  77.759  33.694  1.00  0.00

ATOM   2225 3HG2 THR A 146      60.637  79.426  34.109  1.00  0.00

ATOM   2226  OG1 THR A 146      59.705  79.105  31.808  1.00  0.00

ATOM   2227  HG1 THR A 146      60.632  79.300  31.964  1.00  0.00

ATOM   2228  C   THR A 146      57.576  76.907  31.889  1.00  0.00

ATOM   2229  O   THR A 146      56.620  76.780  32.649  1.00  0.00

ATOM   2230  N   ALA A 147      57.360  76.946  30.569  1.00  0.00

ATOM   2231  H   ALA A 147      58.201  76.913  30.020  1.00  0.00

ATOM   2232  CA  ALA A 147      56.073  77.122  29.928  1.00  0.00

ATOM   2233  HA  ALA A 147      55.572  78.009  30.329  1.00  0.00

ATOM   2234  CB  ALA A 147      56.392  77.343  28.460  1.00  0.00

ATOM   2235  HB1 ALA A 147      56.813  76.478  27.952  1.00  0.00

ATOM   2236  HB2 ALA A 147      55.431  77.536  27.979  1.00  0.00

ATOM   2237  HB3 ALA A 147      56.913  78.286  28.255  1.00  0.00

ATOM   2238  C   ALA A 147      55.194  75.912  30.198  1.00  0.00

ATOM   2239  O   ALA A 147      55.632  74.770  30.346  1.00  0.00

ATOM   2240  N   CLY A 148      53.895  76.136  30.341  1.00  0.00

ATOM   2241  H   CLY A 148      53.542  77.049  30.086  1.00  0.00

ATOM   2242  CA  CLY A 148      52.997  75.046  30.661  1.00  0.00

ATOM   2243  HA  CLY A 148      53.522  74.128  30.912  1.00  0.00

ATOM   2244  CB  CLY A 148      52.124  75.447  31.855  1.00  0.00

ATOM   2245  HB1 CLY A 148      51.515  76.315  31.621  1.00  0.00

ATOM   2246  HB2 CLY A 148      52.720  75.755  32.715  1.00  0.00

ATOM   2247  CG  CLY A 148      51.192  74.301  32.231  1.00  0.00

ATOM   2248  HG1 CLY A 148      50.464  74.052  31.455  1.00  0.00

ATOM   2249  HG2 CLY A 148      50.609  74.660  33.071  1.00  0.00

ATOM   2250  CD  CLY A 148      51.955  73.071  32.735  1.00  0.00

ATOM   2251  HD1 CLY A 148      52.708  73.288  33.489  1.00  0.00

ATOM   2252  HD2 CLY A 148      52.495  72.575  31.935  1.00  0.00

ATOM   2253  CE  CLY A 148      51.008  71.991  33.258  1.00  0.00

ATOM   2254  HE1 CLY A 148      50.229  71.885  32.509  1.00  0.00

ATOM   2255  HE2 CLY A 148      50.574  72.350  34.201  1.00  0.00

ATOM   2256  NZ  CLY A 148      51.603  70.661  33.469  1.00  0.00

ATOM   2257  HZ1 CLY A 148      51.734  70.222  32.567  1.00  0.00

ATOM   2258  HZ2 CLY A 148      52.376  70.621  34.108  1.00  0.00

ATOM   2259  HZ3 CLY A 148      50.806  70.143  33.805  1.00  0.00

ATOM   2260  C   CLY A 148      52.201  74.662  29.421  1.00  0.00

ATOM   2261  OC1 CLY A 148      51.265  75.381  29.005  1.00  0.00

ATOM   2262  OC2 CLY A 148      52.614  73.668  28.786  1.00  0.00

ATOM   2263  CA  CA  A 501      66.272  46.801  34.875  1.00  0.00

ATOM   2264  CA  CA  A 502      66.107  49.641  46.500  1.00  0.00

ATOM   2265  CA  CA  A 503      75.807  75.769  20.666  1.00  0.00

ATOM   2266  CA  CA  A 504      66.109  84.480  19.693  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        2

ATOM      1  N   NAL A   1      45.322  68.544  46.530  1.00  0.00

ATOM      2  H1  NAL A   1      45.611  69.422  46.927  1.00  0.00

ATOM      3  H2  NAL A   1      45.855  68.428  45.682  1.00  0.00

ATOM      4  H3  NAL A   1      44.319  68.621  46.411  1.00  0.00

ATOM      5  CA  NAL A   1      45.637  67.406  47.398  1.00  0.00

ATOM      6  HA  NAL A   1      45.775  67.825  48.402  1.00  0.00

ATOM      7  CB  NAL A   1      44.509  66.372  47.461  1.00  0.00

ATOM      8  HB1 NAL A   1      44.581  65.803  48.388  1.00  0.00

ATOM      9  HB2 NAL A   1      43.553  66.887  47.499  1.00  0.00

ATOM     10  HB3 NAL A   1      44.613  65.779  46.553  1.00  0.00

ATOM     11  C   NAL A   1      46.998  66.866  46.988  1.00  0.00

ATOM     12  O   NAL A   1      47.310  66.642  45.823  1.00  0.00

ATOM     13  N   ASP A   2      47.871  66.657  47.974  1.00  0.00

ATOM     14  H   ASP A   2      47.593  66.530  48.939  1.00  0.00

ATOM     15  CA  ASP A   2      49.304  66.541  47.874  1.00  0.00

ATOM     16  HA  ASP A   2      49.674  67.392  47.305  1.00  0.00

ATOM     17  CB  ASP A   2      50.016  66.530  49.234  1.00  0.00

ATOM     18  HB1 ASP A   2      49.822  65.552  49.677  1.00  0.00

ATOM     19  HB2 ASP A   2      49.544  67.256  49.892  1.00  0.00

ATOM     20  CG  ASP A   2      51.515  66.778  49.167  1.00  0.00

ATOM     21  OD1 ASP A   2      51.929  67.952  49.028  1.00  0.00

ATOM     22  OD2 ASP A   2      52.291  65.805  49.258  1.00  0.00

ATOM     23  C   ASP A   2      49.747  65.378  46.991  1.00  0.00

ATOM     24  O   ASP A   2      50.712  65.503  46.249  1.00  0.00

ATOM     25  N   GLN A   3      48.922  64.330  46.901  1.00  0.00

ATOM     26  H   GLN A   3      48.111  64.346  47.507  1.00  0.00

ATOM     27  CA  GLN A   3      49.144  63.138  46.104  1.00  0.00

ATOM     28  HA  GLN A   3      50.162  62.747  46.138  1.00  0.00

ATOM     29  CB  GLN A   3      48.231  62.027  46.606  1.00  0.00

ATOM     30  HB1 GLN A   3      48.332  61.133  45.991  1.00  0.00

ATOM     31  HB2 GLN A   3      47.199  62.380  46.594  1.00  0.00

ATOM     32  CG  GLN A   3      48.467  61.633  48.067  1.00  0.00

ATOM     33  HG1 GLN A   3      49.372  62.089  48.484  1.00  0.00

ATOM     34  HG2 GLN A   3      48.499  60.545  48.095  1.00  0.00

ATOM     35  CD  GLN A   3      47.345  62.117  48.958  1.00  0.00

ATOM     36  OE1 GLN A   3      46.838  63.233  48.919  1.00  0.00

ATOM     37  NE2 GLN A   3      46.769  61.308  49.860  1.00  0.00

ATOM     38 1HE2 GLN A   3      46.951  60.322  49.935  1.00  0.00

ATOM     39 2HE2 GLN A   3      46.196  61.713  50.579  1.00  0.00

ATOM     40  C   GLN A   3      48.895  63.346  44.617  1.00  0.00

ATOM     41  O   GLN A   3      47.948  64.043  44.244  1.00  0.00

ATOM     42  N   LEU A   4      49.652  62.637  43.776  1.00  0.00

ATOM     43  H   LEU A   4      50.334  62.009  44.199  1.00  0.00

ATOM     44  CA  LEU A   4      49.691  62.912  42.360  1.00  0.00

ATOM     45  HA  LEU A   4      49.801  63.986  42.199  1.00  0.00

ATOM     46  CB  LEU A   4      50.928  62.231  41.750  1.00  0.00

ATOM     47  HB1 LEU A   4      50.882  62.477  40.699  1.00  0.00

ATOM     48  HB2 LEU A   4      50.898  61.157  41.933  1.00  0.00

ATOM     49  CG  LEU A   4      52.239  62.651  42.419  1.00  0.00

ATOM     50  HG  LEU A   4      52.200  62.431  43.487  1.00  0.00

ATOM     51  CD1 LEU A   4      53.339  61.844  41.743  1.00  0.00

ATOM     52 1HD1 LEU A   4      54.288  62.034  42.238  1.00  0.00

ATOM     53 2HD1 LEU A   4      53.212  60.771  41.907  1.00  0.00

ATOM     54 3HD1 LEU A   4      53.506  62.132  40.702  1.00  0.00

ATOM     55  CD2 LEU A   4      52.503  64.148  42.224  1.00  0.00

ATOM     56 1HD2 LEU A   4      52.446  64.411  41.175  1.00  0.00

ATOM     57 2HD2 LEU A   4      51.754  64.698  42.791  1.00  0.00

ATOM     58 3HD2 LEU A   4      53.548  64.331  42.458  1.00  0.00

ATOM     59  C   LEU A   4      48.376  62.468  41.740  1.00  0.00

ATOM     60  O   LEU A   4      47.683  61.624  42.299  1.00  0.00

ATOM     61  N   THR A   5      47.987  62.904  40.539  1.00  0.00

ATOM     62  H   THR A   5      48.494  63.699  40.166  1.00  0.00

ATOM     63  CA  THR A   5      47.117  62.133  39.681  1.00  0.00

ATOM     64  HA  THR A   5      46.217  61.869  40.236  1.00  0.00

ATOM     65  CB  THR A   5      46.626  63.015  38.526  1.00  0.00

ATOM     66  HB  THR A   5      45.887  62.542  37.886  1.00  0.00

ATOM     67  CG2 THR A   5      45.903  64.197  39.170  1.00  0.00

ATOM     68 1HG2 THR A   5      46.477  64.706  39.942  1.00  0.00

ATOM     69 2HG2 THR A   5      45.543  64.935  38.456  1.00  0.00

ATOM     70 3HG2 THR A   5      44.940  63.873  39.572  1.00  0.00

ATOM     71  OG1 THR A   5      47.746  63.543  37.855  1.00  0.00

ATOM     72  HG1 THR A   5      47.368  64.010  37.101  1.00  0.00

ATOM     73  C   THR A   5      47.857  61.007  38.989  1.00  0.00

ATOM     74  O   THR A   5      49.067  61.041  38.801  1.00  0.00

ATOM     75  N   GLU A   6      47.132  59.969  38.559  1.00  0.00

ATOM     76  H   GLU A   6      46.168  59.858  38.863  1.00  0.00

ATOM     77  CA  GLU A   6      47.711  58.850  37.851  1.00  0.00

ATOM     78  HA  GLU A   6      48.588  58.541  38.426  1.00  0.00

ATOM     79  CB  GLU A   6      46.805  57.621  37.789  1.00  0.00

ATOM     80  HB1 GLU A   6      47.353  56.915  37.164  1.00  0.00

ATOM     81  HB2 GLU A   6      45.840  57.771  37.302  1.00  0.00

ATOM     82  CG  GLU A   6      46.650  57.075  39.209  1.00  0.00

ATOM     83  HG1 GLU A   6      46.156  57.817  39.835  1.00  0.00

ATOM     84  HG2 GLU A   6      47.591  56.916  39.728  1.00  0.00

ATOM     85  CD  GLU A   6      45.779  55.827  39.182  1.00  0.00

ATOM     86  OE1 GLU A   6      44.674  55.715  39.756  1.00  0.00

ATOM     87  OE2 GLU A   6      46.222  54.845  38.552  1.00  0.00

ATOM     88  C   GLU A   6      48.316  59.160  36.487  1.00  0.00

ATOM     89  O   GLU A   6      49.373  58.656  36.109  1.00  0.00

ATOM     90  N   GLU A   7      47.749  60.157  35.801  1.00  0.00

ATOM     91  H   GLU A   7      46.909  60.571  36.192  1.00  0.00

ATOM     92  CA  GLU A   7      48.416  60.632  34.612  1.00  0.00

ATOM     93  HA  GLU A   7      48.648  59.781  33.970  1.00  0.00

ATOM     94  CB  GLU A   7      47.588  61.656  33.835  1.00  0.00

ATOM     95  HB1 GLU A   7      48.212  62.152  33.080  1.00  0.00

ATOM     96  HB2 GLU A   7      47.223  62.320  34.613  1.00  0.00

ATOM     97  CG  GLU A   7      46.375  61.138  33.063  1.00  0.00

ATOM     98  HG1 GLU A   7      45.724  61.974  32.795  1.00  0.00

ATOM     99  HG2 GLU A   7      45.742  60.566  33.741  1.00  0.00

ATOM    100  CD  GLU A   7      46.663  60.319  31.817  1.00  0.00

ATOM    101  OE1 GLU A   7      47.409  59.310  31.803  1.00  0.00

ATOM    102  OE2 GLU A   7      46.037  60.651  30.792  1.00  0.00

ATOM    103  C   GLU A   7      49.753  61.301  34.894  1.00  0.00

ATOM    104  O   GLU A   7      50.702  61.024  34.164  1.00  0.00

ATOM    105  N   GLN A   8      49.850  61.994  36.035  1.00  0.00

ATOM    106  H   GLN A   8      48.982  62.114  36.537  1.00  0.00

ATOM    107  CA  GLN A   8      51.097  62.508  36.564  1.00  0.00

ATOM    108  HA  GLN A   8      51.658  63.017  35.777  1.00  0.00

ATOM    109  CB  GLN A   8      50.825  63.508  37.677  1.00  0.00

ATOM    110  HB1 GLN A   8      50.228  63.038  38.452  1.00  0.00

ATOM    111  HB2 GLN A   8      50.243  64.351  37.298  1.00  0.00

ATOM    112  CG  GLN A   8      52.123  64.166  38.138  1.00  0.00

ATOM    113  HG1 GLN A   8      52.809  63.431  38.566  1.00  0.00

ATOM    114  HG2 GLN A   8      51.856  64.942  38.858  1.00  0.00

ATOM    115  CD  GLN A   8      52.833  64.889  37.005  1.00  0.00

ATOM    116  OE1 GLN A   8      52.615  66.084  36.794  1.00  0.00

ATOM    117  NE2 GLN A   8      53.811  64.265  36.350  1.00  0.00

ATOM    118 1HE2 GLN A   8      53.976  63.272  36.464  1.00  0.00

ATOM    119 2HE2 GLN A   8      54.512  64.869  35.928  1.00  0.00

ATOM    120  C   GLN A   8      52.017  61.344  36.932  1.00  0.00

ATOM    121  O   GLN A   8      53.184  61.448  36.549  1.00  0.00

ATOM    122  N   ILE A   9      51.522  60.287  37.577  1.00  0.00

ATOM    123  H   ILE A   9      50.548  60.260  37.847  1.00  0.00

ATOM    124  CA  ILE A   9      52.362  59.172  37.991  1.00  0.00

ATOM    125  HA  ILE A   9      53.248  59.547  38.505  1.00  0.00

ATOM    126  CB  ILE A   9      51.742  58.144  38.933  1.00  0.00

ATOM    127  HB  ILE A   9      50.759  57.917  38.512  1.00  0.00

ATOM    128  CG2 ILE A   9      52.456  56.821  39.172  1.00  0.00

ATOM    129 1HG2 ILE A   9      52.365  56.222  38.260  1.00  0.00

ATOM    130 2HG2 ILE A   9      53.474  57.107  39.411  1.00  0.00

ATOM    131 3HG2 ILE A   9      51.947  56.261  39.960  1.00  0.00

ATOM    132  CG1 ILE A   9      51.406  58.926  40.205  1.00  0.00

ATOM    133 1HG1 ILE A   9      51.185  59.984  40.069  1.00  0.00

ATOM    134 2HG1 ILE A   9      52.320  58.856  40.800  1.00  0.00

ATOM    135  CD  ILE A   9      50.307  58.367  41.107  1.00  0.00

ATOM    136  HD1 ILE A   9      49.326  58.294  40.648  1.00  0.00

ATOM    137  HD2 ILE A   9      50.586  57.352  41.409  1.00  0.00

ATOM    138  HD3 ILE A   9      50.163  58.945  42.021  1.00  0.00

ATOM    139  C   ILE A   9      52.861  58.482  36.728  1.00  0.00

ATOM    140  O   ILE A   9      54.039  58.136  36.702  1.00  0.00

ATOM    141  N   ALA A  10      52.021  58.271  35.709  1.00  0.00

ATOM    142  H   ALA A  10      51.073  58.622  35.747  1.00  0.00

ATOM    143  CA  ALA A  10      52.370  57.745  34.412  1.00  0.00

ATOM    144  HA  ALA A  10      52.748  56.755  34.671  1.00  0.00

ATOM    145  CB  ALA A  10      51.157  57.620  33.492  1.00  0.00

ATOM    146  HB1 ALA A  10      51.451  57.432  32.456  1.00  0.00

ATOM    147  HB2 ALA A  10      50.448  56.860  33.816  1.00  0.00

ATOM    148  HB3 ALA A  10      50.691  58.605  33.400  1.00  0.00

ATOM    149  C   ALA A  10      53.471  58.552  33.739  1.00  0.00

ATOM    150  O   ALA A  10      54.435  57.975  33.234  1.00  0.00

ATOM    151  N   GLU A  11      53.362  59.886  33.809  1.00  0.00

ATOM    152  H   GLU A  11      52.465  60.231  34.111  1.00  0.00

ATOM    153  CA  GLU A  11      54.268  60.823  33.185  1.00  0.00

ATOM    154  HA  GLU A  11      54.401  60.542  32.140  1.00  0.00

ATOM    155  CB  GLU A  11      53.640  62.207  33.232  1.00  0.00

ATOM    156  HB1 GLU A  11      53.321  62.405  34.259  1.00  0.00

ATOM    157  HB2 GLU A  11      52.708  62.246  32.673  1.00  0.00

ATOM    158  CG  GLU A  11      54.528  63.305  32.654  1.00  0.00

ATOM    159  HG1 GLU A  11      54.992  62.926  31.739  1.00  0.00

ATOM    160  HG2 GLU A  11      55.211  63.654  33.423  1.00  0.00

ATOM    161  CD  GLU A  11      53.704  64.459  32.089  1.00  0.00

ATOM    162  OE1 GLU A  11      52.847  64.222  31.214  1.00  0.00

ATOM    163  OE2 GLU A  11      53.806  65.555  32.672  1.00  0.00

ATOM    164  C   GLU A  11      55.609  60.791  33.906  1.00  0.00

ATOM    165  O   GLU A  11      56.646  61.089  33.323  1.00  0.00

ATOM    166  N   PHE A  12      55.693  60.440  35.194  1.00  0.00

ATOM    167  H   PHE A  12      54.835  60.186  35.649  1.00  0.00

ATOM    168  CA  PHE A  12      56.945  60.244  35.894  1.00  0.00

ATOM    169  HA  PHE A  12      57.749  60.846  35.455  1.00  0.00

ATOM    170  CB  PHE A  12      56.756  60.651  37.348  1.00  0.00

ATOM    171  HB1 PHE A  12      57.607  60.388  37.974  1.00  0.00

ATOM    172  HB2 PHE A  12      55.961  60.033  37.770  1.00  0.00

ATOM    173  CG  PHE A  12      56.566  62.116  37.658  1.00  0.00

ATOM    174  CD1 PHE A  12      57.419  63.084  37.126  1.00  0.00

ATOM    175  HD1 PHE A  12      58.082  62.869  36.298  1.00  0.00

ATOM    176  CE1 PHE A  12      57.225  64.447  37.385  1.00  0.00

ATOM    177  HE1 PHE A  12      57.769  65.230  36.883  1.00  0.00

ATOM    178  CZ  PHE A  12      56.316  64.766  38.414  1.00  0.00

ATOM    179  HZ  PHE A  12      56.118  65.823  38.541  1.00  0.00

ATOM    180  CE2 PHE A  12      55.660  63.799  39.172  1.00  0.00

ATOM    181  HE2 PHE A  12      54.918  64.090  39.904  1.00  0.00

ATOM    182  CD2 PHE A  12      55.703  62.485  38.705  1.00  0.00

ATOM    183  HD2 PHE A  12      55.067  61.744  39.176  1.00  0.00

ATOM    184  C   PHE A  12      57.437  58.815  35.738  1.00  0.00

ATOM    185  O   PHE A  12      58.642  58.575  35.752  1.00  0.00

ATOM    186  N   LYS A  13      56.570  57.815  35.572  1.00  0.00

ATOM    187  H   LYS A  13      55.602  58.082  35.534  1.00  0.00

ATOM    188  CA  LYS A  13      56.972  56.519  35.046  1.00  0.00

ATOM    189  HA  LYS A  13      57.783  56.233  35.713  1.00  0.00

ATOM    190  CB  LYS A  13      55.856  55.485  35.207  1.00  0.00

ATOM    191  HB1 LYS A  13      55.130  55.783  34.455  1.00  0.00

ATOM    192  HB2 LYS A  13      55.309  55.648  36.140  1.00  0.00

ATOM    193  CG  LYS A  13      56.382  54.059  35.153  1.00  0.00

ATOM    194  HG1 LYS A  13      57.255  54.023  35.808  1.00  0.00

ATOM    195  HG2 LYS A  13      56.721  54.046  34.116  1.00  0.00

ATOM    196  CD  LYS A  13      55.420  52.938  35.540  1.00  0.00

ATOM    197  HD1 LYS A  13      55.031  53.169  36.531  1.00  0.00

ATOM    198  HD2 LYS A  13      55.988  52.009  35.505  1.00  0.00

ATOM    199  CE  LYS A  13      54.255  52.931  34.549  1.00  0.00

ATOM    200  HE1 LYS A  13      54.653  52.485  33.633  1.00  0.00

ATOM    201  HE2 LYS A  13      53.854  53.912  34.323  1.00  0.00

ATOM    202  NZ  LYS A  13      53.157  52.107  35.070  1.00  0.00

ATOM    203  HZ1 LYS A  13      52.658  51.543  34.403  1.00  0.00

ATOM    204  HZ2 LYS A  13      53.570  51.394  35.647  1.00  0.00

ATOM    205  HZ3 LYS A  13      52.617  52.744  35.645  1.00  0.00

ATOM    206  C   LYS A  13      57.530  56.626  33.636  1.00  0.00

ATOM    207  O   LYS A  13      58.375  55.780  33.360  1.00  0.00

ATOM    208  N   GLU A  14      57.112  57.446  32.673  1.00  0.00

ATOM    209  H   GLU A  14      56.291  58.031  32.809  1.00  0.00

ATOM    210  CA  GLU A  14      57.855  57.627  31.447  1.00  0.00

ATOM    211  HA  GLU A  14      57.970  56.657  30.953  1.00  0.00

ATOM    212  CB  GLU A  14      57.086  58.593  30.541  1.00  0.00

ATOM    213  HB1 GLU A  14      56.953  59.615  30.885  1.00  0.00

ATOM    214  HB2 GLU A  14      56.082  58.182  30.433  1.00  0.00

ATOM    215  CG  GLU A  14      57.682  58.746  29.144  1.00  0.00

ATOM    216  HG1 GLU A  14      57.240  58.031  28.447  1.00  0.00

ATOM    217  HG2 GLU A  14      58.748  58.554  29.128  1.00  0.00

ATOM    218  CD  GLU A  14      57.329  60.122  28.604  1.00  0.00

ATOM    219  OE1 GLU A  14      58.109  61.068  28.815  1.00  0.00

ATOM    220  OE2 GLU A  14      56.190  60.289  28.126  1.00  0.00

ATOM    221  C   GLU A  14      59.244  58.197  31.662  1.00  0.00

ATOM    222  O   GLU A  14      60.147  57.751  30.962  1.00  0.00

ATOM    223  N   ALA A  15      59.510  59.011  32.691  1.00  0.00

ATOM    224  H   ALA A  15      58.742  59.196  33.318  1.00  0.00

ATOM    225  CA  ALA A  15      60.839  59.435  33.084  1.00  0.00

ATOM    226  HA  ALA A  15      61.252  59.781  32.136  1.00  0.00

ATOM    227  CB  ALA A  15      60.876  60.635  34.032  1.00  0.00

ATOM    228  HB1 ALA A  15      61.925  60.754  34.296  1.00  0.00

ATOM    229  HB2 ALA A  15      60.649  61.548  33.491  1.00  0.00

ATOM    230  HB3 ALA A  15      60.211  60.517  34.883  1.00  0.00

ATOM    231  C   ALA A  15      61.647  58.221  33.524  1.00  0.00

ATOM    232  O   ALA A  15      62.757  58.025  33.048  1.00  0.00

ATOM    233  N   PHE A  16      61.034  57.366  34.350  1.00  0.00

ATOM    234  H   PHE A  16      60.122  57.592  34.716  1.00  0.00

ATOM    235  CA  PHE A  16      61.837  56.311  34.948  1.00  0.00

ATOM    236  HA  PHE A  16      62.772  56.782  35.260  1.00  0.00

ATOM    237  CB  PHE A  16      61.150  55.787  36.201  1.00  0.00

ATOM    238  HB1 PHE A  16      60.144  55.466  35.934  1.00  0.00

ATOM    239  HB2 PHE A  16      60.971  56.554  36.956  1.00  0.00

ATOM    240  CG  PHE A  16      61.930  54.696  36.908  1.00  0.00

ATOM    241  CD1 PHE A  16      62.842  54.954  37.933  1.00  0.00

ATOM    242  HD1 PHE A  16      63.064  55.977  38.231  1.00  0.00

ATOM    243  CE1 PHE A  16      63.442  53.895  38.616  1.00  0.00

ATOM    244  HE1 PHE A  16      64.098  54.131  39.445  1.00  0.00

ATOM    245  CZ  PHE A  16      62.995  52.600  38.333  1.00  0.00

ATOM    246  HZ  PHE A  16      63.353  51.802  38.970  1.00  0.00

ATOM    247  CE2 PHE A  16      62.134  52.286  37.266  1.00  0.00

ATOM    248  HE2 PHE A  16      61.830  51.282  37.034  1.00  0.00

ATOM    249  CD2 PHE A  16      61.592  53.384  36.577  1.00  0.00

ATOM    250  HD2 PHE A  16      60.889  53.198  35.774  1.00  0.00

ATOM    251  C   PHE A  16      62.137  55.331  33.824  1.00  0.00

ATOM    252  O   PHE A  16      63.224  54.770  33.904  1.00  0.00

ATOM    253  N   SER A  17      61.282  55.119  32.822  1.00  0.00

ATOM    254  H   SER A  17      60.551  55.816  32.750  1.00  0.00

ATOM    255  CA  SER A  17      61.374  54.194  31.709  1.00  0.00

ATOM    256  HA  SER A  17      61.677  53.205  32.080  1.00  0.00

ATOM    257  CB  SER A  17      60.042  54.062  30.988  1.00  0.00

ATOM    258  HB1 SER A  17      60.254  53.319  30.215  1.00  0.00

ATOM    259  HB2 SER A  17      59.766  54.992  30.506  1.00  0.00

ATOM    260  OG  SER A  17      58.996  53.645  31.835  1.00  0.00

ATOM    261  HG  SER A  17      58.835  54.332  32.502  1.00  0.00

ATOM    262  C   SER A  17      62.585  54.425  30.811  1.00  0.00

ATOM    263  O   SER A  17      62.819  53.488  30.054  1.00  0.00

ATOM    264  N   LEU A  18      63.392  55.480  30.933  1.00  0.00

ATOM    265  H   LEU A  18      63.138  56.222  31.562  1.00  0.00

ATOM    266  CA  LEU A  18      64.663  55.634  30.264  1.00  0.00

ATOM    267  HA  LEU A  18      64.531  55.244  29.254  1.00  0.00

ATOM    268  CB  LEU A  18      65.036  57.111  30.293  1.00  0.00

ATOM    269  HB1 LEU A  18      64.965  57.436  31.324  1.00  0.00

ATOM    270  HB2 LEU A  18      64.226  57.574  29.719  1.00  0.00

ATOM    271  CG  LEU A  18      66.370  57.665  29.782  1.00  0.00

ATOM    272  HG  LEU A  18      67.130  57.184  30.405  1.00  0.00

ATOM    273  CD1 LEU A  18      66.713  57.448  28.310  1.00  0.00

ATOM    274 1HD1 LEU A  18      67.791  57.531  28.164  1.00  0.00

ATOM    275 2HD1 LEU A  18      66.317  56.486  27.982  1.00  0.00

ATOM    276 3HD1 LEU A  18      66.171  58.167  27.698  1.00  0.00

ATOM    277  CD2 LEU A  18      66.450  59.138  30.155  1.00  0.00

ATOM    278 1HD2 LEU A  18      67.389  59.611  29.841  1.00  0.00

ATOM    279 2HD2 LEU A  18      65.590  59.630  29.700  1.00  0.00

ATOM    280 3HD2 LEU A  18      66.442  59.141  31.243  1.00  0.00

ATOM    281  C   LEU A  18      65.731  54.817  30.980  1.00  0.00

ATOM    282  O   LEU A  18      66.752  54.491  30.371  1.00  0.00

ATOM    283  N   PHE A  19      65.600  54.425  32.244  1.00  0.00

ATOM    284  H   PHE A  19      64.687  54.545  32.653  1.00  0.00

ATOM    285  CA  PHE A  19      66.722  53.870  32.980  1.00  0.00

ATOM    286  HA  PHE A  19      67.679  54.148  32.546  1.00  0.00

ATOM    287  CB  PHE A  19      66.778  54.580  34.331  1.00  0.00

ATOM    288  HB1 PHE A  19      67.428  54.060  35.035  1.00  0.00

ATOM    289  HB2 PHE A  19      65.756  54.503  34.699  1.00  0.00

ATOM    290  CG  PHE A  19      67.247  56.010  34.246  1.00  0.00

ATOM    291  CD1 PHE A  19      68.601  56.259  34.499  1.00  0.00

ATOM    292  HD1 PHE A  19      69.278  55.422  34.611  1.00  0.00

ATOM    293  CE1 PHE A  19      69.076  57.572  34.598  1.00  0.00

ATOM    294  HE1 PHE A  19      70.131  57.728  34.756  1.00  0.00

ATOM    295  CZ  PHE A  19      68.110  58.582  34.491  1.00  0.00

ATOM    296  HZ  PHE A  19      68.443  59.588  34.690  1.00  0.00

ATOM    297  CE2 PHE A  19      66.784  58.330  34.097  1.00  0.00

ATOM    298  HE2 PHE A  19      66.113  59.176  34.086  1.00  0.00

ATOM    299  CD2 PHE A  19      66.360  57.019  33.846  1.00  0.00

ATOM    300  HD2 PHE A  19      65.310  56.875  33.645  1.00  0.00

ATOM    301  C   PHE A  19      66.704  52.348  33.075  1.00  0.00

ATOM    302  O   PHE A  19      67.726  51.725  32.815  1.00  0.00

ATOM    303  N   ASP A  20      65.642  51.721  33.577  1.00  0.00

ATOM    304  H   ASP A  20      64.824  52.285  33.768  1.00  0.00

ATOM    305  CA  ASP A  20      65.440  50.283  33.544  1.00  0.00

ATOM    306  HA  ASP A  20      66.305  49.911  34.087  1.00  0.00

ATOM    307  CB  ASP A  20      64.110  49.953  34.231  1.00  0.00

ATOM    308  HB1 ASP A  20      63.293  50.375  33.655  1.00  0.00

ATOM    309  HB2 ASP A  20      64.102  50.372  35.238  1.00  0.00

ATOM    310  CG  ASP A  20      63.920  48.447  34.348  1.00  0.00

ATOM    311  OD1 ASP A  20      64.797  47.589  34.123  1.00  0.00

ATOM    312  OD2 ASP A  20      62.728  48.110  34.536  1.00  0.00

ATOM    313  C   ASP A  20      65.351  49.748  32.119  1.00  0.00

ATOM    314  O   ASP A  20      64.526  50.226  31.348  1.00  0.00

ATOM    315  N   LYS A  21      66.213  48.766  31.850  1.00  0.00

ATOM    316  H   LYS A  21      66.990  48.692  32.504  1.00  0.00

ATOM    317  CA  LYS A  21      66.389  48.164  30.548  1.00  0.00

ATOM    318  HA  LYS A  21      65.816  48.718  29.805  1.00  0.00

ATOM    319  CB  LYS A  21      67.792  48.267  29.967  1.00  0.00

ATOM    320  HB1 LYS A  21      67.758  48.050  28.897  1.00  0.00

ATOM    321  HB2 LYS A  21      68.452  47.523  30.413  1.00  0.00

ATOM    322  CG  LYS A  21      68.605  49.557  29.957  1.00  0.00

ATOM    323  HG1 LYS A  21      69.613  49.255  29.683  1.00  0.00

ATOM    324  HG2 LYS A  21      68.641  49.927  30.988  1.00  0.00

ATOM    325  CD  LYS A  21      68.036  50.710  29.140  1.00  0.00

ATOM    326  HD1 LYS A  21      66.986  50.836  29.428  1.00  0.00

ATOM    327  HD2 LYS A  21      68.162  50.463  28.084  1.00  0.00

ATOM    328  CE  LYS A  21      68.774  52.032  29.339  1.00  0.00

ATOM    329  HE1 LYS A  21      69.800  51.779  29.066  1.00  0.00

ATOM    330  HE2 LYS A  21      68.740  52.355  30.379  1.00  0.00

ATOM    331  NZ  LYS A  21      68.174  53.044  28.459  1.00  0.00

ATOM    332  HZ1 LYS A  21      68.826  53.769  28.185  1.00  0.00

ATOM    333  HZ2 LYS A  21      67.969  52.662  27.541  1.00  0.00

ATOM    334  HZ3 LYS A  21      67.390  53.498  28.894  1.00  0.00

ATOM    335  C   LYS A  21      65.849  46.740  30.487  1.00  0.00

ATOM    336  O   LYS A  21      65.877  46.141  29.411  1.00  0.00

ATOM    337  N   ASP A  22      65.349  46.207  31.600  1.00  0.00

ATOM    338  H   ASP A  22      65.465  46.723  32.464  1.00  0.00

ATOM    339  CA  ASP A  22      64.709  44.906  31.630  1.00  0.00

ATOM    340  HA  ASP A  22      65.017  44.427  30.704  1.00  0.00

ATOM    341  CB  ASP A  22      65.157  44.114  32.864  1.00  0.00

ATOM    342  HB1 ASP A  22      64.707  43.136  32.874  1.00  0.00

ATOM    343  HB2 ASP A  22      64.793  44.597  33.771  1.00  0.00

ATOM    344  CG  ASP A  22      66.677  44.072  32.992  1.00  0.00

ATOM    345  OD1 ASP A  22      67.208  44.382  34.079  1.00  0.00

ATOM    346  OD2 ASP A  22      67.301  43.440  32.115  1.00  0.00

ATOM    347  C   ASP A  22      63.195  44.974  31.640  1.00  0.00

ATOM    348  O   ASP A  22      62.517  44.009  31.308  1.00  0.00

ATOM    349  N   GLY A  23      62.585  46.098  32.029  1.00  0.00

ATOM    350  H   GLY A  23      63.080  46.878  32.441  1.00  0.00

ATOM    351  CA  GLY A  23      61.156  46.001  32.176  1.00  0.00

ATOM    352  HA1 GLY A  23      60.740  45.413  31.349  1.00  0.00

ATOM    353  HA2 GLY A  23      60.807  47.031  32.183  1.00  0.00

ATOM    354  C   GLY A  23      60.737  45.317  33.472  1.00  0.00

ATOM    355  O   GLY A  23      59.710  44.641  33.467  1.00  0.00

ATOM    356  N   ASP A  24      61.582  45.445  34.498  1.00  0.00

ATOM    357  H   ASP A  24      62.256  46.178  34.386  1.00  0.00

ATOM    358  CA  ASP A  24      61.394  44.907  35.824  1.00  0.00

ATOM    359  HA  ASP A  24      60.548  44.231  35.746  1.00  0.00

ATOM    360  CB  ASP A  24      62.584  44.054  36.265  1.00  0.00

ATOM    361  HB1 ASP A  24      62.699  43.312  35.473  1.00  0.00

ATOM    362  HB2 ASP A  24      62.345  43.481  37.158  1.00  0.00

ATOM    363  CG  ASP A  24      63.915  44.751  36.507  1.00  0.00

ATOM    364  OD1 ASP A  24      64.938  44.065  36.329  1.00  0.00

ATOM    365  OD2 ASP A  24      63.969  45.962  36.827  1.00  0.00

ATOM    366  C   ASP A  24      60.904  45.913  36.859  1.00  0.00

ATOM    367  O   ASP A  24      60.458  45.454  37.904  1.00  0.00

ATOM    368  N   GLY A  25      60.923  47.204  36.523  1.00  0.00

ATOM    369  H   GLY A  25      61.412  47.390  35.657  1.00  0.00

ATOM    370  CA  GLY A  25      60.615  48.265  37.453  1.00  0.00

ATOM    371  HA1 GLY A  25      59.756  47.892  38.021  1.00  0.00

ATOM    372  HA2 GLY A  25      60.359  49.164  36.886  1.00  0.00

ATOM    373  C   GLY A  25      61.705  48.671  38.439  1.00  0.00

ATOM    374  O   GLY A  25      61.316  49.417  39.343  1.00  0.00

ATOM    375  N   THR A  26      62.952  48.308  38.170  1.00  0.00

ATOM    376  H   THR A  26      63.184  47.907  37.270  1.00  0.00

ATOM    377  CA  THR A  26      64.059  48.586  39.063  1.00  0.00

ATOM    378  HA  THR A  26      63.795  49.482  39.620  1.00  0.00

ATOM    379  CB  THR A  26      64.379  47.487  40.063  1.00  0.00

ATOM    380  HB  THR A  26      65.242  47.783  40.661  1.00  0.00

ATOM    381  CG2 THR A  26      63.245  47.287  41.065  1.00  0.00

ATOM    382 1HG2 THR A  26      62.880  48.250  41.429  1.00  0.00

ATOM    383 2HG2 THR A  26      62.415  46.640  40.764  1.00  0.00

ATOM    384 3HG2 THR A  26      63.707  46.884  41.962  1.00  0.00

ATOM    385  OG1 THR A  26      64.636  46.204  39.548  1.00  0.00

ATOM    386  HG1 THR A  26      63.932  45.927  38.953  1.00  0.00

ATOM    387  C   THR A  26      65.323  48.893  38.270  1.00  0.00

ATOM    388  O   THR A  26      65.419  48.462  37.125  1.00  0.00

ATOM    389  N   ILE A  27      66.300  49.654  38.793  1.00  0.00

ATOM    390  H   ILE A  27      66.174  49.983  39.741  1.00  0.00

ATOM    391  CA  ILE A  27      67.556  49.950  38.159  1.00  0.00

ATOM    392  HA  ILE A  27      67.555  49.590  37.130  1.00  0.00

ATOM    393  CB  ILE A  27      67.802  51.454  37.996  1.00  0.00

ATOM    394  HB  ILE A  27      67.958  51.822  39.007  1.00  0.00

ATOM    395  CG2 ILE A  27      69.190  51.593  37.363  1.00  0.00

ATOM    396 1HG2 ILE A  27      69.369  52.613  37.028  1.00  0.00

ATOM    397 2HG2 ILE A  27      70.020  51.356  38.031  1.00  0.00

ATOM    398 3HG2 ILE A  27      69.259  51.013  36.455  1.00  0.00

ATOM    399  CG1 ILE A  27      66.716  52.308  37.343  1.00  0.00

ATOM    400 1HG1 ILE A  27      65.768  51.923  37.731  1.00  0.00

ATOM    401 2HG1 ILE A  27      66.794  52.241  36.259  1.00  0.00

ATOM    402  CD  ILE A  27      66.804  53.751  37.835  1.00  0.00

ATOM    403  HD1 ILE A  27      66.738  53.776  38.927  1.00  0.00

ATOM    404  HD2 ILE A  27      67.692  54.263  37.460  1.00  0.00

ATOM    405  HD3 ILE A  27      65.858  54.199  37.499  1.00  0.00

ATOM    406  C   ILE A  27      68.747  49.417  38.950  1.00  0.00

ATOM    407  O   ILE A  27      68.843  49.738  40.133  1.00  0.00

ATOM    408  N   THR A  28      69.645  48.638  38.325  1.00  0.00

ATOM    409  H   THR A  28      69.568  48.437  37.343  1.00  0.00

ATOM    410  CA  THR A  28      70.931  48.192  38.805  1.00  0.00

ATOM    411  HA  THR A  28      70.883  48.366  39.878  1.00  0.00

ATOM    412  CB  THR A  28      71.127  46.699  38.535  1.00  0.00

ATOM    413  HB  THR A  28      72.164  46.458  38.735  1.00  0.00

ATOM    414  CG2 THR A  28      70.374  45.735  39.446  1.00  0.00

ATOM    415 1HG2 THR A  28      69.326  46.050  39.520  1.00  0.00

ATOM    416 2HG2 THR A  28      70.466  44.737  39.025  1.00  0.00

ATOM    417 3HG2 THR A  28      70.761  45.892  40.459  1.00  0.00

ATOM    418  OG1 THR A  28      70.778  46.448  37.199  1.00  0.00

ATOM    419  HG1 THR A  28      69.873  46.722  37.086  1.00  0.00

ATOM    420  C   THR A  28      72.111  48.883  38.123  1.00  0.00

ATOM    421  O   THR A  28      71.982  49.366  37.004  1.00  0.00

ATOM    422  N   THR A  29      73.251  48.941  38.827  1.00  0.00

ATOM    423  H   THR A  29      73.232  48.622  39.782  1.00  0.00

ATOM    424  CA  THR A  29      74.443  49.623  38.357  1.00  0.00

ATOM    425  HA  THR A  29      74.395  50.705  38.368  1.00  0.00

ATOM    426  CB  THR A  29      75.660  49.278  39.210  1.00  0.00

ATOM    427  HB  THR A  29      76.010  48.269  38.968  1.00  0.00

ATOM    428  CG2 THR A  29      76.949  50.067  39.021  1.00  0.00

ATOM    429 1HG2 THR A  29      76.737  51.129  39.143  1.00  0.00

ATOM    430 2HG2 THR A  29      77.720  49.691  39.702  1.00  0.00

ATOM    431 3HG2 THR A  29      77.239  49.824  38.002  1.00  0.00

ATOM    432  OG1 THR A  29      75.295  49.407  40.563  1.00  0.00

ATOM    433  HG1 THR A  29      75.449  48.561  41.007  1.00  0.00

ATOM    434  C   THR A  29      74.887  49.266  36.944  1.00  0.00

ATOM    435  O   THR A  29      75.386  50.193  36.302  1.00  0.00

ATOM    436  N   LYS A  30      74.708  48.083  36.367  1.00  0.00

ATOM    437  H   LYS A  30      74.402  47.349  36.991  1.00  0.00

ATOM    438  CA  LYS A  30      75.060  47.780  34.994  1.00  0.00

ATOM    439  HA  LYS A  30      76.052  48.169  34.794  1.00  0.00

ATOM    440  CB  LYS A  30      75.142  46.275  34.713  1.00  0.00

ATOM    441  HB1 LYS A  30      76.066  45.822  35.060  1.00  0.00

ATOM    442  HB2 LYS A  30      75.155  46.202  33.626  1.00  0.00

ATOM    443  CG  LYS A  30      73.935  45.547  35.304  1.00  0.00

ATOM    444  HG1 LYS A  30      73.009  46.125  35.241  1.00  0.00

ATOM    445  HG2 LYS A  30      74.300  45.303  36.302  1.00  0.00

ATOM    446  CD  LYS A  30      73.668  44.258  34.531  1.00  0.00

ATOM    447  HD1 LYS A  30      74.651  43.841  34.331  1.00  0.00

ATOM    448  HD2 LYS A  30      73.126  44.445  33.602  1.00  0.00

ATOM    449  CE  LYS A  30      72.821  43.429  35.492  1.00  0.00

ATOM    450  HE1 LYS A  30      73.361  43.373  36.432  1.00  0.00

ATOM    451  HE2 LYS A  30      72.807  42.355  35.291  1.00  0.00

ATOM    452  NZ  LYS A  30      71.461  43.947  35.706  1.00  0.00

ATOM    453  HZ1 LYS A  30      70.975  43.325  36.327  1.00  0.00

ATOM    454  HZ2 LYS A  30      71.528  44.809  36.247  1.00  0.00

ATOM    455  HZ3 LYS A  30      70.903  43.959  34.873  1.00  0.00

ATOM    456  C   LYS A  30      74.223  48.508  33.958  1.00  0.00

ATOM    457  O   LYS A  30      74.727  48.865  32.888  1.00  0.00

ATOM    458  N   GLU A  31      72.989  48.820  34.350  1.00  0.00

ATOM    459  H   GLU A  31      72.750  48.599  35.308  1.00  0.00

ATOM    460  CA  GLU A  31      72.045  49.494  33.478  1.00  0.00

ATOM    461  HA  GLU A  31      72.111  49.009  32.507  1.00  0.00

ATOM    462  CB  GLU A  31      70.604  49.395  33.973  1.00  0.00

ATOM    463  HB1 GLU A  31      69.991  49.995  33.298  1.00  0.00

ATOM    464  HB2 GLU A  31      70.524  49.842  34.965  1.00  0.00

ATOM    465  CG  GLU A  31      70.084  47.957  33.929  1.00  0.00

ATOM    466  HG1 GLU A  31      70.818  47.357  34.453  1.00  0.00

ATOM    467  HG2 GLU A  31      69.959  47.676  32.884  1.00  0.00

ATOM    468  CD  GLU A  31      68.742  47.773  34.630  1.00  0.00

ATOM    469  OE1 GLU A  31      68.736  47.649  35.880  1.00  0.00

ATOM    470  OE2 GLU A  31      67.690  47.694  33.966  1.00  0.00

ATOM    471  C   GLU A  31      72.386  50.962  33.325  1.00  0.00

ATOM    472  O   GLU A  31      72.251  51.496  32.233  1.00  0.00

ATOM    473  N   LEU A  32      72.848  51.645  34.382  1.00  0.00

ATOM    474  H   LEU A  32      73.084  51.107  35.205  1.00  0.00

ATOM    475  CA  LEU A  32      73.004  53.081  34.387  1.00  0.00

ATOM    476  HA  LEU A  32      72.056  53.584  34.200  1.00  0.00

ATOM    477  CB  LEU A  32      73.453  53.392  35.818  1.00  0.00

ATOM    478  HB1 LEU A  32      74.380  52.841  35.991  1.00  0.00

ATOM    479  HB2 LEU A  32      72.757  52.954  36.526  1.00  0.00

ATOM    480  CG  LEU A  32      73.675  54.840  36.238  1.00  0.00

ATOM    481  HG  LEU A  32      74.572  55.080  35.667  1.00  0.00

ATOM    482  CD1 LEU A  32      72.565  55.792  35.812  1.00  0.00

ATOM    483 1HD1 LEU A  32      72.882  56.758  36.226  1.00  0.00

ATOM    484 2HD1 LEU A  32      72.417  55.793  34.737  1.00  0.00

ATOM    485 3HD1 LEU A  32      71.653  55.601  36.390  1.00  0.00

ATOM    486  CD2 LEU A  32      74.119  54.997  37.694  1.00  0.00

ATOM    487 1HD2 LEU A  32      73.242  54.877  38.335  1.00  0.00

ATOM    488 2HD2 LEU A  32      74.910  54.288  37.912  1.00  0.00

ATOM    489 3HD2 LEU A  32      74.410  56.026  37.880  1.00  0.00

ATOM    490  C   LEU A  32      74.007  53.666  33.402  1.00  0.00

ATOM    491  O   LEU A  32      73.655  54.748  32.938  1.00  0.00

ATOM    492  N   GLY A  33      75.151  53.046  33.100  1.00  0.00

ATOM    493  H   GLY A  33      75.193  52.109  33.448  1.00  0.00

ATOM    494  CA  GLY A  33      76.159  53.645  32.245  1.00  0.00

ATOM    495  HA1 GLY A  33      76.939  52.896  32.131  1.00  0.00

ATOM    496  HA2 GLY A  33      76.521  54.594  32.650  1.00  0.00

ATOM    497  C   GLY A  33      75.635  53.969  30.857  1.00  0.00

ATOM    498  O   GLY A  33      76.143  54.849  30.167  1.00  0.00

ATOM    499  N   THR A  34      74.714  53.143  30.355  1.00  0.00

ATOM    500  H   THR A  34      74.538  52.305  30.891  1.00  0.00

ATOM    501  CA  THR A  34      74.010  53.274  29.096  1.00  0.00

ATOM    502  HA  THR A  34      74.790  53.303  28.341  1.00  0.00

ATOM    503  CB  THR A  34      73.081  52.102  28.790  1.00  0.00

ATOM    504  HB  THR A  34      72.714  52.309  27.783  1.00  0.00

ATOM    505  CG2 THR A  34      73.663  50.695  28.886  1.00  0.00

ATOM    506 1HG2 THR A  34      74.571  50.623  28.280  1.00  0.00

ATOM    507 2HG2 THR A  34      73.927  50.453  29.915  1.00  0.00

ATOM    508 3HG2 THR A  34      72.944  50.002  28.454  1.00  0.00

ATOM    509  OG1 THR A  34      72.013  52.131  29.707  1.00  0.00

ATOM    510  HG1 THR A  34      72.245  51.928  30.608  1.00  0.00

ATOM    511  C   THR A  34      73.232  54.571  28.894  1.00  0.00

ATOM    512  O   THR A  34      72.849  55.033  27.832  1.00  0.00

ATOM    513  N   VAL A  35      72.962  55.256  30.018  1.00  0.00

ATOM    514  H   VAL A  35      73.357  54.935  30.896  1.00  0.00

ATOM    515  CA  VAL A  35      72.341  56.557  30.085  1.00  0.00

ATOM    516  HA  VAL A  35      71.804  56.791  29.173  1.00  0.00

ATOM    517  CB  VAL A  35      71.168  56.588  31.070  1.00  0.00

ATOM    518  HB  VAL A  35      71.480  56.543  32.114  1.00  0.00

ATOM    519  CG1 VAL A  35      70.272  57.807  30.868  1.00  0.00

ATOM    520 1HG1 VAL A  35      69.898  57.974  29.858  1.00  0.00

ATOM    521 2HG1 VAL A  35      69.454  57.738  31.576  1.00  0.00

ATOM    522 3HG1 VAL A  35      70.887  58.681  31.080  1.00  0.00

ATOM    523  CG2 VAL A  35      70.224  55.401  30.917  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.181  55.530  31.211  1.00  0.00

ATOM    525 2HG2 VAL A  35      70.316  54.962  29.923  1.00  0.00

ATOM    526 3HG2 VAL A  35      70.474  54.594  31.614  1.00  0.00

ATOM    527  C   VAL A  35      73.380  57.605  30.463  1.00  0.00

ATOM    528  O   VAL A  35      73.427  58.522  29.645  1.00  0.00

ATOM    529  N   MET A  36      74.303  57.377  31.404  1.00  0.00

ATOM    530  H   MET A  36      74.208  56.532  31.933  1.00  0.00

ATOM    531  CA  MET A  36      75.312  58.383  31.711  1.00  0.00

ATOM    532  HA  MET A  36      74.837  59.334  31.948  1.00  0.00

ATOM    533  CB  MET A  36      76.052  57.905  32.943  1.00  0.00

ATOM    534  HB1 MET A  36      77.066  58.311  33.042  1.00  0.00

ATOM    535  HB2 MET A  36      76.142  56.812  32.939  1.00  0.00

ATOM    536  CG  MET A  36      75.271  58.313  34.194  1.00  0.00

ATOM    537  HG1 MET A  36      75.744  57.986  35.117  1.00  0.00

ATOM    538  HG2 MET A  36      74.305  57.838  34.110  1.00  0.00

ATOM    539  SD  MET A  36      74.910  60.068  34.428  1.00  0.00

ATOM    540  CE  MET A  36      76.560  60.595  34.947  1.00  0.00

ATOM    541  HE1 MET A  36      76.511  61.641  35.264  1.00  0.00

ATOM    542  HE2 MET A  36      76.777  59.849  35.713  1.00  0.00

ATOM    543  HE3 MET A  36      77.221  60.467  34.092  1.00  0.00

ATOM    544  C   MET A  36      76.239  58.708  30.552  1.00  0.00

ATOM    545  O   MET A  36      76.558  59.881  30.407  1.00  0.00

ATOM    546  N   ARG A  37      76.557  57.741  29.671  1.00  0.00

ATOM    547  H   ARG A  37      76.199  56.818  29.836  1.00  0.00

ATOM    548  CA  ARG A  37      77.189  57.861  28.380  1.00  0.00

ATOM    549  HA  ARG A  37      77.976  58.616  28.417  1.00  0.00

ATOM    550  CB  ARG A  37      77.900  56.555  28.023  1.00  0.00

ATOM    551  HB1 ARG A  37      78.495  56.719  27.131  1.00  0.00

ATOM    552  HB2 ARG A  37      77.287  55.713  27.713  1.00  0.00

ATOM    553  CG  ARG A  37      78.950  56.061  29.014  1.00  0.00

ATOM    554  HG1 ARG A  37      78.370  55.799  29.897  1.00  0.00

ATOM    555  HG2 ARG A  37      79.550  56.934  29.243  1.00  0.00

ATOM    556  CD  ARG A  37      79.822  54.887  28.584  1.00  0.00

ATOM    557  HD1 ARG A  37      80.756  54.971  29.138  1.00  0.00

ATOM    558  HD2 ARG A  37      80.183  55.007  27.562  1.00  0.00

ATOM    559  NE  ARG A  37      79.207  53.579  28.797  1.00  0.00

ATOM    560  HE  ARG A  37      78.491  53.321  28.127  1.00  0.00

ATOM    561  CZ  ARG A  37      79.131  52.799  29.875  1.00  0.00

ATOM    562  NH1 ARG A  37      79.739  52.947  31.058  1.00  0.00

ATOM    563 1HH1 ARG A  37      80.309  53.778  31.152  1.00  0.00

ATOM    564 2HH1 ARG A  37      79.862  52.226  31.755  1.00  0.00

ATOM    565  NH2 ARG A  37      78.339  51.719  29.748  1.00  0.00

ATOM    566 1HH2 ARG A  37      77.833  51.699  28.875  1.00  0.00

ATOM    567 2HH2 ARG A  37      77.969  51.290  30.581  1.00  0.00

ATOM    568  C   ARG A  37      76.417  58.541  27.249  1.00  0.00

ATOM    569  O   ARG A  37      76.894  58.927  26.193  1.00  0.00

ATOM    570  N   SER A  38      75.133  58.839  27.484  1.00  0.00

ATOM    571  H   SER A  38      74.871  58.491  28.391  1.00  0.00

ATOM    572  CA  SER A  38      74.295  59.694  26.666  1.00  0.00

ATOM    573  HA  SER A  38      74.690  59.843  25.669  1.00  0.00

ATOM    574  CB  SER A  38      72.963  59.003  26.389  1.00  0.00

ATOM    575  HB1 SER A  38      72.278  59.701  25.900  1.00  0.00

ATOM    576  HB2 SER A  38      72.351  58.612  27.201  1.00  0.00

ATOM    577  OG  SER A  38      73.229  57.894  25.562  1.00  0.00

ATOM    578  HG  SER A  38      72.437  57.372  25.438  1.00  0.00

ATOM    579  C   SER A  38      74.021  61.056  27.284  1.00  0.00

ATOM    580  O   SER A  38      73.577  61.956  26.577  1.00  0.00

ATOM    581  N   LEU A  39      74.247  61.269  28.587  1.00  0.00

ATOM    582  H   LEU A  39      74.465  60.464  29.161  1.00  0.00

ATOM    583  CA  LEU A  39      74.256  62.533  29.294  1.00  0.00

ATOM    584  HA  LEU A  39      73.547  63.185  28.776  1.00  0.00

ATOM    585  CB  LEU A  39      73.758  62.225  30.698  1.00  0.00

ATOM    586  HB1 LEU A  39      73.757  63.193  31.209  1.00  0.00

ATOM    587  HB2 LEU A  39      74.549  61.677  31.210  1.00  0.00

ATOM    588  CG  LEU A  39      72.427  61.490  30.841  1.00  0.00

ATOM    589  HG  LEU A  39      72.404  60.651  30.143  1.00  0.00

ATOM    590  CD1 LEU A  39      72.162  60.924  32.235  1.00  0.00

ATOM    591 1HD1 LEU A  39      72.296  61.708  32.968  1.00  0.00

ATOM    592 2HD1 LEU A  39      71.125  60.579  32.303  1.00  0.00

ATOM    593 3HD1 LEU A  39      72.654  59.971  32.441  1.00  0.00

ATOM    594  CD2 LEU A  39      71.169  62.233  30.424  1.00  0.00

ATOM    595 1HD2 LEU A  39      70.334  61.541  30.343  1.00  0.00

ATOM    596 2HD2 LEU A  39      71.079  63.040  31.152  1.00  0.00

ATOM    597 3HD2 LEU A  39      71.281  62.757  29.476  1.00  0.00

ATOM    598  C   LEU A  39      75.618  63.200  29.169  1.00  0.00

ATOM    599  O   LEU A  39      75.719  64.400  29.458  1.00  0.00

ATOM    600  N   GLY A  40      76.592  62.603  28.487  1.00  0.00

ATOM    601  H   GLY A  40      76.463  61.630  28.250  1.00  0.00

ATOM    602  CA  GLY A  40      77.894  63.148  28.161  1.00  0.00

ATOM    603  HA1 GLY A  40      77.870  64.228  28.145  1.00  0.00

ATOM    604  HA2 GLY A  40      78.163  62.659  27.219  1.00  0.00

ATOM    605  C   GLY A  40      79.013  62.857  29.157  1.00  0.00

ATOM    606  O   GLY A  40      80.073  63.437  28.953  1.00  0.00

ATOM    607  N   GLN A  41      78.782  62.129  30.251  1.00  0.00

ATOM    608  H   GLN A  41      77.923  61.599  30.252  1.00  0.00

ATOM    609  CA  GLN A  41      79.785  61.819  31.258  1.00  0.00

ATOM    610  HA  GLN A  41      80.683  62.418  31.098  1.00  0.00

ATOM    611  CB  GLN A  41      79.217  62.200  32.623  1.00  0.00

ATOM    612  HB1 GLN A  41      79.817  61.709  33.381  1.00  0.00

ATOM    613  HB2 GLN A  41      78.192  61.837  32.701  1.00  0.00

ATOM    614  CG  GLN A  41      79.111  63.717  32.700  1.00  0.00

ATOM    615  HG1 GLN A  41      78.362  64.042  33.421  1.00  0.00

ATOM    616  HG2 GLN A  41      78.722  64.001  31.724  1.00  0.00

ATOM    617  CD  GLN A  41      80.328  64.600  32.970  1.00  0.00

ATOM    618  OE1 GLN A  41      81.479  64.262  32.683  1.00  0.00

ATOM    619  NE2 GLN A  41      80.181  65.830  33.455  1.00  0.00

ATOM    620 1HE2 GLN A  41      79.287  66.205  33.737  1.00  0.00

ATOM    621 2HE2 GLN A  41      80.990  66.439  33.562  1.00  0.00

ATOM    622  C   GLN A  41      80.305  60.390  31.197  1.00  0.00

ATOM    623  O   GLN A  41      79.555  59.497  30.812  1.00  0.00

ATOM    624  N   ASN A  42      81.556  60.127  31.554  1.00  0.00

ATOM    625  H   ASN A  42      82.184  60.912  31.577  1.00  0.00

ATOM    626  CA  ASN A  42      82.149  58.802  31.706  1.00  0.00

ATOM    627  HA  ASN A  42      81.497  57.974  31.446  1.00  0.00

ATOM    628  CB  ASN A  42      83.308  58.727  30.712  1.00  0.00

ATOM    629  HB1 ASN A  42      84.049  59.419  31.104  1.00  0.00

ATOM    630  HB2 ASN A  42      82.972  59.150  29.760  1.00  0.00

ATOM    631  CG  ASN A  42      84.056  57.449  30.395  1.00  0.00

ATOM    632  OD1 ASN A  42      83.732  56.319  30.746  1.00  0.00

ATOM    633  ND2 ASN A  42      84.858  57.457  29.325  1.00  0.00

ATOM    634 1HD2 ASN A  42      85.182  58.311  28.901  1.00  0.00

ATOM    635 2HD2 ASN A  42      85.027  56.558  28.906  1.00  0.00

ATOM    636  C   ASN A  42      82.566  58.568  33.148  1.00  0.00

ATOM    637  O   ASN A  42      83.726  58.561  33.563  1.00  0.00

ATOM    638  N   PRO A  43      81.545  58.284  33.959  1.00  0.00

ATOM    639  CD  PRO A  43      80.135  58.336  33.655  1.00  0.00

ATOM    640  HD1 PRO A  43      79.831  57.731  32.794  1.00  0.00

ATOM    641  HD2 PRO A  43      79.850  59.391  33.689  1.00  0.00

ATOM    642  CG  PRO A  43      79.464  57.664  34.843  1.00  0.00

ATOM    643  HG1 PRO A  43      79.373  56.595  34.663  1.00  0.00

ATOM    644  HG2 PRO A  43      78.500  58.103  35.121  1.00  0.00

ATOM    645  CB  PRO A  43      80.464  57.787  35.986  1.00  0.00

ATOM    646  HB1 PRO A  43      80.355  56.969  36.708  1.00  0.00

ATOM    647  HB2 PRO A  43      80.268  58.802  36.340  1.00  0.00

ATOM    648  CA  PRO A  43      81.808  57.765  35.283  1.00  0.00

ATOM    649  HA  PRO A  43      82.484  58.342  35.921  1.00  0.00

ATOM    650  C   PRO A  43      82.464  56.387  35.297  1.00  0.00

ATOM    651  O   PRO A  43      82.395  55.589  34.358  1.00  0.00

ATOM    652  N   THR A  44      82.984  56.112  36.488  1.00  0.00

ATOM    653  H   THR A  44      83.170  56.909  37.076  1.00  0.00

ATOM    654  CA  THR A  44      83.534  54.872  36.992  1.00  0.00

ATOM    655  HA  THR A  44      83.918  54.281  36.152  1.00  0.00

ATOM    656  CB  THR A  44      84.771  55.044  37.876  1.00  0.00

ATOM    657  HB  THR A  44      85.137  54.070  38.202  1.00  0.00

ATOM    658  CG2 THR A  44      85.883  55.865  37.230  1.00  0.00

ATOM    659 1HG2 THR A  44      85.637  56.924  37.251  1.00  0.00

ATOM    660 2HG2 THR A  44      86.814  55.740  37.790  1.00  0.00

ATOM    661 3HG2 THR A  44      86.080  55.498  36.225  1.00  0.00

ATOM    662  OG1 THR A  44      84.465  55.673  39.102  1.00  0.00

ATOM    663  HG1 THR A  44      84.222  56.574  38.886  1.00  0.00

ATOM    664  C   THR A  44      82.576  54.001  37.795  1.00  0.00

ATOM    665  O   THR A  44      81.442  54.420  38.035  1.00  0.00

ATOM    666  N   GLU A  45      82.832  52.741  38.159  1.00  0.00

ATOM    667  H   GLU A  45      83.785  52.426  38.080  1.00  0.00

ATOM    668  CA  GLU A  45      81.808  51.887  38.708  1.00  0.00

ATOM    669  HA  GLU A  45      80.934  51.875  38.049  1.00  0.00

ATOM    670  CB  GLU A  45      82.291  50.445  38.775  1.00  0.00

ATOM    671  HB1 GLU A  45      81.633  49.852  39.413  1.00  0.00

ATOM    672  HB2 GLU A  45      83.256  50.438  39.281  1.00  0.00

ATOM    673  CG  GLU A  45      82.348  49.791  37.395  1.00  0.00

ATOM    674  HG1 GLU A  45      83.358  49.961  37.009  1.00  0.00

ATOM    675  HG2 GLU A  45      81.658  50.302  36.726  1.00  0.00

ATOM    676  CD  GLU A  45      82.108  48.286  37.457  1.00  0.00

ATOM    677  OE1 GLU A  45      83.078  47.611  37.856  1.00  0.00

ATOM    678  OE2 GLU A  45      81.083  47.735  37.002  1.00  0.00

ATOM    679  C   GLU A  45      81.418  52.316  40.119  1.00  0.00

ATOM    680  O   GLU A  45      80.262  52.487  40.501  1.00  0.00

ATOM    681  N   ALA A  46      82.390  52.808  40.887  1.00  0.00

ATOM    682  H   ALA A  46      83.365  52.705  40.606  1.00  0.00

ATOM    683  CA  ALA A  46      82.250  53.409  42.197  1.00  0.00

ATOM    684  HA  ALA A  46      81.747  52.736  42.896  1.00  0.00

ATOM    685  CB  ALA A  46      83.635  53.559  42.817  1.00  0.00

ATOM    686  HB1 ALA A  46      84.017  52.540  42.864  1.00  0.00

ATOM    687  HB2 ALA A  46      84.338  54.129  42.206  1.00  0.00

ATOM    688  HB3 ALA A  46      83.630  54.021  43.799  1.00  0.00

ATOM    689  C   ALA A  46      81.507  54.733  42.165  1.00  0.00

ATOM    690  O   ALA A  46      80.723  55.000  43.068  1.00  0.00

ATOM    691  N   GLU A  47      81.575  55.499  41.072  1.00  0.00

ATOM    692  H   GLU A  47      82.177  55.244  40.302  1.00  0.00

ATOM    693  CA  GLU A  47      80.661  56.612  40.980  1.00  0.00

ATOM    694  HA  GLU A  47      80.626  57.185  41.917  1.00  0.00

ATOM    695  CB  GLU A  47      81.177  57.509  39.858  1.00  0.00

ATOM    696  HB1 GLU A  47      80.342  58.041  39.402  1.00  0.00

ATOM    697  HB2 GLU A  47      81.523  56.789  39.114  1.00  0.00

ATOM    698  CG  GLU A  47      82.325  58.461  40.166  1.00  0.00

ATOM    699  HG1 GLU A  47      83.109  57.946  40.733  1.00  0.00

ATOM    700  HG2 GLU A  47      81.980  59.212  40.876  1.00  0.00

ATOM    701  CD  GLU A  47      82.826  59.046  38.849  1.00  0.00

ATOM    702  OE1 GLU A  47      83.582  58.372  38.133  1.00  0.00

ATOM    703  OE2 GLU A  47      82.399  60.126  38.391  1.00  0.00

ATOM    704  C   GLU A  47      79.215  56.199  40.758  1.00  0.00

ATOM    705  O   GLU A  47      78.302  56.768  41.355  1.00  0.00

ATOM    706  N   LEU A  48      78.988  55.257  39.835  1.00  0.00

ATOM    707  H   LEU A  48      79.803  54.846  39.404  1.00  0.00

ATOM    708  CA  LEU A  48      77.714  54.612  39.580  1.00  0.00

ATOM    709  HA  LEU A  48      77.001  55.344  39.199  1.00  0.00

ATOM    710  CB  LEU A  48      77.897  53.634  38.426  1.00  0.00

ATOM    711  HB1 LEU A  48      76.913  53.280  38.153  1.00  0.00

ATOM    712  HB2 LEU A  48      78.418  52.736  38.761  1.00  0.00

ATOM    713  CG  LEU A  48      78.399  54.243  37.110  1.00  0.00

ATOM    714  HG  LEU A  48      79.244  54.918  37.253  1.00  0.00

ATOM    715  CD1 LEU A  48      78.766  53.148  36.117  1.00  0.00

ATOM    716 1HD1 LEU A  48      77.905  52.638  35.695  1.00  0.00

ATOM    717 2HD1 LEU A  48      79.334  53.550  35.284  1.00  0.00

ATOM    718 3HD1 LEU A  48      79.323  52.399  36.681  1.00  0.00

ATOM    719  CD2 LEU A  48      77.297  54.933  36.310  1.00  0.00

ATOM    720 1HD2 LEU A  48      77.655  55.202  35.321  1.00  0.00

ATOM    721 2HD2 LEU A  48      76.446  54.252  36.239  1.00  0.00

ATOM    722 3HD2 LEU A  48      76.918  55.818  36.842  1.00  0.00

ATOM    723  C   LEU A  48      77.060  53.970  40.796  1.00  0.00

ATOM    724  O   LEU A  48      75.856  54.126  40.969  1.00  0.00

ATOM    725  N   GLN A  49      77.901  53.423  41.667  1.00  0.00

ATOM    726  H   GLN A  49      78.862  53.325  41.367  1.00  0.00

ATOM    727  CA  GLN A  49      77.416  52.729  42.850  1.00  0.00

ATOM    728  HA  GLN A  49      76.589  52.099  42.536  1.00  0.00

ATOM    729  CB  GLN A  49      78.557  51.874  43.379  1.00  0.00

ATOM    730  HB1 GLN A  49      78.322  51.607  44.404  1.00  0.00

ATOM    731  HB2 GLN A  49      79.475  52.461  43.409  1.00  0.00

ATOM    732  CG  GLN A  49      78.727  50.642  42.487  1.00  0.00

ATOM    733  HG1 GLN A  49      78.600  50.907  41.437  1.00  0.00

ATOM    734  HG2 GLN A  49      77.975  49.918  42.792  1.00  0.00

ATOM    735  CD  GLN A  49      80.096  49.990  42.684  1.00  0.00

ATOM    736  OE1 GLN A  49      80.944  50.331  43.497  1.00  0.00

ATOM    737  NE2 GLN A  49      80.311  48.906  41.934  1.00  0.00

ATOM    738 1HE2 GLN A  49      79.631  48.535  41.284  1.00  0.00

ATOM    739 2HE2 GLN A  49      81.095  48.311  42.163  1.00  0.00

ATOM    740  C   GLN A  49      76.866  53.608  43.958  1.00  0.00

ATOM    741  O   GLN A  49      75.772  53.369  44.476  1.00  0.00

ATOM    742  N   ASP A  50      77.546  54.741  44.180  1.00  0.00

ATOM    743  H   ASP A  50      78.476  54.774  43.796  1.00  0.00

ATOM    744  CA  ASP A  50      77.016  55.878  44.902  1.00  0.00

ATOM    745  HA  ASP A  50      76.813  55.512  45.914  1.00  0.00

ATOM    746  CB  ASP A  50      78.111  56.941  44.955  1.00  0.00

ATOM    747  HB1 ASP A  50      78.375  57.204  43.932  1.00  0.00

ATOM    748  HB2 ASP A  50      79.014  56.465  45.354  1.00  0.00

ATOM    749  CG  ASP A  50      77.682  58.169  45.740  1.00  0.00

ATOM    750  OD1 ASP A  50      77.724  58.163  46.984  1.00  0.00

ATOM    751  OD2 ASP A  50      77.346  59.217  45.134  1.00  0.00

ATOM    752  C   ASP A  50      75.744  56.524  44.379  1.00  0.00

ATOM    753  O   ASP A  50      74.854  56.989  45.085  1.00  0.00

ATOM    754  N   MET A  51      75.704  56.512  43.046  1.00  0.00

ATOM    755  H   MET A  51      76.521  56.201  42.545  1.00  0.00

ATOM    756  CA  MET A  51      74.621  57.089  42.269  1.00  0.00

ATOM    757  HA  MET A  51      74.408  58.009  42.805  1.00  0.00

ATOM    758  CB  MET A  51      75.156  57.544  40.921  1.00  0.00

ATOM    759  HB1 MET A  51      75.371  56.642  40.358  1.00  0.00

ATOM    760  HB2 MET A  51      76.093  58.078  41.101  1.00  0.00

ATOM    761  CG  MET A  51      74.187  58.357  40.065  1.00  0.00

ATOM    762  HG1 MET A  51      73.914  59.314  40.520  1.00  0.00

ATOM    763  HG2 MET A  51      73.225  57.869  39.936  1.00  0.00

ATOM    764  SD  MET A  51      74.870  58.815  38.454  1.00  0.00

ATOM    765  CE  MET A  51      73.372  59.428  37.643  1.00  0.00

ATOM    766  HE1 MET A  51      72.699  59.972  38.305  1.00  0.00

ATOM    767  HE2 MET A  51      73.622  60.113  36.836  1.00  0.00

ATOM    768  HE3 MET A  51      72.808  58.607  37.203  1.00  0.00

ATOM    769  C   MET A  51      73.336  56.260  42.174  1.00  0.00

ATOM    770  O   MET A  51      72.267  56.852  42.058  1.00  0.00

ATOM    771  N   ILE A  52      73.391  54.954  42.468  1.00  0.00

ATOM    772  H   ILE A  52      74.311  54.545  42.509  1.00  0.00

ATOM    773  CA  ILE A  52      72.223  54.196  42.841  1.00  0.00

ATOM    774  HA  ILE A  52      71.390  54.508  42.216  1.00  0.00

ATOM    775  CB  ILE A  52      72.593  52.727  42.665  1.00  0.00

ATOM    776  HB  ILE A  52      73.620  52.588  42.998  1.00  0.00

ATOM    777  CG2 ILE A  52      71.590  51.832  43.373  1.00  0.00

ATOM    778 1HG2 ILE A  52      70.593  52.085  42.994  1.00  0.00

ATOM    779 2HG2 ILE A  52      71.657  50.765  43.159  1.00  0.00

ATOM    780 3HG2 ILE A  52      71.665  51.977  44.451  1.00  0.00

ATOM    781  CG1 ILE A  52      72.750  52.197  41.236  1.00  0.00

ATOM    782 1HG1 ILE A  52      72.961  51.131  41.321  1.00  0.00

ATOM    783 2HG1 ILE A  52      73.596  52.726  40.819  1.00  0.00

ATOM    784  CD  ILE A  52      71.540  52.306  40.312  1.00  0.00

ATOM    785  HD1 ILE A  52      71.275  53.361  40.227  1.00  0.00

ATOM    786  HD2 ILE A  52      71.839  51.966  39.320  1.00  0.00

ATOM    787  HD3 ILE A  52      70.765  51.795  40.876  1.00  0.00

ATOM    788  C   ILE A  52      71.767  54.508  44.260  1.00  0.00

ATOM    789  O   ILE A  52      70.569  54.573  44.540  1.00  0.00

ATOM    790  N   ASN A  53      72.723  54.595  45.185  1.00  0.00

ATOM    791  H   ASN A  53      73.654  54.317  44.904  1.00  0.00

ATOM    792  CA  ASN A  53      72.452  54.849  46.589  1.00  0.00

ATOM    793  HA  ASN A  53      71.642  54.219  46.955  1.00  0.00

ATOM    794  CB  ASN A  53      73.698  54.407  47.350  1.00  0.00

ATOM    795  HB1 ASN A  53      74.476  55.109  47.060  1.00  0.00

ATOM    796  HB2 ASN A  53      73.966  53.413  47.000  1.00  0.00

ATOM    797  CG  ASN A  53      73.347  54.349  48.836  1.00  0.00

ATOM    798  OD1 ASN A  53      73.886  55.138  49.608  1.00  0.00

ATOM    799  ND2 ASN A  53      72.653  53.333  49.345  1.00  0.00

ATOM    800 1HD2 ASN A  53      72.216  52.639  48.744  1.00  0.00

ATOM    801 2HD2 ASN A  53      72.479  53.377  50.342  1.00  0.00

ATOM    802  C   ASN A  53      71.932  56.236  46.927  1.00  0.00

ATOM    803  O   ASN A  53      71.427  56.442  48.030  1.00  0.00

ATOM    804  N   GLU A  54      71.985  57.099  45.910  1.00  0.00

ATOM    805  H   GLU A  54      72.531  56.785  45.123  1.00  0.00

ATOM    806  CA  GLU A  54      71.185  58.303  45.863  1.00  0.00

ATOM    807  HA  GLU A  54      71.459  58.938  46.710  1.00  0.00

ATOM    808  CB  GLU A  54      71.700  59.103  44.669  1.00  0.00

ATOM    809  HB1 GLU A  54      71.309  58.632  43.768  1.00  0.00

ATOM    810  HB2 GLU A  54      72.781  59.004  44.665  1.00  0.00

ATOM    811  CG  GLU A  54      71.381  60.599  44.629  1.00  0.00

ATOM    812  HG1 GLU A  54      70.307  60.777  44.566  1.00  0.00

ATOM    813  HG2 GLU A  54      71.841  61.025  43.744  1.00  0.00

ATOM    814  CD  GLU A  54      71.940  61.329  45.839  1.00  0.00

ATOM    815  OE1 GLU A  54      73.108  61.005  46.162  1.00  0.00

ATOM    816  OE2 GLU A  54      71.209  62.118  46.480  1.00  0.00

ATOM    817  C   GLU A  54      69.676  58.129  45.823  1.00  0.00

ATOM    818  O   GLU A  54      69.002  58.669  46.693  1.00  0.00

ATOM    819  N   VAL A  55      69.135  57.243  44.979  1.00  0.00

ATOM    820  H   VAL A  55      69.704  56.652  44.395  1.00  0.00

ATOM    821  CA  VAL A  55      67.700  57.047  44.932  1.00  0.00

ATOM    822  HA  VAL A  55      67.139  57.714  45.592  1.00  0.00

ATOM    823  CB  VAL A  55      67.155  57.323  43.528  1.00  0.00

ATOM    824  HB  VAL A  55      67.206  56.366  43.002  1.00  0.00

ATOM    825  CG1 VAL A  55      65.695  57.754  43.472  1.00  0.00

ATOM    826 1HG1 VAL A  55      65.427  57.794  42.413  1.00  0.00

ATOM    827 2HG1 VAL A  55      65.069  57.094  44.063  1.00  0.00

ATOM    828 3HG1 VAL A  55      65.556  58.798  43.746  1.00  0.00

ATOM    829  CG2 VAL A  55      68.038  58.308  42.762  1.00  0.00

ATOM    830 1HG2 VAL A  55      67.582  58.500  41.782  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.049  59.202  43.380  1.00  0.00

ATOM    832 3HG2 VAL A  55      69.004  57.823  42.602  1.00  0.00

ATOM    833  C   VAL A  55      67.178  55.734  45.488  1.00  0.00

ATOM    834  O   VAL A  55      66.040  55.706  45.958  1.00  0.00

ATOM    835  N   ASP A  56      68.019  54.704  45.650  1.00  0.00

ATOM    836  H   ASP A  56      68.864  54.735  45.107  1.00  0.00

ATOM    837  CA  ASP A  56      67.807  53.522  46.460  1.00  0.00

ATOM    838  HA  ASP A  56      66.894  53.018  46.141  1.00  0.00

ATOM    839  CB  ASP A  56      68.902  52.494  46.227  1.00  0.00

ATOM    840  HB1 ASP A  56      69.862  52.963  46.448  1.00  0.00

ATOM    841  HB2 ASP A  56      68.908  52.330  45.147  1.00  0.00

ATOM    842  CG  ASP A  56      68.862  51.178  46.996  1.00  0.00

ATOM    843  OD1 ASP A  56      67.806  50.844  47.572  1.00  0.00

ATOM    844  OD2 ASP A  56      69.814  50.378  47.101  1.00  0.00

ATOM    845  C   ASP A  56      67.743  53.973  47.925  1.00  0.00

ATOM    846  O   ASP A  56      68.762  54.177  48.589  1.00  0.00

ATOM    847  N   ALA A  57      66.548  54.069  48.501  1.00  0.00

ATOM    848  H   ALA A  57      65.792  53.745  47.912  1.00  0.00

ATOM    849  CA  ALA A  57      66.309  54.615  49.824  1.00  0.00

ATOM    850  HA  ALA A  57      67.037  55.409  50.018  1.00  0.00

ATOM    851  CB  ALA A  57      64.903  55.169  49.690  1.00  0.00

ATOM    852  HB1 ALA A  57      64.698  55.746  50.592  1.00  0.00

ATOM    853  HB2 ALA A  57      64.782  55.849  48.838  1.00  0.00

ATOM    854  HB3 ALA A  57      64.247  54.296  49.650  1.00  0.00

ATOM    855  C   ALA A  57      66.461  53.549  50.898  1.00  0.00

ATOM    856  O   ALA A  57      66.990  53.928  51.933  1.00  0.00

ATOM    857  N   ASP A  58      66.007  52.311  50.672  1.00  0.00

ATOM    858  H   ASP A  58      65.496  52.063  49.832  1.00  0.00

ATOM    859  CA  ASP A  58      66.214  51.275  51.653  1.00  0.00

ATOM    860  HA  ASP A  58      66.298  51.777  52.608  1.00  0.00

ATOM    861  CB  ASP A  58      65.083  50.254  51.696  1.00  0.00

ATOM    862  HB1 ASP A  58      64.165  50.830  51.675  1.00  0.00

ATOM    863  HB2 ASP A  58      65.183  49.767  52.675  1.00  0.00

ATOM    864  CG  ASP A  58      65.070  49.284  50.518  1.00  0.00

ATOM    865  OD1 ASP A  58      65.763  49.524  49.507  1.00  0.00

ATOM    866  OD2 ASP A  58      64.287  48.327  50.601  1.00  0.00

ATOM    867  C   ASP A  58      67.564  50.599  51.470  1.00  0.00

ATOM    868  O   ASP A  58      67.969  49.877  52.379  1.00  0.00

ATOM    869  N   GLY A  59      68.336  50.840  50.403  1.00  0.00

ATOM    870  H   GLY A  59      67.952  51.224  49.557  1.00  0.00

ATOM    871  CA  GLY A  59      69.693  50.326  50.412  1.00  0.00

ATOM    872  HA1 GLY A  59      70.208  50.676  51.303  1.00  0.00

ATOM    873  HA2 GLY A  59      70.181  50.735  49.521  1.00  0.00

ATOM    874  C   GLY A  59      69.730  48.804  50.317  1.00  0.00

ATOM    875  O   GLY A  59      70.216  48.083  51.184  1.00  0.00

ATOM    876  N   ASN A  60      69.040  48.319  49.279  1.00  0.00

ATOM    877  H   ASN A  60      68.603  48.938  48.605  1.00  0.00

ATOM    878  CA  ASN A  60      68.934  46.912  48.980  1.00  0.00

ATOM    879  HA  ASN A  60      69.260  46.296  49.825  1.00  0.00

ATOM    880  CB  ASN A  60      67.458  46.533  48.918  1.00  0.00

ATOM    881  HB1 ASN A  60      67.033  47.115  49.728  1.00  0.00

ATOM    882  HB2 ASN A  60      67.479  45.464  49.122  1.00  0.00

ATOM    883  CG  ASN A  60      66.716  46.932  47.652  1.00  0.00

ATOM    884  OD1 ASN A  60      67.095  47.893  46.983  1.00  0.00

ATOM    885  ND2 ASN A  60      65.764  46.130  47.171  1.00  0.00

ATOM    886 1HD2 ASN A  60      65.445  45.304  47.654  1.00  0.00

ATOM    887 2HD2 ASN A  60      65.241  46.560  46.424  1.00  0.00

ATOM    888  C   ASN A  60      69.740  46.605  47.726  1.00  0.00

ATOM    889  O   ASN A  60      69.854  45.442  47.352  1.00  0.00

ATOM    890  N   GLY A  61      70.313  47.573  46.996  1.00  0.00

ATOM    891  H   GLY A  61      70.169  48.545  47.251  1.00  0.00

ATOM    892  CA  GLY A  61      71.116  47.359  45.821  1.00  0.00

ATOM    893  HA1 GLY A  61      71.287  46.301  45.598  1.00  0.00

ATOM    894  HA2 GLY A  61      72.088  47.863  45.900  1.00  0.00

ATOM    895  C   GLY A  61      70.485  47.882  44.539  1.00  0.00

ATOM    896  O   GLY A  61      71.086  47.769  43.471  1.00  0.00

ATOM    897  N   THR A  62      69.299  48.484  44.659  1.00  0.00

ATOM    898  H   THR A  62      69.020  48.661  45.620  1.00  0.00

ATOM    899  CA  THR A  62      68.477  48.967  43.564  1.00  0.00

ATOM    900  HA  THR A  62      69.191  49.280  42.807  1.00  0.00

ATOM    901  CB  THR A  62      67.548  47.911  42.972  1.00  0.00

ATOM    902  HB  THR A  62      66.812  48.408  42.346  1.00  0.00

ATOM    903  CG2 THR A  62      68.283  46.920  42.069  1.00  0.00

ATOM    904 1HG2 THR A  62      68.897  46.229  42.650  1.00  0.00

ATOM    905 2HG2 THR A  62      67.524  46.292  41.599  1.00  0.00

ATOM    906 3HG2 THR A  62      68.939  47.417  41.359  1.00  0.00

ATOM    907  OG1 THR A  62      66.883  47.117  43.934  1.00  0.00

ATOM    908  HG1 THR A  62      67.557  46.591  44.374  1.00  0.00

ATOM    909  C   THR A  62      67.632  50.188  43.907  1.00  0.00

ATOM    910  O   THR A  62      67.056  50.254  44.988  1.00  0.00

ATOM    911  N   ILE A  63      67.608  51.141  42.975  1.00  0.00

ATOM    912  H   ILE A  63      68.173  51.018  42.143  1.00  0.00

ATOM    913  CA  ILE A  63      66.503  52.079  42.886  1.00  0.00

ATOM    914  HA  ILE A  63      66.426  52.475  43.902  1.00  0.00

ATOM    915  CB  ILE A  63      66.757  53.174  41.853  1.00  0.00

ATOM    916  HB  ILE A  63      66.745  52.738  40.863  1.00  0.00

ATOM    917  CG2 ILE A  63      65.617  54.200  41.820  1.00  0.00

ATOM    918 1HG2 ILE A  63      64.645  53.713  41.844  1.00  0.00

ATOM    919 2HG2 ILE A  63      65.620  54.789  42.738  1.00  0.00

ATOM    920 3HG2 ILE A  63      65.637  54.746  40.883  1.00  0.00

ATOM    921  CG1 ILE A  63      68.118  53.836  42.066  1.00  0.00

ATOM    922 1HG1 ILE A  63      68.893  53.067  42.160  1.00  0.00

ATOM    923 2HG1 ILE A  63      68.135  54.408  42.995  1.00  0.00

ATOM    924  CD  ILE A  63      68.551  54.753  40.931  1.00  0.00

ATOM    925  HD1 ILE A  63      68.553  54.156  40.011  1.00  0.00

ATOM    926  HD2 ILE A  63      67.840  55.554  40.764  1.00  0.00

ATOM    927  HD3 ILE A  63      69.416  55.350  41.236  1.00  0.00

ATOM    928  C   ILE A  63      65.252  51.336  42.468  1.00  0.00

ATOM    929  O   ILE A  63      65.203  50.523  41.546  1.00  0.00

ATOM    930  N   ASP A  64      64.185  51.652  43.214  1.00  0.00

ATOM    931  H   ASP A  64      64.306  52.360  43.920  1.00  0.00

ATOM    932  CA  ASP A  64      62.843  51.168  43.026  1.00  0.00

ATOM    933  HA  ASP A  64      62.792  50.353  42.299  1.00  0.00

ATOM    934  CB  ASP A  64      62.380  50.569  44.358  1.00  0.00

ATOM    935  HB1 ASP A  64      61.294  50.434  44.430  1.00  0.00

ATOM    936  HB2 ASP A  64      62.554  51.236  45.203  1.00  0.00

ATOM    937  CG  ASP A  64      62.876  49.144  44.575  1.00  0.00

ATOM    938  OD1 ASP A  64      62.322  48.204  43.966  1.00  0.00

ATOM    939  OD2 ASP A  64      63.883  48.919  45.279  1.00  0.00

ATOM    940  C   ASP A  64      61.894  52.252  42.527  1.00  0.00

ATOM    941  O   ASP A  64      62.109  53.407  42.873  1.00  0.00

ATOM    942  N   PHE A  65      60.908  52.064  41.643  1.00  0.00

ATOM    943  H   PHE A  65      60.999  51.241  41.063  1.00  0.00

ATOM    944  CA  PHE A  65      60.071  53.082  41.054  1.00  0.00

ATOM    945  HA  PHE A  65      60.722  53.824  40.566  1.00  0.00

ATOM    946  CB  PHE A  65      59.118  52.643  39.949  1.00  0.00

ATOM    947  HB1 PHE A  65      58.585  51.911  40.540  1.00  0.00

ATOM    948  HB2 PHE A  65      59.616  52.176  39.107  1.00  0.00

ATOM    949  CG  PHE A  65      58.201  53.728  39.430  1.00  0.00

ATOM    950  CD1 PHE A  65      58.819  54.861  38.879  1.00  0.00

ATOM    951  HD1 PHE A  65      59.897  54.924  38.838  1.00  0.00

ATOM    952  CE1 PHE A  65      57.951  55.875  38.454  1.00  0.00

ATOM    953  HE1 PHE A  65      58.396  56.751  38.011  1.00  0.00

ATOM    954  CZ  PHE A  65      56.563  55.738  38.576  1.00  0.00

ATOM    955  HZ  PHE A  65      55.912  56.519  38.210  1.00  0.00

ATOM    956  CE2 PHE A  65      55.995  54.562  39.080  1.00  0.00

ATOM    957  HE2 PHE A  65      54.922  54.436  39.020  1.00  0.00

ATOM    958  CD2 PHE A  65      56.823  53.496  39.450  1.00  0.00

ATOM    959  HD2 PHE A  65      56.451  52.555  39.846  1.00  0.00

ATOM    960  C   PHE A  65      59.374  53.894  42.138  1.00  0.00

ATOM    961  O   PHE A  65      59.557  55.100  41.982  1.00  0.00

ATOM    962  N   PRO A  66      58.905  53.343  43.258  1.00  0.00

ATOM    963  CD  PRO A  66      58.526  51.957  43.489  1.00  0.00

ATOM    964  HD1 PRO A  66      59.380  51.534  44.008  1.00  0.00

ATOM    965  HD2 PRO A  66      58.346  51.298  42.646  1.00  0.00

ATOM    966  CG  PRO A  66      57.301  51.979  44.410  1.00  0.00

ATOM    967  HG1 PRO A  66      57.286  51.083  45.038  1.00  0.00

ATOM    968  HG2 PRO A  66      56.334  52.055  43.918  1.00  0.00

ATOM    969  CB  PRO A  66      57.579  53.244  45.215  1.00  0.00

ATOM    970  HB1 PRO A  66      58.280  52.814  45.939  1.00  0.00

ATOM    971  HB2 PRO A  66      56.720  53.670  45.733  1.00  0.00

ATOM    972  CA  PRO A  66      58.352  54.187  44.291  1.00  0.00

ATOM    973  HA  PRO A  66      57.634  54.812  43.751  1.00  0.00

ATOM    974  C   PRO A  66      59.292  55.074  45.104  1.00  0.00

ATOM    975  O   PRO A  66      58.895  56.192  45.435  1.00  0.00

ATOM    976  N   GLU A  67      60.488  54.562  45.371  1.00  0.00

ATOM    977  H   GLU A  67      60.678  53.641  45.005  1.00  0.00

ATOM    978  CA  GLU A  67      61.614  55.397  45.767  1.00  0.00

ATOM    979  HA  GLU A  67      61.306  55.958  46.649  1.00  0.00

ATOM    980  CB  GLU A  67      62.869  54.583  46.035  1.00  0.00

ATOM    981  HB1 GLU A  67      63.608  55.270  46.449  1.00  0.00

ATOM    982  HB2 GLU A  67      63.219  54.118  45.118  1.00  0.00

ATOM    983  CG  GLU A  67      62.681  53.481  47.078  1.00  0.00

ATOM    984  HG1 GLU A  67      61.769  52.874  46.988  1.00  0.00

ATOM    985  HG2 GLU A  67      62.559  54.006  48.026  1.00  0.00

ATOM    986  CD  GLU A  67      63.868  52.531  47.066  1.00  0.00

ATOM    987  OE1 GLU A  67      64.555  52.204  46.081  1.00  0.00

ATOM    988  OE2 GLU A  67      64.129  51.961  48.148  1.00  0.00

ATOM    989  C   GLU A  67      61.985  56.490  44.765  1.00  0.00

ATOM    990  O   GLU A  67      62.350  57.605  45.140  1.00  0.00

ATOM    991  N   PHE A  68      61.836  56.217  43.473  1.00  0.00

ATOM    992  H   PHE A  68      61.841  55.215  43.340  1.00  0.00

ATOM    993  CA  PHE A  68      61.970  57.252  42.463  1.00  0.00

ATOM    994  HA  PHE A  68      62.872  57.811  42.716  1.00  0.00

ATOM    995  CB  PHE A  68      62.224  56.590  41.107  1.00  0.00

ATOM    996  HB1 PHE A  68      61.360  56.063  40.699  1.00  0.00

ATOM    997  HB2 PHE A  68      63.001  55.850  41.311  1.00  0.00

ATOM    998  CG  PHE A  68      62.777  57.479  40.029  1.00  0.00

ATOM    999  CD1 PHE A  68      64.156  57.706  39.915  1.00  0.00

ATOM   1000  HD1 PHE A  68      64.851  57.199  40.576  1.00  0.00

ATOM   1001  CE1 PHE A  68      64.614  58.738  39.087  1.00  0.00

ATOM   1002  HE1 PHE A  68      65.653  59.030  39.173  1.00  0.00

ATOM   1003  CZ  PHE A  68      63.751  59.363  38.183  1.00  0.00

ATOM   1004  HZ  PHE A  68      64.078  60.145  37.509  1.00  0.00

ATOM   1005  CE2 PHE A  68      62.398  59.016  38.189  1.00  0.00

ATOM   1006  HE2 PHE A  68      61.735  59.597  37.565  1.00  0.00

ATOM   1007  CD2 PHE A  68      61.896  58.208  39.215  1.00  0.00

ATOM   1008  HD2 PHE A  68      60.842  58.133  39.395  1.00  0.00

ATOM   1009  C   PHE A  68      60.783  58.202  42.475  1.00  0.00

ATOM   1010  O   PHE A  68      60.976  59.405  42.311  1.00  0.00

ATOM   1011  N   LEU A  69      59.593  57.682  42.806  1.00  0.00

ATOM   1012  H   LEU A  69      59.472  56.688  42.889  1.00  0.00

ATOM   1013  CA  LEU A  69      58.388  58.480  42.730  1.00  0.00

ATOM   1014  HA  LEU A  69      58.385  58.980  41.764  1.00  0.00

ATOM   1015  CB  LEU A  69      57.248  57.477  42.711  1.00  0.00

ATOM   1016  HB1 LEU A  69      57.134  57.039  43.709  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.506  56.678  42.012  1.00  0.00

ATOM   1018  CG  LEU A  69      55.842  57.911  42.322  1.00  0.00

ATOM   1019  HG  LEU A  69      55.179  57.054  42.234  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.304  58.867  43.390  1.00  0.00

ATOM   1021 1HD1 LEU A  69      55.351  58.338  44.339  1.00  0.00

ATOM   1022 2HD1 LEU A  69      55.837  59.803  43.564  1.00  0.00

ATOM   1023 3HD1 LEU A  69      54.254  59.105  43.220  1.00  0.00

ATOM   1024  CD2 LEU A  69      55.887  58.561  40.936  1.00  0.00

ATOM   1025 1HD2 LEU A  69      54.891  58.703  40.504  1.00  0.00

ATOM   1026 2HD2 LEU A  69      56.355  59.532  40.893  1.00  0.00

ATOM   1027 3HD2 LEU A  69      56.283  57.814  40.247  1.00  0.00

ATOM   1028  C   LEU A  69      58.454  59.568  43.786  1.00  0.00

ATOM   1029  O   LEU A  69      58.345  60.771  43.529  1.00  0.00

ATOM   1030  N   THR A  70      58.717  59.027  44.978  1.00  0.00

ATOM   1031  H   THR A  70      58.792  58.020  45.041  1.00  0.00

ATOM   1032  CA  THR A  70      58.896  59.822  46.178  1.00  0.00

ATOM   1033  HA  THR A  70      57.959  60.345  46.365  1.00  0.00

ATOM   1034  CB  THR A  70      59.153  58.838  47.313  1.00  0.00

ATOM   1035  HB  THR A  70      60.113  58.361  47.155  1.00  0.00

ATOM   1036  CG2 THR A  70      59.164  59.610  48.634  1.00  0.00

ATOM   1037 1HG2 THR A  70      59.343  58.902  49.452  1.00  0.00

ATOM   1038 2HG2 THR A  70      59.904  60.406  48.732  1.00  0.00

ATOM   1039 3HG2 THR A  70      58.213  60.146  48.702  1.00  0.00

ATOM   1040  OG1 THR A  70      58.100  57.900  47.321  1.00  0.00

ATOM   1041  HG1 THR A  70      58.363  57.210  46.702  1.00  0.00

ATOM   1042  C   THR A  70      59.997  60.868  46.028  1.00  0.00

ATOM   1043  O   THR A  70      59.871  61.952  46.584  1.00  0.00

ATOM   1044  N   MET A  71      60.979  60.655  45.146  1.00  0.00

ATOM   1045  H   MET A  71      61.061  59.772  44.657  1.00  0.00

ATOM   1046  CA  MET A  71      62.059  61.587  44.889  1.00  0.00

ATOM   1047  HA  MET A  71      62.115  62.274  45.727  1.00  0.00

ATOM   1048  CB  MET A  71      63.394  60.913  44.580  1.00  0.00

ATOM   1049  HB1 MET A  71      63.282  60.265  43.718  1.00  0.00

ATOM   1050  HB2 MET A  71      63.762  60.324  45.426  1.00  0.00

ATOM   1051  CG  MET A  71      64.600  61.820  44.371  1.00  0.00

ATOM   1052  HG1 MET A  71      65.481  61.202  44.488  1.00  0.00

ATOM   1053  HG2 MET A  71      64.609  62.514  45.210  1.00  0.00

ATOM   1054  SD  MET A  71      64.684  62.681  42.780  1.00  0.00

ATOM   1055  CE  MET A  71      65.190  61.336  41.670  1.00  0.00

ATOM   1056  HE1 MET A  71      66.242  61.073  41.788  1.00  0.00

ATOM   1057  HE2 MET A  71      64.541  60.466  41.702  1.00  0.00

ATOM   1058  HE3 MET A  71      64.955  61.759  40.687  1.00  0.00

ATOM   1059  C   MET A  71      61.642  62.648  43.874  1.00  0.00

ATOM   1060  O   MET A  71      61.886  63.845  44.038  1.00  0.00

ATOM   1061  N   MET A  72      60.817  62.282  42.889  1.00  0.00

ATOM   1062  H   MET A  72      60.583  61.311  42.720  1.00  0.00

ATOM   1063  CA  MET A  72      60.355  63.225  41.894  1.00  0.00

ATOM   1064  HA  MET A  72      61.113  63.936  41.557  1.00  0.00

ATOM   1065  CB  MET A  72      59.878  62.458  40.659  1.00  0.00

ATOM   1066  HB1 MET A  72      59.616  63.287  39.995  1.00  0.00

ATOM   1067  HB2 MET A  72      59.115  61.750  40.968  1.00  0.00

ATOM   1068  CG  MET A  72      61.050  61.728  40.020  1.00  0.00

ATOM   1069  HG1 MET A  72      60.703  61.015  39.265  1.00  0.00

ATOM   1070  HG2 MET A  72      61.487  61.102  40.795  1.00  0.00

ATOM   1071  SD  MET A  72      62.460  62.670  39.392  1.00  0.00

ATOM   1072  CE  MET A  72      61.804  62.852  37.719  1.00  0.00

ATOM   1073  HE1 MET A  72      60.900  63.465  37.677  1.00  0.00

ATOM   1074  HE2 MET A  72      62.601  63.310  37.125  1.00  0.00

ATOM   1075  HE3 MET A  72      61.658  61.825  37.386  1.00  0.00

ATOM   1076  C   MET A  72      59.290  64.150  42.451  1.00  0.00

ATOM   1077  O   MET A  72      59.238  65.332  42.125  1.00  0.00

ATOM   1078  N   ALA A  73      58.400  63.673  43.332  1.00  0.00

ATOM   1079  H   ALA A  73      58.321  62.686  43.524  1.00  0.00

ATOM   1080  CA  ALA A  73      57.593  64.594  44.098  1.00  0.00

ATOM   1081  HA  ALA A  73      56.968  65.246  43.487  1.00  0.00

ATOM   1082  CB  ALA A  73      56.574  63.772  44.879  1.00  0.00

ATOM   1083  HB1 ALA A  73      55.971  64.256  45.654  1.00  0.00

ATOM   1084  HB2 ALA A  73      55.910  63.477  44.075  1.00  0.00

ATOM   1085  HB3 ALA A  73      56.997  62.890  45.361  1.00  0.00

ATOM   1086  C   ALA A  73      58.350  65.594  44.959  1.00  0.00

ATOM   1087  O   ALA A  73      58.023  66.781  45.046  1.00  0.00

ATOM   1088  N   ARG A  74      59.477  65.213  45.564  1.00  0.00

ATOM   1089  H   ARG A  74      59.863  64.308  45.353  1.00  0.00

ATOM   1090  CA  ARG A  74      60.466  66.091  46.153  1.00  0.00

ATOM   1091  HA  ARG A  74      60.051  66.707  46.949  1.00  0.00

ATOM   1092  CB  ARG A  74      61.479  65.311  46.990  1.00  0.00

ATOM   1093  HB1 ARG A  74      62.074  64.792  46.242  1.00  0.00

ATOM   1094  HB2 ARG A  74      61.021  64.628  47.709  1.00  0.00

ATOM   1095  CG  ARG A  74      62.340  66.203  47.888  1.00  0.00

ATOM   1096  HG1 ARG A  74      61.631  66.686  48.558  1.00  0.00

ATOM   1097  HG2 ARG A  74      62.888  67.021  47.409  1.00  0.00

ATOM   1098  CD  ARG A  74      63.228  65.382  48.822  1.00  0.00

ATOM   1099  HD1 ARG A  74      62.644  64.608  49.332  1.00  0.00

ATOM   1100  HD2 ARG A  74      63.614  65.975  49.647  1.00  0.00

ATOM   1101  NE  ARG A  74      64.397  64.884  48.109  1.00  0.00

ATOM   1102  HE  ARG A  74      65.161  65.537  48.084  1.00  0.00

ATOM   1103  CZ  ARG A  74      64.729  63.624  47.785  1.00  0.00

ATOM   1104  NH1 ARG A  74      63.775  62.691  47.790  1.00  0.00

ATOM   1105 1HH1 ARG A  74      62.930  62.883  48.308  1.00  0.00

ATOM   1106 2HH1 ARG A  74      64.152  61.776  47.594  1.00  0.00

ATOM   1107  NH2 ARG A  74      66.012  63.397  47.434  1.00  0.00

ATOM   1108 1HH2 ARG A  74      66.678  64.142  47.548  1.00  0.00

ATOM   1109 2HH2 ARG A  74      66.290  62.499  47.069  1.00  0.00

ATOM   1110  C   ARG A  74      61.092  67.110  45.209  1.00  0.00

ATOM   1111  O   ARG A  74      61.225  68.291  45.521  1.00  0.00

ATOM   1112  N   LYS A  75      61.332  66.749  43.945  1.00  0.00

ATOM   1113  H   LYS A  75      61.386  65.774  43.712  1.00  0.00

ATOM   1114  CA  LYS A  75      61.815  67.663  42.931  1.00  0.00

ATOM   1115  HA  LYS A  75      62.468  68.426  43.350  1.00  0.00

ATOM   1116  CB  LYS A  75      62.642  66.962  41.849  1.00  0.00

ATOM   1117  HB1 LYS A  75      62.734  67.463  40.889  1.00  0.00

ATOM   1118  HB2 LYS A  75      62.083  66.062  41.589  1.00  0.00

ATOM   1119  CG  LYS A  75      63.977  66.441  42.379  1.00  0.00

ATOM   1120  HG1 LYS A  75      64.473  65.837  41.613  1.00  0.00

ATOM   1121  HG2 LYS A  75      63.711  65.799  43.228  1.00  0.00

ATOM   1122  CD  LYS A  75      64.974  67.517  42.788  1.00  0.00

ATOM   1123  HD1 LYS A  75      65.893  67.029  43.111  1.00  0.00

ATOM   1124  HD2 LYS A  75      64.541  67.984  43.669  1.00  0.00

ATOM   1125  CE  LYS A  75      65.137  68.665  41.797  1.00  0.00

ATOM   1126  HE1 LYS A  75      64.236  69.255  41.637  1.00  0.00

ATOM   1127  HE2 LYS A  75      65.491  68.230  40.860  1.00  0.00

ATOM   1128  NZ  LYS A  75      66.133  69.648  42.241  1.00  0.00

ATOM   1129  HZ1 LYS A  75      65.745  70.193  42.999  1.00  0.00

ATOM   1130  HZ2 LYS A  75      67.025  69.247  42.468  1.00  0.00

ATOM   1131  HZ3 LYS A  75      66.390  70.225  41.454  1.00  0.00

ATOM   1132  C   LYS A  75      60.759  68.567  42.313  1.00  0.00

ATOM   1133  O   LYS A  75      61.006  69.704  41.918  1.00  0.00

ATOM   1134  N   MET A  76      59.510  68.094  42.319  1.00  0.00

ATOM   1135  H   MET A  76      59.368  67.090  42.384  1.00  0.00

ATOM   1136  CA  MET A  76      58.322  68.905  42.169  1.00  0.00

ATOM   1137  HA  MET A  76      58.373  69.427  41.210  1.00  0.00

ATOM   1138  CB  MET A  76      57.132  67.959  42.063  1.00  0.00

ATOM   1139  HB1 MET A  76      56.913  67.551  43.052  1.00  0.00

ATOM   1140  HB2 MET A  76      57.373  67.130  41.400  1.00  0.00

ATOM   1141  CG  MET A  76      55.888  68.632  41.493  1.00  0.00

ATOM   1142  HG1 MET A  76      56.216  69.220  40.637  1.00  0.00

ATOM   1143  HG2 MET A  76      55.601  69.379  42.236  1.00  0.00

ATOM   1144  SD  MET A  76      54.538  67.539  40.977  1.00  0.00

ATOM   1145  CE  MET A  76      53.806  68.559  39.666  1.00  0.00

ATOM   1146  HE1 MET A  76      54.457  68.750  38.824  1.00  0.00

ATOM   1147  HE2 MET A  76      52.987  67.977  39.253  1.00  0.00

ATOM   1148  HE3 MET A  76      53.431  69.513  40.045  1.00  0.00

ATOM   1149  C   MET A  76      58.056  69.966  43.243  1.00  0.00

ATOM   1150  O   MET A  76      57.740  71.084  42.849  1.00  0.00

ATOM   1151  N   LYS A  77      58.344  69.704  44.512  1.00  0.00

ATOM   1152  H   LYS A  77      58.562  68.733  44.697  1.00  0.00

ATOM   1153  CA  LYS A  77      58.356  70.684  45.575  1.00  0.00

ATOM   1154  HA  LYS A  77      57.504  71.348  45.385  1.00  0.00

ATOM   1155  CB  LYS A  77      57.977  69.856  46.809  1.00  0.00

ATOM   1156  HB1 LYS A  77      58.158  70.445  47.704  1.00  0.00

ATOM   1157  HB2 LYS A  77      58.587  68.981  47.016  1.00  0.00

ATOM   1158  CG  LYS A  77      56.547  69.356  46.967  1.00  0.00

ATOM   1159  HG1 LYS A  77      56.351  68.609  46.205  1.00  0.00

ATOM   1160  HG2 LYS A  77      55.826  70.177  46.976  1.00  0.00

ATOM   1161  CD  LYS A  77      56.427  68.576  48.269  1.00  0.00

ATOM   1162  HD1 LYS A  77      56.862  69.169  49.071  1.00  0.00

ATOM   1163  HD2 LYS A  77      57.006  67.661  48.261  1.00  0.00

ATOM   1164  CE  LYS A  77      54.953  68.307  48.589  1.00  0.00

ATOM   1165  HE1 LYS A  77      54.347  69.203  48.542  1.00  0.00

ATOM   1166  HE2 LYS A  77      54.848  67.830  49.568  1.00  0.00

ATOM   1167  NZ  LYS A  77      54.256  67.366  47.694  1.00  0.00

ATOM   1168  HZ1 LYS A  77      54.330  67.521  46.702  1.00  0.00

ATOM   1169  HZ2 LYS A  77      54.680  66.448  47.735  1.00  0.00

ATOM   1170  HZ3 LYS A  77      53.281  67.364  47.953  1.00  0.00

ATOM   1171  C   LYS A  77      59.672  71.431  45.759  1.00  0.00

ATOM   1172  O   LYS A  77      59.722  72.414  46.493  1.00  0.00

ATOM   1173  N   ASP A  78      60.787  71.194  45.077  1.00  0.00

ATOM   1174  H   ASP A  78      60.767  70.371  44.495  1.00  0.00

ATOM   1175  CA  ASP A  78      61.942  72.053  44.887  1.00  0.00

ATOM   1176  HA  ASP A  78      62.183  72.619  45.792  1.00  0.00

ATOM   1177  CB  ASP A  78      63.179  71.264  44.463  1.00  0.00

ATOM   1178  HB1 ASP A  78      63.146  70.842  43.455  1.00  0.00

ATOM   1179  HB2 ASP A  78      63.216  70.415  45.149  1.00  0.00

ATOM   1180  CG  ASP A  78      64.478  72.051  44.502  1.00  0.00

ATOM   1181  OD1 ASP A  78      64.543  73.291  44.650  1.00  0.00

ATOM   1182  OD2 ASP A  78      65.549  71.433  44.328  1.00  0.00

ATOM   1183  C   ASP A  78      61.539  73.030  43.790  1.00  0.00

ATOM   1184  O   ASP A  78      61.889  72.879  42.626  1.00  0.00

ATOM   1185  N   THR A  79      60.838  74.109  44.163  1.00  0.00

ATOM   1186  H   THR A  79      60.588  74.145  45.136  1.00  0.00

ATOM   1187  CA  THR A  79      60.616  75.333  43.415  1.00  0.00

ATOM   1188  HA  THR A  79      60.102  75.076  42.488  1.00  0.00

ATOM   1189  CB  THR A  79      59.629  76.212  44.165  1.00  0.00

ATOM   1190  HB  THR A  79      60.153  76.840  44.898  1.00  0.00

ATOM   1191  CG2 THR A  79      58.710  77.019  43.257  1.00  0.00

ATOM   1192 1HG2 THR A  79      57.802  77.353  43.768  1.00  0.00

ATOM   1193 2HG2 THR A  79      59.348  77.826  42.891  1.00  0.00

ATOM   1194 3HG2 THR A  79      58.240  76.452  42.448  1.00  0.00

ATOM   1195  OG1 THR A  79      58.731  75.388  44.861  1.00  0.00

ATOM   1196  HG1 THR A  79      58.112  75.895  45.402  1.00  0.00

ATOM   1197  C   THR A  79      61.879  76.104  43.042  1.00  0.00

ATOM   1198  O   THR A  79      61.790  77.222  42.537  1.00  0.00

ATOM   1199  N   ASP A  80      63.107  75.599  43.189  1.00  0.00

ATOM   1200  H   ASP A  80      63.092  74.694  43.614  1.00  0.00

ATOM   1201  CA  ASP A  80      64.399  76.209  42.934  1.00  0.00

ATOM   1202  HA  ASP A  80      64.384  76.988  42.180  1.00  0.00

ATOM   1203  CB  ASP A  80      64.882  76.780  44.266  1.00  0.00

ATOM   1204  HB1 ASP A  80      65.183  75.954  44.918  1.00  0.00

ATOM   1205  HB2 ASP A  80      64.085  77.306  44.789  1.00  0.00

ATOM   1206  CG  ASP A  80      65.996  77.808  44.126  1.00  0.00

ATOM   1207  OD1 ASP A  80      66.954  77.681  44.911  1.00  0.00

ATOM   1208  OD2 ASP A  80      65.878  78.679  43.232  1.00  0.00

ATOM   1209  C   ASP A  80      65.382  75.299  42.205  1.00  0.00

ATOM   1210  O   ASP A  80      66.577  75.418  42.466  1.00  0.00

ATOM   1211  N   SER A  81      64.935  74.397  41.329  1.00  0.00

ATOM   1212  H   SER A  81      63.927  74.426  41.257  1.00  0.00

ATOM   1213  CA  SER A  81      65.678  73.376  40.609  1.00  0.00

ATOM   1214  HA  SER A  81      66.303  72.913  41.372  1.00  0.00

ATOM   1215  CB  SER A  81      64.683  72.306  40.178  1.00  0.00

ATOM   1216  HB1 SER A  81      65.279  71.598  39.595  1.00  0.00

ATOM   1217  HB2 SER A  81      63.967  72.789  39.504  1.00  0.00

ATOM   1218  OG  SER A  81      64.007  71.657  41.232  1.00  0.00

ATOM   1219  HG  SER A  81      63.311  72.170  41.665  1.00  0.00

ATOM   1220  C   SER A  81      66.474  73.956  39.443  1.00  0.00

ATOM   1221  O   SER A  81      66.748  73.299  38.443  1.00  0.00

ATOM   1222  N   GLU A  82      66.876  75.223  39.536  1.00  0.00

ATOM   1223  H   GLU A  82      66.738  75.813  40.341  1.00  0.00

ATOM   1224  CA  GLU A  82      67.402  75.784  38.298  1.00  0.00

ATOM   1225  HA  GLU A  82      66.737  75.515  37.482  1.00  0.00

ATOM   1226  CB  GLU A  82      67.426  77.315  38.305  1.00  0.00

ATOM   1227  HB1 GLU A  82      66.362  77.542  38.395  1.00  0.00

ATOM   1228  HB2 GLU A  82      67.820  77.785  37.406  1.00  0.00

ATOM   1229  CG  GLU A  82      68.148  77.871  39.523  1.00  0.00

ATOM   1230  HG1 GLU A  82      68.955  77.203  39.829  1.00  0.00

ATOM   1231  HG2 GLU A  82      67.438  77.839  40.345  1.00  0.00

ATOM   1232  CD  GLU A  82      68.586  79.292  39.191  1.00  0.00

ATOM   1233  OE1 GLU A  82      69.680  79.724  39.617  1.00  0.00

ATOM   1234  OE2 GLU A  82      67.903  80.030  38.439  1.00  0.00

ATOM   1235  C   GLU A  82      68.743  75.221  37.875  1.00  0.00

ATOM   1236  O   GLU A  82      69.103  75.344  36.709  1.00  0.00

ATOM   1237  N   GLU A  83      69.398  74.472  38.775  1.00  0.00

ATOM   1238  H   GLU A  83      68.871  74.326  39.615  1.00  0.00

ATOM   1239  CA  GLU A  83      70.640  73.752  38.578  1.00  0.00

ATOM   1240  HA  GLU A  83      71.390  74.326  38.038  1.00  0.00

ATOM   1241  CB  GLU A  83      71.222  73.296  39.910  1.00  0.00

ATOM   1242  HB1 GLU A  83      71.828  72.404  39.749  1.00  0.00

ATOM   1243  HB2 GLU A  83      70.426  73.014  40.597  1.00  0.00

ATOM   1244  CG  GLU A  83      72.087  74.286  40.687  1.00  0.00

ATOM   1245  HG1 GLU A  83      72.418  74.006  41.694  1.00  0.00

ATOM   1246  HG2 GLU A  83      71.590  75.247  40.864  1.00  0.00

ATOM   1247  CD  GLU A  83      73.283  74.591  39.797  1.00  0.00

ATOM   1248  OE1 GLU A  83      73.386  75.657  39.155  1.00  0.00

ATOM   1249  OE2 GLU A  83      74.164  73.730  39.600  1.00  0.00

ATOM   1250  C   GLU A  83      70.437  72.508  37.726  1.00  0.00

ATOM   1251  O   GLU A  83      71.387  71.860  37.290  1.00  0.00

ATOM   1252  N   GLU A  84      69.196  72.048  37.510  1.00  0.00

ATOM   1253  H   GLU A  84      68.378  72.384  37.999  1.00  0.00

ATOM   1254  CA  GLU A  84      68.728  70.987  36.632  1.00  0.00

ATOM   1255  HA  GLU A  84      69.504  70.260  36.384  1.00  0.00

ATOM   1256  CB  GLU A  84      67.675  70.202  37.414  1.00  0.00

ATOM   1257  HB1 GLU A  84      67.233  69.392  36.833  1.00  0.00

ATOM   1258  HB2 GLU A  84      66.857  70.877  37.658  1.00  0.00

ATOM   1259  CG  GLU A  84      68.234  69.356  38.553  1.00  0.00

ATOM   1260  HG1 GLU A  84      69.085  68.763  38.246  1.00  0.00

ATOM   1261  HG2 GLU A  84      67.467  68.620  38.802  1.00  0.00

ATOM   1262  CD  GLU A  84      68.642  70.137  39.793  1.00  0.00

ATOM   1263  OE1 GLU A  84      67.734  70.773  40.379  1.00  0.00

ATOM   1264  OE2 GLU A  84      69.806  70.029  40.242  1.00  0.00

ATOM   1265  C   GLU A  84      68.264  71.601  35.321  1.00  0.00

ATOM   1266  O   GLU A  84      68.459  70.944  34.299  1.00  0.00

ATOM   1267  N   ILE A  85      67.776  72.835  35.246  1.00  0.00

ATOM   1268  H   ILE A  85      67.548  73.267  36.125  1.00  0.00

ATOM   1269  CA  ILE A  85      67.659  73.624  34.028  1.00  0.00

ATOM   1270  HA  ILE A  85      67.130  72.973  33.330  1.00  0.00

ATOM   1271  CB  ILE A  85      66.840  74.901  34.170  1.00  0.00

ATOM   1272  HB  ILE A  85      67.318  75.546  34.912  1.00  0.00

ATOM   1273  CG2 ILE A  85      66.681  75.646  32.848  1.00  0.00

ATOM   1274 1HG2 ILE A  85      65.849  76.349  32.837  1.00  0.00

ATOM   1275 2HG2 ILE A  85      67.535  76.287  32.633  1.00  0.00

ATOM   1276 3HG2 ILE A  85      66.618  74.955  32.003  1.00  0.00

ATOM   1277  CG1 ILE A  85      65.446  74.647  34.744  1.00  0.00

ATOM   1278 1HG1 ILE A  85      65.719  74.284  35.733  1.00  0.00

ATOM   1279 2HG1 ILE A  85      65.069  73.837  34.137  1.00  0.00

ATOM   1280  CD  ILE A  85      64.550  75.886  34.817  1.00  0.00

ATOM   1281  HD1 ILE A  85      63.715  75.750  35.501  1.00  0.00

ATOM   1282  HD2 ILE A  85      65.186  76.662  35.234  1.00  0.00

ATOM   1283  HD3 ILE A  85      64.055  76.142  33.879  1.00  0.00

ATOM   1284  C   ILE A  85      68.988  73.801  33.314  1.00  0.00

ATOM   1285  O   ILE A  85      69.169  73.504  32.144  1.00  0.00

ATOM   1286  N   ARG A  86      70.011  74.262  34.042  1.00  0.00

ATOM   1287  H   ARG A  86      69.835  74.623  34.965  1.00  0.00

ATOM   1288  CA  ARG A  86      71.379  74.357  33.567  1.00  0.00

ATOM   1289  HA  ARG A  86      71.337  74.945  32.644  1.00  0.00

ATOM   1290  CB  ARG A  86      72.347  75.096  34.493  1.00  0.00

ATOM   1291  HB1 ARG A  86      73.304  74.816  34.057  1.00  0.00

ATOM   1292  HB2 ARG A  86      72.453  74.784  35.529  1.00  0.00

ATOM   1293  CG  ARG A  86      72.133  76.606  34.487  1.00  0.00

ATOM   1294  HG1 ARG A  86      71.111  76.833  34.786  1.00  0.00

ATOM   1295  HG2 ARG A  86      72.327  76.976  33.485  1.00  0.00

ATOM   1296  CD  ARG A  86      73.137  77.338  35.378  1.00  0.00

ATOM   1297  HD1 ARG A  86      73.163  78.419  35.210  1.00  0.00

ATOM   1298  HD2 ARG A  86      74.169  76.992  35.355  1.00  0.00

ATOM   1299  NE  ARG A  86      72.661  77.268  36.754  1.00  0.00

ATOM   1300  HE  ARG A  86      73.272  76.721  37.340  1.00  0.00

ATOM   1301  CZ  ARG A  86      71.812  78.027  37.464  1.00  0.00

ATOM   1302  NH1 ARG A  86      71.007  78.843  36.774  1.00  0.00

ATOM   1303 1HH1 ARG A  86      71.067  78.763  35.765  1.00  0.00

ATOM   1304 2HH1 ARG A  86      70.384  79.533  37.173  1.00  0.00

ATOM   1305  NH2 ARG A  86      71.690  77.872  38.795  1.00  0.00

ATOM   1306 1HH2 ARG A  86      72.130  77.053  39.194  1.00  0.00

ATOM   1307 2HH2 ARG A  86      71.120  78.540  39.292  1.00  0.00

ATOM   1308  C   ARG A  86      72.023  73.034  33.199  1.00  0.00

ATOM   1309  O   ARG A  86      72.810  73.033  32.246  1.00  0.00

ATOM   1310  N   GLU A  87      71.734  71.903  33.860  1.00  0.00

ATOM   1311  H   GLU A  87      71.167  72.076  34.668  1.00  0.00

ATOM   1312  CA  GLU A  87      72.237  70.590  33.517  1.00  0.00

ATOM   1313  HA  GLU A  87      73.311  70.639  33.347  1.00  0.00

ATOM   1314  CB  GLU A  87      72.040  69.638  34.695  1.00  0.00

ATOM   1315  HB1 GLU A  87      70.980  69.490  34.920  1.00  0.00

ATOM   1316  HB2 GLU A  87      72.605  69.900  35.578  1.00  0.00

ATOM   1317  CG  GLU A  87      72.613  68.268  34.321  1.00  0.00

ATOM   1318  HG1 GLU A  87      72.163  67.881  33.409  1.00  0.00

ATOM   1319  HG2 GLU A  87      72.260  67.561  35.078  1.00  0.00

ATOM   1320  CD  GLU A  87      74.126  68.250  34.301  1.00  0.00

ATOM   1321  OE1 GLU A  87      74.780  68.904  33.460  1.00  0.00

ATOM   1322  OE2 GLU A  87      74.725  67.518  35.112  1.00  0.00

ATOM   1323  C   GLU A  87      71.581  70.165  32.219  1.00  0.00

ATOM   1324  O   GLU A  87      72.244  69.753  31.275  1.00  0.00

ATOM   1325  N   ALA A  88      70.258  70.304  32.072  1.00  0.00

ATOM   1326  H   ALA A  88      69.681  70.692  32.806  1.00  0.00

ATOM   1327  CA  ALA A  88      69.475  70.081  30.870  1.00  0.00

ATOM   1328  HA  ALA A  88      69.631  69.029  30.628  1.00  0.00

ATOM   1329  CB  ALA A  88      68.003  70.337  31.176  1.00  0.00

ATOM   1330  HB1 ALA A  88      67.376  69.998  30.354  1.00  0.00

ATOM   1331  HB2 ALA A  88      67.822  69.895  32.156  1.00  0.00

ATOM   1332  HB3 ALA A  88      67.953  71.425  31.280  1.00  0.00

ATOM   1333  C   ALA A  88      69.988  70.856  29.674  1.00  0.00

ATOM   1334  O   ALA A  88      70.048  70.295  28.575  1.00  0.00

ATOM   1335  N   PHE A  89      70.328  72.140  29.844  1.00  0.00

ATOM   1336  H   PHE A  89      70.147  72.496  30.774  1.00  0.00

ATOM   1337  CA  PHE A  89      71.043  72.890  28.835  1.00  0.00

ATOM   1338  HA  PHE A  89      70.548  72.788  27.867  1.00  0.00

ATOM   1339  CB  PHE A  89      71.100  74.345  29.289  1.00  0.00

ATOM   1340  HB1 PHE A  89      71.839  74.351  30.086  1.00  0.00

ATOM   1341  HB2 PHE A  89      70.141  74.687  29.710  1.00  0.00

ATOM   1342  CG  PHE A  89      71.614  75.371  28.308  1.00  0.00

ATOM   1343  CD1 PHE A  89      70.659  76.010  27.515  1.00  0.00

ATOM   1344  HD1 PHE A  89      69.625  75.706  27.635  1.00  0.00

ATOM   1345  CE1 PHE A  89      71.194  76.824  26.512  1.00  0.00

ATOM   1346  HE1 PHE A  89      70.504  77.457  25.968  1.00  0.00

ATOM   1347  CZ  PHE A  89      72.538  77.031  26.194  1.00  0.00

ATOM   1348  HZ  PHE A  89      72.827  77.743  25.441  1.00  0.00

ATOM   1349  CE2 PHE A  89      73.441  76.391  27.061  1.00  0.00

ATOM   1350  HE2 PHE A  89      74.496  76.588  26.942  1.00  0.00

ATOM   1351  CD2 PHE A  89      72.973  75.687  28.169  1.00  0.00

ATOM   1352  HD2 PHE A  89      73.684  75.071  28.696  1.00  0.00

ATOM   1353  C   PHE A  89      72.442  72.435  28.432  1.00  0.00

ATOM   1354  O   PHE A  89      72.771  72.322  27.252  1.00  0.00

ATOM   1355  N   ARG A  90      73.268  71.984  29.378  1.00  0.00

ATOM   1356  H   ARG A  90      73.080  72.194  30.347  1.00  0.00

ATOM   1357  CA  ARG A  90      74.568  71.377  29.166  1.00  0.00

ATOM   1358  HA  ARG A  90      75.140  71.999  28.465  1.00  0.00

ATOM   1359  CB  ARG A  90      75.322  71.400  30.494  1.00  0.00

ATOM   1360  HB1 ARG A  90      74.849  70.661  31.132  1.00  0.00

ATOM   1361  HB2 ARG A  90      75.265  72.391  30.944  1.00  0.00

ATOM   1362  CG  ARG A  90      76.787  70.980  30.442  1.00  0.00

ATOM   1363  HG1 ARG A  90      77.353  71.384  29.595  1.00  0.00

ATOM   1364  HG2 ARG A  90      76.800  69.894  30.394  1.00  0.00

ATOM   1365  CD  ARG A  90      77.576  71.368  31.693  1.00  0.00

ATOM   1366  HD1 ARG A  90      77.452  72.447  31.773  1.00  0.00

ATOM   1367  HD2 ARG A  90      78.625  71.102  31.623  1.00  0.00

ATOM   1368  NE  ARG A  90      77.071  70.651  32.864  1.00  0.00

ATOM   1369  HE  ARG A  90      76.283  70.035  32.673  1.00  0.00

ATOM   1370  CZ  ARG A  90      77.325  70.884  34.156  1.00  0.00

ATOM   1371  NH1 ARG A  90      78.476  71.456  34.556  1.00  0.00

ATOM   1372 1HH1 ARG A  90      79.019  71.915  33.847  1.00  0.00

ATOM   1373 2HH1 ARG A  90      78.683  71.750  35.501  1.00  0.00

ATOM   1374  NH2 ARG A  90      76.609  70.375  35.164  1.00  0.00

ATOM   1375 1HH2 ARG A  90      75.788  69.866  34.872  1.00  0.00

ATOM   1376 2HH2 ARG A  90      76.841  70.375  36.146  1.00  0.00

ATOM   1377  C   ARG A  90      74.479  69.974  28.591  1.00  0.00

ATOM   1378  O   ARG A  90      75.491  69.558  28.041  1.00  0.00

ATOM   1379  N   VAL A  91      73.325  69.286  28.528  1.00  0.00

ATOM   1380  H   VAL A  91      72.512  69.696  28.973  1.00  0.00

ATOM   1381  CA  VAL A  91      73.165  68.068  27.758  1.00  0.00

ATOM   1382  HA  VAL A  91      74.074  67.479  27.686  1.00  0.00

ATOM   1383  CB  VAL A  91      72.096  67.163  28.354  1.00  0.00

ATOM   1384  HB  VAL A  91      71.231  67.776  28.572  1.00  0.00

ATOM   1385  CG1 VAL A  91      71.736  66.031  27.394  1.00  0.00

ATOM   1386 1HG1 VAL A  91      71.072  65.271  27.811  1.00  0.00

ATOM   1387 2HG1 VAL A  91      71.253  66.454  26.510  1.00  0.00

ATOM   1388 3HG1 VAL A  91      72.586  65.438  27.087  1.00  0.00

ATOM   1389  CG2 VAL A  91      72.415  66.664  29.763  1.00  0.00

ATOM   1390 1HG2 VAL A  91      73.341  66.100  29.690  1.00  0.00

ATOM   1391 2HG2 VAL A  91      72.551  67.447  30.509  1.00  0.00

ATOM   1392 3HG2 VAL A  91      71.660  66.001  30.181  1.00  0.00

ATOM   1393  C   VAL A  91      72.906  68.317  26.275  1.00  0.00

ATOM   1394  O   VAL A  91      73.446  67.654  25.396  1.00  0.00

ATOM   1395  N   PHE A  92      72.173  69.411  26.086  1.00  0.00

ATOM   1396  H   PHE A  92      71.631  69.792  26.849  1.00  0.00

ATOM   1397  CA  PHE A  92      71.914  69.978  24.780  1.00  0.00

ATOM   1398  HA  PHE A  92      71.650  69.125  24.151  1.00  0.00

ATOM   1399  CB  PHE A  92      70.681  70.883  24.803  1.00  0.00

ATOM   1400  HB1 PHE A  92      70.777  71.590  23.982  1.00  0.00

ATOM   1401  HB2 PHE A  92      70.683  71.417  25.753  1.00  0.00

ATOM   1402  CG  PHE A  92      69.314  70.286  24.611  1.00  0.00

ATOM   1403  CD1 PHE A  92      68.216  70.594  25.426  1.00  0.00

ATOM   1404  HD1 PHE A  92      68.320  71.138  26.353  1.00  0.00

ATOM   1405  CE1 PHE A  92      66.911  70.223  25.091  1.00  0.00

ATOM   1406  HE1 PHE A  92      66.062  70.333  25.769  1.00  0.00

ATOM   1407  CZ  PHE A  92      66.732  69.413  23.962  1.00  0.00

ATOM   1408  HZ  PHE A  92      65.774  69.038  23.640  1.00  0.00

ATOM   1409  CE2 PHE A  92      67.799  69.130  23.104  1.00  0.00

ATOM   1410  HE2 PHE A  92      67.714  68.516  22.226  1.00  0.00

ATOM   1411  CD2 PHE A  92      69.086  69.577  23.419  1.00  0.00

ATOM   1412  HD2 PHE A  92      69.935  69.349  22.790  1.00  0.00

ATOM   1413  C   PHE A  92      73.083  70.733  24.169  1.00  0.00

ATOM   1414  O   PHE A  92      73.257  70.458  22.981  1.00  0.00

ATOM   1415  N   ASP A  93      73.853  71.614  24.809  1.00  0.00

ATOM   1416  H   ASP A  93      73.648  71.751  25.790  1.00  0.00

ATOM   1417  CA  ASP A  93      74.998  72.238  24.171  1.00  0.00

ATOM   1418  HA  ASP A  93      74.784  72.313  23.112  1.00  0.00

ATOM   1419  CB  ASP A  93      75.340  73.592  24.792  1.00  0.00

ATOM   1420  HB1 ASP A  93      75.682  73.462  25.817  1.00  0.00

ATOM   1421  HB2 ASP A  93      74.434  74.200  24.772  1.00  0.00

ATOM   1422  CG  ASP A  93      76.474  74.277  24.052  1.00  0.00

ATOM   1423  OD1 ASP A  93      76.752  74.296  22.827  1.00  0.00

ATOM   1424  OD2 ASP A  93      77.169  74.974  24.826  1.00  0.00

ATOM   1425  C   ASP A  93      76.147  71.240  24.147  1.00  0.00

ATOM   1426  O   ASP A  93      76.711  70.913  25.190  1.00  0.00

ATOM   1427  N   LYS A  94      76.567  70.722  22.990  1.00  0.00

ATOM   1428  H   LYS A  94      76.088  71.006  22.145  1.00  0.00

ATOM   1429  CA  LYS A  94      77.380  69.527  22.906  1.00  0.00

ATOM   1430  HA  LYS A  94      77.203  68.924  23.793  1.00  0.00

ATOM   1431  CB  LYS A  94      76.933  68.823  21.636  1.00  0.00

ATOM   1432  HB1 LYS A  94      77.145  69.437  20.751  1.00  0.00

ATOM   1433  HB2 LYS A  94      75.851  68.719  21.623  1.00  0.00

ATOM   1434  CG  LYS A  94      77.482  67.402  21.506  1.00  0.00

ATOM   1435  HG1 LYS A  94      77.643  66.977  22.495  1.00  0.00

ATOM   1436  HG2 LYS A  94      78.501  67.500  21.148  1.00  0.00

ATOM   1437  CD  LYS A  94      76.724  66.478  20.559  1.00  0.00

ATOM   1438  HD1 LYS A  94      75.961  65.939  21.126  1.00  0.00

ATOM   1439  HD2 LYS A  94      77.393  65.702  20.202  1.00  0.00

ATOM   1440  CE  LYS A  94      75.982  67.093  19.367  1.00  0.00

ATOM   1441  HE1 LYS A  94      75.215  67.764  19.746  1.00  0.00

ATOM   1442  HE2 LYS A  94      75.436  66.297  18.862  1.00  0.00

ATOM   1443  NZ  LYS A  94      76.876  67.694  18.366  1.00  0.00

ATOM   1444  HZ1 LYS A  94      76.655  67.641  17.385  1.00  0.00

ATOM   1445  HZ2 LYS A  94      77.191  68.635  18.527  1.00  0.00

ATOM   1446  HZ3 LYS A  94      77.699  67.100  18.409  1.00  0.00

ATOM   1447  C   LYS A  94      78.888  69.747  22.828  1.00  0.00

ATOM   1448  O   LYS A  94      79.728  68.859  23.009  1.00  0.00

ATOM   1449  N   ASP A  95      79.355  70.952  22.516  1.00  0.00

ATOM   1450  H   ASP A  95      78.611  71.559  22.174  1.00  0.00

ATOM   1451  CA  ASP A  95      80.668  71.468  22.193  1.00  0.00

ATOM   1452  HA  ASP A  95      81.421  70.765  22.562  1.00  0.00

ATOM   1453  CB  ASP A  95      80.878  71.642  20.689  1.00  0.00

ATOM   1454  HB1 ASP A  95      80.600  70.738  20.152  1.00  0.00

ATOM   1455  HB2 ASP A  95      81.902  71.958  20.478  1.00  0.00

ATOM   1456  CG  ASP A  95      80.109  72.831  20.140  1.00  0.00

ATOM   1457  OD1 ASP A  95      79.049  73.216  20.681  1.00  0.00

ATOM   1458  OD2 ASP A  95      80.645  73.384  19.166  1.00  0.00

ATOM   1459  C   ASP A  95      80.913  72.753  22.976  1.00  0.00

ATOM   1460  O   ASP A  95      81.945  73.410  22.841  1.00  0.00

ATOM   1461  N   GLY A  96      79.985  73.137  23.848  1.00  0.00

ATOM   1462  H   GLY A  96      79.187  72.520  23.939  1.00  0.00

ATOM   1463  CA  GLY A  96      80.234  74.018  24.971  1.00  0.00

ATOM   1464  HA1 GLY A  96      81.149  73.678  25.458  1.00  0.00

ATOM   1465  HA2 GLY A  96      79.338  74.012  25.590  1.00  0.00

ATOM   1466  C   GLY A  96      80.402  75.494  24.625  1.00  0.00

ATOM   1467  O   GLY A  96      81.043  76.206  25.388  1.00  0.00

ATOM   1468  N   ASN A  97      79.893  76.017  23.509  1.00  0.00

ATOM   1469  H   ASN A  97      79.439  75.304  22.952  1.00  0.00

ATOM   1470  CA  ASN A  97      79.964  77.413  23.122  1.00  0.00

ATOM   1471  HA  ASN A  97      80.818  77.956  23.533  1.00  0.00

ATOM   1472  CB  ASN A  97      79.944  77.465  21.590  1.00  0.00

ATOM   1473  HB1 ASN A  97      80.587  76.636  21.291  1.00  0.00

ATOM   1474  HB2 ASN A  97      80.558  78.322  21.319  1.00  0.00

ATOM   1475  CG  ASN A  97      78.564  77.455  20.952  1.00  0.00

ATOM   1476  OD1 ASN A  97      77.722  76.616  21.291  1.00  0.00

ATOM   1477  ND2 ASN A  97      78.264  78.359  20.019  1.00  0.00

ATOM   1478 1HD2 ASN A  97      78.968  79.057  19.813  1.00  0.00

ATOM   1479 2HD2 ASN A  97      77.333  78.389  19.639  1.00  0.00

ATOM   1480  C   ASN A  97      78.884  78.300  23.700  1.00  0.00

ATOM   1481  O   ASN A  97      78.882  79.515  23.556  1.00  0.00

ATOM   1482  N   GLY A  98      77.835  77.806  24.370  1.00  0.00

ATOM   1483  H   GLY A  98      77.739  76.803  24.462  1.00  0.00

ATOM   1484  CA  GLY A  98      76.759  78.524  25.020  1.00  0.00

ATOM   1485  HA1 GLY A  98      77.075  79.543  25.216  1.00  0.00

ATOM   1486  HA2 GLY A  98      76.717  77.998  25.970  1.00  0.00

ATOM   1487  C   GLY A  98      75.407  78.640  24.330  1.00  0.00

ATOM   1488  O   GLY A  98      74.560  79.415  24.774  1.00  0.00

ATOM   1489  N   TYR A  99      75.313  77.878  23.241  1.00  0.00

ATOM   1490  H   TYR A  99      76.061  77.288  22.886  1.00  0.00

ATOM   1491  CA  TYR A  99      74.171  77.904  22.349  1.00  0.00

ATOM   1492  HA  TYR A  99      73.337  78.282  22.946  1.00  0.00

ATOM   1493  CB  TYR A  99      74.335  78.857  21.176  1.00  0.00

ATOM   1494  HB1 TYR A  99      73.485  78.805  20.495  1.00  0.00

ATOM   1495  HB2 TYR A  99      75.155  78.554  20.524  1.00  0.00

ATOM   1496  CG  TYR A  99      74.694  80.291  21.514  1.00  0.00

ATOM   1497  CD1 TYR A  99      76.015  80.728  21.621  1.00  0.00

ATOM   1498  HD1 TYR A  99      76.849  80.058  21.469  1.00  0.00

ATOM   1499  CE1 TYR A  99      76.358  82.031  22.015  1.00  0.00

ATOM   1500  HE1 TYR A  99      77.397  82.306  22.064  1.00  0.00

ATOM   1501  CZ  TYR A  99      75.310  82.963  22.153  1.00  0.00

ATOM   1502  OH  TYR A  99      75.618  84.255  22.480  1.00  0.00

ATOM   1503  HH  TYR A  99      74.868  84.812  22.696  1.00  0.00

ATOM   1504  CE2 TYR A  99      73.978  82.556  21.978  1.00  0.00

ATOM   1505  HE2 TYR A  99      73.215  83.296  22.203  1.00  0.00

ATOM   1506  CD2 TYR A  99      73.677  81.209  21.768  1.00  0.00

ATOM   1507  HD2 TYR A  99      72.603  81.015  21.746  1.00  0.00

ATOM   1508  C   TYR A  99      73.813  76.523  21.807  1.00  0.00

ATOM   1509  O   TYR A  99      74.719  75.774  21.428  1.00  0.00

ATOM   1510  N   ILE A 100      72.519  76.230  21.736  1.00  0.00

ATOM   1511  H   ILE A 100      71.875  76.916  22.081  1.00  0.00

ATOM   1512  CA  ILE A 100      71.896  75.017  21.238  1.00  0.00

ATOM   1513  HA  ILE A 100      72.638  74.254  21.000  1.00  0.00

ATOM   1514  CB  ILE A 100      70.882  74.450  22.227  1.00  0.00

ATOM   1515  HB  ILE A 100      70.044  75.120  22.049  1.00  0.00

ATOM   1516  CG2 ILE A 100      70.467  73.078  21.695  1.00  0.00

ATOM   1517 1HG2 ILE A 100      70.147  73.212  20.660  1.00  0.00

ATOM   1518 2HG2 ILE A 100      71.290  72.365  21.786  1.00  0.00

ATOM   1519 3HG2 ILE A 100      69.654  72.681  22.289  1.00  0.00

ATOM   1520  CG1 ILE A 100      71.278  74.428  23.690  1.00  0.00

ATOM   1521 1HG1 ILE A 100      71.744  75.369  23.984  1.00  0.00

ATOM   1522 2HG1 ILE A 100      72.003  73.617  23.703  1.00  0.00

ATOM   1523  CD  ILE A 100      70.114  74.177  24.658  1.00  0.00

ATOM   1524  HD1 ILE A 100      69.441  75.028  24.740  1.00  0.00

ATOM   1525  HD2 ILE A 100      69.580  73.281  24.337  1.00  0.00

ATOM   1526  HD3 ILE A 100      70.533  74.031  25.654  1.00  0.00

ATOM   1527  C   ILE A 100      71.322  75.329  19.864  1.00  0.00

ATOM   1528  O   ILE A 100      70.489  76.215  19.660  1.00  0.00

ATOM   1529  N   SER A 101      71.865  74.574  18.905  1.00  0.00

ATOM   1530  H   SER A 101      72.693  74.096  19.244  1.00  0.00

ATOM   1531  CA  SER A 101      71.587  74.582  17.478  1.00  0.00

ATOM   1532  HA  SER A 101      71.133  75.545  17.223  1.00  0.00

ATOM   1533  CB  SER A 101      72.937  74.539  16.779  1.00  0.00

ATOM   1534  HB1 SER A 101      73.571  75.354  17.112  1.00  0.00

ATOM   1535  HB2 SER A 101      72.675  74.596  15.719  1.00  0.00

ATOM   1536  OG  SER A 101      73.639  73.337  17.044  1.00  0.00

ATOM   1537  HG  SER A 101      73.886  73.382  17.970  1.00  0.00

ATOM   1538  C   SER A 101      70.779  73.410  16.957  1.00  0.00

ATOM   1539  O   SER A 101      70.569  72.403  17.623  1.00  0.00

ATOM   1540  N   ALA A 102      70.443  73.486  15.668  1.00  0.00

ATOM   1541  H   ALA A 102      70.600  74.296  15.089  1.00  0.00

ATOM   1542  CA  ALA A 102      69.550  72.484  15.104  1.00  0.00

ATOM   1543  HA  ALA A 102      68.643  72.414  15.704  1.00  0.00

ATOM   1544  CB  ALA A 102      69.246  72.934  13.688  1.00  0.00

ATOM   1545  HB1 ALA A 102      70.115  73.001  13.036  1.00  0.00

ATOM   1546  HB2 ALA A 102      68.381  72.375  13.314  1.00  0.00

ATOM   1547  HB3 ALA A 102      68.790  73.925  13.724  1.00  0.00

ATOM   1548  C   ALA A 102      70.183  71.098  15.085  1.00  0.00

ATOM   1549  O   ALA A 102      69.460  70.199  15.514  1.00  0.00

ATOM   1550  N   ALA A 103      71.464  70.890  14.758  1.00  0.00

ATOM   1551  H   ALA A 103      71.961  71.747  14.586  1.00  0.00

ATOM   1552  CA  ALA A 103      72.167  69.634  14.925  1.00  0.00

ATOM   1553  HA  ALA A 103      71.826  68.892  14.209  1.00  0.00

ATOM   1554  CB  ALA A 103      73.615  69.956  14.555  1.00  0.00

ATOM   1555  HB1 ALA A 103      73.705  70.243  13.506  1.00  0.00

ATOM   1556  HB2 ALA A 103      73.883  70.884  15.061  1.00  0.00

ATOM   1557  HB3 ALA A 103      74.214  69.097  14.830  1.00  0.00

ATOM   1558  C   ALA A 103      72.116  69.060  16.340  1.00  0.00

ATOM   1559  O   ALA A 103      72.035  67.851  16.542  1.00  0.00

ATOM   1560  N   GLU A 104      72.168  69.933  17.338  1.00  0.00

ATOM   1561  H   GLU A 104      71.941  70.907  17.175  1.00  0.00

ATOM   1562  CA  GLU A 104      72.176  69.467  18.708  1.00  0.00

ATOM   1563  HA  GLU A 104      72.860  68.617  18.724  1.00  0.00

ATOM   1564  CB  GLU A 104      72.691  70.730  19.394  1.00  0.00

ATOM   1565  HB1 GLU A 104      72.492  70.541  20.448  1.00  0.00

ATOM   1566  HB2 GLU A 104      72.175  71.673  19.220  1.00  0.00

ATOM   1567  CG  GLU A 104      74.201  70.895  19.231  1.00  0.00

ATOM   1568  HG1 GLU A 104      74.414  71.128  18.185  1.00  0.00

ATOM   1569  HG2 GLU A 104      74.735  70.017  19.573  1.00  0.00

ATOM   1570  CD  GLU A 104      74.754  72.131  19.937  1.00  0.00

ATOM   1571  OE1 GLU A 104      75.660  72.041  20.791  1.00  0.00

ATOM   1572  OE2 GLU A 104      74.490  73.284  19.529  1.00  0.00

ATOM   1573  C   GLU A 104      70.808  69.037  19.221  1.00  0.00

ATOM   1574  O   GLU A 104      70.656  68.008  19.882  1.00  0.00

ATOM   1575  N   LEU A 105      69.772  69.829  18.928  1.00  0.00

ATOM   1576  H   LEU A 105      70.022  70.699  18.482  1.00  0.00

ATOM   1577  CA  LEU A 105      68.367  69.560  19.172  1.00  0.00

ATOM   1578  HA  LEU A 105      68.274  69.460  20.252  1.00  0.00

ATOM   1579  CB  LEU A 105      67.554  70.799  18.835  1.00  0.00

ATOM   1580  HB1 LEU A 105      67.581  71.116  17.792  1.00  0.00

ATOM   1581  HB2 LEU A 105      67.952  71.645  19.398  1.00  0.00

ATOM   1582  CG  LEU A 105      66.074  70.589  19.147  1.00  0.00

ATOM   1583  HG  LEU A 105      65.712  69.748  18.557  1.00  0.00

ATOM   1584  CD1 LEU A 105      65.790  70.512  20.650  1.00  0.00

ATOM   1585 1HD1 LEU A 105      66.310  71.279  21.214  1.00  0.00

ATOM   1586 2HD1 LEU A 105      64.717  70.530  20.847  1.00  0.00

ATOM   1587 3HD1 LEU A 105      66.208  69.531  20.873  1.00  0.00

ATOM   1588  CD2 LEU A 105      65.316  71.822  18.657  1.00  0.00

ATOM   1589 1HD2 LEU A 105      64.334  71.672  19.098  1.00  0.00

ATOM   1590 2HD2 LEU A 105      65.705  72.729  19.119  1.00  0.00

ATOM   1591 3HD2 LEU A 105      65.225  71.814  17.571  1.00  0.00

ATOM   1592  C   LEU A 105      67.986  68.259  18.454  1.00  0.00

ATOM   1593  O   LEU A 105      67.344  67.376  19.008  1.00  0.00

ATOM   1594  N   ARG A 106      68.626  67.977  17.323  1.00  0.00

ATOM   1595  H   ARG A 106      69.168  68.710  16.881  1.00  0.00

ATOM   1596  CA  ARG A 106      68.441  66.730  16.612  1.00  0.00

ATOM   1597  HA  ARG A 106      67.385  66.456  16.566  1.00  0.00

ATOM   1598  CB  ARG A 106      68.695  66.955  15.126  1.00  0.00

ATOM   1599  HB1 ARG A 106      69.758  67.034  14.889  1.00  0.00

ATOM   1600  HB2 ARG A 106      68.234  67.880  14.791  1.00  0.00

ATOM   1601  CG  ARG A 106      68.053  65.792  14.370  1.00  0.00

ATOM   1602  HG1 ARG A 106      66.979  65.712  14.574  1.00  0.00

ATOM   1603  HG2 ARG A 106      68.449  64.813  14.633  1.00  0.00

ATOM   1604  CD  ARG A 106      68.017  66.035  12.864  1.00  0.00

ATOM   1605  HD1 ARG A 106      67.620  65.119  12.417  1.00  0.00

ATOM   1606  HD2 ARG A 106      69.037  66.194  12.503  1.00  0.00

ATOM   1607  NE  ARG A 106      67.126  67.131  12.499  1.00  0.00

ATOM   1608  HE  ARG A 106      67.333  68.041  12.891  1.00  0.00

ATOM   1609  CZ  ARG A 106      66.305  67.266  11.448  1.00  0.00

ATOM   1610  NH1 ARG A 106      65.701  66.235  10.832  1.00  0.00

ATOM   1611 1HH1 ARG A 106      65.851  65.305  11.198  1.00  0.00

ATOM   1612 2HH1 ARG A 106      65.022  66.470  10.124  1.00  0.00

ATOM   1613  NH2 ARG A 106      65.846  68.475  11.099  1.00  0.00

ATOM   1614 1HH2 ARG A 106      66.481  69.230  11.305  1.00  0.00

ATOM   1615 2HH2 ARG A 106      65.025  68.497  10.506  1.00  0.00

ATOM   1616  C   ARG A 106      69.212  65.517  17.109  1.00  0.00

ATOM   1617  O   ARG A 106      68.614  64.452  17.187  1.00  0.00

ATOM   1618  N   HIS A 107      70.451  65.739  17.551  1.00  0.00

ATOM   1619  H   HIS A 107      70.879  66.635  17.386  1.00  0.00

ATOM   1620  CA  HIS A 107      71.186  64.764  18.325  1.00  0.00

ATOM   1621  HA  HIS A 107      71.342  63.930  17.648  1.00  0.00

ATOM   1622  CB  HIS A 107      72.598  65.320  18.506  1.00  0.00

ATOM   1623  HB1 HIS A 107      72.709  66.238  19.095  1.00  0.00

ATOM   1624  HB2 HIS A 107      73.002  65.614  17.548  1.00  0.00

ATOM   1625  CG  HIS A 107      73.552  64.355  19.158  1.00  0.00

ATOM   1626  ND1 HIS A 107      74.700  63.788  18.601  1.00  0.00

ATOM   1627  CE1 HIS A 107      75.320  63.156  19.589  1.00  0.00

ATOM   1628  HE1 HIS A 107      76.143  62.472  19.408  1.00  0.00

ATOM   1629  NE2 HIS A 107      74.641  63.261  20.748  1.00  0.00

ATOM   1630  HE2 HIS A 107      74.880  62.704  21.562  1.00  0.00

ATOM   1631  CD2 HIS A 107      73.494  63.977  20.475  1.00  0.00

ATOM   1632  HD2 HIS A 107      72.757  64.223  21.210  1.00  0.00

ATOM   1633  C   HIS A 107      70.568  64.366  19.656  1.00  0.00

ATOM   1634  O   HIS A 107      70.597  63.180  19.993  1.00  0.00

ATOM   1635  N   VAL A 108      69.990  65.216  20.507  1.00  0.00

ATOM   1636  H   VAL A 108      70.082  66.198  20.320  1.00  0.00

ATOM   1637  CA  VAL A 108      69.390  64.819  21.770  1.00  0.00

ATOM   1638  HA  VAL A 108      69.960  64.005  22.211  1.00  0.00

ATOM   1639  CB  VAL A 108      69.462  66.019  22.712  1.00  0.00

ATOM   1640  HB  VAL A 108      69.201  66.950  22.214  1.00  0.00

ATOM   1641  CG1 VAL A 108      68.710  65.802  24.030  1.00  0.00

ATOM   1642 1HG1 VAL A 108      68.846  66.541  24.816  1.00  0.00

ATOM   1643 2HG1 VAL A 108      67.637  65.961  24.009  1.00  0.00

ATOM   1644 3HG1 VAL A 108      68.957  64.810  24.418  1.00  0.00

ATOM   1645  CG2 VAL A 108      70.886  66.299  23.171  1.00  0.00

ATOM   1646 1HG2 VAL A 108      71.619  66.587  22.423  1.00  0.00

ATOM   1647 2HG2 VAL A 108      70.868  67.148  23.862  1.00  0.00

ATOM   1648 3HG2 VAL A 108      71.318  65.432  23.667  1.00  0.00

ATOM   1649  C   VAL A 108      67.997  64.231  21.569  1.00  0.00

ATOM   1650  O   VAL A 108      67.709  63.152  22.090  1.00  0.00

ATOM   1651  N   MET A 109      67.227  64.790  20.629  1.00  0.00

ATOM   1652  H   MET A 109      67.626  65.591  20.167  1.00  0.00

ATOM   1653  CA  MET A 109      66.040  64.129  20.128  1.00  0.00

ATOM   1654  HA  MET A 109      65.313  64.029  20.927  1.00  0.00

ATOM   1655  CB  MET A 109      65.360  65.044  19.102  1.00  0.00

ATOM   1656  HB1 MET A 109      66.110  65.227  18.328  1.00  0.00

ATOM   1657  HB2 MET A 109      65.087  66.007  19.522  1.00  0.00

ATOM   1658  CG  MET A 109      64.061  64.551  18.476  1.00  0.00

ATOM   1659  HG1 MET A 109      63.304  64.872  19.191  1.00  0.00

ATOM   1660  HG2 MET A 109      63.977  63.465  18.408  1.00  0.00

ATOM   1661  SD  MET A 109      63.780  65.354  16.876  1.00  0.00

ATOM   1662  CE  MET A 109      64.977  64.548  15.774  1.00  0.00

ATOM   1663  HE1 MET A 109      64.987  64.760  14.710  1.00  0.00

ATOM   1664  HE2 MET A 109      66.024  64.611  16.070  1.00  0.00

ATOM   1665  HE3 MET A 109      64.674  63.503  15.689  1.00  0.00

ATOM   1666  C   MET A 109      66.291  62.717  19.625  1.00  0.00

ATOM   1667  O   MET A 109      65.640  61.766  20.067  1.00  0.00

ATOM   1668  N   THR A 110      67.306  62.441  18.805  1.00  0.00

ATOM   1669  H   THR A 110      67.829  63.193  18.390  1.00  0.00

ATOM   1670  CA  THR A 110      67.439  61.080  18.326  1.00  0.00

ATOM   1671  HA  THR A 110      66.466  60.711  17.985  1.00  0.00

ATOM   1672  CB  THR A 110      68.280  61.008  17.048  1.00  0.00

ATOM   1673  HB  THR A 110      68.530  59.942  17.013  1.00  0.00

ATOM   1674  CG2 THR A 110      67.594  61.356  15.732  1.00  0.00

ATOM   1675 1HG2 THR A 110      66.853  60.644  15.382  1.00  0.00

ATOM   1676 2HG2 THR A 110      67.244  62.385  15.804  1.00  0.00

ATOM   1677 3HG2 THR A 110      68.349  61.277  14.951  1.00  0.00

ATOM   1678  OG1 THR A 110      69.493  61.702  17.217  1.00  0.00

ATOM   1679  HG1 THR A 110      69.345  62.540  16.771  1.00  0.00

ATOM   1680  C   THR A 110      68.056  60.158  19.362  1.00  0.00

ATOM   1681  O   THR A 110      67.681  58.990  19.423  1.00  0.00

ATOM   1682  N   ASN A 111      68.986  60.528  20.243  1.00  0.00

ATOM   1683  H   ASN A 111      69.129  61.530  20.322  1.00  0.00

ATOM   1684  CA  ASN A 111      69.601  59.633  21.202  1.00  0.00

ATOM   1685  HA  ASN A 111      70.123  58.829  20.674  1.00  0.00

ATOM   1686  CB  ASN A 111      70.705  60.466  21.846  1.00  0.00

ATOM   1687  HB1 ASN A 111      70.432  61.258  22.533  1.00  0.00

ATOM   1688  HB2 ASN A 111      71.171  60.951  20.987  1.00  0.00

ATOM   1689  CG  ASN A 111      71.793  59.696  22.578  1.00  0.00

ATOM   1690  OD1 ASN A 111      71.825  58.465  22.587  1.00  0.00

ATOM   1691  ND2 ASN A 111      72.706  60.398  23.251  1.00  0.00

ATOM   1692 1HD2 ASN A 111      72.715  61.414  23.297  1.00  0.00

ATOM   1693 2HD2 ASN A 111      73.501  59.962  23.700  1.00  0.00

ATOM   1694  C   ASN A 111      68.661  59.152  22.300  1.00  0.00

ATOM   1695  O   ASN A 111      69.002  58.133  22.900  1.00  0.00

ATOM   1696  N   LEU A 112      67.511  59.807  22.462  1.00  0.00

ATOM   1697  H   LEU A 112      67.423  60.636  21.890  1.00  0.00

ATOM   1698  CA  LEU A 112      66.393  59.308  23.243  1.00  0.00

ATOM   1699  HA  LEU A 112      66.686  58.528  23.943  1.00  0.00

ATOM   1700  CB  LEU A 112      65.871  60.516  23.998  1.00  0.00

ATOM   1701  HB1 LEU A 112      65.100  60.144  24.674  1.00  0.00

ATOM   1702  HB2 LEU A 112      65.343  61.236  23.369  1.00  0.00

ATOM   1703  CG  LEU A 112      66.895  61.259  24.843  1.00  0.00

ATOM   1704  HG  LEU A 112      67.591  61.709  24.129  1.00  0.00

ATOM   1705  CD1 LEU A 112      66.160  62.344  25.631  1.00  0.00

ATOM   1706 1HD1 LEU A 112      65.525  61.888  26.392  1.00  0.00

ATOM   1707 2HD1 LEU A 112      66.910  62.963  26.116  1.00  0.00

ATOM   1708 3HD1 LEU A 112      65.645  63.023  24.946  1.00  0.00

ATOM   1709  CD2 LEU A 112      67.725  60.368  25.752  1.00  0.00

ATOM   1710 1HD2 LEU A 112      68.218  59.577  25.187  1.00  0.00

ATOM   1711 2HD2 LEU A 112      68.353  60.925  26.454  1.00  0.00

ATOM   1712 3HD2 LEU A 112      67.032  59.856  26.417  1.00  0.00

ATOM   1713  C   LEU A 112      65.206  58.762  22.456  1.00  0.00

ATOM   1714  O   LEU A 112      64.213  58.293  23.003  1.00  0.00

ATOM   1715  N   GLY A 113      65.329  58.577  21.132  1.00  0.00

ATOM   1716  H   GLY A 113      66.151  59.035  20.750  1.00  0.00

ATOM   1717  CA  GLY A 113      64.292  58.099  20.254  1.00  0.00

ATOM   1718  HA1 GLY A 113      64.195  57.021  20.355  1.00  0.00

ATOM   1719  HA2 GLY A 113      64.597  58.247  19.215  1.00  0.00

ATOM   1720  C   GLY A 113      62.909  58.734  20.288  1.00  0.00

ATOM   1721  O   GLY A 113      61.864  58.092  20.174  1.00  0.00

ATOM   1722  N   GLU A 114      62.926  59.994  20.733  1.00  0.00

ATOM   1723  H   GLU A 114      63.827  60.446  20.777  1.00  0.00

ATOM   1724  CA  GLU A 114      61.740  60.833  20.693  1.00  0.00

ATOM   1725  HA  GLU A 114      60.950  60.433  21.326  1.00  0.00

ATOM   1726  CB  GLU A 114      62.244  62.191  21.165  1.00  0.00

ATOM   1727  HB1 GLU A 114      63.053  62.565  20.541  1.00  0.00

ATOM   1728  HB2 GLU A 114      62.551  62.154  22.211  1.00  0.00

ATOM   1729  CG  GLU A 114      61.253  63.335  20.966  1.00  0.00

ATOM   1730  HG1 GLU A 114      60.931  63.420  19.926  1.00  0.00

ATOM   1731  HG2 GLU A 114      61.727  64.261  21.307  1.00  0.00

ATOM   1732  CD  GLU A 114      60.096  63.058  21.908  1.00  0.00

ATOM   1733  OE1 GLU A 114      60.183  63.406  23.102  1.00  0.00

ATOM   1734  OE2 GLU A 114      59.065  62.452  21.522  1.00  0.00

ATOM   1735  C   GLU A 114      61.204  60.841  19.266  1.00  0.00

ATOM   1736  O   GLU A 114      61.872  60.849  18.233  1.00  0.00

ATOM   1737  N   LYS A 115      59.876  60.727  19.150  1.00  0.00

ATOM   1738  H   LYS A 115      59.284  60.860  19.959  1.00  0.00

ATOM   1739  CA  LYS A 115      59.037  60.531  17.995  1.00  0.00

ATOM   1740  HA  LYS A 115      59.560  59.929  17.246  1.00  0.00

ATOM   1741  CB  LYS A 115      57.751  59.734  18.234  1.00  0.00

ATOM   1742  HB1 LYS A 115      57.347  59.435  17.270  1.00  0.00

ATOM   1743  HB2 LYS A 115      57.004  60.377  18.700  1.00  0.00

ATOM   1744  CG  LYS A 115      57.920  58.510  19.120  1.00  0.00

ATOM   1745  HG1 LYS A 115      58.274  58.871  20.089  1.00  0.00

ATOM   1746  HG2 LYS A 115      58.672  57.852  18.687  1.00  0.00

ATOM   1747  CD  LYS A 115      56.665  57.643  19.138  1.00  0.00

ATOM   1748  HD1 LYS A 115      56.542  57.336  18.105  1.00  0.00

ATOM   1749  HD2 LYS A 115      55.887  58.255  19.593  1.00  0.00

ATOM   1750  CE  LYS A 115      57.008  56.469  20.042  1.00  0.00

ATOM   1751  HE1 LYS A 115      56.873  56.632  21.121  1.00  0.00

ATOM   1752  HE2 LYS A 115      58.054  56.282  19.807  1.00  0.00

ATOM   1753  NZ  LYS A 115      56.190  55.337  19.591  1.00  0.00

ATOM   1754  HZ1 LYS A 115      55.205  55.452  19.781  1.00  0.00

ATOM   1755  HZ2 LYS A 115      56.311  55.147  18.605  1.00  0.00

ATOM   1756  HZ3 LYS A 115      56.437  54.504  20.100  1.00  0.00

ATOM   1757  C   LYS A 115      58.718  61.876  17.354  1.00  0.00

ATOM   1758  O   LYS A 115      57.650  61.994  16.745  1.00  0.00

ATOM   1759  N   LEU A 116      59.586  62.885  17.419  1.00  0.00

ATOM   1760  H   LEU A 116      60.501  62.590  17.737  1.00  0.00

ATOM   1761  CA  LEU A 116      59.424  64.140  16.714  1.00  0.00

ATOM   1762  HA  LEU A 116      58.348  64.311  16.738  1.00  0.00

ATOM   1763  CB  LEU A 116      60.343  65.199  17.315  1.00  0.00

ATOM   1764  HB1 LEU A 116      61.149  65.507  16.650  1.00  0.00

ATOM   1765  HB2 LEU A 116      60.938  64.778  18.137  1.00  0.00

ATOM   1766  CG  LEU A 116      59.500  66.387  17.770  1.00  0.00

ATOM   1767  HG  LEU A 116      58.875  66.740  16.955  1.00  0.00

ATOM   1768  CD1 LEU A 116      58.507  65.995  18.863  1.00  0.00

ATOM   1769 1HD1 LEU A 116      57.863  65.191  18.503  1.00  0.00

ATOM   1770 2HD1 LEU A 116      59.175  65.651  19.657  1.00  0.00

ATOM   1771 3HD1 LEU A 116      57.878  66.793  19.243  1.00  0.00

ATOM   1772  CD2 LEU A 116      60.356  67.573  18.198  1.00  0.00

ATOM   1773 1HD2 LEU A 116      61.181  67.331  18.873  1.00  0.00

ATOM   1774 2HD2 LEU A 116      60.782  67.939  17.256  1.00  0.00

ATOM   1775 3HD2 LEU A 116      59.784  68.315  18.751  1.00  0.00

ATOM   1776  C   LEU A 116      59.878  63.891  15.279  1.00  0.00

ATOM   1777  O   LEU A 116      60.958  63.325  15.115  1.00  0.00

ATOM   1778  N   THR A 117      59.087  64.390  14.331  1.00  0.00

ATOM   1779  H   THR A 117      58.223  64.696  14.761  1.00  0.00

ATOM   1780  CA  THR A 117      59.354  64.392  12.905  1.00  0.00

ATOM   1781  HA  THR A 117      59.688  63.409  12.603  1.00  0.00

ATOM   1782  CB  THR A 117      58.141  64.582  11.989  1.00  0.00

ATOM   1783  HB  THR A 117      58.413  64.613  10.938  1.00  0.00

ATOM   1784  CG2 THR A 117      57.177  63.399  12.062  1.00  0.00

ATOM   1785 1HG2 THR A 117      56.248  63.671  11.565  1.00  0.00

ATOM   1786 2HG2 THR A 117      57.553  62.521  11.545  1.00  0.00

ATOM   1787 3HG2 THR A 117      56.974  63.125  13.103  1.00  0.00

ATOM   1788  OG1 THR A 117      57.508  65.810  12.268  1.00  0.00

ATOM   1789  HG1 THR A 117      57.187  65.529  13.127  1.00  0.00

ATOM   1790  C   THR A 117      60.436  65.387  12.516  1.00  0.00

ATOM   1791  O   THR A 117      60.696  66.351  13.249  1.00  0.00

ATOM   1792  N   ASP A 118      61.074  65.243  11.360  1.00  0.00

ATOM   1793  H   ASP A 118      60.905  64.427  10.797  1.00  0.00

ATOM   1794  CA  ASP A 118      61.754  66.401  10.822  1.00  0.00

ATOM   1795  HA  ASP A 118      62.650  66.560  11.425  1.00  0.00

ATOM   1796  CB  ASP A 118      62.324  65.995   9.469  1.00  0.00

ATOM   1797  HB1 ASP A 118      61.533  65.692   8.780  1.00  0.00

ATOM   1798  HB2 ASP A 118      62.892  65.082   9.601  1.00  0.00

ATOM   1799  CG  ASP A 118      63.128  67.017   8.676  1.00  0.00

ATOM   1800  OD1 ASP A 118      63.103  67.048   7.431  1.00  0.00

ATOM   1801  OD2 ASP A 118      63.869  67.780   9.333  1.00  0.00

ATOM   1802  C   ASP A 118      60.852  67.622  10.657  1.00  0.00

ATOM   1803  O   ASP A 118      61.385  68.725  10.535  1.00  0.00

ATOM   1804  N   GLU A 119      59.556  67.449  10.394  1.00  0.00

ATOM   1805  H   GLU A 119      59.189  66.507  10.437  1.00  0.00

ATOM   1806  CA  GLU A 119      58.636  68.554  10.201  1.00  0.00

ATOM   1807  HA  GLU A 119      59.118  69.247   9.515  1.00  0.00

ATOM   1808  CB  GLU A 119      57.351  68.038   9.556  1.00  0.00

ATOM   1809  HB1 GLU A 119      56.601  68.828   9.503  1.00  0.00

ATOM   1810  HB2 GLU A 119      56.945  67.267  10.216  1.00  0.00

ATOM   1811  CG  GLU A 119      57.660  67.435   8.203  1.00  0.00

ATOM   1812  HG1 GLU A 119      56.782  67.013   7.705  1.00  0.00

ATOM   1813  HG2 GLU A 119      58.252  66.519   8.308  1.00  0.00

ATOM   1814  CD  GLU A 119      58.427  68.302   7.216  1.00  0.00

ATOM   1815  OE1 GLU A 119      59.675  68.361   7.211  1.00  0.00

ATOM   1816  OE2 GLU A 119      57.792  69.084   6.466  1.00  0.00

ATOM   1817  C   GLU A 119      58.474  69.337  11.501  1.00  0.00

ATOM   1818  O   GLU A 119      58.261  70.543  11.564  1.00  0.00

ATOM   1819  N   GLU A 120      58.410  68.606  12.618  1.00  0.00

ATOM   1820  H   GLU A 120      58.400  67.602  12.631  1.00  0.00

ATOM   1821  CA  GLU A 120      58.179  69.105  13.957  1.00  0.00

ATOM   1822  HA  GLU A 120      57.410  69.882  13.963  1.00  0.00

ATOM   1823  CB  GLU A 120      57.670  68.029  14.897  1.00  0.00

ATOM   1824  HB1 GLU A 120      57.845  68.346  15.929  1.00  0.00

ATOM   1825  HB2 GLU A 120      58.262  67.110  14.830  1.00  0.00

ATOM   1826  CG  GLU A 120      56.178  67.731  14.808  1.00  0.00

ATOM   1827  HG1 GLU A 120      55.826  67.722  13.773  1.00  0.00

ATOM   1828  HG2 GLU A 120      55.620  68.492  15.368  1.00  0.00

ATOM   1829  CD  GLU A 120      55.931  66.326  15.332  1.00  0.00

ATOM   1830  OE1 GLU A 120      56.390  65.408  14.618  1.00  0.00

ATOM   1831  OE2 GLU A 120      55.467  66.126  16.481  1.00  0.00

ATOM   1832  C   GLU A 120      59.441  69.768  14.517  1.00  0.00

ATOM   1833  O   GLU A 120      59.285  70.883  14.994  1.00  0.00

ATOM   1834  N   VAL A 121      60.610  69.121  14.504  1.00  0.00

ATOM   1835  H   VAL A 121      60.552  68.146  14.269  1.00  0.00

ATOM   1836  CA  VAL A 121      61.826  69.621  15.124  1.00  0.00

ATOM   1837  HA  VAL A 121      61.711  69.902  16.166  1.00  0.00

ATOM   1838  CB  VAL A 121      62.889  68.526  15.186  1.00  0.00

ATOM   1839  HB  VAL A 121      62.283  67.677  15.506  1.00  0.00

ATOM   1840  CG1 VAL A 121      63.717  68.130  13.970  1.00  0.00

ATOM   1841 1HG1 VAL A 121      63.112  68.062  13.074  1.00  0.00

ATOM   1842 2HG1 VAL A 121      64.425  68.960  13.911  1.00  0.00

ATOM   1843 3HG1 VAL A 121      64.227  67.189  14.181  1.00  0.00

ATOM   1844  CG2 VAL A 121      63.905  68.736  16.312  1.00  0.00

ATOM   1845 1HG2 VAL A 121      64.813  68.141  16.210  1.00  0.00

ATOM   1846 2HG2 VAL A 121      64.166  69.782  16.188  1.00  0.00

ATOM   1847 3HG2 VAL A 121      63.467  68.775  17.317  1.00  0.00

ATOM   1848  C   VAL A 121      62.401  70.793  14.346  1.00  0.00

ATOM   1849  O   VAL A 121      63.012  71.643  14.988  1.00  0.00

ATOM   1850  N   ASP A 122      62.019  70.980  13.080  1.00  0.00

ATOM   1851  H   ASP A 122      61.425  70.300  12.628  1.00  0.00

ATOM   1852  CA  ASP A 122      62.346  72.196  12.362  1.00  0.00

ATOM   1853  HA  ASP A 122      63.425  72.375  12.417  1.00  0.00

ATOM   1854  CB  ASP A 122      62.128  71.978  10.863  1.00  0.00

ATOM   1855  HB1 ASP A 122      61.129  71.617  10.642  1.00  0.00

ATOM   1856  HB2 ASP A 122      62.756  71.149  10.516  1.00  0.00

ATOM   1857  CG  ASP A 122      62.351  73.211  10.012  1.00  0.00

ATOM   1858  OD1 ASP A 122      63.538  73.405   9.669  1.00  0.00

ATOM   1859  OD2 ASP A 122      61.405  73.727   9.387  1.00  0.00

ATOM   1860  C   ASP A 122      61.452  73.342  12.801  1.00  0.00

ATOM   1861  O   ASP A 122      61.923  74.486  12.757  1.00  0.00

ATOM   1862  N   GLU A 123      60.251  73.114  13.337  1.00  0.00

ATOM   1863  H   GLU A 123      59.867  72.186  13.247  1.00  0.00

ATOM   1864  CA  GLU A 123      59.381  74.137  13.863  1.00  0.00

ATOM   1865  HA  GLU A 123      59.525  75.056  13.302  1.00  0.00

ATOM   1866  CB  GLU A 123      57.920  73.699  13.722  1.00  0.00

ATOM   1867  HB1 GLU A 123      57.713  72.833  14.355  1.00  0.00

ATOM   1868  HB2 GLU A 123      57.686  73.404  12.694  1.00  0.00

ATOM   1869  CG  GLU A 123      56.933  74.775  14.142  1.00  0.00

ATOM   1870  HG1 GLU A 123      57.538  75.666  14.292  1.00  0.00

ATOM   1871  HG2 GLU A 123      56.410  74.484  15.055  1.00  0.00

ATOM   1872  CD  GLU A 123      55.902  75.115  13.070  1.00  0.00

ATOM   1873  OE1 GLU A 123      56.251  76.027  12.302  1.00  0.00

ATOM   1874  OE2 GLU A 123      54.802  74.523  13.071  1.00  0.00

ATOM   1875  C   GLU A 123      59.716  74.442  15.313  1.00  0.00

ATOM   1876  O   GLU A 123      59.703  75.557  15.839  1.00  0.00

ATOM   1877  N   MET A 124      60.160  73.424  16.069  1.00  0.00

ATOM   1878  H   MET A 124      60.011  72.543  15.598  1.00  0.00

ATOM   1879  CA  MET A 124      60.479  73.506  17.482  1.00  0.00

ATOM   1880  HA  MET A 124      59.621  74.007  17.927  1.00  0.00

ATOM   1881  CB  MET A 124      60.683  72.124  18.112  1.00  0.00

ATOM   1882  HB1 MET A 124      61.537  71.670  17.599  1.00  0.00

ATOM   1883  HB2 MET A 124      59.821  71.466  18.074  1.00  0.00

ATOM   1884  CG  MET A 124      61.155  72.315  19.551  1.00  0.00

ATOM   1885  HG1 MET A 124      60.313  72.778  20.062  1.00  0.00

ATOM   1886  HG2 MET A 124      62.009  72.968  19.712  1.00  0.00

ATOM   1887  SD  MET A 124      61.521  70.792  20.458  1.00  0.00

ATOM   1888  CE  MET A 124      61.418  71.546  22.106  1.00  0.00

ATOM   1889  HE1 MET A 124      62.164  72.341  22.167  1.00  0.00

ATOM   1890  HE2 MET A 124      60.417  71.895  22.347  1.00  0.00

ATOM   1891  HE3 MET A 124      61.727  70.796  22.834  1.00  0.00

ATOM   1892  C   MET A 124      61.592  74.510  17.722  1.00  0.00

ATOM   1893  O   MET A 124      61.429  75.217  18.714  1.00  0.00

ATOM   1894  N   ILE A 125      62.559  74.785  16.833  1.00  0.00

ATOM   1895  H   ILE A 125      62.722  74.154  16.070  1.00  0.00

ATOM   1896  CA  ILE A 125      63.505  75.865  17.042  1.00  0.00

ATOM   1897  HA  ILE A 125      63.677  75.979  18.108  1.00  0.00

ATOM   1898  CB  ILE A 125      64.790  75.371  16.388  1.00  0.00

ATOM   1899  HB  ILE A 125      64.907  74.314  16.606  1.00  0.00

ATOM   1900  CG2 ILE A 125      64.778  75.451  14.865  1.00  0.00

ATOM   1901 1HG2 ILE A 125      63.842  75.012  14.505  1.00  0.00

ATOM   1902 2HG2 ILE A 125      64.713  76.430  14.409  1.00  0.00

ATOM   1903 3HG2 ILE A 125      65.574  74.812  14.484  1.00  0.00

ATOM   1904  CG1 ILE A 125      66.030  76.067  16.955  1.00  0.00

ATOM   1905 1HG1 ILE A 125      65.899  76.024  18.046  1.00  0.00

ATOM   1906 2HG1 ILE A 125      66.028  77.100  16.623  1.00  0.00

ATOM   1907  CD  ILE A 125      67.336  75.413  16.508  1.00  0.00

ATOM   1908  HD1 ILE A 125      68.125  75.754  17.180  1.00  0.00

ATOM   1909  HD2 ILE A 125      67.278  74.338  16.661  1.00  0.00

ATOM   1910  HD3 ILE A 125      67.626  75.585  15.474  1.00  0.00

ATOM   1911  C   ILE A 125      62.969  77.199  16.536  1.00  0.00

ATOM   1912  O   ILE A 125      63.480  78.245  16.946  1.00  0.00

ATOM   1913  N   ARG A 126      61.943  77.304  15.696  1.00  0.00

ATOM   1914  H   ARG A 126      61.611  76.404  15.391  1.00  0.00

ATOM   1915  CA  ARG A 126      61.140  78.489  15.426  1.00  0.00

ATOM   1916  HA  ARG A 126      61.852  79.206  15.026  1.00  0.00

ATOM   1917  CB  ARG A 126      60.091  78.297  14.342  1.00  0.00

ATOM   1918  HB1 ARG A 126      59.356  79.106  14.310  1.00  0.00

ATOM   1919  HB2 ARG A 126      59.435  77.433  14.505  1.00  0.00

ATOM   1920  CG  ARG A 126      60.662  78.220  12.923  1.00  0.00

ATOM   1921  HG1 ARG A 126      61.148  77.256  12.791  1.00  0.00

ATOM   1922  HG2 ARG A 126      61.340  79.062  12.827  1.00  0.00

ATOM   1923  CD  ARG A 126      59.544  78.351  11.885  1.00  0.00

ATOM   1924  HD1 ARG A 126      60.032  78.588  10.944  1.00  0.00

ATOM   1925  HD2 ARG A 126      58.825  79.143  12.115  1.00  0.00

ATOM   1926  NE  ARG A 126      58.788  77.110  11.710  1.00  0.00

ATOM   1927  HE  ARG A 126      57.879  76.963  12.132  1.00  0.00

ATOM   1928  CZ  ARG A 126      59.046  76.142  10.817  1.00  0.00

ATOM   1929  NH1 ARG A 126      60.223  76.134  10.165  1.00  0.00

ATOM   1930 1HH1 ARG A 126      60.953  76.765  10.460  1.00  0.00

ATOM   1931 2HH1 ARG A 126      60.383  75.284   9.651  1.00  0.00

ATOM   1932  NH2 ARG A 126      58.210  75.125  10.595  1.00  0.00

ATOM   1933 1HH2 ARG A 126      57.304  75.298  10.999  1.00  0.00

ATOM   1934 2HH2 ARG A 126      58.545  74.350  10.036  1.00  0.00

ATOM   1935  C   ARG A 126      60.435  78.917  16.709  1.00  0.00

ATOM   1936  O   ARG A 126      60.301  80.128  16.888  1.00  0.00

ATOM   1937  N   GLU A 127      60.003  77.974  17.540  1.00  0.00

ATOM   1938  H   GLU A 127      60.057  77.057  17.132  1.00  0.00

ATOM   1939  CA  GLU A 127      59.242  78.208  18.752  1.00  0.00

ATOM   1940  HA  GLU A 127      58.788  79.195  18.629  1.00  0.00

ATOM   1941  CB  GLU A 127      58.177  77.123  18.915  1.00  0.00

ATOM   1942  HB1 GLU A 127      58.579  76.268  19.439  1.00  0.00

ATOM   1943  HB2 GLU A 127      57.904  76.837  17.895  1.00  0.00

ATOM   1944  CG  GLU A 127      56.934  77.631  19.642  1.00  0.00

ATOM   1945  HG1 GLU A 127      56.359  78.308  19.010  1.00  0.00

ATOM   1946  HG2 GLU A 127      57.255  78.167  20.538  1.00  0.00

ATOM   1947  CD  GLU A 127      56.080  76.425  20.018  1.00  0.00

ATOM   1948  OE1 GLU A 127      56.520  75.819  21.017  1.00  0.00

ATOM   1949  OE2 GLU A 127      55.009  76.147  19.435  1.00  0.00

ATOM   1950  C   GLU A 127      60.153  78.444  19.949  1.00  0.00

ATOM   1951  O   GLU A 127      59.741  79.175  20.855  1.00  0.00

ATOM   1952  N   ALA A 128      61.373  77.926  20.017  1.00  0.00

ATOM   1953  H   ALA A 128      61.664  77.213  19.362  1.00  0.00

ATOM   1954  CA  ALA A 128      62.280  78.252  21.106  1.00  0.00

ATOM   1955  HA  ALA A 128      61.648  78.319  21.995  1.00  0.00

ATOM   1956  CB  ALA A 128      63.250  77.081  21.184  1.00  0.00

ATOM   1957  HB1 ALA A 128      63.882  77.145  22.068  1.00  0.00

ATOM   1958  HB2 ALA A 128      62.706  76.133  21.156  1.00  0.00

ATOM   1959  HB3 ALA A 128      63.858  77.085  20.283  1.00  0.00

ATOM   1960  C   ALA A 128      62.969  79.598  20.949  1.00  0.00

ATOM   1961  O   ALA A 128      63.128  80.368  21.898  1.00  0.00

ATOM   1962  N   ASP A 129      63.483  79.854  19.746  1.00  0.00

ATOM   1963  H   ASP A 129      63.219  79.289  18.946  1.00  0.00

ATOM   1964  CA  ASP A 129      64.274  81.039  19.515  1.00  0.00

ATOM   1965  HA  ASP A 129      65.010  81.126  20.319  1.00  0.00

ATOM   1966  CB  ASP A 129      65.143  80.831  18.279  1.00  0.00

ATOM   1967  HB1 ASP A 129      64.476  80.886  17.418  1.00  0.00

ATOM   1968  HB2 ASP A 129      65.434  79.795  18.102  1.00  0.00

ATOM   1969  CG  ASP A 129      66.299  81.819  18.179  1.00  0.00

ATOM   1970  OD1 ASP A 129      67.443  81.357  18.380  1.00  0.00

ATOM   1971  OD2 ASP A 129      66.020  83.006  17.928  1.00  0.00

ATOM   1972  C   ASP A 129      63.521  82.363  19.384  1.00  0.00

ATOM   1973  O   ASP A 129      62.637  82.525  18.546  1.00  0.00

ATOM   1974  N   ILE A 130      63.889  83.327  20.235  1.00  0.00

ATOM   1975  H   ILE A 130      64.664  83.149  20.852  1.00  0.00

ATOM   1976  CA  ILE A 130      63.223  84.579  20.522  1.00  0.00

ATOM   1977  HA  ILE A 130      62.227  84.493  20.086  1.00  0.00

ATOM   1978  CB  ILE A 130      63.196  84.830  22.022  1.00  0.00

ATOM   1979  HB  ILE A 130      63.352  83.895  22.559  1.00  0.00

ATOM   1980  CG2 ILE A 130      64.347  85.761  22.385  1.00  0.00

ATOM   1981 1HG2 ILE A 130      64.548  85.821  23.450  1.00  0.00

ATOM   1982 2HG2 ILE A 130      65.247  85.450  21.855  1.00  0.00

ATOM   1983 3HG2 ILE A 130      64.025  86.774  22.134  1.00  0.00

ATOM   1984  CG1 ILE A 130      61.836  85.452  22.324  1.00  0.00

ATOM   1985 1HG1 ILE A 130      61.722  86.401  21.795  1.00  0.00

ATOM   1986 2HG1 ILE A 130      61.726  85.749  23.367  1.00  0.00

ATOM   1987  CD  ILE A 130      60.546  84.697  22.020  1.00  0.00

ATOM   1988  HD1 ILE A 130      59.699  84.961  22.659  1.00  0.00

ATOM   1989  HD2 ILE A 130      60.193  84.843  20.998  1.00  0.00

ATOM   1990  HD3 ILE A 130      60.822  83.643  22.139  1.00  0.00

ATOM   1991  C   ILE A 130      63.586  85.766  19.637  1.00  0.00

ATOM   1992  O   ILE A 130      63.105  86.888  19.788  1.00  0.00

ATOM   1993  N   ASP A 131      64.597  85.516  18.791  1.00  0.00

ATOM   1994  H   ASP A 131      64.943  84.567  18.791  1.00  0.00

ATOM   1995  CA  ASP A 131      65.304  86.489  17.988  1.00  0.00

ATOM   1996  HA  ASP A 131      64.557  87.279  17.884  1.00  0.00

ATOM   1997  CB  ASP A 131      66.417  87.068  18.855  1.00  0.00

ATOM   1998  HB1 ASP A 131      66.045  87.374  19.835  1.00  0.00

ATOM   1999  HB2 ASP A 131      66.851  87.906  18.318  1.00  0.00

ATOM   2000  CG  ASP A 131      67.575  86.113  19.084  1.00  0.00

ATOM   2001  OD1 ASP A 131      67.722  85.647  20.237  1.00  0.00

ATOM   2002  OD2 ASP A 131      68.345  85.740  18.176  1.00  0.00

ATOM   2003  C   ASP A 131      65.608  86.156  16.543  1.00  0.00

ATOM   2004  O   ASP A 131      65.832  87.055  15.729  1.00  0.00

ATOM   2005  N   GLY A 132      65.507  84.930  16.013  1.00  0.00

ATOM   2006  H   GLY A 132      65.377  84.153  16.641  1.00  0.00

ATOM   2007  CA  GLY A 132      65.713  84.633  14.609  1.00  0.00

ATOM   2008  HA1 GLY A 132      65.272  85.340  13.906  1.00  0.00

ATOM   2009  HA2 GLY A 132      65.290  83.655  14.399  1.00  0.00

ATOM   2010  C   GLY A 132      67.174  84.363  14.275  1.00  0.00

ATOM   2011  O   GLY A 132      67.527  84.692  13.149  1.00  0.00

ATOM   2012  N   ASP A 133      67.934  83.753  15.190  1.00  0.00

ATOM   2013  H   ASP A 133      67.634  83.709  16.151  1.00  0.00

ATOM   2014  CA  ASP A 133      69.220  83.191  14.826  1.00  0.00

ATOM   2015  HA  ASP A 133      69.390  83.385  13.770  1.00  0.00

ATOM   2016  CB  ASP A 133      70.432  83.866  15.468  1.00  0.00

ATOM   2017  HB1 ASP A 133      70.125  84.907  15.375  1.00  0.00

ATOM   2018  HB2 ASP A 133      71.341  83.855  14.860  1.00  0.00

ATOM   2019  CG  ASP A 133      70.765  83.540  16.911  1.00  0.00

ATOM   2020  OD1 ASP A 133      69.932  82.908  17.590  1.00  0.00

ATOM   2021  OD2 ASP A 133      71.851  83.900  17.433  1.00  0.00

ATOM   2022  C   ASP A 133      69.337  81.667  14.884  1.00  0.00

ATOM   2023  O   ASP A 133      70.213  81.063  14.283  1.00  0.00

ATOM   2024  N   GLY A 134      68.387  81.031  15.567  1.00  0.00

ATOM   2025  H   GLY A 134      67.670  81.557  16.048  1.00  0.00

ATOM   2026  CA  GLY A 134      68.334  79.589  15.689  1.00  0.00

ATOM   2027  HA1 GLY A 134      68.667  79.168  14.735  1.00  0.00

ATOM   2028  HA2 GLY A 134      67.345  79.247  15.972  1.00  0.00

ATOM   2029  C   GLY A 134      69.379  79.036  16.654  1.00  0.00

ATOM   2030  O   GLY A 134      69.707  77.861  16.510  1.00  0.00

ATOM   2031  N   GLN A 135      69.985  79.941  17.431  1.00  0.00

ATOM   2032  H   GLN A 135      69.696  80.901  17.314  1.00  0.00

ATOM   2033  CA  GLN A 135      70.983  79.744  18.463  1.00  0.00

ATOM   2034  HA  GLN A 135      71.228  78.690  18.536  1.00  0.00

ATOM   2035  CB  GLN A 135      72.279  80.531  18.250  1.00  0.00

ATOM   2036  HB1 GLN A 135      72.961  80.416  19.097  1.00  0.00

ATOM   2037  HB2 GLN A 135      72.040  81.583  18.139  1.00  0.00

ATOM   2038  CG  GLN A 135      73.023  80.100  16.989  1.00  0.00

ATOM   2039  HG1 GLN A 135      73.731  80.842  16.628  1.00  0.00

ATOM   2040  HG2 GLN A 135      72.370  79.982  16.125  1.00  0.00

ATOM   2041  CD  GLN A 135      73.544  78.668  17.071  1.00  0.00

ATOM   2042  OE1 GLN A 135      73.663  78.078  18.147  1.00  0.00

ATOM   2043  NE2 GLN A 135      73.947  78.055  15.967  1.00  0.00

ATOM   2044 1HE2 GLN A 135      73.880  78.456  15.047  1.00  0.00

ATOM   2045 2HE2 GLN A 135      74.391  77.147  16.092  1.00  0.00

ATOM   2046  C   GLN A 135      70.339  80.092  19.801  1.00  0.00

ATOM   2047  O   GLN A 135      70.217  81.220  20.267  1.00  0.00

ATOM   2048  N   VAL A 136      69.805  79.037  20.424  1.00  0.00

ATOM   2049  H   VAL A 136      70.069  78.125  20.082  1.00  0.00

ATOM   2050  CA  VAL A 136      69.031  79.128  21.649  1.00  0.00

ATOM   2051  HA  VAL A 136      68.405  80.011  21.661  1.00  0.00

ATOM   2052  CB  VAL A 136      68.048  77.957  21.784  1.00  0.00

ATOM   2053  HB  VAL A 136      68.555  77.001  21.800  1.00  0.00

ATOM   2054  CG1 VAL A 136      67.259  78.083  23.085  1.00  0.00

ATOM   2055 1HG1 VAL A 136      67.884  78.292  23.947  1.00  0.00

ATOM   2056 2HG1 VAL A 136      66.571  78.922  23.047  1.00  0.00

ATOM   2057 3HG1 VAL A 136      66.712  77.175  23.341  1.00  0.00

ATOM   2058  CG2 VAL A 136      67.038  77.912  20.641  1.00  0.00

ATOM   2059 1HG2 VAL A 136      66.425  78.821  20.690  1.00  0.00

ATOM   2060 2HG2 VAL A 136      67.605  77.846  19.713  1.00  0.00

ATOM   2061 3HG2 VAL A 136      66.386  77.065  20.790  1.00  0.00

ATOM   2062  C   VAL A 136      69.995  79.307  22.817  1.00  0.00

ATOM   2063  O   VAL A 136      70.831  78.421  22.970  1.00  0.00

ATOM   2064  N   ASN A 137      69.923  80.398  23.580  1.00  0.00

ATOM   2065  H   ASN A 137      69.214  81.093  23.404  1.00  0.00

ATOM   2066  CA  ASN A 137      70.847  80.755  24.633  1.00  0.00

ATOM   2067  HA  ASN A 137      71.804  80.241  24.530  1.00  0.00

ATOM   2068  CB  ASN A 137      71.246  82.228  24.715  1.00  0.00

ATOM   2069  HB1 ASN A 137      71.502  82.635  23.734  1.00  0.00

ATOM   2070  HB2 ASN A 137      72.095  82.317  25.392  1.00  0.00

ATOM   2071  CG  ASN A 137      70.397  83.214  25.508  1.00  0.00

ATOM   2072  OD1 ASN A 137      70.718  83.634  26.624  1.00  0.00

ATOM   2073  ND2 ASN A 137      69.270  83.625  24.933  1.00  0.00

ATOM   2074 1HD2 ASN A 137      68.978  83.357  24.004  1.00  0.00

ATOM   2075 2HD2 ASN A 137      68.791  84.420  25.338  1.00  0.00

ATOM   2076  C   ASN A 137      70.272  80.427  26.006  1.00  0.00

ATOM   2077  O   ASN A 137      69.075  80.143  26.091  1.00  0.00

ATOM   2078  N   TYR A 138      71.040  80.287  27.088  1.00  0.00

ATOM   2079  H   TYR A 138      72.044  80.323  27.065  1.00  0.00

ATOM   2080  CA  TYR A 138      70.384  79.930  28.328  1.00  0.00

ATOM   2081  HA  TYR A 138      70.150  78.879  28.137  1.00  0.00

ATOM   2082  CB  TYR A 138      71.357  80.082  29.485  1.00  0.00

ATOM   2083  HB1 TYR A 138      71.648  81.124  29.600  1.00  0.00

ATOM   2084  HB2 TYR A 138      72.288  79.515  29.440  1.00  0.00

ATOM   2085  CG  TYR A 138      70.724  79.690  30.797  1.00  0.00

ATOM   2086  CD1 TYR A 138      70.470  80.655  31.783  1.00  0.00

ATOM   2087  HD1 TYR A 138      70.586  81.691  31.524  1.00  0.00

ATOM   2088  CE1 TYR A 138      69.663  80.266  32.859  1.00  0.00

ATOM   2089  HE1 TYR A 138      69.267  80.925  33.627  1.00  0.00

ATOM   2090  CZ  TYR A 138      69.417  78.897  33.076  1.00  0.00

ATOM   2091  OH  TYR A 138      68.854  78.493  34.253  1.00  0.00

ATOM   2092  HH  TYR A 138      68.601  79.325  34.673  1.00  0.00

ATOM   2093  CE2 TYR A 138      69.910  77.925  32.194  1.00  0.00

ATOM   2094  HE2 TYR A 138      69.681  76.884  32.406  1.00  0.00

ATOM   2095  CD2 TYR A 138      70.471  78.324  30.973  1.00  0.00

ATOM   2096  HD2 TYR A 138      70.853  77.728  30.155  1.00  0.00

ATOM   2097  C   TYR A 138      69.147  80.726  28.717  1.00  0.00

ATOM   2098  O   TYR A 138      68.264  80.084  29.281  1.00  0.00

ATOM   2099  N   GLU A 139      69.014  82.025  28.450  1.00  0.00

ATOM   2100  H   GLU A 139      69.794  82.439  27.963  1.00  0.00

ATOM   2101  CA  GLU A 139      67.811  82.759  28.771  1.00  0.00

ATOM   2102  HA  GLU A 139      67.454  82.342  29.711  1.00  0.00

ATOM   2103  CB  GLU A 139      68.120  84.238  29.012  1.00  0.00

ATOM   2104  HB1 GLU A 139      67.190  84.758  29.241  1.00  0.00

ATOM   2105  HB2 GLU A 139      68.527  84.660  28.093  1.00  0.00

ATOM   2106  CG  GLU A 139      69.017  84.424  30.236  1.00  0.00

ATOM   2107  HG1 GLU A 139      70.017  84.182  29.874  1.00  0.00

ATOM   2108  HG2 GLU A 139      68.707  83.793  31.064  1.00  0.00

ATOM   2109  CD  GLU A 139      69.070  85.867  30.733  1.00  0.00

ATOM   2110  OE1 GLU A 139      70.094  86.548  30.515  1.00  0.00

ATOM   2111  OE2 GLU A 139      68.105  86.388  31.335  1.00  0.00

ATOM   2112  C   GLU A 139      66.579  82.579  27.885  1.00  0.00

ATOM   2113  O   GLU A 139      65.457  82.705  28.365  1.00  0.00

ATOM   2114  N   GLU A 140      66.774  82.055  26.680  1.00  0.00

ATOM   2115  H   GLU A 140      67.735  81.988  26.346  1.00  0.00

ATOM   2116  CA  GLU A 140      65.703  81.571  25.843  1.00  0.00

ATOM   2117  HA  GLU A 140      64.842  82.240  25.913  1.00  0.00

ATOM   2118  CB  GLU A 140      66.088  81.553  24.359  1.00  0.00

ATOM   2119  HB1 GLU A 140      65.257  81.127  23.795  1.00  0.00

ATOM   2120  HB2 GLU A 140      66.973  80.932  24.187  1.00  0.00

ATOM   2121  CG  GLU A 140      66.290  82.898  23.679  1.00  0.00

ATOM   2122  HG1 GLU A 140      66.952  83.417  24.380  1.00  0.00

ATOM   2123  HG2 GLU A 140      65.361  83.460  23.565  1.00  0.00

ATOM   2124  CD  GLU A 140      67.028  82.630  22.367  1.00  0.00

ATOM   2125  OE1 GLU A 140      68.276  82.578  22.375  1.00  0.00

ATOM   2126  OE2 GLU A 140      66.448  82.655  21.266  1.00  0.00

ATOM   2127  C   GLU A 140      65.386  80.133  26.239  1.00  0.00

ATOM   2128  O   GLU A 140      64.260  79.710  25.970  1.00  0.00

ATOM   2129  N   PHE A 141      66.264  79.335  26.838  1.00  0.00

ATOM   2130  H   PHE A 141      67.253  79.548  26.912  1.00  0.00

ATOM   2131  CA  PHE A 141      66.050  77.986  27.311  1.00  0.00

ATOM   2132  HA  PHE A 141      65.451  77.443  26.569  1.00  0.00

ATOM   2133  CB  PHE A 141      67.319  77.162  27.489  1.00  0.00

ATOM   2134  HB1 PHE A 141      67.748  77.651  28.371  1.00  0.00

ATOM   2135  HB2 PHE A 141      68.110  77.384  26.777  1.00  0.00

ATOM   2136  CG  PHE A 141      67.016  75.704  27.724  1.00  0.00

ATOM   2137  CD1 PHE A 141      67.196  75.118  28.983  1.00  0.00

ATOM   2138  HD1 PHE A 141      67.635  75.816  29.693  1.00  0.00

ATOM   2139  CE1 PHE A 141      67.093  73.750  29.249  1.00  0.00

ATOM   2140  HE1 PHE A 141      67.429  73.363  30.196  1.00  0.00

ATOM   2141  CZ  PHE A 141      66.863  72.954  28.122  1.00  0.00

ATOM   2142  HZ  PHE A 141      66.766  71.882  28.252  1.00  0.00

ATOM   2143  CE2 PHE A 141      66.489  73.514  26.900  1.00  0.00

ATOM   2144  HE2 PHE A 141      66.157  72.882  26.084  1.00  0.00

ATOM   2145  CD2 PHE A 141      66.680  74.880  26.634  1.00  0.00

ATOM   2146  HD2 PHE A 141      66.382  75.313  25.698  1.00  0.00

ATOM   2147  C   PHE A 141      65.291  77.958  28.631  1.00  0.00

ATOM   2148  O   PHE A 141      64.397  77.147  28.838  1.00  0.00

ATOM   2149  N   VAL A 142      65.557  78.904  29.541  1.00  0.00

ATOM   2150  H   VAL A 142      66.335  79.541  29.462  1.00  0.00

ATOM   2151  CA  VAL A 142      64.704  79.101  30.701  1.00  0.00

ATOM   2152  HA  VAL A 142      64.349  78.089  30.895  1.00  0.00

ATOM   2153  CB  VAL A 142      65.403  79.715  31.914  1.00  0.00

ATOM   2154  HB  VAL A 142      66.285  79.107  32.104  1.00  0.00

ATOM   2155  CG1 VAL A 142      65.900  81.152  31.826  1.00  0.00

ATOM   2156 1HG1 VAL A 142      66.400  81.218  30.869  1.00  0.00

ATOM   2157 2HG1 VAL A 142      65.161  81.948  31.900  1.00  0.00

ATOM   2158 3HG1 VAL A 142      66.662  81.261  32.605  1.00  0.00

ATOM   2159  CG2 VAL A 142      64.515  79.546  33.151  1.00  0.00

ATOM   2160 1HG2 VAL A 142      63.642  80.196  33.150  1.00  0.00

ATOM   2161 2HG2 VAL A 142      64.211  78.509  33.334  1.00  0.00

ATOM   2162 3HG2 VAL A 142      65.059  79.947  33.999  1.00  0.00

ATOM   2163  C   VAL A 142      63.370  79.760  30.398  1.00  0.00

ATOM   2164  O   VAL A 142      62.350  79.399  30.980  1.00  0.00

ATOM   2165  N   GLN A 143      63.288  80.619  29.374  1.00  0.00

ATOM   2166  H   GLN A 143      64.126  80.857  28.871  1.00  0.00

ATOM   2167  CA  GLN A 143      61.993  81.050  28.880  1.00  0.00

ATOM   2168  HA  GLN A 143      61.456  81.439  29.744  1.00  0.00

ATOM   2169  CB  GLN A 143      62.195  82.226  27.942  1.00  0.00

ATOM   2170  HB1 GLN A 143      62.850  81.827  27.158  1.00  0.00

ATOM   2171  HB2 GLN A 143      62.634  83.088  28.435  1.00  0.00

ATOM   2172  CG  GLN A 143      60.975  82.713  27.159  1.00  0.00

ATOM   2173  HG1 GLN A 143      60.244  82.931  27.934  1.00  0.00

ATOM   2174  HG2 GLN A 143      60.480  81.879  26.649  1.00  0.00

ATOM   2175  CD  GLN A 143      61.303  83.853  26.211  1.00  0.00

ATOM   2176  OE1 GLN A 143      62.402  84.380  26.040  1.00  0.00

ATOM   2177  NE2 GLN A 143      60.349  84.270  25.378  1.00  0.00

ATOM   2178 1HE2 GLN A 143      59.488  83.766  25.367  1.00  0.00

ATOM   2179 2HE2 GLN A 143      60.579  84.845  24.573  1.00  0.00

ATOM   2180  C   GLN A 143      61.195  79.939  28.204  1.00  0.00

ATOM   2181  O   GLN A 143      60.006  79.767  28.427  1.00  0.00

ATOM   2182  N   MET A 144      61.785  79.128  27.319  1.00  0.00

ATOM   2183  H   MET A 144      62.730  79.265  27.005  1.00  0.00

ATOM   2184  CA  MET A 144      61.073  78.046  26.660  1.00  0.00

ATOM   2185  HA  MET A 144      60.128  78.366  26.234  1.00  0.00

ATOM   2186  CB  MET A 144      61.897  77.558  25.467  1.00  0.00

ATOM   2187  HB1 MET A 144      62.771  77.013  25.807  1.00  0.00

ATOM   2188  HB2 MET A 144      62.345  78.403  24.942  1.00  0.00

ATOM   2189  CG  MET A 144      61.115  76.624  24.551  1.00  0.00

ATOM   2190  HG1 MET A 144      61.036  75.681  25.084  1.00  0.00

ATOM   2191  HG2 MET A 144      61.808  76.391  23.731  1.00  0.00

ATOM   2192  SD  MET A 144      59.439  76.913  23.937  1.00  0.00

ATOM   2193  CE  MET A 144      59.675  75.813  22.519  1.00  0.00

ATOM   2194  HE1 MET A 144      59.921  74.780  22.803  1.00  0.00

ATOM   2195  HE2 MET A 144      58.841  75.904  21.840  1.00  0.00

ATOM   2196  HE3 MET A 144      60.515  76.187  21.940  1.00  0.00

ATOM   2197  C   MET A 144      60.801  76.933  27.658  1.00  0.00

ATOM   2198  O   MET A 144      59.888  76.169  27.369  1.00  0.00

ATOM   2199  N   MET A 145      61.596  76.709  28.707  1.00  0.00

ATOM   2200  H   MET A 145      62.469  77.188  28.829  1.00  0.00

ATOM   2201  CA  MET A 145      61.232  75.792  29.765  1.00  0.00

ATOM   2202  HA  MET A 145      61.038  74.816  29.316  1.00  0.00

ATOM   2203  CB  MET A 145      62.386  75.531  30.722  1.00  0.00

ATOM   2204  HB1 MET A 145      62.516  76.246  31.543  1.00  0.00

ATOM   2205  HB2 MET A 145      63.356  75.513  30.226  1.00  0.00

ATOM   2206  CG  MET A 145      62.056  74.234  31.470  1.00  0.00

ATOM   2207  HG1 MET A 145      61.120  74.287  32.021  1.00  0.00

ATOM   2208  HG2 MET A 145      62.772  74.113  32.282  1.00  0.00

ATOM   2209  SD  MET A 145      62.045  72.633  30.614  1.00  0.00

ATOM   2210  CE  MET A 145      63.809  72.562  30.217  1.00  0.00

ATOM   2211  HE1 MET A 145      64.146  73.439  29.656  1.00  0.00

ATOM   2212  HE2 MET A 145      64.400  72.451  31.115  1.00  0.00

ATOM   2213  HE3 MET A 145      63.930  71.749  29.504  1.00  0.00

ATOM   2214  C   MET A 145      59.952  76.315  30.413  1.00  0.00

ATOM   2215  O   MET A 145      59.073  75.480  30.601  1.00  0.00

ATOM   2216  N   THR A 146      59.867  77.597  30.770  1.00  0.00

ATOM   2217  H   THR A 146      60.688  78.175  30.642  1.00  0.00

ATOM   2218  CA  THR A 146      58.765  78.131  31.532  1.00  0.00

ATOM   2219  HA  THR A 146      58.484  77.252  32.112  1.00  0.00

ATOM   2220  CB  THR A 146      59.171  79.195  32.558  1.00  0.00

ATOM   2221  HB  THR A 146      58.303  79.650  33.022  1.00  0.00

ATOM   2222  CG2 THR A 146      60.097  78.672  33.653  1.00  0.00

ATOM   2223 1HG2 THR A 146      60.854  78.062  33.174  1.00  0.00

ATOM   2224 2HG2 THR A 146      60.549  79.549  34.109  1.00  0.00

ATOM   2225 3HG2 THR A 146      59.602  78.003  34.359  1.00  0.00

ATOM   2226  OG1 THR A 146      59.817  80.220  31.842  1.00  0.00

ATOM   2227  HG1 THR A 146      60.707  79.939  31.625  1.00  0.00

ATOM   2228  C   THR A 146      57.505  78.528  30.763  1.00  0.00

ATOM   2229  O   THR A 146      56.480  78.881  31.346  1.00  0.00

ATOM   2230  N   ALA A 147      57.630  78.454  29.441  1.00  0.00

ATOM   2231  H   ALA A 147      58.558  78.264  29.067  1.00  0.00

ATOM   2232  CA  ALA A 147      56.536  78.604  28.508  1.00  0.00

ATOM   2233  HA  ALA A 147      56.099  79.559  28.797  1.00  0.00

ATOM   2234  CB  ALA A 147      57.065  78.791  27.089  1.00  0.00

ATOM   2235  HB1 ALA A 147      56.220  78.922  26.415  1.00  0.00

ATOM   2236  HB2 ALA A 147      57.863  79.536  27.087  1.00  0.00

ATOM   2237  HB3 ALA A 147      57.519  77.815  26.904  1.00  0.00

ATOM   2238  C   ALA A 147      55.556  77.456  28.724  1.00  0.00

ATOM   2239  O   ALA A 147      55.904  76.362  29.166  1.00  0.00

ATOM   2240  N   CLY A 148      54.298  77.580  28.306  1.00  0.00

ATOM   2241  H   CLY A 148      54.045  78.428  27.828  1.00  0.00

ATOM   2242  CA  CLY A 148      53.170  76.782  28.719  1.00  0.00

ATOM   2243  HA  CLY A 148      53.506  75.980  29.367  1.00  0.00

ATOM   2244  CB  CLY A 148      52.087  77.625  29.388  1.00  0.00

ATOM   2245  HB1 CLY A 148      51.223  77.048  29.739  1.00  0.00

ATOM   2246  HB2 CLY A 148      51.710  78.393  28.709  1.00  0.00

ATOM   2247  CG  CLY A 148      52.630  78.436  30.557  1.00  0.00

ATOM   2248  HG1 CLY A 148      51.850  79.037  31.004  1.00  0.00

ATOM   2249  HG2 CLY A 148      53.192  79.267  30.120  1.00  0.00

ATOM   2250  CD  CLY A 148      53.375  77.619  31.617  1.00  0.00

ATOM   2251  HD1 CLY A 148      54.269  77.159  31.205  1.00  0.00

ATOM   2252  HD2 CLY A 148      52.707  76.860  32.006  1.00  0.00

ATOM   2253  CE  CLY A 148      53.747  78.551  32.767  1.00  0.00

ATOM   2254  HE1 CLY A 148      52.836  78.686  33.356  1.00  0.00

ATOM   2255  HE2 CLY A 148      54.133  79.516  32.421  1.00  0.00

ATOM   2256  NZ  CLY A 148      54.820  77.928  33.563  1.00  0.00

ATOM   2257  HZ1 CLY A 148      55.058  78.516  34.348  1.00  0.00

ATOM   2258  HZ2 CLY A 148      54.463  77.087  34.001  1.00  0.00

ATOM   2259  HZ3 CLY A 148      55.600  77.670  32.979  1.00  0.00

ATOM   2260  C   CLY A 148      52.513  76.052  27.555  1.00  0.00

ATOM   2261  OC1 CLY A 148      52.441  76.630  26.449  1.00  0.00

ATOM   2262  OC2 CLY A 148      52.186  74.868  27.794  1.00  0.00

ATOM   2263  CA  CA  A 501      66.435  46.376  35.754  1.00  0.00

ATOM   2264  CA  CA  A 502      65.501  49.969  46.998  1.00  0.00

ATOM   2265  CA  CA  A 503      76.674  74.430  20.362  1.00  0.00

ATOM   2266  CA  CA  A 504      68.574  83.219  19.758  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        3

ATOM      1  N   NAL A   1      48.048  72.138  47.257  1.00  0.00

ATOM      2  H1  NAL A   1      48.251  73.081  47.567  1.00  0.00

ATOM      3  H2  NAL A   1      47.650  72.275  46.338  1.00  0.00

ATOM      4  H3  NAL A   1      47.391  71.783  47.935  1.00  0.00

ATOM      5  CA  NAL A   1      49.212  71.247  47.112  1.00  0.00

ATOM      6  HA  NAL A   1      49.914  71.632  46.384  1.00  0.00

ATOM      7  CB  NAL A   1      50.009  71.210  48.406  1.00  0.00

ATOM      8  HB1 NAL A   1      50.951  70.648  48.378  1.00  0.00

ATOM      9  HB2 NAL A   1      50.315  72.224  48.649  1.00  0.00

ATOM     10  HB3 NAL A   1      49.370  70.886  49.236  1.00  0.00

ATOM     11  C   NAL A   1      48.781  69.848  46.701  1.00  0.00

ATOM     12  O   NAL A   1      47.815  69.295  47.232  1.00  0.00

ATOM     13  N   ASP A   2      49.533  69.289  45.749  1.00  0.00

ATOM     14  H   ASP A   2      50.293  69.830  45.374  1.00  0.00

ATOM     15  CA  ASP A   2      49.266  68.010  45.118  1.00  0.00

ATOM     16  HA  ASP A   2      48.585  67.417  45.725  1.00  0.00

ATOM     17  CB  ASP A   2      48.668  68.188  43.723  1.00  0.00

ATOM     18  HB1 ASP A   2      47.696  68.660  43.871  1.00  0.00

ATOM     19  HB2 ASP A   2      48.497  67.221  43.272  1.00  0.00

ATOM     20  CG  ASP A   2      49.497  69.008  42.736  1.00  0.00

ATOM     21  OD1 ASP A   2      50.311  68.399  42.018  1.00  0.00

ATOM     22  OD2 ASP A   2      49.323  70.255  42.703  1.00  0.00

ATOM     23  C   ASP A   2      50.533  67.175  44.971  1.00  0.00

ATOM     24  O   ASP A   2      51.655  67.664  45.020  1.00  0.00

ATOM     25  N   GLN A   3      50.410  65.849  44.905  1.00  0.00

ATOM     26  H   GLN A   3      49.485  65.479  44.767  1.00  0.00

ATOM     27  CA  GLN A   3      51.538  64.943  44.777  1.00  0.00

ATOM     28  HA  GLN A   3      52.253  65.452  44.126  1.00  0.00

ATOM     29  CB  GLN A   3      52.219  64.666  46.109  1.00  0.00

ATOM     30  HB1 GLN A   3      51.585  64.092  46.785  1.00  0.00

ATOM     31  HB2 GLN A   3      52.350  65.522  46.766  1.00  0.00

ATOM     32  CG  GLN A   3      53.603  64.025  46.038  1.00  0.00

ATOM     33  HG1 GLN A   3      53.507  63.030  45.610  1.00  0.00

ATOM     34  HG2 GLN A   3      53.898  63.888  47.076  1.00  0.00

ATOM     35  CD  GLN A   3      54.635  64.843  45.262  1.00  0.00

ATOM     36  OE1 GLN A   3      54.476  65.075  44.063  1.00  0.00

ATOM     37  NE2 GLN A   3      55.742  65.225  45.901  1.00  0.00

ATOM     38 1HE2 GLN A   3      55.800  64.978  46.877  1.00  0.00

ATOM     39 2HE2 GLN A   3      56.538  65.626  45.431  1.00  0.00

ATOM     40  C   GLN A   3      51.052  63.716  44.025  1.00  0.00

ATOM     41  O   GLN A   3      49.974  63.179  44.253  1.00  0.00

ATOM     42  N   LEU A   4      51.876  63.216  43.099  1.00  0.00

ATOM     43  H   LEU A   4      52.599  63.862  42.815  1.00  0.00

ATOM     44  CA  LEU A   4      51.640  61.999  42.356  1.00  0.00

ATOM     45  HA  LEU A   4      52.216  62.077  41.435  1.00  0.00

ATOM     46  CB  LEU A   4      52.213  60.761  43.034  1.00  0.00

ATOM     47  HB1 LEU A   4      51.896  59.840  42.532  1.00  0.00

ATOM     48  HB2 LEU A   4      51.735  60.695  44.017  1.00  0.00

ATOM     49  CG  LEU A   4      53.722  60.662  43.209  1.00  0.00

ATOM     50  HG  LEU A   4      54.072  61.396  43.934  1.00  0.00

ATOM     51  CD1 LEU A   4      54.336  59.315  43.603  1.00  0.00

ATOM     52 1HD1 LEU A   4      54.178  58.588  42.801  1.00  0.00

ATOM     53 2HD1 LEU A   4      55.360  59.436  43.951  1.00  0.00

ATOM     54 3HD1 LEU A   4      53.724  58.993  44.449  1.00  0.00

ATOM     55  CD2 LEU A   4      54.477  60.997  41.926  1.00  0.00

ATOM     56 1HD2 LEU A   4      54.145  60.304  41.151  1.00  0.00

ATOM     57 2HD2 LEU A   4      54.305  62.046  41.696  1.00  0.00

ATOM     58 3HD2 LEU A   4      55.541  60.884  42.105  1.00  0.00

ATOM     59  C   LEU A   4      50.229  61.895  41.803  1.00  0.00

ATOM     60  O   LEU A   4      49.508  60.907  41.936  1.00  0.00

ATOM     61  N   THR A   5      49.821  62.878  40.990  1.00  0.00

ATOM     62  H   THR A   5      50.235  63.783  41.105  1.00  0.00

ATOM     63  CA  THR A   5      48.608  62.831  40.202  1.00  0.00

ATOM     64  HA  THR A   5      47.875  62.374  40.878  1.00  0.00

ATOM     65  CB  THR A   5      48.095  64.225  39.860  1.00  0.00

ATOM     66  HB  THR A   5      47.000  64.203  39.849  1.00  0.00

ATOM     67  CG2 THR A   5      48.518  65.344  40.813  1.00  0.00

ATOM     68 1HG2 THR A   5      49.553  65.601  40.605  1.00  0.00

ATOM     69 2HG2 THR A   5      47.893  66.210  40.580  1.00  0.00

ATOM     70 3HG2 THR A   5      48.327  65.050  41.841  1.00  0.00

ATOM     71  OG1 THR A   5      48.684  64.614  38.640  1.00  0.00

ATOM     72  HG1 THR A   5      48.401  65.510  38.418  1.00  0.00

ATOM     73  C   THR A   5      48.719  61.872  39.028  1.00  0.00

ATOM     74  O   THR A   5      49.819  61.664  38.524  1.00  0.00

ATOM     75  N   GLU A   6      47.574  61.430  38.494  1.00  0.00

ATOM     76  H   GLU A   6      46.695  61.703  38.891  1.00  0.00

ATOM     77  CA  GLU A   6      47.560  60.635  37.282  1.00  0.00

ATOM     78  HA  GLU A   6      48.188  59.763  37.444  1.00  0.00

ATOM     79  CB  GLU A   6      46.144  60.111  37.045  1.00  0.00

ATOM     80  HB1 GLU A   6      45.720  59.621  37.925  1.00  0.00

ATOM     81  HB2 GLU A   6      46.243  59.450  36.187  1.00  0.00

ATOM     82  CG  GLU A   6      45.179  61.229  36.643  1.00  0.00

ATOM     83  HG1 GLU A   6      45.496  61.687  35.705  1.00  0.00

ATOM     84  HG2 GLU A   6      45.107  61.944  37.459  1.00  0.00

ATOM     85  CD  GLU A   6      43.822  60.618  36.285  1.00  0.00

ATOM     86  OE1 GLU A   6      43.556  60.452  35.076  1.00  0.00

ATOM     87  OE2 GLU A   6      43.068  60.361  37.241  1.00  0.00

ATOM     88  C   GLU A   6      48.141  61.313  36.049  1.00  0.00

ATOM     89  O   GLU A   6      48.570  60.699  35.079  1.00  0.00

ATOM     90  N   GLU A   7      48.342  62.634  36.043  1.00  0.00

ATOM     91  H   GLU A   7      48.044  63.157  36.854  1.00  0.00

ATOM     92  CA  GLU A   7      49.063  63.385  35.034  1.00  0.00

ATOM     93  HA  GLU A   7      48.769  63.005  34.060  1.00  0.00

ATOM     94  CB  GLU A   7      48.703  64.870  35.044  1.00  0.00

ATOM     95  HB1 GLU A   7      48.745  65.262  36.056  1.00  0.00

ATOM     96  HB2 GLU A   7      47.686  64.907  34.635  1.00  0.00

ATOM     97  CG  GLU A   7      49.473  65.756  34.067  1.00  0.00

ATOM     98  HG1 GLU A   7      49.736  65.190  33.172  1.00  0.00

ATOM     99  HG2 GLU A   7      50.393  66.056  34.577  1.00  0.00

ATOM    100  CD  GLU A   7      48.801  67.042  33.621  1.00  0.00

ATOM    101  OE1 GLU A   7      48.122  67.041  32.566  1.00  0.00

ATOM    102  OE2 GLU A   7      49.129  68.133  34.127  1.00  0.00

ATOM    103  C   GLU A   7      50.559  63.231  35.226  1.00  0.00

ATOM    104  O   GLU A   7      51.290  62.940  34.282  1.00  0.00

ATOM    105  N   GLN A   8      51.063  63.407  36.452  1.00  0.00

ATOM    106  H   GLN A   8      50.344  63.485  37.149  1.00  0.00

ATOM    107  CA  GLN A   8      52.463  63.654  36.727  1.00  0.00

ATOM    108  HA  GLN A   8      52.864  64.247  35.911  1.00  0.00

ATOM    109  CB  GLN A   8      52.608  64.636  37.893  1.00  0.00

ATOM    110  HB1 GLN A   8      52.188  64.139  38.768  1.00  0.00

ATOM    111  HB2 GLN A   8      52.053  65.520  37.587  1.00  0.00

ATOM    112  CG  GLN A   8      54.043  65.005  38.250  1.00  0.00

ATOM    113  HG1 GLN A   8      54.554  64.140  38.652  1.00  0.00

ATOM    114  HG2 GLN A   8      54.067  65.871  38.924  1.00  0.00

ATOM    115  CD  GLN A   8      54.722  65.537  37.000  1.00  0.00

ATOM    116  OE1 GLN A   8      54.419  66.578  36.427  1.00  0.00

ATOM    117  NE2 GLN A   8      55.726  64.852  36.437  1.00  0.00

ATOM    118 1HE2 GLN A   8      56.072  63.980  36.797  1.00  0.00

ATOM    119 2HE2 GLN A   8      55.959  65.094  35.484  1.00  0.00

ATOM    120  C   GLN A   8      53.217  62.358  36.990  1.00  0.00

ATOM    121  O   GLN A   8      54.398  62.228  36.657  1.00  0.00

ATOM    122  N   ILE A   9      52.592  61.320  37.529  1.00  0.00

ATOM    123  H   ILE A   9      51.641  61.485  37.812  1.00  0.00

ATOM    124  CA  ILE A   9      53.047  59.946  37.669  1.00  0.00

ATOM    125  HA  ILE A   9      53.960  60.037  38.259  1.00  0.00

ATOM    126  CB  ILE A   9      52.150  59.188  38.645  1.00  0.00

ATOM    127  HB  ILE A   9      51.954  59.924  39.427  1.00  0.00

ATOM    128  CG2 ILE A   9      50.836  58.696  38.051  1.00  0.00

ATOM    129 1HG2 ILE A   9      50.037  58.801  38.783  1.00  0.00

ATOM    130 2HG2 ILE A   9      50.615  59.235  37.134  1.00  0.00

ATOM    131 3HG2 ILE A   9      50.845  57.631  37.802  1.00  0.00

ATOM    132  CG1 ILE A   9      53.049  58.163  39.337  1.00  0.00

ATOM    133 1HG1 ILE A   9      53.862  58.615  39.886  1.00  0.00

ATOM    134 2HG1 ILE A   9      53.427  57.497  38.553  1.00  0.00

ATOM    135  CD  ILE A   9      52.206  57.318  40.291  1.00  0.00

ATOM    136  HD1 ILE A   9      51.550  56.638  39.740  1.00  0.00

ATOM    137  HD2 ILE A   9      52.917  56.691  40.810  1.00  0.00

ATOM    138  HD3 ILE A   9      51.704  57.939  41.043  1.00  0.00

ATOM    139  C   ILE A   9      53.342  59.310  36.316  1.00  0.00

ATOM    140  O   ILE A   9      54.285  58.534  36.238  1.00  0.00

ATOM    141  N   ALA A  10      52.651  59.692  35.239  1.00  0.00

ATOM    142  H   ALA A  10      51.823  60.255  35.382  1.00  0.00

ATOM    143  CA  ALA A  10      52.854  59.165  33.904  1.00  0.00

ATOM    144  HA  ALA A  10      52.874  58.078  34.007  1.00  0.00

ATOM    145  CB  ALA A  10      51.600  59.526  33.111  1.00  0.00

ATOM    146  HB1 ALA A  10      51.657  60.607  33.061  1.00  0.00

ATOM    147  HB2 ALA A  10      51.503  59.114  32.104  1.00  0.00

ATOM    148  HB3 ALA A  10      50.771  59.171  33.727  1.00  0.00

ATOM    149  C   ALA A  10      54.147  59.708  33.310  1.00  0.00

ATOM    150  O   ALA A  10      54.960  58.967  32.759  1.00  0.00

ATOM    151  N   GLU A  11      54.420  61.008  33.439  1.00  0.00

ATOM    152  H   GLU A  11      53.698  61.542  33.902  1.00  0.00

ATOM    153  CA  GLU A  11      55.697  61.565  33.036  1.00  0.00

ATOM    154  HA  GLU A  11      55.870  61.490  31.964  1.00  0.00

ATOM    155  CB  GLU A  11      55.805  63.047  33.397  1.00  0.00

ATOM    156  HB1 GLU A  11      56.732  63.460  33.014  1.00  0.00

ATOM    157  HB2 GLU A  11      55.920  63.075  34.475  1.00  0.00

ATOM    158  CG  GLU A  11      54.562  63.788  32.913  1.00  0.00

ATOM    159  HG1 GLU A  11      53.798  63.772  33.702  1.00  0.00

ATOM    160  HG2 GLU A  11      54.091  63.328  32.043  1.00  0.00

ATOM    161  CD  GLU A  11      54.912  65.207  32.506  1.00  0.00

ATOM    162  OE1 GLU A  11      55.588  65.893  33.310  1.00  0.00

ATOM    163  OE2 GLU A  11      54.659  65.618  31.354  1.00  0.00

ATOM    164  C   GLU A  11      56.815  60.819  33.753  1.00  0.00

ATOM    165  O   GLU A  11      57.832  60.555  33.126  1.00  0.00

ATOM    166  N   PHE A  12      56.658  60.409  35.016  1.00  0.00

ATOM    167  H   PHE A  12      55.744  60.386  35.465  1.00  0.00

ATOM    168  CA  PHE A  12      57.662  59.694  35.773  1.00  0.00

ATOM    169  HA  PHE A  12      58.582  60.248  35.634  1.00  0.00

ATOM    170  CB  PHE A  12      57.312  59.821  37.254  1.00  0.00

ATOM    171  HB1 PHE A  12      57.777  59.033  37.846  1.00  0.00

ATOM    172  HB2 PHE A  12      56.264  59.526  37.265  1.00  0.00

ATOM    173  CG  PHE A  12      57.481  61.143  37.981  1.00  0.00

ATOM    174  CD1 PHE A  12      58.253  62.179  37.445  1.00  0.00

ATOM    175  HD1 PHE A  12      58.812  62.038  36.530  1.00  0.00

ATOM    176  CE1 PHE A  12      58.254  63.467  38.005  1.00  0.00

ATOM    177  HE1 PHE A  12      58.727  64.356  37.619  1.00  0.00

ATOM    178  CZ  PHE A  12      57.472  63.619  39.148  1.00  0.00

ATOM    179  HZ  PHE A  12      57.465  64.579  39.648  1.00  0.00

ATOM    180  CE2 PHE A  12      56.822  62.561  39.800  1.00  0.00

ATOM    181  HE2 PHE A  12      56.337  62.689  40.755  1.00  0.00

ATOM    182  CD2 PHE A  12      56.814  61.297  39.196  1.00  0.00

ATOM    183  HD2 PHE A  12      56.271  60.475  39.643  1.00  0.00

ATOM    184  C   PHE A  12      57.787  58.263  35.279  1.00  0.00

ATOM    185  O   PHE A  12      58.940  57.838  35.246  1.00  0.00

ATOM    186  N   LYS A  13      56.708  57.572  34.888  1.00  0.00

ATOM    187  H   LYS A  13      55.793  57.986  34.950  1.00  0.00

ATOM    188  CA  LYS A  13      56.841  56.241  34.323  1.00  0.00

ATOM    189  HA  LYS A  13      57.280  55.640  35.130  1.00  0.00

ATOM    190  CB  LYS A  13      55.425  55.672  34.199  1.00  0.00

ATOM    191  HB1 LYS A  13      55.009  56.170  33.328  1.00  0.00

ATOM    192  HB2 LYS A  13      54.856  56.009  35.060  1.00  0.00

ATOM    193  CG  LYS A  13      55.381  54.146  34.166  1.00  0.00

ATOM    194  HG1 LYS A  13      55.700  53.684  35.103  1.00  0.00

ATOM    195  HG2 LYS A  13      56.035  53.765  33.384  1.00  0.00

ATOM    196  CD  LYS A  13      54.009  53.506  34.006  1.00  0.00

ATOM    197  HD1 LYS A  13      53.476  53.816  33.113  1.00  0.00

ATOM    198  HD2 LYS A  13      53.405  53.813  34.866  1.00  0.00

ATOM    199  CE  LYS A  13      54.222  52.002  34.030  1.00  0.00

ATOM    200  HE1 LYS A  13      54.676  51.654  34.959  1.00  0.00

ATOM    201  HE2 LYS A  13      54.741  51.681  33.122  1.00  0.00

ATOM    202  NZ  LYS A  13      52.895  51.368  33.897  1.00  0.00

ATOM    203  HZ1 LYS A  13      52.313  51.876  33.243  1.00  0.00

ATOM    204  HZ2 LYS A  13      52.884  50.408  33.588  1.00  0.00

ATOM    205  HZ3 LYS A  13      52.322  51.413  34.727  1.00  0.00

ATOM    206  C   LYS A  13      57.710  56.111  33.093  1.00  0.00

ATOM    207  O   LYS A  13      58.546  55.224  32.958  1.00  0.00

ATOM    208  N   GLU A  14      57.516  57.110  32.226  1.00  0.00

ATOM    209  H   GLU A  14      56.870  57.865  32.399  1.00  0.00

ATOM    210  CA  GLU A  14      58.311  57.301  31.019  1.00  0.00

ATOM    211  HA  GLU A  14      58.326  56.384  30.438  1.00  0.00

ATOM    212  CB  GLU A  14      57.698  58.432  30.211  1.00  0.00

ATOM    213  HB1 GLU A  14      57.467  59.188  30.973  1.00  0.00

ATOM    214  HB2 GLU A  14      56.702  58.120  29.902  1.00  0.00

ATOM    215  CG  GLU A  14      58.478  58.940  29.001  1.00  0.00

ATOM    216  HG1 GLU A  14      58.989  58.120  28.492  1.00  0.00

ATOM    217  HG2 GLU A  14      59.282  59.666  29.171  1.00  0.00

ATOM    218  CD  GLU A  14      57.514  59.594  28.024  1.00  0.00

ATOM    219  OE1 GLU A  14      57.582  59.352  26.802  1.00  0.00

ATOM    220  OE2 GLU A  14      56.717  60.463  28.446  1.00  0.00

ATOM    221  C   GLU A  14      59.787  57.557  31.282  1.00  0.00

ATOM    222  O   GLU A  14      60.639  57.020  30.582  1.00  0.00

ATOM    223  N   ALA A  15      60.079  58.135  32.452  1.00  0.00

ATOM    224  H   ALA A  15      59.349  58.684  32.883  1.00  0.00

ATOM    225  CA  ALA A  15      61.419  58.460  32.902  1.00  0.00

ATOM    226  HA  ALA A  15      61.983  58.648  31.982  1.00  0.00

ATOM    227  CB  ALA A  15      61.481  59.682  33.802  1.00  0.00

ATOM    228  HB1 ALA A  15      61.156  59.354  34.795  1.00  0.00

ATOM    229  HB2 ALA A  15      62.498  60.029  33.949  1.00  0.00

ATOM    230  HB3 ALA A  15      60.904  60.548  33.486  1.00  0.00

ATOM    231  C   ALA A  15      62.009  57.172  33.448  1.00  0.00

ATOM    232  O   ALA A  15      63.126  56.838  33.057  1.00  0.00

ATOM    233  N   PHE A  16      61.196  56.398  34.171  1.00  0.00

ATOM    234  H   PHE A  16      60.244  56.679  34.351  1.00  0.00

ATOM    235  CA  PHE A  16      61.703  55.124  34.645  1.00  0.00

ATOM    236  HA  PHE A  16      62.677  55.345  35.081  1.00  0.00

ATOM    237  CB  PHE A  16      60.650  54.657  35.646  1.00  0.00

ATOM    238  HB1 PHE A  16      59.707  54.598  35.102  1.00  0.00

ATOM    239  HB2 PHE A  16      60.635  55.494  36.336  1.00  0.00

ATOM    240  CG  PHE A  16      60.992  53.406  36.421  1.00  0.00

ATOM    241  CD1 PHE A  16      61.757  53.563  37.586  1.00  0.00

ATOM    242  HD1 PHE A  16      62.184  54.521  37.833  1.00  0.00

ATOM    243  CE1 PHE A  16      62.152  52.426  38.305  1.00  0.00

ATOM    244  HE1 PHE A  16      62.782  52.603  39.162  1.00  0.00

ATOM    245  CZ  PHE A  16      61.731  51.154  37.906  1.00  0.00

ATOM    246  HZ  PHE A  16      62.152  50.303  38.418  1.00  0.00

ATOM    247  CE2 PHE A  16      60.846  51.101  36.825  1.00  0.00

ATOM    248  HE2 PHE A  16      60.464  50.137  36.523  1.00  0.00

ATOM    249  CD2 PHE A  16      60.503  52.175  35.982  1.00  0.00

ATOM    250  HD2 PHE A  16      59.742  52.018  35.232  1.00  0.00

ATOM    251  C   PHE A  16      61.925  54.103  33.538  1.00  0.00

ATOM    252  O   PHE A  16      62.902  53.357  33.461  1.00  0.00

ATOM    253  N   SER A  17      61.161  54.260  32.449  1.00  0.00

ATOM    254  H   SER A  17      60.497  55.012  32.530  1.00  0.00

ATOM    255  CA  SER A  17      61.160  53.478  31.228  1.00  0.00

ATOM    256  HA  SER A  17      61.228  52.416  31.454  1.00  0.00

ATOM    257  CB  SER A  17      59.854  53.675  30.469  1.00  0.00

ATOM    258  HB1 SER A  17      59.876  53.229  29.471  1.00  0.00

ATOM    259  HB2 SER A  17      59.579  54.724  30.399  1.00  0.00

ATOM    260  OG  SER A  17      58.856  52.995  31.196  1.00  0.00

ATOM    261  HG  SER A  17      58.738  53.438  32.036  1.00  0.00

ATOM    262  C   SER A  17      62.341  53.772  30.301  1.00  0.00

ATOM    263  O   SER A  17      62.640  53.000  29.395  1.00  0.00

ATOM    264  N   LEU A  18      63.059  54.884  30.503  1.00  0.00

ATOM    265  H   LEU A  18      62.773  55.674  31.062  1.00  0.00

ATOM    266  CA  LEU A  18      64.365  55.188  29.951  1.00  0.00

ATOM    267  HA  LEU A  18      64.280  55.127  28.869  1.00  0.00

ATOM    268  CB  LEU A  18      64.734  56.627  30.288  1.00  0.00

ATOM    269  HB1 LEU A  18      64.802  56.691  31.372  1.00  0.00

ATOM    270  HB2 LEU A  18      63.925  57.267  29.913  1.00  0.00

ATOM    271  CG  LEU A  18      66.050  57.088  29.659  1.00  0.00

ATOM    272  HG  LEU A  18      66.862  56.399  29.929  1.00  0.00

ATOM    273  CD1 LEU A  18      65.962  57.056  28.138  1.00  0.00

ATOM    274 1HD1 LEU A  18      65.085  57.571  27.763  1.00  0.00

ATOM    275 2HD1 LEU A  18      66.851  57.392  27.601  1.00  0.00

ATOM    276 3HD1 LEU A  18      65.948  55.995  27.884  1.00  0.00

ATOM    277  CD2 LEU A  18      66.450  58.500  30.045  1.00  0.00

ATOM    278 1HD2 LEU A  18      65.717  59.255  29.755  1.00  0.00

ATOM    279 2HD2 LEU A  18      66.574  58.405  31.121  1.00  0.00

ATOM    280 3HD2 LEU A  18      67.462  58.812  29.772  1.00  0.00

ATOM    281  C   LEU A  18      65.409  54.172  30.380  1.00  0.00

ATOM    282  O   LEU A  18      66.191  53.865  29.482  1.00  0.00

ATOM    283  N   PHE A  19      65.554  53.834  31.655  1.00  0.00

ATOM    284  H   PHE A  19      64.699  54.073  32.147  1.00  0.00

ATOM    285  CA  PHE A  19      66.516  52.921  32.240  1.00  0.00

ATOM    286  HA  PHE A  19      67.500  53.161  31.832  1.00  0.00

ATOM    287  CB  PHE A  19      66.503  53.142  33.747  1.00  0.00

ATOM    288  HB1 PHE A  19      67.138  52.365  34.175  1.00  0.00

ATOM    289  HB2 PHE A  19      65.499  52.992  34.161  1.00  0.00

ATOM    290  CG  PHE A  19      66.918  54.499  34.273  1.00  0.00

ATOM    291  CD1 PHE A  19      68.187  54.720  34.809  1.00  0.00

ATOM    292  HD1 PHE A  19      68.946  53.960  34.655  1.00  0.00

ATOM    293  CE1 PHE A  19      68.586  55.972  35.304  1.00  0.00

ATOM    294  HE1 PHE A  19      69.567  56.149  35.713  1.00  0.00

ATOM    295  CZ  PHE A  19      67.694  57.051  35.210  1.00  0.00

ATOM    296  HZ  PHE A  19      68.018  58.010  35.576  1.00  0.00

ATOM    297  CE2 PHE A  19      66.391  56.856  34.748  1.00  0.00

ATOM    298  HE2 PHE A  19      65.671  57.654  34.792  1.00  0.00

ATOM    299  CD2 PHE A  19      66.010  55.564  34.353  1.00  0.00

ATOM    300  HD2 PHE A  19      65.012  55.317  34.042  1.00  0.00

ATOM    301  C   PHE A  19      66.007  51.527  31.901  1.00  0.00

ATOM    302  O   PHE A  19      66.811  50.707  31.468  1.00  0.00

ATOM    303  N   ASP A  20      64.731  51.216  32.140  1.00  0.00

ATOM    304  H   ASP A  20      64.076  51.927  32.436  1.00  0.00

ATOM    305  CA  ASP A  20      64.222  49.864  32.267  1.00  0.00

ATOM    306  HA  ASP A  20      65.085  49.288  32.564  1.00  0.00

ATOM    307  CB  ASP A  20      63.214  49.816  33.417  1.00  0.00

ATOM    308  HB1 ASP A  20      62.281  50.240  33.037  1.00  0.00

ATOM    309  HB2 ASP A  20      63.530  50.439  34.249  1.00  0.00

ATOM    310  CG  ASP A  20      62.996  48.479  34.111  1.00  0.00

ATOM    311  OD1 ASP A  20      63.819  47.590  33.784  1.00  0.00

ATOM    312  OD2 ASP A  20      62.071  48.359  34.932  1.00  0.00

ATOM    313  C   ASP A  20      63.663  49.115  31.064  1.00  0.00

ATOM    314  O   ASP A  20      62.490  48.793  30.953  1.00  0.00

ATOM    315  N   LYS A  21      64.548  48.886  30.087  1.00  0.00

ATOM    316  H   LYS A  21      65.421  49.356  30.289  1.00  0.00

ATOM    317  CA  LYS A  21      64.295  48.159  28.857  1.00  0.00

ATOM    318  HA  LYS A  21      63.322  48.411  28.430  1.00  0.00

ATOM    319  CB  LYS A  21      65.329  48.423  27.774  1.00  0.00

ATOM    320  HB1 LYS A  21      64.945  48.014  26.833  1.00  0.00

ATOM    321  HB2 LYS A  21      66.285  47.962  28.006  1.00  0.00

ATOM    322  CG  LYS A  21      65.515  49.903  27.442  1.00  0.00

ATOM    323  HG1 LYS A  21      66.052  49.974  26.501  1.00  0.00

ATOM    324  HG2 LYS A  21      66.245  50.302  28.152  1.00  0.00

ATOM    325  CD  LYS A  21      64.282  50.801  27.353  1.00  0.00

ATOM    326  HD1 LYS A  21      63.856  50.890  28.357  1.00  0.00

ATOM    327  HD2 LYS A  21      63.462  50.408  26.766  1.00  0.00

ATOM    328  CE  LYS A  21      64.655  52.203  26.869  1.00  0.00

ATOM    329  HE1 LYS A  21      65.242  52.086  25.961  1.00  0.00

ATOM    330  HE2 LYS A  21      65.249  52.702  27.635  1.00  0.00

ATOM    331  NZ  LYS A  21      63.430  52.959  26.601  1.00  0.00

ATOM    332  HZ1 LYS A  21      62.667  52.517  27.104  1.00  0.00

ATOM    333  HZ2 LYS A  21      63.499  53.880  27.000  1.00  0.00

ATOM    334  HZ3 LYS A  21      63.254  53.004  25.604  1.00  0.00

ATOM    335  C   LYS A  21      64.145  46.667  29.114  1.00  0.00

ATOM    336  O   LYS A  21      63.284  46.088  28.438  1.00  0.00

ATOM    337  N   ASP A  22      64.782  46.081  30.124  1.00  0.00

ATOM    338  H   ASP A  22      65.522  46.612  30.549  1.00  0.00

ATOM    339  CA  ASP A  22      64.552  44.741  30.626  1.00  0.00

ATOM    340  HA  ASP A  22      64.364  44.113  29.745  1.00  0.00

ATOM    341  CB  ASP A  22      65.739  44.127  31.356  1.00  0.00

ATOM    342  HB1 ASP A  22      66.622  44.172  30.722  1.00  0.00

ATOM    343  HB2 ASP A  22      65.525  43.090  31.595  1.00  0.00

ATOM    344  CG  ASP A  22      65.967  44.791  32.706  1.00  0.00

ATOM    345  OD1 ASP A  22      66.782  45.737  32.861  1.00  0.00

ATOM    346  OD2 ASP A  22      65.313  44.480  33.727  1.00  0.00

ATOM    347  C   ASP A  22      63.233  44.673  31.389  1.00  0.00

ATOM    348  O   ASP A  22      62.736  43.575  31.614  1.00  0.00

ATOM    349  N   GLY A  23      62.637  45.795  31.820  1.00  0.00

ATOM    350  H   GLY A  23      63.006  46.699  31.570  1.00  0.00

ATOM    351  CA  GLY A  23      61.262  45.805  32.267  1.00  0.00

ATOM    352  HA1 GLY A  23      60.731  45.339  31.437  1.00  0.00

ATOM    353  HA2 GLY A  23      60.911  46.827  32.423  1.00  0.00

ATOM    354  C   GLY A  23      60.877  45.016  33.510  1.00  0.00

ATOM    355  O   GLY A  23      59.793  44.441  33.548  1.00  0.00

ATOM    356  N   ASP A  24      61.817  44.962  34.458  1.00  0.00

ATOM    357  H   ASP A  24      62.717  45.410  34.388  1.00  0.00

ATOM    358  CA  ASP A  24      61.587  44.234  35.694  1.00  0.00

ATOM    359  HA  ASP A  24      60.756  43.563  35.517  1.00  0.00

ATOM    360  CB  ASP A  24      62.791  43.371  36.072  1.00  0.00

ATOM    361  HB1 ASP A  24      63.213  42.974  35.144  1.00  0.00

ATOM    362  HB2 ASP A  24      62.354  42.629  36.747  1.00  0.00

ATOM    363  CG  ASP A  24      63.894  44.154  36.767  1.00  0.00

ATOM    364  OD1 ASP A  24      64.024  45.356  36.441  1.00  0.00

ATOM    365  OD2 ASP A  24      64.462  43.608  37.737  1.00  0.00

ATOM    366  C   ASP A  24      61.076  45.044  36.877  1.00  0.00

ATOM    367  O   ASP A  24      60.897  44.489  37.961  1.00  0.00

ATOM    368  N   GLY A  25      60.950  46.357  36.717  1.00  0.00

ATOM    369  H   GLY A  25      61.319  46.719  35.851  1.00  0.00

ATOM    370  CA  GLY A  25      60.519  47.431  37.588  1.00  0.00

ATOM    371  HA1 GLY A  25      59.629  47.102  38.114  1.00  0.00

ATOM    372  HA2 GLY A  25      60.341  48.287  36.940  1.00  0.00

ATOM    373  C   GLY A  25      61.582  47.792  38.614  1.00  0.00

ATOM    374  O   GLY A  25      61.198  48.332  39.654  1.00  0.00

ATOM    375  N   THR A  26      62.860  47.515  38.346  1.00  0.00

ATOM    376  H   THR A  26      63.092  46.859  37.612  1.00  0.00

ATOM    377  CA  THR A  26      63.950  47.975  39.176  1.00  0.00

ATOM    378  HA  THR A  26      63.706  48.873  39.743  1.00  0.00

ATOM    379  CB  THR A  26      64.510  46.957  40.171  1.00  0.00

ATOM    380  HB  THR A  26      65.302  47.486  40.685  1.00  0.00

ATOM    381  CG2 THR A  26      63.507  46.524  41.241  1.00  0.00

ATOM    382 1HG2 THR A  26      63.798  45.706  41.902  1.00  0.00

ATOM    383 2HG2 THR A  26      63.434  47.385  41.906  1.00  0.00

ATOM    384 3HG2 THR A  26      62.545  46.330  40.772  1.00  0.00

ATOM    385  OG1 THR A  26      65.056  45.796  39.576  1.00  0.00

ATOM    386  HG1 THR A  26      64.631  45.506  38.760  1.00  0.00

ATOM    387  C   THR A  26      65.076  48.500  38.308  1.00  0.00

ATOM    388  O   THR A  26      65.396  47.927  37.267  1.00  0.00

ATOM    389  N   ILE A  27      65.785  49.516  38.799  1.00  0.00

ATOM    390  H   ILE A  27      65.554  49.919  39.693  1.00  0.00

ATOM    391  CA  ILE A  27      66.950  50.081  38.147  1.00  0.00

ATOM    392  HA  ILE A  27      66.916  49.716  37.118  1.00  0.00

ATOM    393  CB  ILE A  27      66.843  51.610  38.193  1.00  0.00

ATOM    394  HB  ILE A  27      66.656  51.881  39.229  1.00  0.00

ATOM    395  CG2 ILE A  27      68.146  52.306  37.817  1.00  0.00

ATOM    396 1HG2 ILE A  27      68.144  53.347  38.151  1.00  0.00

ATOM    397 2HG2 ILE A  27      68.976  51.768  38.271  1.00  0.00

ATOM    398 3HG2 ILE A  27      68.172  52.319  36.729  1.00  0.00

ATOM    399  CG1 ILE A  27      65.672  52.166  37.385  1.00  0.00

ATOM    400 1HG1 ILE A  27      64.772  51.704  37.805  1.00  0.00

ATOM    401 2HG1 ILE A  27      65.801  51.911  36.337  1.00  0.00

ATOM    402  CD  ILE A  27      65.400  53.664  37.467  1.00  0.00

ATOM    403  HD1 ILE A  27      64.523  53.889  36.855  1.00  0.00

ATOM    404  HD2 ILE A  27      65.234  53.960  38.501  1.00  0.00

ATOM    405  HD3 ILE A  27      66.172  54.318  37.045  1.00  0.00

ATOM    406  C   ILE A  27      68.197  49.501  38.789  1.00  0.00

ATOM    407  O   ILE A  27      68.274  49.404  40.014  1.00  0.00

ATOM    408  N   THR A  28      69.236  49.251  37.995  1.00  0.00

ATOM    409  H   THR A  28      68.951  49.141  37.029  1.00  0.00

ATOM    410  CA  THR A  28      70.544  48.744  38.365  1.00  0.00

ATOM    411  HA  THR A  28      70.599  48.589  39.438  1.00  0.00

ATOM    412  CB  THR A  28      70.813  47.414  37.664  1.00  0.00

ATOM    413  HB  THR A  28      71.788  47.007  37.929  1.00  0.00

ATOM    414  CG2 THR A  28      69.888  46.317  38.191  1.00  0.00

ATOM    415 1HG2 THR A  28      68.887  46.727  38.044  1.00  0.00

ATOM    416 2HG2 THR A  28      70.006  45.353  37.686  1.00  0.00

ATOM    417 3HG2 THR A  28      70.070  46.084  39.247  1.00  0.00

ATOM    418  OG1 THR A  28      70.648  47.392  36.268  1.00  0.00

ATOM    419  HG1 THR A  28      69.726  47.497  36.015  1.00  0.00

ATOM    420  C   THR A  28      71.640  49.759  38.090  1.00  0.00

ATOM    421  O   THR A  28      71.553  50.661  37.260  1.00  0.00

ATOM    422  N   THR A  29      72.803  49.579  38.723  1.00  0.00

ATOM    423  H   THR A  29      72.921  48.840  39.403  1.00  0.00

ATOM    424  CA  THR A  29      74.019  50.275  38.357  1.00  0.00

ATOM    425  HA  THR A  29      74.135  51.259  38.819  1.00  0.00

ATOM    426  CB  THR A  29      75.199  49.464  38.900  1.00  0.00

ATOM    427  HB  THR A  29      76.041  49.738  38.259  1.00  0.00

ATOM    428  CG2 THR A  29      75.431  49.861  40.351  1.00  0.00

ATOM    429 1HG2 THR A  29      76.160  49.232  40.868  1.00  0.00

ATOM    430 2HG2 THR A  29      75.759  50.903  40.403  1.00  0.00

ATOM    431 3HG2 THR A  29      74.467  49.824  40.843  1.00  0.00

ATOM    432  OG1 THR A  29      75.070  48.061  38.787  1.00  0.00

ATOM    433  HG1 THR A  29      75.876  47.722  39.173  1.00  0.00

ATOM    434  C   THR A  29      74.244  50.342  36.856  1.00  0.00

ATOM    435  O   THR A  29      74.395  51.450  36.347  1.00  0.00

ATOM    436  N   LYS A  30      74.290  49.243  36.096  1.00  0.00

ATOM    437  H   LYS A  30      74.286  48.361  36.591  1.00  0.00

ATOM    438  CA  LYS A  30      74.436  49.286  34.649  1.00  0.00

ATOM    439  HA  LYS A  30      75.401  49.656  34.305  1.00  0.00

ATOM    440  CB  LYS A  30      74.734  47.876  34.139  1.00  0.00

ATOM    441  HB1 LYS A  30      75.583  47.492  34.695  1.00  0.00

ATOM    442  HB2 LYS A  30      74.912  48.044  33.075  1.00  0.00

ATOM    443  CG  LYS A  30      73.487  47.017  34.330  1.00  0.00

ATOM    444  HG1 LYS A  30      72.650  47.456  33.799  1.00  0.00

ATOM    445  HG2 LYS A  30      73.266  46.978  35.400  1.00  0.00

ATOM    446  CD  LYS A  30      73.813  45.565  33.952  1.00  0.00

ATOM    447  HD1 LYS A  30      74.480  45.143  34.705  1.00  0.00

ATOM    448  HD2 LYS A  30      74.282  45.425  32.982  1.00  0.00

ATOM    449  CE  LYS A  30      72.502  44.792  33.849  1.00  0.00

ATOM    450  HE1 LYS A  30      72.746  43.745  33.664  1.00  0.00

ATOM    451  HE2 LYS A  30      72.047  45.161  32.925  1.00  0.00

ATOM    452  NZ  LYS A  30      71.542  44.975  34.940  1.00  0.00

ATOM    453  HZ1 LYS A  30      71.380  45.966  35.098  1.00  0.00

ATOM    454  HZ2 LYS A  30      70.690  44.487  34.744  1.00  0.00

ATOM    455  HZ3 LYS A  30      71.929  44.568  35.785  1.00  0.00

ATOM    456  C   LYS A  30      73.350  49.992  33.856  1.00  0.00

ATOM    457  O   LYS A  30      73.695  50.583  32.833  1.00  0.00

ATOM    458  N   GLU A  31      72.136  50.096  34.390  1.00  0.00

ATOM    459  H   GLU A  31      71.941  49.683  35.296  1.00  0.00

ATOM    460  CA  GLU A  31      71.136  50.943  33.774  1.00  0.00

ATOM    461  HA  GLU A  31      71.086  50.855  32.682  1.00  0.00

ATOM    462  CB  GLU A  31      69.766  50.678  34.375  1.00  0.00

ATOM    463  HB1 GLU A  31      69.120  51.552  34.257  1.00  0.00

ATOM    464  HB2 GLU A  31      69.907  50.487  35.433  1.00  0.00

ATOM    465  CG  GLU A  31      69.081  49.504  33.662  1.00  0.00

ATOM    466  HG1 GLU A  31      69.828  48.763  33.386  1.00  0.00

ATOM    467  HG2 GLU A  31      68.645  49.991  32.793  1.00  0.00

ATOM    468  CD  GLU A  31      68.042  48.871  34.568  1.00  0.00

ATOM    469  OE1 GLU A  31      68.326  48.044  35.464  1.00  0.00

ATOM    470  OE2 GLU A  31      66.843  48.830  34.215  1.00  0.00

ATOM    471  C   GLU A  31      71.468  52.419  34.001  1.00  0.00

ATOM    472  O   GLU A  31      71.234  53.245  33.129  1.00  0.00

ATOM    473  N   LEU A  32      72.168  52.796  35.071  1.00  0.00

ATOM    474  H   LEU A  32      72.428  52.020  35.659  1.00  0.00

ATOM    475  CA  LEU A  32      72.637  54.164  35.213  1.00  0.00

ATOM    476  HA  LEU A  32      71.904  54.864  34.806  1.00  0.00

ATOM    477  CB  LEU A  32      72.642  54.555  36.690  1.00  0.00

ATOM    478  HB1 LEU A  32      73.053  53.670  37.165  1.00  0.00

ATOM    479  HB2 LEU A  32      71.601  54.613  37.009  1.00  0.00

ATOM    480  CG  LEU A  32      73.358  55.843  37.083  1.00  0.00

ATOM    481  HG  LEU A  32      74.371  55.784  36.682  1.00  0.00

ATOM    482  CD1 LEU A  32      72.609  57.132  36.774  1.00  0.00

ATOM    483 1HD1 LEU A  32      72.603  57.129  35.684  1.00  0.00

ATOM    484 2HD1 LEU A  32      71.607  57.167  37.202  1.00  0.00

ATOM    485 3HD1 LEU A  32      73.116  58.017  37.140  1.00  0.00

ATOM    486  CD2 LEU A  32      73.477  55.913  38.610  1.00  0.00

ATOM    487 1HD2 LEU A  32      73.842  56.865  38.980  1.00  0.00

ATOM    488 2HD2 LEU A  32      72.464  55.836  39.003  1.00  0.00

ATOM    489 3HD2 LEU A  32      74.059  55.053  38.963  1.00  0.00

ATOM    490  C   LEU A  32      73.926  54.438  34.469  1.00  0.00

ATOM    491  O   LEU A  32      74.048  55.600  34.077  1.00  0.00

ATOM    492  N   GLY A  33      74.789  53.449  34.212  1.00  0.00

ATOM    493  H   GLY A  33      74.667  52.607  34.752  1.00  0.00

ATOM    494  CA  GLY A  33      75.942  53.497  33.325  1.00  0.00

ATOM    495  HA1 GLY A  33      76.403  52.510  33.387  1.00  0.00

ATOM    496  HA2 GLY A  33      76.633  54.237  33.705  1.00  0.00

ATOM    497  C   GLY A  33      75.448  53.758  31.903  1.00  0.00

ATOM    498  O   GLY A  33      76.047  54.575  31.203  1.00  0.00

ATOM    499  N   THR A  34      74.375  53.066  31.520  1.00  0.00

ATOM    500  H   THR A  34      74.033  52.465  32.255  1.00  0.00

ATOM    501  CA  THR A  34      73.735  53.199  30.223  1.00  0.00

ATOM    502  HA  THR A  34      74.528  53.182  29.470  1.00  0.00

ATOM    503  CB  THR A  34      72.735  52.076  29.989  1.00  0.00

ATOM    504  HB  THR A  34      71.965  52.125  30.752  1.00  0.00

ATOM    505  CG2 THR A  34      72.085  52.177  28.613  1.00  0.00

ATOM    506 1HG2 THR A  34      72.839  52.073  27.841  1.00  0.00

ATOM    507 2HG2 THR A  34      71.277  51.443  28.514  1.00  0.00

ATOM    508 3HG2 THR A  34      71.540  53.087  28.356  1.00  0.00

ATOM    509  OG1 THR A  34      73.283  50.774  30.071  1.00  0.00

ATOM    510  HG1 THR A  34      73.186  50.589  31.005  1.00  0.00

ATOM    511  C   THR A  34      73.116  54.579  30.041  1.00  0.00

ATOM    512  O   THR A  34      73.199  55.163  28.954  1.00  0.00

ATOM    513  N   VAL A  35      72.473  55.133  31.071  1.00  0.00

ATOM    514  H   VAL A  35      72.404  54.572  31.906  1.00  0.00

ATOM    515  CA  VAL A  35      71.822  56.423  31.025  1.00  0.00

ATOM    516  HA  VAL A  35      71.362  56.550  30.052  1.00  0.00

ATOM    517  CB  VAL A  35      70.698  56.447  32.048  1.00  0.00

ATOM    518  HB  VAL A  35      70.948  56.039  33.028  1.00  0.00

ATOM    519  CG1 VAL A  35      70.301  57.836  32.547  1.00  0.00

ATOM    520 1HG1 VAL A  35      69.841  58.291  31.668  1.00  0.00

ATOM    521 2HG1 VAL A  35      69.537  57.762  33.326  1.00  0.00

ATOM    522 3HG1 VAL A  35      71.162  58.347  32.982  1.00  0.00

ATOM    523  CG2 VAL A  35      69.482  55.702  31.486  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.769  54.646  31.370  1.00  0.00

ATOM    525 2HG2 VAL A  35      68.733  55.747  32.272  1.00  0.00

ATOM    526 3HG2 VAL A  35      69.284  56.243  30.562  1.00  0.00

ATOM    527  C   VAL A  35      72.824  57.569  31.100  1.00  0.00

ATOM    528  O   VAL A  35      72.688  58.556  30.382  1.00  0.00

ATOM    529  N   MET A  36      73.939  57.460  31.828  1.00  0.00

ATOM    530  H   MET A  36      74.021  56.586  32.342  1.00  0.00

ATOM    531  CA  MET A  36      75.161  58.230  31.698  1.00  0.00

ATOM    532  HA  MET A  36      74.903  59.256  31.987  1.00  0.00

ATOM    533  CB  MET A  36      76.229  57.795  32.700  1.00  0.00

ATOM    534  HB1 MET A  36      77.174  58.219  32.356  1.00  0.00

ATOM    535  HB2 MET A  36      76.231  56.705  32.710  1.00  0.00

ATOM    536  CG  MET A  36      75.878  58.317  34.084  1.00  0.00

ATOM    537  HG1 MET A  36      76.467  57.758  34.805  1.00  0.00

ATOM    538  HG2 MET A  36      74.894  57.908  34.330  1.00  0.00

ATOM    539  SD  MET A  36      75.989  60.109  34.304  1.00  0.00

ATOM    540  CE  MET A  36      74.710  60.348  35.554  1.00  0.00

ATOM    541  HE1 MET A  36      73.708  60.058  35.267  1.00  0.00

ATOM    542  HE2 MET A  36      74.987  59.779  36.443  1.00  0.00

ATOM    543  HE3 MET A  36      74.607  61.406  35.818  1.00  0.00

ATOM    544  C   MET A  36      75.800  58.313  30.329  1.00  0.00

ATOM    545  O   MET A  36      76.048  59.447  29.900  1.00  0.00

ATOM    546  N   ARG A  37      75.974  57.192  29.627  1.00  0.00

ATOM    547  H   ARG A  37      75.492  56.384  29.980  1.00  0.00

ATOM    548  CA  ARG A  37      76.316  57.145  28.219  1.00  0.00

ATOM    549  HA  ARG A  37      77.338  57.503  28.066  1.00  0.00

ATOM    550  CB  ARG A  37      76.395  55.692  27.763  1.00  0.00

ATOM    551  HB1 ARG A  37      75.410  55.222  27.797  1.00  0.00

ATOM    552  HB2 ARG A  37      76.921  55.141  28.541  1.00  0.00

ATOM    553  CG  ARG A  37      77.138  55.585  26.433  1.00  0.00

ATOM    554  HG1 ARG A  37      78.170  55.900  26.602  1.00  0.00

ATOM    555  HG2 ARG A  37      76.708  56.304  25.732  1.00  0.00

ATOM    556  CD  ARG A  37      77.140  54.182  25.852  1.00  0.00

ATOM    557  HD1 ARG A  37      77.669  53.490  26.509  1.00  0.00

ATOM    558  HD2 ARG A  37      77.680  54.338  24.922  1.00  0.00

ATOM    559  NE  ARG A  37      75.781  53.699  25.597  1.00  0.00

ATOM    560  HE  ARG A  37      75.015  54.350  25.468  1.00  0.00

ATOM    561  CZ  ARG A  37      75.431  52.450  25.261  1.00  0.00

ATOM    562  NH1 ARG A  37      76.320  51.458  25.358  1.00  0.00

ATOM    563 1HH1 ARG A  37      77.265  51.700  25.634  1.00  0.00

ATOM    564 2HH1 ARG A  37      76.174  50.490  25.115  1.00  0.00

ATOM    565  NH2 ARG A  37      74.161  52.249  24.877  1.00  0.00

ATOM    566 1HH2 ARG A  37      73.473  52.992  24.870  1.00  0.00

ATOM    567 2HH2 ARG A  37      73.861  51.287  24.907  1.00  0.00

ATOM    568  C   ARG A  37      75.340  57.956  27.372  1.00  0.00

ATOM    569  O   ARG A  37      75.817  58.906  26.749  1.00  0.00

ATOM    570  N   SER A  38      74.033  57.710  27.420  1.00  0.00

ATOM    571  H   SER A  38      73.765  56.817  27.798  1.00  0.00

ATOM    572  CA  SER A  38      73.010  58.456  26.700  1.00  0.00

ATOM    573  HA  SER A  38      73.225  58.388  25.631  1.00  0.00

ATOM    574  CB  SER A  38      71.612  57.907  26.928  1.00  0.00

ATOM    575  HB1 SER A  38      70.900  58.576  26.444  1.00  0.00

ATOM    576  HB2 SER A  38      71.408  57.901  28.001  1.00  0.00

ATOM    577  OG  SER A  38      71.315  56.608  26.468  1.00  0.00

ATOM    578  HG  SER A  38      70.530  56.363  26.968  1.00  0.00

ATOM    579  C   SER A  38      72.937  59.938  27.033  1.00  0.00

ATOM    580  O   SER A  38      72.568  60.701  26.149  1.00  0.00

ATOM    581  N   LEU A  39      73.303  60.461  28.209  1.00  0.00

ATOM    582  H   LEU A  39      73.710  59.768  28.827  1.00  0.00

ATOM    583  CA  LEU A  39      73.494  61.865  28.537  1.00  0.00

ATOM    584  HA  LEU A  39      72.786  62.526  28.048  1.00  0.00

ATOM    585  CB  LEU A  39      73.567  62.065  30.045  1.00  0.00

ATOM    586  HB1 LEU A  39      73.841  63.123  30.067  1.00  0.00

ATOM    587  HB2 LEU A  39      74.436  61.488  30.349  1.00  0.00

ATOM    588  CG  LEU A  39      72.455  61.872  31.075  1.00  0.00

ATOM    589  HG  LEU A  39      72.358  60.803  31.258  1.00  0.00

ATOM    590  CD1 LEU A  39      72.783  62.549  32.405  1.00  0.00

ATOM    591 1HD1 LEU A  39      72.863  63.608  32.142  1.00  0.00

ATOM    592 2HD1 LEU A  39      72.040  62.586  33.210  1.00  0.00

ATOM    593 3HD1 LEU A  39      73.747  62.284  32.825  1.00  0.00

ATOM    594  CD2 LEU A  39      71.133  62.468  30.611  1.00  0.00

ATOM    595 1HD2 LEU A  39      70.762  61.862  29.790  1.00  0.00

ATOM    596 2HD2 LEU A  39      70.387  62.384  31.400  1.00  0.00

ATOM    597 3HD2 LEU A  39      71.325  63.522  30.408  1.00  0.00

ATOM    598  C   LEU A  39      74.829  62.365  28.006  1.00  0.00

ATOM    599  O   LEU A  39      75.037  63.572  27.921  1.00  0.00

ATOM    600  N   GLY A  40      75.778  61.521  27.588  1.00  0.00

ATOM    601  H   GLY A  40      75.546  60.540  27.662  1.00  0.00

ATOM    602  CA  GLY A  40      77.069  61.970  27.101  1.00  0.00

ATOM    603  HA1 GLY A  40      76.948  62.999  26.741  1.00  0.00

ATOM    604  HA2 GLY A  40      77.383  61.424  26.218  1.00  0.00

ATOM    605  C   GLY A  40      78.152  62.098  28.166  1.00  0.00

ATOM    606  O   GLY A  40      79.014  62.963  27.996  1.00  0.00

ATOM    607  N   GLN A  41      78.036  61.368  29.273  1.00  0.00

ATOM    608  H   GLN A  41      77.281  60.703  29.273  1.00  0.00

ATOM    609  CA  GLN A  41      78.951  61.414  30.408  1.00  0.00

ATOM    610  HA  GLN A  41      79.706  62.127  30.106  1.00  0.00

ATOM    611  CB  GLN A  41      78.222  61.994  31.614  1.00  0.00

ATOM    612  HB1 GLN A  41      79.103  62.155  32.231  1.00  0.00

ATOM    613  HB2 GLN A  41      77.645  61.213  32.111  1.00  0.00

ATOM    614  CG  GLN A  41      77.515  63.325  31.354  1.00  0.00

ATOM    615  HG1 GLN A  41      76.565  63.123  30.847  1.00  0.00

ATOM    616  HG2 GLN A  41      78.150  64.026  30.806  1.00  0.00

ATOM    617  CD  GLN A  41      77.209  64.035  32.662  1.00  0.00

ATOM    618  OE1 GLN A  41      77.823  63.796  33.696  1.00  0.00

ATOM    619  NE2 GLN A  41      76.226  64.927  32.646  1.00  0.00

ATOM    620 1HE2 GLN A  41      75.692  65.235  31.836  1.00  0.00

ATOM    621 2HE2 GLN A  41      76.077  65.577  33.398  1.00  0.00

ATOM    622  C   GLN A  41      79.628  60.094  30.750  1.00  0.00

ATOM    623  O   GLN A  41      79.230  59.072  30.197  1.00  0.00

ATOM    624  N   ASN A  42      80.589  60.079  31.672  1.00  0.00

ATOM    625  H   ASN A  42      80.924  60.905  32.156  1.00  0.00

ATOM    626  CA  ASN A  42      81.542  59.031  31.933  1.00  0.00

ATOM    627  HA  ASN A  42      80.918  58.142  32.050  1.00  0.00

ATOM    628  CB  ASN A  42      82.559  58.825  30.802  1.00  0.00

ATOM    629  HB1 ASN A  42      83.264  59.640  30.912  1.00  0.00

ATOM    630  HB2 ASN A  42      82.131  58.976  29.817  1.00  0.00

ATOM    631  CG  ASN A  42      83.047  57.393  30.714  1.00  0.00

ATOM    632  OD1 ASN A  42      82.267  56.446  30.649  1.00  0.00

ATOM    633  ND2 ASN A  42      84.362  57.202  30.547  1.00  0.00

ATOM    634 1HD2 ASN A  42      85.047  57.926  30.660  1.00  0.00

ATOM    635 2HD2 ASN A  42      84.685  56.309  30.181  1.00  0.00

ATOM    636  C   ASN A  42      82.139  59.089  33.342  1.00  0.00

ATOM    637  O   ASN A  42      83.355  59.130  33.545  1.00  0.00

ATOM    638  N   PRO A  43      81.323  59.005  34.381  1.00  0.00

ATOM    639  CD  PRO A  43      79.881  59.112  34.391  1.00  0.00

ATOM    640  HD1 PRO A  43      79.413  58.484  33.626  1.00  0.00

ATOM    641  HD2 PRO A  43      79.546  60.117  34.138  1.00  0.00

ATOM    642  CG  PRO A  43      79.331  58.650  35.740  1.00  0.00

ATOM    643  HG1 PRO A  43      79.195  57.568  35.767  1.00  0.00

ATOM    644  HG2 PRO A  43      78.519  59.308  36.032  1.00  0.00

ATOM    645  CB  PRO A  43      80.588  58.947  36.556  1.00  0.00

ATOM    646  HB1 PRO A  43      80.686  58.250  37.396  1.00  0.00

ATOM    647  HB2 PRO A  43      80.547  59.965  36.935  1.00  0.00

ATOM    648  CA  PRO A  43      81.862  58.830  35.722  1.00  0.00

ATOM    649  HA  PRO A  43      82.566  59.606  36.016  1.00  0.00

ATOM    650  C   PRO A  43      82.492  57.482  36.048  1.00  0.00

ATOM    651  O   PRO A  43      82.298  56.567  35.248  1.00  0.00

ATOM    652  N   THR A  44      83.215  57.374  37.168  1.00  0.00

ATOM    653  H   THR A  44      83.387  58.161  37.764  1.00  0.00

ATOM    654  CA  THR A  44      83.612  56.055  37.625  1.00  0.00

ATOM    655  HA  THR A  44      83.909  55.360  36.841  1.00  0.00

ATOM    656  CB  THR A  44      84.677  56.121  38.711  1.00  0.00

ATOM    657  HB  THR A  44      85.089  55.133  38.898  1.00  0.00

ATOM    658  CG2 THR A  44      85.834  57.035  38.298  1.00  0.00

ATOM    659 1HG2 THR A  44      86.003  56.680  37.278  1.00  0.00

ATOM    660 2HG2 THR A  44      85.627  58.099  38.426  1.00  0.00

ATOM    661 3HG2 THR A  44      86.714  56.802  38.905  1.00  0.00

ATOM    662  OG1 THR A  44      84.178  56.613  39.939  1.00  0.00

ATOM    663  HG1 THR A  44      84.970  56.934  40.391  1.00  0.00

ATOM    664  C   THR A  44      82.403  55.313  38.153  1.00  0.00

ATOM    665  O   THR A  44      81.431  55.865  38.666  1.00  0.00

ATOM    666  N   GLU A  45      82.489  53.982  38.062  1.00  0.00

ATOM    667  H   GLU A  45      83.330  53.527  37.737  1.00  0.00

ATOM    668  CA  GLU A  45      81.681  53.034  38.819  1.00  0.00

ATOM    669  HA  GLU A  45      80.705  53.172  38.364  1.00  0.00

ATOM    670  CB  GLU A  45      81.993  51.577  38.480  1.00  0.00

ATOM    671  HB1 GLU A  45      81.911  51.421  37.406  1.00  0.00

ATOM    672  HB2 GLU A  45      81.338  50.859  38.976  1.00  0.00

ATOM    673  CG  GLU A  45      83.424  51.236  38.874  1.00  0.00

ATOM    674  HG1 GLU A  45      83.500  51.342  39.959  1.00  0.00

ATOM    675  HG2 GLU A  45      84.088  51.938  38.368  1.00  0.00

ATOM    676  CD  GLU A  45      83.716  49.812  38.422  1.00  0.00

ATOM    677  OE1 GLU A  45      83.953  49.449  37.246  1.00  0.00

ATOM    678  OE2 GLU A  45      83.752  49.009  39.381  1.00  0.00

ATOM    679  C   GLU A  45      81.606  53.193  40.331  1.00  0.00

ATOM    680  O   GLU A  45      80.563  52.896  40.905  1.00  0.00

ATOM    681  N   ALA A  46      82.590  53.846  40.950  1.00  0.00

ATOM    682  H   ALA A  46      83.311  54.324  40.437  1.00  0.00

ATOM    683  CA  ALA A  46      82.500  54.002  42.393  1.00  0.00

ATOM    684  HA  ALA A  46      82.140  53.121  42.923  1.00  0.00

ATOM    685  CB  ALA A  46      83.927  54.227  42.870  1.00  0.00

ATOM    686  HB1 ALA A  46      83.987  54.314  43.952  1.00  0.00

ATOM    687  HB2 ALA A  46      84.609  53.432  42.563  1.00  0.00

ATOM    688  HB3 ALA A  46      84.351  55.098  42.349  1.00  0.00

ATOM    689  C   ALA A  46      81.633  55.207  42.716  1.00  0.00

ATOM    690  O   ALA A  46      80.690  55.155  43.496  1.00  0.00

ATOM    691  N   GLU A  47      81.787  56.332  42.018  1.00  0.00

ATOM    692  H   GLU A  47      82.470  56.319  41.270  1.00  0.00

ATOM    693  CA  GLU A  47      80.934  57.510  42.066  1.00  0.00

ATOM    694  HA  GLU A  47      80.991  57.929  43.070  1.00  0.00

ATOM    695  CB  GLU A  47      81.562  58.576  41.179  1.00  0.00

ATOM    696  HB1 GLU A  47      80.846  59.376  41.016  1.00  0.00

ATOM    697  HB2 GLU A  47      81.863  58.292  40.174  1.00  0.00

ATOM    698  CG  GLU A  47      82.769  59.220  41.853  1.00  0.00

ATOM    699  HG1 GLU A  47      83.535  58.466  41.694  1.00  0.00

ATOM    700  HG2 GLU A  47      82.568  59.458  42.909  1.00  0.00

ATOM    701  CD  GLU A  47      83.166  60.590  41.316  1.00  0.00

ATOM    702  OE1 GLU A  47      84.270  60.655  40.731  1.00  0.00

ATOM    703  OE2 GLU A  47      82.441  61.579  41.503  1.00  0.00

ATOM    704  C   GLU A  47      79.486  57.288  41.650  1.00  0.00

ATOM    705  O   GLU A  47      78.601  57.773  42.344  1.00  0.00

ATOM    706  N   LEU A  48      79.291  56.383  40.691  1.00  0.00

ATOM    707  H   LEU A  48      80.073  56.113  40.124  1.00  0.00

ATOM    708  CA  LEU A  48      77.985  55.966  40.209  1.00  0.00

ATOM    709  HA  LEU A  48      77.426  56.858  39.949  1.00  0.00

ATOM    710  CB  LEU A  48      78.280  55.121  38.984  1.00  0.00

ATOM    711  HB1 LEU A  48      78.803  54.213  39.301  1.00  0.00

ATOM    712  HB2 LEU A  48      79.012  55.684  38.407  1.00  0.00

ATOM    713  CG  LEU A  48      77.074  54.738  38.122  1.00  0.00

ATOM    714  HG  LEU A  48      76.327  55.525  38.201  1.00  0.00

ATOM    715  CD1 LEU A  48      77.590  54.734  36.687  1.00  0.00

ATOM    716 1HD1 LEU A  48      78.455  54.086  36.565  1.00  0.00

ATOM    717 2HD1 LEU A  48      76.808  54.451  35.975  1.00  0.00

ATOM    718 3HD1 LEU A  48      77.915  55.759  36.496  1.00  0.00

ATOM    719  CD2 LEU A  48      76.504  53.370  38.490  1.00  0.00

ATOM    720 1HD2 LEU A  48      77.230  52.574  38.306  1.00  0.00

ATOM    721 2HD2 LEU A  48      76.025  53.368  39.472  1.00  0.00

ATOM    722 3HD2 LEU A  48      75.726  53.115  37.779  1.00  0.00

ATOM    723  C   LEU A  48      77.228  55.262  41.339  1.00  0.00

ATOM    724  O   LEU A  48      76.012  55.337  41.506  1.00  0.00

ATOM    725  N   GLN A  49      77.903  54.359  42.062  1.00  0.00

ATOM    726  H   GLN A  49      78.889  54.329  41.878  1.00  0.00

ATOM    727  CA  GLN A  49      77.392  53.586  43.177  1.00  0.00

ATOM    728  HA  GLN A  49      76.439  53.138  42.875  1.00  0.00

ATOM    729  CB  GLN A  49      78.375  52.473  43.523  1.00  0.00

ATOM    730  HB1 GLN A  49      78.229  52.158  44.561  1.00  0.00

ATOM    731  HB2 GLN A  49      79.404  52.843  43.500  1.00  0.00

ATOM    732  CG  GLN A  49      78.163  51.371  42.492  1.00  0.00

ATOM    733  HG1 GLN A  49      78.311  51.693  41.466  1.00  0.00

ATOM    734  HG2 GLN A  49      77.123  51.059  42.641  1.00  0.00

ATOM    735  CD  GLN A  49      79.088  50.178  42.673  1.00  0.00

ATOM    736  OE1 GLN A  49      78.707  49.198  43.301  1.00  0.00

ATOM    737  NE2 GLN A  49      80.335  50.232  42.203  1.00  0.00

ATOM    738 1HE2 GLN A  49      80.523  50.943  41.515  1.00  0.00

ATOM    739 2HE2 GLN A  49      80.829  49.343  42.117  1.00  0.00

ATOM    740  C   GLN A  49      76.893  54.408  44.351  1.00  0.00

ATOM    741  O   GLN A  49      75.892  54.024  44.954  1.00  0.00

ATOM    742  N   ASP A  50      77.477  55.591  44.575  1.00  0.00

ATOM    743  H   ASP A  50      78.372  55.817  44.177  1.00  0.00

ATOM    744  CA  ASP A  50      77.009  56.613  45.498  1.00  0.00

ATOM    745  HA  ASP A  50      76.797  56.166  46.466  1.00  0.00

ATOM    746  CB  ASP A  50      78.095  57.650  45.736  1.00  0.00

ATOM    747  HB1 ASP A  50      78.399  58.024  44.754  1.00  0.00

ATOM    748  HB2 ASP A  50      78.860  57.009  46.177  1.00  0.00

ATOM    749  CG  ASP A  50      77.676  58.771  46.685  1.00  0.00

ATOM    750  OD1 ASP A  50      77.494  58.480  47.881  1.00  0.00

ATOM    751  OD2 ASP A  50      77.452  59.918  46.234  1.00  0.00

ATOM    752  C   ASP A  50      75.699  57.257  45.072  1.00  0.00

ATOM    753  O   ASP A  50      74.948  57.645  45.968  1.00  0.00

ATOM    754  N   MET A  51      75.380  57.338  43.775  1.00  0.00

ATOM    755  H   MET A  51      76.009  57.010  43.052  1.00  0.00

ATOM    756  CA  MET A  51      74.135  57.823  43.224  1.00  0.00

ATOM    757  HA  MET A  51      73.993  58.732  43.796  1.00  0.00

ATOM    758  CB  MET A  51      74.218  58.042  41.713  1.00  0.00

ATOM    759  HB1 MET A  51      73.239  58.394  41.389  1.00  0.00

ATOM    760  HB2 MET A  51      74.396  57.133  41.149  1.00  0.00

ATOM    761  CG  MET A  51      75.152  59.192  41.376  1.00  0.00

ATOM    762  HG1 MET A  51      76.137  58.818  41.636  1.00  0.00

ATOM    763  HG2 MET A  51      74.922  59.991  42.090  1.00  0.00

ATOM    764  SD  MET A  51      74.925  59.637  39.637  1.00  0.00

ATOM    765  CE  MET A  51      76.564  60.306  39.294  1.00  0.00

ATOM    766  HE1 MET A  51      76.720  60.319  38.211  1.00  0.00

ATOM    767  HE2 MET A  51      76.615  61.338  39.646  1.00  0.00

ATOM    768  HE3 MET A  51      77.322  59.694  39.787  1.00  0.00

ATOM    769  C   MET A  51      73.015  56.847  43.540  1.00  0.00

ATOM    770  O   MET A  51      71.957  57.322  43.942  1.00  0.00

ATOM    771  N   ILE A  52      73.212  55.543  43.314  1.00  0.00

ATOM    772  H   ILE A  52      73.989  55.254  42.734  1.00  0.00

ATOM    773  CA  ILE A  52      72.152  54.608  43.636  1.00  0.00

ATOM    774  HA  ILE A  52      71.283  54.867  43.037  1.00  0.00

ATOM    775  CB  ILE A  52      72.526  53.192  43.221  1.00  0.00

ATOM    776  HB  ILE A  52      73.438  52.869  43.731  1.00  0.00

ATOM    777  CG2 ILE A  52      71.488  52.269  43.850  1.00  0.00

ATOM    778 1HG2 ILE A  52      70.516  52.741  43.998  1.00  0.00

ATOM    779 2HG2 ILE A  52      71.356  51.435  43.157  1.00  0.00

ATOM    780 3HG2 ILE A  52      71.831  51.839  44.797  1.00  0.00

ATOM    781  CG1 ILE A  52      72.828  53.031  41.735  1.00  0.00

ATOM    782 1HG1 ILE A  52      73.048  51.964  41.622  1.00  0.00

ATOM    783 2HG1 ILE A  52      73.716  53.543  41.389  1.00  0.00

ATOM    784  CD  ILE A  52      71.735  53.277  40.685  1.00  0.00

ATOM    785  HD1 ILE A  52      71.969  52.853  39.704  1.00  0.00

ATOM    786  HD2 ILE A  52      70.822  52.727  40.925  1.00  0.00

ATOM    787  HD3 ILE A  52      71.489  54.335  40.645  1.00  0.00

ATOM    788  C   ILE A  52      71.864  54.666  45.133  1.00  0.00

ATOM    789  O   ILE A  52      70.691  54.688  45.482  1.00  0.00

ATOM    790  N   ASN A  53      72.853  54.820  46.017  1.00  0.00

ATOM    791  H   ASN A  53      73.794  54.901  45.661  1.00  0.00

ATOM    792  CA  ASN A  53      72.632  54.904  47.445  1.00  0.00

ATOM    793  HA  ASN A  53      71.921  54.134  47.752  1.00  0.00

ATOM    794  CB  ASN A  53      73.934  54.543  48.154  1.00  0.00

ATOM    795  HB1 ASN A  53      74.725  55.229  47.842  1.00  0.00

ATOM    796  HB2 ASN A  53      74.211  53.551  47.785  1.00  0.00

ATOM    797  CG  ASN A  53      73.891  54.684  49.661  1.00  0.00

ATOM    798  OD1 ASN A  53      74.417  55.656  50.214  1.00  0.00

ATOM    799  ND2 ASN A  53      73.246  53.830  50.464  1.00  0.00

ATOM    800 1HD2 ASN A  53      72.665  53.152  49.994  1.00  0.00

ATOM    801 2HD2 ASN A  53      73.187  54.161  51.408  1.00  0.00

ATOM    802  C   ASN A  53      71.934  56.195  47.833  1.00  0.00

ATOM    803  O   ASN A  53      71.482  56.314  48.972  1.00  0.00

ATOM    804  N   GLU A  54      71.775  57.216  46.979  1.00  0.00

ATOM    805  H   GLU A  54      71.975  57.013  46.010  1.00  0.00

ATOM    806  CA  GLU A  54      71.138  58.454  47.357  1.00  0.00

ATOM    807  HA  GLU A  54      71.468  58.655  48.379  1.00  0.00

ATOM    808  CB  GLU A  54      71.638  59.541  46.411  1.00  0.00

ATOM    809  HB1 GLU A  54      71.178  59.496  45.424  1.00  0.00

ATOM    810  HB2 GLU A  54      72.697  59.400  46.199  1.00  0.00

ATOM    811  CG  GLU A  54      71.526  61.000  46.831  1.00  0.00

ATOM    812  HG1 GLU A  54      70.464  61.251  46.969  1.00  0.00

ATOM    813  HG2 GLU A  54      71.812  61.726  46.058  1.00  0.00

ATOM    814  CD  GLU A  54      72.402  61.130  48.069  1.00  0.00

ATOM    815  OE1 GLU A  54      73.648  61.129  47.954  1.00  0.00

ATOM    816  OE2 GLU A  54      71.927  60.932  49.204  1.00  0.00

ATOM    817  C   GLU A  54      69.624  58.337  47.273  1.00  0.00

ATOM    818  O   GLU A  54      68.887  59.188  47.774  1.00  0.00

ATOM    819  N   VAL A  55      69.163  57.373  46.475  1.00  0.00

ATOM    820  H   VAL A  55      69.857  56.734  46.115  1.00  0.00

ATOM    821  CA  VAL A  55      67.750  57.265  46.153  1.00  0.00

ATOM    822  HA  VAL A  55      67.108  57.883  46.774  1.00  0.00

ATOM    823  CB  VAL A  55      67.567  57.834  44.747  1.00  0.00

ATOM    824  HB  VAL A  55      66.575  57.529  44.409  1.00  0.00

ATOM    825  CG1 VAL A  55      67.773  59.347  44.810  1.00  0.00

ATOM    826 1HG1 VAL A  55      67.144  59.781  45.591  1.00  0.00

ATOM    827 2HG1 VAL A  55      68.827  59.602  44.949  1.00  0.00

ATOM    828 3HG1 VAL A  55      67.499  59.752  43.836  1.00  0.00

ATOM    829  CG2 VAL A  55      68.482  57.170  43.726  1.00  0.00

ATOM    830 1HG2 VAL A  55      69.507  57.487  43.929  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.337  56.096  43.858  1.00  0.00

ATOM    832 3HG2 VAL A  55      68.170  57.439  42.712  1.00  0.00

ATOM    833  C   VAL A  55      67.161  55.881  46.387  1.00  0.00

ATOM    834  O   VAL A  55      65.961  55.895  46.625  1.00  0.00

ATOM    835  N   ASP A  56      67.951  54.806  46.371  1.00  0.00

ATOM    836  H   ASP A  56      68.943  54.927  46.179  1.00  0.00

ATOM    837  CA  ASP A  56      67.550  53.593  47.045  1.00  0.00

ATOM    838  HA  ASP A  56      66.593  53.298  46.597  1.00  0.00

ATOM    839  CB  ASP A  56      68.604  52.522  46.767  1.00  0.00

ATOM    840  HB1 ASP A  56      69.639  52.816  46.890  1.00  0.00

ATOM    841  HB2 ASP A  56      68.581  52.199  45.722  1.00  0.00

ATOM    842  CG  ASP A  56      68.564  51.198  47.506  1.00  0.00

ATOM    843  OD1 ASP A  56      67.477  50.731  47.902  1.00  0.00

ATOM    844  OD2 ASP A  56      69.622  50.556  47.658  1.00  0.00

ATOM    845  C   ASP A  56      67.372  53.740  48.553  1.00  0.00

ATOM    846  O   ASP A  56      67.943  54.574  49.259  1.00  0.00

ATOM    847  N   ALA A  57      66.392  53.018  49.095  1.00  0.00

ATOM    848  H   ALA A  57      65.949  52.253  48.610  1.00  0.00

ATOM    849  CA  ALA A  57      65.872  53.138  50.445  1.00  0.00

ATOM    850  HA  ALA A  57      66.422  53.950  50.923  1.00  0.00

ATOM    851  CB  ALA A  57      64.486  53.768  50.327  1.00  0.00

ATOM    852  HB1 ALA A  57      63.811  53.055  49.855  1.00  0.00

ATOM    853  HB2 ALA A  57      64.082  54.163  51.253  1.00  0.00

ATOM    854  HB3 ALA A  57      64.520  54.591  49.620  1.00  0.00

ATOM    855  C   ALA A  57      65.901  51.887  51.310  1.00  0.00

ATOM    856  O   ALA A  57      65.425  51.932  52.446  1.00  0.00

ATOM    857  N   ASP A  58      66.471  50.754  50.873  1.00  0.00

ATOM    858  H   ASP A  58      66.851  50.729  49.934  1.00  0.00

ATOM    859  CA  ASP A  58      66.675  49.590  51.704  1.00  0.00

ATOM    860  HA  ASP A  58      66.451  49.860  52.731  1.00  0.00

ATOM    861  CB  ASP A  58      65.599  48.537  51.481  1.00  0.00

ATOM    862  HB1 ASP A  58      64.704  49.089  51.195  1.00  0.00

ATOM    863  HB2 ASP A  58      65.453  48.029  52.435  1.00  0.00

ATOM    864  CG  ASP A  58      66.118  47.661  50.348  1.00  0.00

ATOM    865  OD1 ASP A  58      66.662  48.104  49.312  1.00  0.00

ATOM    866  OD2 ASP A  58      65.965  46.415  50.457  1.00  0.00

ATOM    867  C   ASP A  58      68.106  49.067  51.812  1.00  0.00

ATOM    868  O   ASP A  58      68.416  48.025  52.392  1.00  0.00

ATOM    869  N   GLY A  59      69.004  49.805  51.156  1.00  0.00

ATOM    870  H   GLY A  59      68.606  50.546  50.592  1.00  0.00

ATOM    871  CA  GLY A  59      70.417  49.539  51.065  1.00  0.00

ATOM    872  HA1 GLY A  59      70.800  49.353  52.071  1.00  0.00

ATOM    873  HA2 GLY A  59      70.968  50.408  50.715  1.00  0.00

ATOM    874  C   GLY A  59      70.830  48.354  50.193  1.00  0.00

ATOM    875  O   GLY A  59      71.877  47.756  50.389  1.00  0.00

ATOM    876  N   ASN A  60      69.998  47.968  49.212  1.00  0.00

ATOM    877  H   ASN A  60      69.036  48.262  49.201  1.00  0.00

ATOM    878  CA  ASN A  60      70.207  46.757  48.437  1.00  0.00

ATOM    879  HA  ASN A  60      70.813  46.075  49.040  1.00  0.00

ATOM    880  CB  ASN A  60      68.946  45.920  48.252  1.00  0.00

ATOM    881  HB1 ASN A  60      68.334  45.755  49.137  1.00  0.00

ATOM    882  HB2 ASN A  60      69.302  44.959  47.858  1.00  0.00

ATOM    883  CG  ASN A  60      68.028  46.518  47.197  1.00  0.00

ATOM    884  OD1 ASN A  60      67.936  47.651  46.734  1.00  0.00

ATOM    885  ND2 ASN A  60      67.042  45.682  46.848  1.00  0.00

ATOM    886 1HD2 ASN A  60      67.155  44.727  47.146  1.00  0.00

ATOM    887 2HD2 ASN A  60      66.275  46.180  46.426  1.00  0.00

ATOM    888  C   ASN A  60      70.976  46.903  47.137  1.00  0.00

ATOM    889  O   ASN A  60      71.243  45.911  46.453  1.00  0.00

ATOM    890  N   GLY A  61      71.243  48.162  46.793  1.00  0.00

ATOM    891  H   GLY A  61      70.796  48.806  47.432  1.00  0.00

ATOM    892  CA  GLY A  61      71.990  48.611  45.630  1.00  0.00

ATOM    893  HA1 GLY A  61      72.778  47.891  45.416  1.00  0.00

ATOM    894  HA2 GLY A  61      72.491  49.574  45.704  1.00  0.00

ATOM    895  C   GLY A  61      71.099  48.633  44.404  1.00  0.00

ATOM    896  O   GLY A  61      71.684  48.598  43.321  1.00  0.00

ATOM    897  N   THR A  62      69.771  48.699  44.493  1.00  0.00

ATOM    898  H   THR A  62      69.290  48.842  45.366  1.00  0.00

ATOM    899  CA  THR A  62      68.906  48.895  43.340  1.00  0.00

ATOM    900  HA  THR A  62      69.441  49.422  42.555  1.00  0.00

ATOM    901  CB  THR A  62      68.448  47.546  42.786  1.00  0.00

ATOM    902  HB  THR A  62      67.572  47.807  42.180  1.00  0.00

ATOM    903  CG2 THR A  62      69.398  46.847  41.810  1.00  0.00

ATOM    904 1HG2 THR A  62      70.104  46.271  42.409  1.00  0.00

ATOM    905 2HG2 THR A  62      68.826  46.272  41.080  1.00  0.00

ATOM    906 3HG2 THR A  62      70.095  47.508  41.294  1.00  0.00

ATOM    907  OG1 THR A  62      68.086  46.579  43.737  1.00  0.00

ATOM    908  HG1 THR A  62      67.321  46.926  44.194  1.00  0.00

ATOM    909  C   THR A  62      67.705  49.767  43.690  1.00  0.00

ATOM    910  O   THR A  62      67.289  49.809  44.839  1.00  0.00

ATOM    911  N   ILE A  63      67.141  50.441  42.683  1.00  0.00

ATOM    912  H   ILE A  63      67.486  50.307  41.744  1.00  0.00

ATOM    913  CA  ILE A  63      66.059  51.382  42.898  1.00  0.00

ATOM    914  HA  ILE A  63      65.926  51.558  43.965  1.00  0.00

ATOM    915  CB  ILE A  63      66.195  52.712  42.168  1.00  0.00

ATOM    916  HB  ILE A  63      65.830  52.702  41.141  1.00  0.00

ATOM    917  CG2 ILE A  63      65.330  53.796  42.807  1.00  0.00

ATOM    918 1HG2 ILE A  63      65.469  54.784  42.357  1.00  0.00

ATOM    919 2HG2 ILE A  63      64.339  53.380  42.626  1.00  0.00

ATOM    920 3HG2 ILE A  63      65.345  53.854  43.897  1.00  0.00

ATOM    921  CG1 ILE A  63      67.663  53.124  42.112  1.00  0.00

ATOM    922 1HG1 ILE A  63      68.297  52.398  41.616  1.00  0.00

ATOM    923 2HG1 ILE A  63      67.944  53.262  43.153  1.00  0.00

ATOM    924  CD  ILE A  63      68.012  54.391  41.330  1.00  0.00

ATOM    925  HD1 ILE A  63      67.525  55.281  41.749  1.00  0.00

ATOM    926  HD2 ILE A  63      69.079  54.618  41.319  1.00  0.00

ATOM    927  HD3 ILE A  63      67.666  54.271  40.310  1.00  0.00

ATOM    928  C   ILE A  63      64.783  50.710  42.416  1.00  0.00

ATOM    929  O   ILE A  63      64.566  50.370  41.257  1.00  0.00

ATOM    930  N   ASP A  64      63.915  50.363  43.379  1.00  0.00

ATOM    931  H   ASP A  64      64.228  50.512  44.326  1.00  0.00

ATOM    932  CA  ASP A  64      62.524  50.013  43.214  1.00  0.00

ATOM    933  HA  ASP A  64      62.468  49.203  42.484  1.00  0.00

ATOM    934  CB  ASP A  64      61.873  49.661  44.550  1.00  0.00

ATOM    935  HB1 ASP A  64      60.873  49.364  44.234  1.00  0.00

ATOM    936  HB2 ASP A  64      61.698  50.510  45.210  1.00  0.00

ATOM    937  CG  ASP A  64      62.718  48.566  45.184  1.00  0.00

ATOM    938  OD1 ASP A  64      62.446  47.406  44.792  1.00  0.00

ATOM    939  OD2 ASP A  64      63.526  48.856  46.090  1.00  0.00

ATOM    940  C   ASP A  64      61.758  51.173  42.602  1.00  0.00

ATOM    941  O   ASP A  64      62.101  52.355  42.690  1.00  0.00

ATOM    942  N   PHE A  65      60.654  50.849  41.915  1.00  0.00

ATOM    943  H   PHE A  65      60.399  49.873  41.943  1.00  0.00

ATOM    944  CA  PHE A  65      59.824  51.869  41.309  1.00  0.00

ATOM    945  HA  PHE A  65      60.420  52.358  40.532  1.00  0.00

ATOM    946  CB  PHE A  65      58.635  51.281  40.561  1.00  0.00

ATOM    947  HB1 PHE A  65      57.983  50.731  41.244  1.00  0.00

ATOM    948  HB2 PHE A  65      59.016  50.483  39.928  1.00  0.00

ATOM    949  CG  PHE A  65      57.821  52.244  39.729  1.00  0.00

ATOM    950  CD1 PHE A  65      58.379  53.128  38.806  1.00  0.00

ATOM    951  HD1 PHE A  65      59.441  53.029  38.611  1.00  0.00

ATOM    952  CE1 PHE A  65      57.607  54.012  38.032  1.00  0.00

ATOM    953  HE1 PHE A  65      58.092  54.626  37.293  1.00  0.00

ATOM    954  CZ  PHE A  65      56.238  54.089  38.296  1.00  0.00

ATOM    955  HZ  PHE A  65      55.597  54.670  37.640  1.00  0.00

ATOM    956  CE2 PHE A  65      55.654  53.160  39.167  1.00  0.00

ATOM    957  HE2 PHE A  65      54.606  53.206  39.395  1.00  0.00

ATOM    958  CD2 PHE A  65      56.436  52.253  39.901  1.00  0.00

ATOM    959  HD2 PHE A  65      55.911  51.745  40.706  1.00  0.00

ATOM    960  C   PHE A  65      59.353  52.978  42.235  1.00  0.00

ATOM    961  O   PHE A  65      59.526  54.124  41.807  1.00  0.00

ATOM    962  N   PRO A  66      58.807  52.732  43.426  1.00  0.00

ATOM    963  CD  PRO A  66      58.439  51.437  43.950  1.00  0.00

ATOM    964  HD1 PRO A  66      59.275  51.011  44.498  1.00  0.00

ATOM    965  HD2 PRO A  66      58.101  50.730  43.192  1.00  0.00

ATOM    966  CG  PRO A  66      57.256  51.679  44.885  1.00  0.00

ATOM    967  HG1 PRO A  66      57.271  50.940  45.683  1.00  0.00

ATOM    968  HG2 PRO A  66      56.350  51.680  44.276  1.00  0.00

ATOM    969  CB  PRO A  66      57.588  53.064  45.421  1.00  0.00

ATOM    970  HB1 PRO A  66      58.136  52.895  46.350  1.00  0.00

ATOM    971  HB2 PRO A  66      56.658  53.570  45.673  1.00  0.00

ATOM    972  CA  PRO A  66      58.387  53.775  44.336  1.00  0.00

ATOM    973  HA  PRO A  66      57.695  54.385  43.757  1.00  0.00

ATOM    974  C   PRO A  66      59.558  54.570  44.904  1.00  0.00

ATOM    975  O   PRO A  66      59.380  55.741  45.214  1.00  0.00

ATOM    976  N   GLU A  67      60.789  54.059  44.991  1.00  0.00

ATOM    977  H   GLU A  67      60.885  53.214  44.444  1.00  0.00

ATOM    978  CA  GLU A  67      61.992  54.721  45.469  1.00  0.00

ATOM    979  HA  GLU A  67      61.919  55.190  46.449  1.00  0.00

ATOM    980  CB  GLU A  67      63.141  53.741  45.701  1.00  0.00

ATOM    981  HB1 GLU A  67      64.020  54.361  45.895  1.00  0.00

ATOM    982  HB2 GLU A  67      63.293  53.151  44.794  1.00  0.00

ATOM    983  CG  GLU A  67      62.923  52.798  46.878  1.00  0.00

ATOM    984  HG1 GLU A  67      62.057  52.145  46.830  1.00  0.00

ATOM    985  HG2 GLU A  67      62.822  53.430  47.760  1.00  0.00

ATOM    986  CD  GLU A  67      64.132  51.888  47.027  1.00  0.00

ATOM    987  OE1 GLU A  67      64.832  51.488  46.066  1.00  0.00

ATOM    988  OE2 GLU A  67      64.375  51.322  48.110  1.00  0.00

ATOM    989  C   GLU A  67      62.400  55.768  44.450  1.00  0.00

ATOM    990  O   GLU A  67      62.783  56.866  44.868  1.00  0.00

ATOM    991  N   PHE A  68      62.331  55.370  43.177  1.00  0.00

ATOM    992  H   PHE A  68      62.022  54.427  43.003  1.00  0.00

ATOM    993  CA  PHE A  68      62.487  56.350  42.116  1.00  0.00

ATOM    994  HA  PHE A  68      63.411  56.913  42.273  1.00  0.00

ATOM    995  CB  PHE A  68      62.651  55.527  40.850  1.00  0.00

ATOM    996  HB1 PHE A  68      61.747  54.941  40.644  1.00  0.00

ATOM    997  HB2 PHE A  68      63.474  54.818  40.957  1.00  0.00

ATOM    998  CG  PHE A  68      62.871  56.379  39.616  1.00  0.00

ATOM    999  CD1 PHE A  68      64.141  56.510  39.042  1.00  0.00

ATOM   1000  HD1 PHE A  68      64.913  55.967  39.561  1.00  0.00

ATOM   1001  CE1 PHE A  68      64.270  57.026  37.754  1.00  0.00

ATOM   1002  HE1 PHE A  68      65.189  57.021  37.188  1.00  0.00

ATOM   1003  CZ  PHE A  68      63.190  57.586  37.054  1.00  0.00

ATOM   1004  HZ  PHE A  68      63.247  58.037  36.076  1.00  0.00

ATOM   1005  CE2 PHE A  68      61.944  57.515  37.697  1.00  0.00

ATOM   1006  HE2 PHE A  68      61.074  57.859  37.166  1.00  0.00

ATOM   1007  CD2 PHE A  68      61.768  56.949  38.964  1.00  0.00

ATOM   1008  HD2 PHE A  68      60.803  57.028  39.435  1.00  0.00

ATOM   1009  C   PHE A  68      61.331  57.344  42.042  1.00  0.00

ATOM   1010  O   PHE A  68      61.597  58.539  42.065  1.00  0.00

ATOM   1011  N   LEU A  69      60.062  56.961  42.195  1.00  0.00

ATOM   1012  H   LEU A  69      59.868  55.974  42.248  1.00  0.00

ATOM   1013  CA  LEU A  69      58.935  57.868  42.282  1.00  0.00

ATOM   1014  HA  LEU A  69      58.980  58.498  41.399  1.00  0.00

ATOM   1015  CB  LEU A  69      57.615  57.114  42.408  1.00  0.00

ATOM   1016  HB1 LEU A  69      56.839  57.677  42.923  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.765  56.332  43.160  1.00  0.00

ATOM   1018  CG  LEU A  69      57.053  56.568  41.105  1.00  0.00

ATOM   1019  HG  LEU A  69      57.690  55.753  40.754  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.639  56.050  41.353  1.00  0.00

ATOM   1021 1HD1 LEU A  69      54.933  56.791  41.726  1.00  0.00

ATOM   1022 2HD1 LEU A  69      55.197  55.650  40.453  1.00  0.00

ATOM   1023 3HD1 LEU A  69      55.659  55.226  42.066  1.00  0.00

ATOM   1024  CD2 LEU A  69      56.888  57.496  39.903  1.00  0.00

ATOM   1025 1HD2 LEU A  69      57.878  57.820  39.572  1.00  0.00

ATOM   1026 2HD2 LEU A  69      56.534  56.960  39.025  1.00  0.00

ATOM   1027 3HD2 LEU A  69      56.244  58.358  40.093  1.00  0.00

ATOM   1028  C   LEU A  69      58.947  58.894  43.412  1.00  0.00

ATOM   1029  O   LEU A  69      58.533  60.039  43.238  1.00  0.00

ATOM   1030  N   THR A  70      59.520  58.623  44.585  1.00  0.00

ATOM   1031  H   THR A  70      59.916  57.697  44.661  1.00  0.00

ATOM   1032  CA  THR A  70      59.582  59.621  45.637  1.00  0.00

ATOM   1033  HA  THR A  70      58.584  60.055  45.722  1.00  0.00

ATOM   1034  CB  THR A  70      59.979  58.904  46.922  1.00  0.00

ATOM   1035  HB  THR A  70      60.983  58.499  46.756  1.00  0.00

ATOM   1036  CG2 THR A  70      60.080  59.770  48.175  1.00  0.00

ATOM   1037 1HG2 THR A  70      60.191  59.015  48.954  1.00  0.00

ATOM   1038 2HG2 THR A  70      61.010  60.329  48.097  1.00  0.00

ATOM   1039 3HG2 THR A  70      59.286  60.499  48.328  1.00  0.00

ATOM   1040  OG1 THR A  70      59.142  57.838  47.308  1.00  0.00

ATOM   1041  HG1 THR A  70      59.590  57.046  47.009  1.00  0.00

ATOM   1042  C   THR A  70      60.571  60.732  45.325  1.00  0.00

ATOM   1043  O   THR A  70      60.221  61.897  45.544  1.00  0.00

ATOM   1044  N   MET A  71      61.693  60.510  44.637  1.00  0.00

ATOM   1045  H   MET A  71      61.928  59.581  44.317  1.00  0.00

ATOM   1046  CA  MET A  71      62.671  61.543  44.378  1.00  0.00

ATOM   1047  HA  MET A  71      62.685  62.208  45.243  1.00  0.00

ATOM   1048  CB  MET A  71      64.035  60.868  44.426  1.00  0.00

ATOM   1049  HB1 MET A  71      64.042  60.278  45.351  1.00  0.00

ATOM   1050  HB2 MET A  71      64.848  61.589  44.343  1.00  0.00

ATOM   1051  CG  MET A  71      64.296  59.920  43.255  1.00  0.00

ATOM   1052  HG1 MET A  71      63.563  59.109  43.198  1.00  0.00

ATOM   1053  HG2 MET A  71      65.272  59.526  43.561  1.00  0.00

ATOM   1054  SD  MET A  71      64.643  60.621  41.626  1.00  0.00

ATOM   1055  CE  MET A  71      65.123  59.212  40.590  1.00  0.00

ATOM   1056  HE1 MET A  71      65.960  58.737  41.115  1.00  0.00

ATOM   1057  HE2 MET A  71      64.292  58.556  40.348  1.00  0.00

ATOM   1058  HE3 MET A  71      65.501  59.609  39.654  1.00  0.00

ATOM   1059  C   MET A  71      62.483  62.397  43.130  1.00  0.00

ATOM   1060  O   MET A  71      62.856  63.569  43.095  1.00  0.00

ATOM   1061  N   MET A  72      61.697  61.918  42.174  1.00  0.00

ATOM   1062  H   MET A  72      61.471  60.935  42.297  1.00  0.00

ATOM   1063  CA  MET A  72      61.028  62.710  41.158  1.00  0.00

ATOM   1064  HA  MET A  72      61.690  63.511  40.804  1.00  0.00

ATOM   1065  CB  MET A  72      60.529  61.800  40.037  1.00  0.00

ATOM   1066  HB1 MET A  72      59.989  62.359  39.274  1.00  0.00

ATOM   1067  HB2 MET A  72      59.863  61.056  40.484  1.00  0.00

ATOM   1068  CG  MET A  72      61.675  61.094  39.317  1.00  0.00

ATOM   1069  HG1 MET A  72      61.151  60.380  38.683  1.00  0.00

ATOM   1070  HG2 MET A  72      62.209  60.493  40.038  1.00  0.00

ATOM   1071  SD  MET A  72      62.663  62.210  38.277  1.00  0.00

ATOM   1072  CE  MET A  72      63.358  61.063  37.064  1.00  0.00

ATOM   1073  HE1 MET A  72      62.630  60.880  36.280  1.00  0.00

ATOM   1074  HE2 MET A  72      64.245  61.393  36.514  1.00  0.00

ATOM   1075  HE3 MET A  72      63.748  60.181  37.558  1.00  0.00

ATOM   1076  C   MET A  72      59.881  63.512  41.746  1.00  0.00

ATOM   1077  O   MET A  72      59.844  64.725  41.531  1.00  0.00

ATOM   1078  N   ALA A  73      59.013  62.938  42.577  1.00  0.00

ATOM   1079  H   ALA A  73      59.095  61.940  42.734  1.00  0.00

ATOM   1080  CA  ALA A  73      57.976  63.677  43.274  1.00  0.00

ATOM   1081  HA  ALA A  73      57.248  64.087  42.572  1.00  0.00

ATOM   1082  CB  ALA A  73      57.254  62.635  44.128  1.00  0.00

ATOM   1083  HB1 ALA A  73      56.808  63.102  45.008  1.00  0.00

ATOM   1084  HB2 ALA A  73      56.504  62.042  43.608  1.00  0.00

ATOM   1085  HB3 ALA A  73      57.817  61.826  44.588  1.00  0.00

ATOM   1086  C   ALA A  73      58.491  64.789  44.170  1.00  0.00

ATOM   1087  O   ALA A  73      57.912  65.874  44.121  1.00  0.00

ATOM   1088  N   ARG A  74      59.631  64.642  44.856  1.00  0.00

ATOM   1089  H   ARG A  74      59.963  63.691  44.878  1.00  0.00

ATOM   1090  CA  ARG A  74      60.336  65.675  45.583  1.00  0.00

ATOM   1091  HA  ARG A  74      59.580  66.169  46.204  1.00  0.00

ATOM   1092  CB  ARG A  74      61.261  64.963  46.559  1.00  0.00

ATOM   1093  HB1 ARG A  74      61.942  64.302  46.019  1.00  0.00

ATOM   1094  HB2 ARG A  74      60.730  64.315  47.253  1.00  0.00

ATOM   1095  CG  ARG A  74      62.047  65.960  47.410  1.00  0.00

ATOM   1096  HG1 ARG A  74      61.343  66.634  47.892  1.00  0.00

ATOM   1097  HG2 ARG A  74      62.544  66.692  46.761  1.00  0.00

ATOM   1098  CD  ARG A  74      62.992  65.217  48.350  1.00  0.00

ATOM   1099  HD1 ARG A  74      63.502  64.419  47.804  1.00  0.00

ATOM   1100  HD2 ARG A  74      62.518  64.700  49.190  1.00  0.00

ATOM   1101  NE  ARG A  74      64.060  66.066  48.871  1.00  0.00

ATOM   1102  HE  ARG A  74      64.825  65.944  48.220  1.00  0.00

ATOM   1103  CZ  ARG A  74      64.065  67.207  49.565  1.00  0.00

ATOM   1104  NH1 ARG A  74      62.945  67.769  50.063  1.00  0.00

ATOM   1105 1HH1 ARG A  74      62.119  67.207  50.211  1.00  0.00

ATOM   1106 2HH1 ARG A  74      63.095  68.515  50.726  1.00  0.00

ATOM   1107  NH2 ARG A  74      65.217  67.893  49.551  1.00  0.00

ATOM   1108 1HH2 ARG A  74      66.014  67.352  49.265  1.00  0.00

ATOM   1109 2HH2 ARG A  74      65.269  68.832  49.929  1.00  0.00

ATOM   1110  C   ARG A  74      60.908  66.807  44.729  1.00  0.00

ATOM   1111  O   ARG A  74      60.575  67.961  44.958  1.00  0.00

ATOM   1112  N   LYS A  75      61.682  66.504  43.676  1.00  0.00

ATOM   1113  H   LYS A  75      61.850  65.518  43.555  1.00  0.00

ATOM   1114  CA  LYS A  75      62.348  67.490  42.863  1.00  0.00

ATOM   1115  HA  LYS A  75      62.717  68.301  43.503  1.00  0.00

ATOM   1116  CB  LYS A  75      63.563  66.799  42.259  1.00  0.00

ATOM   1117  HB1 LYS A  75      63.217  65.992  41.613  1.00  0.00

ATOM   1118  HB2 LYS A  75      64.217  66.336  43.004  1.00  0.00

ATOM   1119  CG  LYS A  75      64.384  67.775  41.427  1.00  0.00

ATOM   1120  HG1 LYS A  75      63.704  68.107  40.643  1.00  0.00

ATOM   1121  HG2 LYS A  75      65.197  67.241  40.937  1.00  0.00

ATOM   1122  CD  LYS A  75      64.979  68.999  42.108  1.00  0.00

ATOM   1123  HD1 LYS A  75      65.659  68.781  42.937  1.00  0.00

ATOM   1124  HD2 LYS A  75      64.216  69.692  42.470  1.00  0.00

ATOM   1125  CE  LYS A  75      65.710  69.949  41.162  1.00  0.00

ATOM   1126  HE1 LYS A  75      64.897  70.455  40.647  1.00  0.00

ATOM   1127  HE2 LYS A  75      66.290  69.320  40.487  1.00  0.00

ATOM   1128  NZ  LYS A  75      66.449  71.035  41.813  1.00  0.00

ATOM   1129  HZ1 LYS A  75      66.844  71.599  41.079  1.00  0.00

ATOM   1130  HZ2 LYS A  75      65.800  71.591  42.362  1.00  0.00

ATOM   1131  HZ3 LYS A  75      67.262  70.821  42.375  1.00  0.00

ATOM   1132  C   LYS A  75      61.416  68.238  41.927  1.00  0.00

ATOM   1133  O   LYS A  75      61.639  69.376  41.534  1.00  0.00

ATOM   1134  N   MET A  76      60.316  67.609  41.483  1.00  0.00

ATOM   1135  H   MET A  76      60.117  66.662  41.777  1.00  0.00

ATOM   1136  CA  MET A  76      59.239  68.298  40.788  1.00  0.00

ATOM   1137  HA  MET A  76      59.606  68.676  39.833  1.00  0.00

ATOM   1138  CB  MET A  76      58.171  67.260  40.466  1.00  0.00

ATOM   1139  HB1 MET A  76      58.066  66.561  41.285  1.00  0.00

ATOM   1140  HB2 MET A  76      58.508  66.623  39.642  1.00  0.00

ATOM   1141  CG  MET A  76      56.860  67.749  39.853  1.00  0.00

ATOM   1142  HG1 MET A  76      56.244  68.246  40.606  1.00  0.00

ATOM   1143  HG2 MET A  76      56.379  66.808  39.576  1.00  0.00

ATOM   1144  SD  MET A  76      57.045  68.782  38.383  1.00  0.00

ATOM   1145  CE  MET A  76      57.959  67.778  37.186  1.00  0.00

ATOM   1146  HE1 MET A  76      57.311  67.017  36.750  1.00  0.00

ATOM   1147  HE2 MET A  76      58.318  68.285  36.285  1.00  0.00

ATOM   1148  HE3 MET A  76      58.878  67.398  37.627  1.00  0.00

ATOM   1149  C   MET A  76      58.601  69.436  41.571  1.00  0.00

ATOM   1150  O   MET A  76      58.035  70.334  40.966  1.00  0.00

ATOM   1151  N   LYS A  77      58.632  69.394  42.915  1.00  0.00

ATOM   1152  H   LYS A  77      59.080  68.597  43.343  1.00  0.00

ATOM   1153  CA  LYS A  77      58.070  70.375  43.806  1.00  0.00

ATOM   1154  HA  LYS A  77      57.466  71.064  43.215  1.00  0.00

ATOM   1155  CB  LYS A  77      57.173  69.730  44.868  1.00  0.00

ATOM   1156  HB1 LYS A  77      56.804  70.467  45.588  1.00  0.00

ATOM   1157  HB2 LYS A  77      57.817  69.057  45.426  1.00  0.00

ATOM   1158  CG  LYS A  77      55.998  68.921  44.341  1.00  0.00

ATOM   1159  HG1 LYS A  77      55.492  68.509  45.213  1.00  0.00

ATOM   1160  HG2 LYS A  77      56.458  68.138  43.748  1.00  0.00

ATOM   1161  CD  LYS A  77      55.021  69.683  43.447  1.00  0.00

ATOM   1162  HD1 LYS A  77      55.487  69.852  42.477  1.00  0.00

ATOM   1163  HD2 LYS A  77      54.869  70.675  43.879  1.00  0.00

ATOM   1164  CE  LYS A  77      53.664  69.027  43.243  1.00  0.00

ATOM   1165  HE1 LYS A  77      53.256  68.776  44.229  1.00  0.00

ATOM   1166  HE2 LYS A  77      53.715  68.014  42.843  1.00  0.00

ATOM   1167  NZ  LYS A  77      52.708  69.890  42.536  1.00  0.00

ATOM   1168  HZ1 LYS A  77      52.464  70.695  43.087  1.00  0.00

ATOM   1169  HZ2 LYS A  77      53.247  70.280  41.766  1.00  0.00

ATOM   1170  HZ3 LYS A  77      51.869  69.372  42.296  1.00  0.00

ATOM   1171  C   LYS A  77      59.023  71.252  44.597  1.00  0.00

ATOM   1172  O   LYS A  77      58.654  72.095  45.415  1.00  0.00

ATOM   1173  N   ASP A  78      60.308  71.112  44.263  1.00  0.00

ATOM   1174  H   ASP A  78      60.575  70.318  43.693  1.00  0.00

ATOM   1175  CA  ASP A  78      61.384  71.952  44.762  1.00  0.00

ATOM   1176  HA  ASP A  78      61.420  71.965  45.840  1.00  0.00

ATOM   1177  CB  ASP A  78      62.608  71.223  44.225  1.00  0.00

ATOM   1178  HB1 ASP A  78      62.524  71.319  43.140  1.00  0.00

ATOM   1179  HB2 ASP A  78      62.579  70.163  44.470  1.00  0.00

ATOM   1180  CG  ASP A  78      63.933  71.772  44.737  1.00  0.00

ATOM   1181  OD1 ASP A  78      64.901  71.877  43.956  1.00  0.00

ATOM   1182  OD2 ASP A  78      64.029  72.145  45.928  1.00  0.00

ATOM   1183  C   ASP A  78      61.193  73.402  44.330  1.00  0.00

ATOM   1184  O   ASP A  78      60.409  73.802  43.474  1.00  0.00

ATOM   1185  N   THR A  79      62.149  74.140  44.893  1.00  0.00

ATOM   1186  H   THR A  79      62.876  73.725  45.458  1.00  0.00

ATOM   1187  CA  THR A  79      62.210  75.567  44.624  1.00  0.00

ATOM   1188  HA  THR A  79      61.228  76.005  44.777  1.00  0.00

ATOM   1189  CB  THR A  79      63.105  76.206  45.684  1.00  0.00

ATOM   1190  HB  THR A  79      62.896  77.273  45.599  1.00  0.00

ATOM   1191  CG2 THR A  79      62.914  75.798  47.141  1.00  0.00

ATOM   1192 1HG2 THR A  79      61.882  75.998  47.447  1.00  0.00

ATOM   1193 2HG2 THR A  79      63.060  74.739  47.324  1.00  0.00

ATOM   1194 3HG2 THR A  79      63.697  76.226  47.767  1.00  0.00

ATOM   1195  OG1 THR A  79      64.456  75.983  45.373  1.00  0.00

ATOM   1196  HG1 THR A  79      64.846  76.833  45.554  1.00  0.00

ATOM   1197  C   THR A  79      62.619  76.003  43.221  1.00  0.00

ATOM   1198  O   THR A  79      62.134  76.973  42.651  1.00  0.00

ATOM   1199  N   ASP A  80      63.586  75.289  42.633  1.00  0.00

ATOM   1200  H   ASP A  80      63.902  74.455  43.134  1.00  0.00

ATOM   1201  CA  ASP A  80      64.373  75.765  41.520  1.00  0.00

ATOM   1202  HA  ASP A  80      63.758  76.279  40.789  1.00  0.00

ATOM   1203  CB  ASP A  80      65.533  76.658  41.966  1.00  0.00

ATOM   1204  HB1 ASP A  80      66.260  76.007  42.453  1.00  0.00

ATOM   1205  HB2 ASP A  80      65.171  77.459  42.609  1.00  0.00

ATOM   1206  CG  ASP A  80      66.204  77.320  40.771  1.00  0.00

ATOM   1207  OD1 ASP A  80      67.321  76.907  40.381  1.00  0.00

ATOM   1208  OD2 ASP A  80      65.562  78.208  40.179  1.00  0.00

ATOM   1209  C   ASP A  80      64.992  74.609  40.752  1.00  0.00

ATOM   1210  O   ASP A  80      65.432  73.645  41.377  1.00  0.00

ATOM   1211  N   SER A  81      64.969  74.685  39.420  1.00  0.00

ATOM   1212  H   SER A  81      64.517  75.503  39.038  1.00  0.00

ATOM   1213  CA  SER A  81      65.457  73.667  38.507  1.00  0.00

ATOM   1214  HA  SER A  81      65.973  72.871  39.051  1.00  0.00

ATOM   1215  CB  SER A  81      64.258  73.108  37.745  1.00  0.00

ATOM   1216  HB1 SER A  81      64.607  72.236  37.183  1.00  0.00

ATOM   1217  HB2 SER A  81      63.837  73.798  37.017  1.00  0.00

ATOM   1218  OG  SER A  81      63.302  72.619  38.655  1.00  0.00

ATOM   1219  HG  SER A  81      62.822  71.954  38.166  1.00  0.00

ATOM   1220  C   SER A  81      66.492  74.222  37.537  1.00  0.00

ATOM   1221  O   SER A  81      67.003  73.442  36.737  1.00  0.00

ATOM   1222  N   GLU A  82      66.954  75.463  37.691  1.00  0.00

ATOM   1223  H   GLU A  82      66.560  76.039  38.420  1.00  0.00

ATOM   1224  CA  GLU A  82      67.744  76.138  36.675  1.00  0.00

ATOM   1225  HA  GLU A  82      67.232  75.922  35.733  1.00  0.00

ATOM   1226  CB  GLU A  82      67.822  77.618  36.994  1.00  0.00

ATOM   1227  HB1 GLU A  82      68.388  77.790  37.908  1.00  0.00

ATOM   1228  HB2 GLU A  82      66.800  77.954  37.193  1.00  0.00

ATOM   1229  CG  GLU A  82      68.482  78.339  35.819  1.00  0.00

ATOM   1230  HG1 GLU A  82      67.864  78.139  34.947  1.00  0.00

ATOM   1231  HG2 GLU A  82      69.474  77.937  35.597  1.00  0.00

ATOM   1232  CD  GLU A  82      68.594  79.843  36.044  1.00  0.00

ATOM   1233  OE1 GLU A  82      67.714  80.583  35.533  1.00  0.00

ATOM   1234  OE2 GLU A  82      69.600  80.307  36.612  1.00  0.00

ATOM   1235  C   GLU A  82      69.081  75.427  36.553  1.00  0.00

ATOM   1236  O   GLU A  82      69.599  75.447  35.431  1.00  0.00

ATOM   1237  N   GLU A  83      69.730  74.895  37.588  1.00  0.00

ATOM   1238  H   GLU A  83      69.370  74.968  38.530  1.00  0.00

ATOM   1239  CA  GLU A  83      70.969  74.165  37.457  1.00  0.00

ATOM   1240  HA  GLU A  83      71.685  74.724  36.853  1.00  0.00

ATOM   1241  CB  GLU A  83      71.508  74.003  38.880  1.00  0.00

ATOM   1242  HB1 GLU A  83      70.972  73.278  39.486  1.00  0.00

ATOM   1243  HB2 GLU A  83      71.379  74.940  39.419  1.00  0.00

ATOM   1244  CG  GLU A  83      73.017  73.755  38.964  1.00  0.00

ATOM   1245  HG1 GLU A  83      73.062  72.721  38.634  1.00  0.00

ATOM   1246  HG2 GLU A  83      73.222  73.876  40.030  1.00  0.00

ATOM   1247  CD  GLU A  83      73.831  74.788  38.201  1.00  0.00

ATOM   1248  OE1 GLU A  83      74.284  74.474  37.084  1.00  0.00

ATOM   1249  OE2 GLU A  83      74.174  75.840  38.783  1.00  0.00

ATOM   1250  C   GLU A  83      70.906  72.796  36.790  1.00  0.00

ATOM   1251  O   GLU A  83      71.745  72.464  35.959  1.00  0.00

ATOM   1252  N   GLU A  84      69.808  72.075  37.047  1.00  0.00

ATOM   1253  H   GLU A  84      69.079  72.494  37.605  1.00  0.00

ATOM   1254  CA  GLU A  84      69.505  70.854  36.336  1.00  0.00

ATOM   1255  HA  GLU A  84      70.394  70.220  36.397  1.00  0.00

ATOM   1256  CB  GLU A  84      68.337  70.138  37.020  1.00  0.00

ATOM   1257  HB1 GLU A  84      68.156  69.194  36.502  1.00  0.00

ATOM   1258  HB2 GLU A  84      67.445  70.765  36.947  1.00  0.00

ATOM   1259  CG  GLU A  84      68.665  69.724  38.443  1.00  0.00

ATOM   1260  HG1 GLU A  84      69.504  69.041  38.500  1.00  0.00

ATOM   1261  HG2 GLU A  84      67.887  68.968  38.570  1.00  0.00

ATOM   1262  CD  GLU A  84      68.713  70.759  39.569  1.00  0.00

ATOM   1263  OE1 GLU A  84      68.199  71.884  39.427  1.00  0.00

ATOM   1264  OE2 GLU A  84      69.035  70.322  40.696  1.00  0.00

ATOM   1265  C   GLU A  84      69.158  71.006  34.860  1.00  0.00

ATOM   1266  O   GLU A  84      69.454  70.154  34.038  1.00  0.00

ATOM   1267  N   ILE A  85      68.521  72.141  34.519  1.00  0.00

ATOM   1268  H   ILE A  85      68.289  72.841  35.205  1.00  0.00

ATOM   1269  CA  ILE A  85      68.276  72.547  33.156  1.00  0.00

ATOM   1270  HA  ILE A  85      67.930  71.674  32.594  1.00  0.00

ATOM   1271  CB  ILE A  85      67.133  73.546  33.043  1.00  0.00

ATOM   1272  HB  ILE A  85      67.428  74.295  33.780  1.00  0.00

ATOM   1273  CG2 ILE A  85      67.157  74.124  31.630  1.00  0.00

ATOM   1274 1HG2 ILE A  85      66.236  74.686  31.450  1.00  0.00

ATOM   1275 2HG2 ILE A  85      67.994  74.786  31.435  1.00  0.00

ATOM   1276 3HG2 ILE A  85      67.358  73.358  30.879  1.00  0.00

ATOM   1277  CG1 ILE A  85      65.777  72.973  33.447  1.00  0.00

ATOM   1278 1HG1 ILE A  85      65.901  72.663  34.474  1.00  0.00

ATOM   1279 2HG1 ILE A  85      65.415  72.132  32.863  1.00  0.00

ATOM   1280  CD  ILE A  85      64.748  74.109  33.416  1.00  0.00

ATOM   1281  HD1 ILE A  85      63.854  73.838  33.969  1.00  0.00

ATOM   1282  HD2 ILE A  85      65.070  75.023  33.912  1.00  0.00

ATOM   1283  HD3 ILE A  85      64.504  74.374  32.380  1.00  0.00

ATOM   1284  C   ILE A  85      69.627  72.859  32.526  1.00  0.00

ATOM   1285  O   ILE A  85      69.803  72.556  31.347  1.00  0.00

ATOM   1286  N   ARG A  86      70.637  73.407  33.211  1.00  0.00

ATOM   1287  H   ARG A  86      70.563  73.567  34.209  1.00  0.00

ATOM   1288  CA  ARG A  86      71.909  73.746  32.616  1.00  0.00

ATOM   1289  HA  ARG A  86      71.708  74.203  31.640  1.00  0.00

ATOM   1290  CB  ARG A  86      72.527  74.812  33.507  1.00  0.00

ATOM   1291  HB1 ARG A  86      72.823  74.547  34.524  1.00  0.00

ATOM   1292  HB2 ARG A  86      71.715  75.531  33.620  1.00  0.00

ATOM   1293  CG  ARG A  86      73.772  75.464  32.905  1.00  0.00

ATOM   1294  HG1 ARG A  86      73.602  75.874  31.908  1.00  0.00

ATOM   1295  HG2 ARG A  86      74.541  74.687  32.848  1.00  0.00

ATOM   1296  CD  ARG A  86      74.194  76.686  33.714  1.00  0.00

ATOM   1297  HD1 ARG A  86      73.323  77.313  33.905  1.00  0.00

ATOM   1298  HD2 ARG A  86      74.937  77.198  33.105  1.00  0.00

ATOM   1299  NE  ARG A  86      74.765  76.435  35.040  1.00  0.00

ATOM   1300  HE  ARG A  86      74.531  75.619  35.590  1.00  0.00

ATOM   1301  CZ  ARG A  86      75.598  77.270  35.674  1.00  0.00

ATOM   1302  NH1 ARG A  86      76.186  78.350  35.162  1.00  0.00

ATOM   1303 1HH1 ARG A  86      75.883  78.644  34.238  1.00  0.00

ATOM   1304 2HH1 ARG A  86      76.536  79.071  35.763  1.00  0.00

ATOM   1305  NH2 ARG A  86      75.808  77.157  36.995  1.00  0.00

ATOM   1306 1HH2 ARG A  86      75.360  76.405  37.490  1.00  0.00

ATOM   1307 2HH2 ARG A  86      76.291  77.879  37.519  1.00  0.00

ATOM   1308  C   ARG A  86      72.791  72.530  32.386  1.00  0.00

ATOM   1309  O   ARG A  86      73.530  72.461  31.404  1.00  0.00

ATOM   1310  N   GLU A  87      72.588  71.525  33.242  1.00  0.00

ATOM   1311  H   GLU A  87      72.031  71.710  34.068  1.00  0.00

ATOM   1312  CA  GLU A  87      73.098  70.176  33.080  1.00  0.00

ATOM   1313  HA  GLU A  87      74.152  70.330  32.825  1.00  0.00

ATOM   1314  CB  GLU A  87      73.117  69.370  34.378  1.00  0.00

ATOM   1315  HB1 GLU A  87      72.101  69.074  34.603  1.00  0.00

ATOM   1316  HB2 GLU A  87      73.447  70.034  35.177  1.00  0.00

ATOM   1317  CG  GLU A  87      73.855  68.030  34.473  1.00  0.00

ATOM   1318  HG1 GLU A  87      73.328  67.375  33.784  1.00  0.00

ATOM   1319  HG2 GLU A  87      73.695  67.681  35.492  1.00  0.00

ATOM   1320  CD  GLU A  87      75.358  68.109  34.277  1.00  0.00

ATOM   1321  OE1 GLU A  87      75.937  69.118  33.829  1.00  0.00

ATOM   1322  OE2 GLU A  87      76.044  67.117  34.638  1.00  0.00

ATOM   1323  C   GLU A  87      72.459  69.403  31.931  1.00  0.00

ATOM   1324  O   GLU A  87      73.171  68.733  31.185  1.00  0.00

ATOM   1325  N   ALA A  88      71.167  69.661  31.723  1.00  0.00

ATOM   1326  H   ALA A  88      70.636  70.051  32.491  1.00  0.00

ATOM   1327  CA  ALA A  88      70.322  69.301  30.609  1.00  0.00

ATOM   1328  HA  ALA A  88      70.340  68.218  30.499  1.00  0.00

ATOM   1329  CB  ALA A  88      68.845  69.517  30.911  1.00  0.00

ATOM   1330  HB1 ALA A  88      68.466  70.521  30.725  1.00  0.00

ATOM   1331  HB2 ALA A  88      68.311  68.797  30.299  1.00  0.00

ATOM   1332  HB3 ALA A  88      68.633  69.234  31.947  1.00  0.00

ATOM   1333  C   ALA A  88      70.770  69.866  29.260  1.00  0.00

ATOM   1334  O   ALA A  88      70.995  69.056  28.374  1.00  0.00

ATOM   1335  N   PHE A  89      71.127  71.149  29.177  1.00  0.00

ATOM   1336  H   PHE A  89      70.938  71.741  29.970  1.00  0.00

ATOM   1337  CA  PHE A  89      71.761  71.767  28.022  1.00  0.00

ATOM   1338  HA  PHE A  89      71.049  71.639  27.205  1.00  0.00

ATOM   1339  CB  PHE A  89      71.856  73.274  28.208  1.00  0.00

ATOM   1340  HB1 PHE A  89      72.599  73.484  28.983  1.00  0.00

ATOM   1341  HB2 PHE A  89      70.892  73.642  28.550  1.00  0.00

ATOM   1342  CG  PHE A  89      72.180  74.052  26.951  1.00  0.00

ATOM   1343  CD1 PHE A  89      71.414  73.852  25.793  1.00  0.00

ATOM   1344  HD1 PHE A  89      70.540  73.234  25.866  1.00  0.00

ATOM   1345  CE1 PHE A  89      71.664  74.632  24.656  1.00  0.00

ATOM   1346  HE1 PHE A  89      70.922  74.724  23.875  1.00  0.00

ATOM   1347  CZ  PHE A  89      72.726  75.541  24.624  1.00  0.00

ATOM   1348  HZ  PHE A  89      72.900  76.186  23.762  1.00  0.00

ATOM   1349  CE2 PHE A  89      73.593  75.575  25.720  1.00  0.00

ATOM   1350  HE2 PHE A  89      74.476  76.191  25.678  1.00  0.00

ATOM   1351  CD2 PHE A  89      73.235  74.954  26.924  1.00  0.00

ATOM   1352  HD2 PHE A  89      73.867  75.016  27.802  1.00  0.00

ATOM   1353  C   PHE A  89      73.078  71.150  27.568  1.00  0.00

ATOM   1354  O   PHE A  89      73.400  71.023  26.394  1.00  0.00

ATOM   1355  N   ARG A  90      73.853  70.621  28.519  1.00  0.00

ATOM   1356  H   ARG A  90      73.613  70.723  29.493  1.00  0.00

ATOM   1357  CA  ARG A  90      75.110  69.924  28.308  1.00  0.00

ATOM   1358  HA  ARG A  90      75.723  70.579  27.691  1.00  0.00

ATOM   1359  CB  ARG A  90      75.874  69.742  29.622  1.00  0.00

ATOM   1360  HB1 ARG A  90      75.500  68.842  30.107  1.00  0.00

ATOM   1361  HB2 ARG A  90      75.811  70.697  30.145  1.00  0.00

ATOM   1362  CG  ARG A  90      77.352  69.410  29.423  1.00  0.00

ATOM   1363  HG1 ARG A  90      77.787  70.167  28.765  1.00  0.00

ATOM   1364  HG2 ARG A  90      77.407  68.412  28.982  1.00  0.00

ATOM   1365  CD  ARG A  90      78.104  69.552  30.746  1.00  0.00

ATOM   1366  HD1 ARG A  90      77.808  70.541  31.104  1.00  0.00

ATOM   1367  HD2 ARG A  90      79.185  69.578  30.635  1.00  0.00

ATOM   1368  NE  ARG A  90      77.785  68.570  31.777  1.00  0.00

ATOM   1369  HE  ARG A  90      76.883  68.524  32.211  1.00  0.00

ATOM   1370  CZ  ARG A  90      78.650  67.689  32.293  1.00  0.00

ATOM   1371  NH1 ARG A  90      79.866  67.491  31.767  1.00  0.00

ATOM   1372 1HH1 ARG A  90      80.096  67.969  30.910  1.00  0.00

ATOM   1373 2HH1 ARG A  90      80.569  67.009  32.317  1.00  0.00

ATOM   1374  NH2 ARG A  90      78.509  67.076  33.481  1.00  0.00

ATOM   1375 1HH2 ARG A  90      77.684  67.173  34.059  1.00  0.00

ATOM   1376 2HH2 ARG A  90      79.145  66.310  33.666  1.00  0.00

ATOM   1377  C   ARG A  90      74.941  68.609  27.570  1.00  0.00

ATOM   1378  O   ARG A  90      75.904  68.117  26.994  1.00  0.00

ATOM   1379  N   VAL A  91      73.711  68.087  27.544  1.00  0.00

ATOM   1380  H   VAL A  91      72.920  68.568  27.951  1.00  0.00

ATOM   1381  CA  VAL A  91      73.371  67.011  26.633  1.00  0.00

ATOM   1382  HA  VAL A  91      74.163  66.266  26.628  1.00  0.00

ATOM   1383  CB  VAL A  91      72.103  66.280  27.053  1.00  0.00

ATOM   1384  HB  VAL A  91      71.247  66.835  26.652  1.00  0.00

ATOM   1385  CG1 VAL A  91      72.090  64.933  26.332  1.00  0.00

ATOM   1386 1HG1 VAL A  91      72.964  64.404  26.707  1.00  0.00

ATOM   1387 2HG1 VAL A  91      71.189  64.360  26.558  1.00  0.00

ATOM   1388 3HG1 VAL A  91      72.167  65.067  25.258  1.00  0.00

ATOM   1389  CG2 VAL A  91      71.854  65.882  28.508  1.00  0.00

ATOM   1390 1HG2 VAL A  91      71.816  66.781  29.121  1.00  0.00

ATOM   1391 2HG2 VAL A  91      70.887  65.435  28.706  1.00  0.00

ATOM   1392 3HG2 VAL A  91      72.644  65.203  28.827  1.00  0.00

ATOM   1393  C   VAL A  91      73.181  67.460  25.187  1.00  0.00

ATOM   1394  O   VAL A  91      73.595  66.763  24.257  1.00  0.00

ATOM   1395  N   PHE A  92      72.581  68.623  24.912  1.00  0.00

ATOM   1396  H   PHE A  92      72.323  69.190  25.708  1.00  0.00

ATOM   1397  CA  PHE A  92      72.238  69.031  23.569  1.00  0.00

ATOM   1398  HA  PHE A  92      71.989  68.179  22.951  1.00  0.00

ATOM   1399  CB  PHE A  92      71.117  70.075  23.525  1.00  0.00

ATOM   1400  HB1 PHE A  92      71.057  70.417  22.500  1.00  0.00

ATOM   1401  HB2 PHE A  92      71.358  70.899  24.201  1.00  0.00

ATOM   1402  CG  PHE A  92      69.860  69.434  24.058  1.00  0.00

ATOM   1403  CD1 PHE A  92      69.593  69.426  25.431  1.00  0.00

ATOM   1404  HD1 PHE A  92      70.356  69.799  26.106  1.00  0.00

ATOM   1405  CE1 PHE A  92      68.413  68.817  25.874  1.00  0.00

ATOM   1406  HE1 PHE A  92      68.216  68.990  26.915  1.00  0.00

ATOM   1407  CZ  PHE A  92      67.469  68.233  25.014  1.00  0.00

ATOM   1408  HZ  PHE A  92      66.609  67.729  25.432  1.00  0.00

ATOM   1409  CE2 PHE A  92      67.753  68.273  23.645  1.00  0.00

ATOM   1410  HE2 PHE A  92      67.125  67.714  22.967  1.00  0.00

ATOM   1411  CD2 PHE A  92      68.920  68.892  23.175  1.00  0.00

ATOM   1412  HD2 PHE A  92      69.236  68.865  22.146  1.00  0.00

ATOM   1413  C   PHE A  92      73.473  69.713  22.995  1.00  0.00

ATOM   1414  O   PHE A  92      74.011  69.261  21.981  1.00  0.00

ATOM   1415  N   ASP A  93      73.977  70.796  23.599  1.00  0.00

ATOM   1416  H   ASP A  93      73.454  71.104  24.400  1.00  0.00

ATOM   1417  CA  ASP A  93      75.115  71.542  23.108  1.00  0.00

ATOM   1418  HA  ASP A  93      75.027  71.509  22.019  1.00  0.00

ATOM   1419  CB  ASP A  93      74.859  72.996  23.519  1.00  0.00

ATOM   1420  HB1 ASP A  93      74.754  73.010  24.602  1.00  0.00

ATOM   1421  HB2 ASP A  93      73.850  73.280  23.238  1.00  0.00

ATOM   1422  CG  ASP A  93      75.895  73.960  22.966  1.00  0.00

ATOM   1423  OD1 ASP A  93      76.211  73.928  21.760  1.00  0.00

ATOM   1424  OD2 ASP A  93      76.256  74.892  23.714  1.00  0.00

ATOM   1425  C   ASP A  93      76.458  71.020  23.593  1.00  0.00

ATOM   1426  O   ASP A  93      77.151  71.610  24.420  1.00  0.00

ATOM   1427  N   LYS A  94      76.841  69.863  23.062  1.00  0.00

ATOM   1428  H   LYS A  94      76.302  69.425  22.324  1.00  0.00

ATOM   1429  CA  LYS A  94      78.034  69.173  23.505  1.00  0.00

ATOM   1430  HA  LYS A  94      77.920  68.995  24.577  1.00  0.00

ATOM   1431  CB  LYS A  94      78.088  67.806  22.828  1.00  0.00

ATOM   1432  HB1 LYS A  94      79.035  67.297  23.006  1.00  0.00

ATOM   1433  HB2 LYS A  94      78.140  67.966  21.754  1.00  0.00

ATOM   1434  CG  LYS A  94      76.915  66.875  23.132  1.00  0.00

ATOM   1435  HG1 LYS A  94      76.046  67.355  22.676  1.00  0.00

ATOM   1436  HG2 LYS A  94      76.728  66.695  24.188  1.00  0.00

ATOM   1437  CD  LYS A  94      77.046  65.503  22.466  1.00  0.00

ATOM   1438  HD1 LYS A  94      78.069  65.154  22.617  1.00  0.00

ATOM   1439  HD2 LYS A  94      76.753  65.618  21.423  1.00  0.00

ATOM   1440  CE  LYS A  94      76.191  64.449  23.168  1.00  0.00

ATOM   1441  HE1 LYS A  94      76.349  64.571  24.235  1.00  0.00

ATOM   1442  HE2 LYS A  94      76.448  63.438  22.854  1.00  0.00

ATOM   1443  NZ  LYS A  94      74.785  64.735  22.863  1.00  0.00

ATOM   1444  HZ1 LYS A  94      74.622  64.749  21.863  1.00  0.00

ATOM   1445  HZ2 LYS A  94      74.219  64.073  23.384  1.00  0.00

ATOM   1446  HZ3 LYS A  94      74.482  65.654  23.162  1.00  0.00

ATOM   1447  C   LYS A  94      79.282  69.963  23.138  1.00  0.00

ATOM   1448  O   LYS A  94      80.261  69.934  23.893  1.00  0.00

ATOM   1449  N   ASP A  95      79.266  70.609  21.974  1.00  0.00

ATOM   1450  H   ASP A  95      78.438  70.387  21.435  1.00  0.00

ATOM   1451  CA  ASP A  95      80.298  71.508  21.522  1.00  0.00

ATOM   1452  HA  ASP A  95      81.273  71.010  21.624  1.00  0.00

ATOM   1453  CB  ASP A  95      80.170  71.725  20.023  1.00  0.00

ATOM   1454  HB1 ASP A  95      80.063  70.777  19.492  1.00  0.00

ATOM   1455  HB2 ASP A  95      81.058  72.245  19.665  1.00  0.00

ATOM   1456  CG  ASP A  95      78.974  72.600  19.694  1.00  0.00

ATOM   1457  OD1 ASP A  95      78.113  72.043  18.982  1.00  0.00

ATOM   1458  OD2 ASP A  95      79.020  73.820  19.987  1.00  0.00

ATOM   1459  C   ASP A  95      80.329  72.823  22.290  1.00  0.00

ATOM   1460  O   ASP A  95      81.357  73.485  22.356  1.00  0.00

ATOM   1461  N   GLY A  96      79.228  73.215  22.932  1.00  0.00

ATOM   1462  H   GLY A  96      78.480  72.541  22.951  1.00  0.00

ATOM   1463  CA  GLY A  96      79.302  74.196  23.999  1.00  0.00

ATOM   1464  HA1 GLY A  96      80.207  74.031  24.581  1.00  0.00

ATOM   1465  HA2 GLY A  96      78.462  74.050  24.685  1.00  0.00

ATOM   1466  C   GLY A  96      79.373  75.639  23.548  1.00  0.00

ATOM   1467  O   GLY A  96      80.018  76.469  24.201  1.00  0.00

ATOM   1468  N   ASN A  97      78.822  76.006  22.384  1.00  0.00

ATOM   1469  H   ASN A  97      78.378  75.256  21.875  1.00  0.00

ATOM   1470  CA  ASN A  97      78.731  77.334  21.817  1.00  0.00

ATOM   1471  HA  ASN A  97      79.610  77.843  22.208  1.00  0.00

ATOM   1472  CB  ASN A  97      79.077  77.474  20.341  1.00  0.00

ATOM   1473  HB1 ASN A  97      79.864  76.761  20.116  1.00  0.00

ATOM   1474  HB2 ASN A  97      79.380  78.489  20.087  1.00  0.00

ATOM   1475  CG  ASN A  97      77.873  77.256  19.423  1.00  0.00

ATOM   1476  OD1 ASN A  97      76.904  76.634  19.836  1.00  0.00

ATOM   1477  ND2 ASN A  97      78.043  77.672  18.163  1.00  0.00

ATOM   1478 1HD2 ASN A  97      78.818  78.244  17.874  1.00  0.00

ATOM   1479 2HD2 ASN A  97      77.172  77.907  17.724  1.00  0.00

ATOM   1480  C   ASN A  97      77.553  78.179  22.291  1.00  0.00

ATOM   1481  O   ASN A  97      77.374  79.332  21.909  1.00  0.00

ATOM   1482  N   GLY A  98      76.733  77.582  23.157  1.00  0.00

ATOM   1483  H   GLY A  98      76.879  76.629  23.480  1.00  0.00

ATOM   1484  CA  GLY A  98      75.582  78.343  23.621  1.00  0.00

ATOM   1485  HA1 GLY A  98      75.837  79.357  23.923  1.00  0.00

ATOM   1486  HA2 GLY A  98      75.163  77.775  24.444  1.00  0.00

ATOM   1487  C   GLY A  98      74.384  78.361  22.681  1.00  0.00

ATOM   1488  O   GLY A  98      73.446  79.097  22.991  1.00  0.00

ATOM   1489  N   TYR A  99      74.329  77.643  21.560  1.00  0.00

ATOM   1490  H   TYR A  99      75.163  77.109  21.376  1.00  0.00

ATOM   1491  CA  TYR A  99      73.311  77.705  20.535  1.00  0.00

ATOM   1492  HA  TYR A  99      72.461  78.260  20.939  1.00  0.00

ATOM   1493  CB  TYR A  99      73.710  78.527  19.312  1.00  0.00

ATOM   1494  HB1 TYR A  99      73.098  78.290  18.442  1.00  0.00

ATOM   1495  HB2 TYR A  99      74.710  78.210  19.001  1.00  0.00

ATOM   1496  CG  TYR A  99      73.802  80.012  19.592  1.00  0.00

ATOM   1497  CD1 TYR A  99      74.962  80.646  20.037  1.00  0.00

ATOM   1498  HD1 TYR A  99      75.837  80.083  20.325  1.00  0.00

ATOM   1499  CE1 TYR A  99      75.025  82.039  20.112  1.00  0.00

ATOM   1500  HE1 TYR A  99      75.915  82.481  20.537  1.00  0.00

ATOM   1501  CZ  TYR A  99      73.957  82.852  19.659  1.00  0.00

ATOM   1502  OH  TYR A  99      74.083  84.208  19.618  1.00  0.00

ATOM   1503  HH  TYR A  99      73.347  84.608  19.152  1.00  0.00

ATOM   1504  CE2 TYR A  99      72.799  82.203  19.197  1.00  0.00

ATOM   1505  HE2 TYR A  99      72.003  82.896  18.954  1.00  0.00

ATOM   1506  CD2 TYR A  99      72.703  80.807  19.245  1.00  0.00

ATOM   1507  HD2 TYR A  99      71.761  80.327  19.022  1.00  0.00

ATOM   1508  C   TYR A  99      73.084  76.288  20.034  1.00  0.00

ATOM   1509  O   TYR A  99      74.047  75.531  19.901  1.00  0.00

ATOM   1510  N   ILE A 100      71.893  75.896  19.589  1.00  0.00

ATOM   1511  H   ILE A 100      71.213  76.626  19.424  1.00  0.00

ATOM   1512  CA  ILE A 100      71.620  74.566  19.076  1.00  0.00

ATOM   1513  HA  ILE A 100      72.568  74.085  18.840  1.00  0.00

ATOM   1514  CB  ILE A 100      71.011  73.617  20.102  1.00  0.00

ATOM   1515  HB  ILE A 100      70.732  72.740  19.519  1.00  0.00

ATOM   1516  CG2 ILE A 100      71.897  73.230  21.287  1.00  0.00

ATOM   1517 1HG2 ILE A 100      72.136  74.018  21.998  1.00  0.00

ATOM   1518 2HG2 ILE A 100      71.269  72.445  21.708  1.00  0.00

ATOM   1519 3HG2 ILE A 100      72.775  72.764  20.846  1.00  0.00

ATOM   1520  CG1 ILE A 100      69.704  74.224  20.599  1.00  0.00

ATOM   1521 1HG1 ILE A 100      69.080  74.540  19.763  1.00  0.00

ATOM   1522 2HG1 ILE A 100      69.922  75.095  21.221  1.00  0.00

ATOM   1523  CD  ILE A 100      68.796  73.306  21.410  1.00  0.00

ATOM   1524  HD1 ILE A 100      68.516  72.370  20.941  1.00  0.00

ATOM   1525  HD2 ILE A 100      69.357  73.056  22.314  1.00  0.00

ATOM   1526  HD3 ILE A 100      67.876  73.861  21.634  1.00  0.00

ATOM   1527  C   ILE A 100      70.891  74.649  17.742  1.00  0.00

ATOM   1528  O   ILE A 100      70.217  75.639  17.438  1.00  0.00

ATOM   1529  N   SER A 101      71.027  73.623  16.900  1.00  0.00

ATOM   1530  H   SER A 101      71.598  72.817  17.137  1.00  0.00

ATOM   1531  CA  SER A 101      70.330  73.284  15.670  1.00  0.00

ATOM   1532  HA  SER A 101      69.568  74.015  15.416  1.00  0.00

ATOM   1533  CB  SER A 101      71.406  73.341  14.582  1.00  0.00

ATOM   1534  HB1 SER A 101      72.043  74.171  14.878  1.00  0.00

ATOM   1535  HB2 SER A 101      70.996  73.396  13.580  1.00  0.00

ATOM   1536  OG  SER A 101      72.271  72.231  14.642  1.00  0.00

ATOM   1537  HG  SER A 101      72.775  72.219  13.825  1.00  0.00

ATOM   1538  C   SER A 101      69.604  71.948  15.737  1.00  0.00

ATOM   1539  O   SER A 101      69.803  71.247  16.730  1.00  0.00

ATOM   1540  N   ALA A 102      68.768  71.606  14.767  1.00  0.00

ATOM   1541  H   ALA A 102      68.667  72.237  13.987  1.00  0.00

ATOM   1542  CA  ALA A 102      68.194  70.274  14.726  1.00  0.00

ATOM   1543  HA  ALA A 102      67.475  70.100  15.516  1.00  0.00

ATOM   1544  CB  ALA A 102      67.240  70.199  13.540  1.00  0.00

ATOM   1545  HB1 ALA A 102      67.767  70.357  12.595  1.00  0.00

ATOM   1546  HB2 ALA A 102      66.764  69.225  13.443  1.00  0.00

ATOM   1547  HB3 ALA A 102      66.409  70.900  13.627  1.00  0.00

ATOM   1548  C   ALA A 102      69.136  69.083  14.609  1.00  0.00

ATOM   1549  O   ALA A 102      68.757  68.006  15.043  1.00  0.00

ATOM   1550  N   ALA A 103      70.410  69.188  14.243  1.00  0.00

ATOM   1551  H   ALA A 103      70.838  70.069  13.977  1.00  0.00

ATOM   1552  CA  ALA A 103      71.415  68.147  14.392  1.00  0.00

ATOM   1553  HA  ALA A 103      71.137  67.263  13.821  1.00  0.00

ATOM   1554  CB  ALA A 103      72.650  68.652  13.667  1.00  0.00

ATOM   1555  HB1 ALA A 103      72.478  69.048  12.669  1.00  0.00

ATOM   1556  HB2 ALA A 103      73.115  69.470  14.209  1.00  0.00

ATOM   1557  HB3 ALA A 103      73.345  67.832  13.494  1.00  0.00

ATOM   1558  C   ALA A 103      71.642  67.743  15.840  1.00  0.00

ATOM   1559  O   ALA A 103      71.647  66.561  16.183  1.00  0.00

ATOM   1560  N   GLU A 104      71.942  68.763  16.643  1.00  0.00

ATOM   1561  H   GLU A 104      71.956  69.670  16.196  1.00  0.00

ATOM   1562  CA  GLU A 104      72.386  68.596  18.016  1.00  0.00

ATOM   1563  HA  GLU A 104      73.222  67.919  18.184  1.00  0.00

ATOM   1564  CB  GLU A 104      72.874  69.963  18.504  1.00  0.00

ATOM   1565  HB1 GLU A 104      73.040  70.061  19.574  1.00  0.00

ATOM   1566  HB2 GLU A 104      72.075  70.690  18.390  1.00  0.00

ATOM   1567  CG  GLU A 104      74.177  70.455  17.878  1.00  0.00

ATOM   1568  HG1 GLU A 104      73.902  70.674  16.849  1.00  0.00

ATOM   1569  HG2 GLU A 104      74.939  69.683  17.991  1.00  0.00

ATOM   1570  CD  GLU A 104      74.694  71.765  18.481  1.00  0.00

ATOM   1571  OE1 GLU A 104      75.103  71.858  19.657  1.00  0.00

ATOM   1572  OE2 GLU A 104      74.630  72.839  17.848  1.00  0.00

ATOM   1573  C   GLU A 104      71.268  67.977  18.833  1.00  0.00

ATOM   1574  O   GLU A 104      71.480  67.310  19.846  1.00  0.00

ATOM   1575  N   LEU A 105      70.016  68.337  18.538  1.00  0.00

ATOM   1576  H   LEU A 105      69.956  69.075  17.847  1.00  0.00

ATOM   1577  CA  LEU A 105      68.719  67.890  19.017  1.00  0.00

ATOM   1578  HA  LEU A 105      68.845  67.773  20.088  1.00  0.00

ATOM   1579  CB  LEU A 105      67.762  69.040  18.735  1.00  0.00

ATOM   1580  HB1 LEU A 105      67.847  69.287  17.673  1.00  0.00

ATOM   1581  HB2 LEU A 105      68.184  69.901  19.255  1.00  0.00

ATOM   1582  CG  LEU A 105      66.301  68.807  19.085  1.00  0.00

ATOM   1583  HG  LEU A 105      65.874  67.880  18.708  1.00  0.00

ATOM   1584  CD1 LEU A 105      66.207  68.562  20.589  1.00  0.00

ATOM   1585 1HD1 LEU A 105      66.464  69.383  21.262  1.00  0.00

ATOM   1586 2HD1 LEU A 105      65.174  68.312  20.809  1.00  0.00

ATOM   1587 3HD1 LEU A 105      66.817  67.760  20.994  1.00  0.00

ATOM   1588  CD2 LEU A 105      65.423  70.003  18.713  1.00  0.00

ATOM   1589 1HD2 LEU A 105      65.744  70.844  19.347  1.00  0.00

ATOM   1590 2HD2 LEU A 105      65.682  70.393  17.734  1.00  0.00

ATOM   1591 3HD2 LEU A 105      64.392  69.663  18.729  1.00  0.00

ATOM   1592  C   LEU A 105      68.278  66.545  18.449  1.00  0.00

ATOM   1593  O   LEU A 105      67.778  65.690  19.190  1.00  0.00

ATOM   1594  N   ARG A 106      68.534  66.172  17.200  1.00  0.00

ATOM   1595  H   ARG A 106      69.039  66.823  16.625  1.00  0.00

ATOM   1596  CA  ARG A 106      68.322  64.840  16.660  1.00  0.00

ATOM   1597  HA  ARG A 106      67.313  64.500  16.899  1.00  0.00

ATOM   1598  CB  ARG A 106      68.473  64.926  15.148  1.00  0.00

ATOM   1599  HB1 ARG A 106      69.511  65.119  14.859  1.00  0.00

ATOM   1600  HB2 ARG A 106      67.917  65.790  14.771  1.00  0.00

ATOM   1601  CG  ARG A 106      67.941  63.729  14.374  1.00  0.00

ATOM   1602  HG1 ARG A 106      66.858  63.813  14.369  1.00  0.00

ATOM   1603  HG2 ARG A 106      68.239  62.853  14.966  1.00  0.00

ATOM   1604  CD  ARG A 106      68.565  63.577  12.995  1.00  0.00

ATOM   1605  HD1 ARG A 106      68.395  62.603  12.515  1.00  0.00

ATOM   1606  HD2 ARG A 106      69.637  63.760  12.998  1.00  0.00

ATOM   1607  NE  ARG A 106      68.011  64.536  12.037  1.00  0.00

ATOM   1608  HE  ARG A 106      67.149  64.313  11.555  1.00  0.00

ATOM   1609  CZ  ARG A 106      68.447  65.719  11.584  1.00  0.00

ATOM   1610  NH1 ARG A 106      69.546  66.357  12.015  1.00  0.00

ATOM   1611 1HH1 ARG A 106      70.284  65.750  12.338  1.00  0.00

ATOM   1612 2HH1 ARG A 106      69.733  67.271  11.618  1.00  0.00

ATOM   1613  NH2 ARG A 106      67.636  66.374  10.753  1.00  0.00

ATOM   1614 1HH2 ARG A 106      66.905  65.886  10.246  1.00  0.00

ATOM   1615 2HH2 ARG A 106      67.904  67.323  10.533  1.00  0.00

ATOM   1616  C   ARG A 106      69.181  63.771  17.326  1.00  0.00

ATOM   1617  O   ARG A 106      68.706  62.656  17.515  1.00  0.00

ATOM   1618  N   HIS A 107      70.378  64.185  17.742  1.00  0.00

ATOM   1619  H   HIS A 107      70.755  65.074  17.441  1.00  0.00

ATOM   1620  CA  HIS A 107      71.334  63.266  18.332  1.00  0.00

ATOM   1621  HA  HIS A 107      71.509  62.417  17.673  1.00  0.00

ATOM   1622  CB  HIS A 107      72.694  63.914  18.573  1.00  0.00

ATOM   1623  HB1 HIS A 107      72.631  64.854  19.120  1.00  0.00

ATOM   1624  HB2 HIS A 107      72.901  64.291  17.570  1.00  0.00

ATOM   1625  CG  HIS A 107      73.801  63.023  19.060  1.00  0.00

ATOM   1626  ND1 HIS A 107      74.143  62.930  20.415  1.00  0.00

ATOM   1627  CE1 HIS A 107      75.203  62.139  20.541  1.00  0.00

ATOM   1628  HE1 HIS A 107      75.728  61.916  21.454  1.00  0.00

ATOM   1629  NE2 HIS A 107      75.551  61.744  19.301  1.00  0.00

ATOM   1630  HE2 HIS A 107      76.302  61.101  19.119  1.00  0.00

ATOM   1631  CD2 HIS A 107      74.723  62.310  18.349  1.00  0.00

ATOM   1632  HD2 HIS A 107      74.871  62.375  17.281  1.00  0.00

ATOM   1633  C   HIS A 107      70.805  62.758  19.669  1.00  0.00

ATOM   1634  O   HIS A 107      70.677  61.557  19.871  1.00  0.00

ATOM   1635  N   VAL A 108      70.295  63.630  20.550  1.00  0.00

ATOM   1636  H   VAL A 108      70.578  64.582  20.357  1.00  0.00

ATOM   1637  CA  VAL A 108      69.569  63.284  21.751  1.00  0.00

ATOM   1638  HA  VAL A 108      70.211  62.597  22.308  1.00  0.00

ATOM   1639  CB  VAL A 108      69.352  64.488  22.654  1.00  0.00

ATOM   1640  HB  VAL A 108      68.727  65.137  22.048  1.00  0.00

ATOM   1641  CG1 VAL A 108      68.752  64.112  24.008  1.00  0.00

ATOM   1642 1HG1 VAL A 108      67.665  64.141  23.944  1.00  0.00

ATOM   1643 2HG1 VAL A 108      69.177  63.218  24.469  1.00  0.00

ATOM   1644 3HG1 VAL A 108      69.008  64.912  24.693  1.00  0.00

ATOM   1645  CG2 VAL A 108      70.682  65.146  23.018  1.00  0.00

ATOM   1646 1HG2 VAL A 108      71.318  64.438  23.563  1.00  0.00

ATOM   1647 2HG2 VAL A 108      71.175  65.353  22.070  1.00  0.00

ATOM   1648 3HG2 VAL A 108      70.608  66.036  23.635  1.00  0.00

ATOM   1649  C   VAL A 108      68.252  62.573  21.462  1.00  0.00

ATOM   1650  O   VAL A 108      67.799  61.753  22.247  1.00  0.00

ATOM   1651  N   MET A 109      67.591  62.843  20.340  1.00  0.00

ATOM   1652  H   MET A 109      68.028  63.512  19.720  1.00  0.00

ATOM   1653  CA  MET A 109      66.336  62.201  19.993  1.00  0.00

ATOM   1654  HA  MET A 109      65.650  62.271  20.833  1.00  0.00

ATOM   1655  CB  MET A 109      65.614  62.890  18.832  1.00  0.00

ATOM   1656  HB1 MET A 109      66.233  62.688  17.962  1.00  0.00

ATOM   1657  HB2 MET A 109      65.630  63.968  18.938  1.00  0.00

ATOM   1658  CG  MET A 109      64.154  62.488  18.612  1.00  0.00

ATOM   1659  HG1 MET A 109      63.583  62.861  19.454  1.00  0.00

ATOM   1660  HG2 MET A 109      64.129  61.397  18.498  1.00  0.00

ATOM   1661  SD  MET A 109      63.442  63.309  17.167  1.00  0.00

ATOM   1662  CE  MET A 109      64.263  62.437  15.804  1.00  0.00

ATOM   1663  HE1 MET A 109      64.013  61.380  15.924  1.00  0.00

ATOM   1664  HE2 MET A 109      64.001  62.790  14.799  1.00  0.00

ATOM   1665  HE3 MET A 109      65.341  62.502  15.958  1.00  0.00

ATOM   1666  C   MET A 109      66.494  60.702  19.797  1.00  0.00

ATOM   1667  O   MET A 109      65.763  59.895  20.373  1.00  0.00

ATOM   1668  N   THR A 110      67.535  60.373  19.029  1.00  0.00

ATOM   1669  H   THR A 110      68.013  61.133  18.563  1.00  0.00

ATOM   1670  CA  THR A 110      68.017  59.038  18.718  1.00  0.00

ATOM   1671  HA  THR A 110      67.128  58.441  18.498  1.00  0.00

ATOM   1672  CB  THR A 110      68.894  59.036  17.475  1.00  0.00

ATOM   1673  HB  THR A 110      69.736  59.713  17.589  1.00  0.00

ATOM   1674  CG2 THR A 110      69.428  57.688  16.981  1.00  0.00

ATOM   1675 1HG2 THR A 110      70.111  57.784  16.143  1.00  0.00

ATOM   1676 2HG2 THR A 110      69.980  57.184  17.770  1.00  0.00

ATOM   1677 3HG2 THR A 110      68.614  57.061  16.607  1.00  0.00

ATOM   1678  OG1 THR A 110      68.134  59.536  16.398  1.00  0.00

ATOM   1679  HG1 THR A 110      68.687  59.652  15.625  1.00  0.00

ATOM   1680  C   THR A 110      68.700  58.376  19.905  1.00  0.00

ATOM   1681  O   THR A 110      68.446  57.183  20.033  1.00  0.00

ATOM   1682  N   ASN A 111      69.356  59.020  20.883  1.00  0.00

ATOM   1683  H   ASN A 111      69.602  59.979  20.670  1.00  0.00

ATOM   1684  CA  ASN A 111      69.837  58.405  22.096  1.00  0.00

ATOM   1685  HA  ASN A 111      70.315  57.479  21.788  1.00  0.00

ATOM   1686  CB  ASN A 111      70.971  59.168  22.787  1.00  0.00

ATOM   1687  HB1 ASN A 111      71.099  58.866  23.826  1.00  0.00

ATOM   1688  HB2 ASN A 111      70.863  60.254  22.777  1.00  0.00

ATOM   1689  CG  ASN A 111      72.328  58.971  22.150  1.00  0.00

ATOM   1690  OD1 ASN A 111      73.177  58.153  22.514  1.00  0.00

ATOM   1691  ND2 ASN A 111      72.566  59.639  21.019  1.00  0.00

ATOM   1692 1HD2 ASN A 111      71.984  60.371  20.645  1.00  0.00

ATOM   1693 2HD2 ASN A 111      73.489  59.479  20.641  1.00  0.00

ATOM   1694  C   ASN A 111      68.752  58.093  23.110  1.00  0.00

ATOM   1695  O   ASN A 111      68.863  57.082  23.805  1.00  0.00

ATOM   1696  N   LEU A 112      67.702  58.909  23.181  1.00  0.00

ATOM   1697  H   LEU A 112      67.779  59.799  22.731  1.00  0.00

ATOM   1698  CA  LEU A 112      66.436  58.625  23.835  1.00  0.00

ATOM   1699  HA  LEU A 112      66.705  58.314  24.841  1.00  0.00

ATOM   1700  CB  LEU A 112      65.739  59.987  23.761  1.00  0.00

ATOM   1701  HB1 LEU A 112      64.665  59.847  23.834  1.00  0.00

ATOM   1702  HB2 LEU A 112      65.883  60.481  22.807  1.00  0.00

ATOM   1703  CG  LEU A 112      66.112  60.969  24.871  1.00  0.00

ATOM   1704  HG  LEU A 112      67.138  61.311  24.765  1.00  0.00

ATOM   1705  CD1 LEU A 112      65.131  62.122  24.625  1.00  0.00

ATOM   1706 1HD1 LEU A 112      64.141  61.849  24.979  1.00  0.00

ATOM   1707 2HD1 LEU A 112      65.504  62.925  25.259  1.00  0.00

ATOM   1708 3HD1 LEU A 112      65.189  62.288  23.546  1.00  0.00

ATOM   1709  CD2 LEU A 112      65.850  60.366  26.250  1.00  0.00

ATOM   1710 1HD2 LEU A 112      66.556  59.580  26.504  1.00  0.00

ATOM   1711 2HD2 LEU A 112      65.889  61.193  26.958  1.00  0.00

ATOM   1712 3HD2 LEU A 112      64.843  59.943  26.231  1.00  0.00

ATOM   1713  C   LEU A 112      65.462  57.597  23.268  1.00  0.00

ATOM   1714  O   LEU A 112      64.434  57.361  23.879  1.00  0.00

ATOM   1715  N   GLY A 113      65.682  57.079  22.055  1.00  0.00

ATOM   1716  H   GLY A 113      66.479  57.466  21.568  1.00  0.00

ATOM   1717  CA  GLY A 113      64.736  56.337  21.240  1.00  0.00

ATOM   1718  HA1 GLY A 113      64.664  55.318  21.611  1.00  0.00

ATOM   1719  HA2 GLY A 113      65.106  56.422  20.220  1.00  0.00

ATOM   1720  C   GLY A 113      63.348  56.946  21.134  1.00  0.00

ATOM   1721  O   GLY A 113      62.388  56.196  20.978  1.00  0.00

ATOM   1722  N   GLU A 114      63.227  58.277  21.134  1.00  0.00

ATOM   1723  H   GLU A 114      64.074  58.833  21.157  1.00  0.00

ATOM   1724  CA  GLU A 114      62.015  59.031  20.922  1.00  0.00

ATOM   1725  HA  GLU A 114      61.257  58.713  21.642  1.00  0.00

ATOM   1726  CB  GLU A 114      62.124  60.543  21.111  1.00  0.00

ATOM   1727  HB1 GLU A 114      62.974  60.837  20.507  1.00  0.00

ATOM   1728  HB2 GLU A 114      62.377  60.685  22.164  1.00  0.00

ATOM   1729  CG  GLU A 114      60.988  61.501  20.782  1.00  0.00

ATOM   1730  HG1 GLU A 114      60.715  61.535  19.722  1.00  0.00

ATOM   1731  HG2 GLU A 114      61.267  62.512  21.049  1.00  0.00

ATOM   1732  CD  GLU A 114      59.806  61.100  21.652  1.00  0.00

ATOM   1733  OE1 GLU A 114      59.666  61.512  22.832  1.00  0.00

ATOM   1734  OE2 GLU A 114      58.923  60.372  21.135  1.00  0.00

ATOM   1735  C   GLU A 114      61.492  58.687  19.536  1.00  0.00

ATOM   1736  O   GLU A 114      62.255  58.951  18.599  1.00  0.00

ATOM   1737  N   LYS A 115      60.223  58.333  19.316  1.00  0.00

ATOM   1738  H   LYS A 115      59.597  58.293  20.113  1.00  0.00

ATOM   1739  CA  LYS A 115      59.588  57.890  18.096  1.00  0.00

ATOM   1740  HA  LYS A 115      60.342  57.302  17.583  1.00  0.00

ATOM   1741  CB  LYS A 115      58.483  56.870  18.351  1.00  0.00

ATOM   1742  HB1 LYS A 115      57.915  56.540  17.481  1.00  0.00

ATOM   1743  HB2 LYS A 115      57.791  57.215  19.120  1.00  0.00

ATOM   1744  CG  LYS A 115      59.167  55.680  19.005  1.00  0.00

ATOM   1745  HG1 LYS A 115      59.851  55.899  19.820  1.00  0.00

ATOM   1746  HG2 LYS A 115      59.764  55.266  18.187  1.00  0.00

ATOM   1747  CD  LYS A 115      58.142  54.671  19.514  1.00  0.00

ATOM   1748  HD1 LYS A 115      57.438  54.384  18.731  1.00  0.00

ATOM   1749  HD2 LYS A 115      57.616  54.993  20.414  1.00  0.00

ATOM   1750  CE  LYS A 115      58.758  53.325  19.866  1.00  0.00

ATOM   1751  HE1 LYS A 115      59.679  53.545  20.402  1.00  0.00

ATOM   1752  HE2 LYS A 115      58.942  52.895  18.874  1.00  0.00

ATOM   1753  NZ  LYS A 115      57.874  52.482  20.681  1.00  0.00

ATOM   1754  HZ1 LYS A 115      56.883  52.640  20.512  1.00  0.00

ATOM   1755  HZ2 LYS A 115      58.044  51.495  20.584  1.00  0.00

ATOM   1756  HZ3 LYS A 115      57.911  52.682  21.667  1.00  0.00

ATOM   1757  C   LYS A 115      59.108  59.051  17.228  1.00  0.00

ATOM   1758  O   LYS A 115      58.297  58.797  16.344  1.00  0.00

ATOM   1759  N   LEU A 116      59.609  60.269  17.450  1.00  0.00

ATOM   1760  H   LEU A 116      60.326  60.406  18.156  1.00  0.00

ATOM   1761  CA  LEU A 116      59.325  61.433  16.637  1.00  0.00

ATOM   1762  HA  LEU A 116      58.278  61.565  16.379  1.00  0.00

ATOM   1763  CB  LEU A 116      59.676  62.644  17.507  1.00  0.00

ATOM   1764  HB1 LEU A 116      60.762  62.715  17.615  1.00  0.00

ATOM   1765  HB2 LEU A 116      59.202  62.534  18.480  1.00  0.00

ATOM   1766  CG  LEU A 116      59.052  63.874  16.859  1.00  0.00

ATOM   1767  HG  LEU A 116      58.707  63.733  15.834  1.00  0.00

ATOM   1768  CD1 LEU A 116      57.880  64.426  17.659  1.00  0.00

ATOM   1769 1HD1 LEU A 116      57.332  65.128  17.034  1.00  0.00

ATOM   1770 2HD1 LEU A 116      57.175  63.627  17.916  1.00  0.00

ATOM   1771 3HD1 LEU A 116      58.127  64.965  18.567  1.00  0.00

ATOM   1772  CD2 LEU A 116      60.163  64.925  16.889  1.00  0.00

ATOM   1773 1HD2 LEU A 116      59.824  65.937  16.640  1.00  0.00

ATOM   1774 2HD2 LEU A 116      60.764  65.027  17.800  1.00  0.00

ATOM   1775 3HD2 LEU A 116      60.885  64.705  16.112  1.00  0.00

ATOM   1776  C   LEU A 116      60.180  61.449  15.389  1.00  0.00

ATOM   1777  O   LEU A 116      61.315  60.968  15.471  1.00  0.00

ATOM   1778  N   THR A 117      59.624  61.960  14.280  1.00  0.00

ATOM   1779  H   THR A 117      58.635  62.133  14.436  1.00  0.00

ATOM   1780  CA  THR A 117      60.279  61.938  12.988  1.00  0.00

ATOM   1781  HA  THR A 117      60.972  61.094  12.974  1.00  0.00

ATOM   1782  CB  THR A 117      59.262  61.700  11.886  1.00  0.00

ATOM   1783  HB  THR A 117      59.723  61.590  10.902  1.00  0.00

ATOM   1784  CG2 THR A 117      58.434  60.440  12.178  1.00  0.00

ATOM   1785 1HG2 THR A 117      57.793  60.675  13.019  1.00  0.00

ATOM   1786 2HG2 THR A 117      57.856  60.306  11.254  1.00  0.00

ATOM   1787 3HG2 THR A 117      59.052  59.583  12.432  1.00  0.00

ATOM   1788  OG1 THR A 117      58.346  62.755  11.728  1.00  0.00

ATOM   1789  HG1 THR A 117      57.789  62.862  12.514  1.00  0.00

ATOM   1790  C   THR A 117      61.157  63.106  12.555  1.00  0.00

ATOM   1791  O   THR A 117      61.075  64.214  13.065  1.00  0.00

ATOM   1792  N   ASP A 118      62.094  62.867  11.638  1.00  0.00

ATOM   1793  H   ASP A 118      62.169  61.974  11.169  1.00  0.00

ATOM   1794  CA  ASP A 118      63.043  63.796  11.048  1.00  0.00

ATOM   1795  HA  ASP A 118      63.584  64.173  11.923  1.00  0.00

ATOM   1796  CB  ASP A 118      63.940  63.006  10.091  1.00  0.00

ATOM   1797  HB1 ASP A 118      63.325  62.509   9.344  1.00  0.00

ATOM   1798  HB2 ASP A 118      64.461  62.266  10.694  1.00  0.00

ATOM   1799  CG  ASP A 118      65.039  63.861   9.477  1.00  0.00

ATOM   1800  OD1 ASP A 118      66.013  64.263  10.158  1.00  0.00

ATOM   1801  OD2 ASP A 118      64.900  64.182   8.275  1.00  0.00

ATOM   1802  C   ASP A 118      62.511  65.083  10.450  1.00  0.00

ATOM   1803  O   ASP A 118      63.161  66.122  10.484  1.00  0.00

ATOM   1804  N   GLU A 119      61.275  64.999   9.947  1.00  0.00

ATOM   1805  H   GLU A 119      60.742  64.139  10.054  1.00  0.00

ATOM   1806  CA  GLU A 119      60.527  66.140   9.464  1.00  0.00

ATOM   1807  HA  GLU A 119      61.261  66.717   8.887  1.00  0.00

ATOM   1808  CB  GLU A 119      59.374  65.778   8.530  1.00  0.00

ATOM   1809  HB1 GLU A 119      58.845  66.692   8.300  1.00  0.00

ATOM   1810  HB2 GLU A 119      58.701  65.014   8.941  1.00  0.00

ATOM   1811  CG  GLU A 119      59.712  65.251   7.143  1.00  0.00

ATOM   1812  HG1 GLU A 119      60.537  64.554   7.292  1.00  0.00

ATOM   1813  HG2 GLU A 119      59.935  66.169   6.606  1.00  0.00

ATOM   1814  CD  GLU A 119      58.461  64.692   6.481  1.00  0.00

ATOM   1815  OE1 GLU A 119      58.099  63.542   6.820  1.00  0.00

ATOM   1816  OE2 GLU A 119      57.851  65.393   5.640  1.00  0.00

ATOM   1817  C   GLU A 119      60.019  67.000  10.612  1.00  0.00

ATOM   1818  O   GLU A 119      59.894  68.213  10.448  1.00  0.00

ATOM   1819  N   GLU A 120      59.735  66.397  11.768  1.00  0.00

ATOM   1820  H   GLU A 120      60.083  65.451  11.816  1.00  0.00

ATOM   1821  CA  GLU A 120      59.168  67.066  12.924  1.00  0.00

ATOM   1822  HA  GLU A 120      58.508  67.825  12.503  1.00  0.00

ATOM   1823  CB  GLU A 120      58.413  66.022  13.754  1.00  0.00

ATOM   1824  HB1 GLU A 120      58.094  66.525  14.661  1.00  0.00

ATOM   1825  HB2 GLU A 120      59.124  65.269  14.103  1.00  0.00

ATOM   1826  CG  GLU A 120      57.189  65.475  13.015  1.00  0.00

ATOM   1827  HG1 GLU A 120      57.428  64.970  12.084  1.00  0.00

ATOM   1828  HG2 GLU A 120      56.482  66.247  12.719  1.00  0.00

ATOM   1829  CD  GLU A 120      56.563  64.395  13.886  1.00  0.00

ATOM   1830  OE1 GLU A 120      55.416  64.691  14.271  1.00  0.00

ATOM   1831  OE2 GLU A 120      57.113  63.278  14.024  1.00  0.00

ATOM   1832  C   GLU A 120      60.244  67.823  13.679  1.00  0.00

ATOM   1833  O   GLU A 120      60.118  68.999  14.024  1.00  0.00

ATOM   1834  N   VAL A 121      61.433  67.232  13.818  1.00  0.00

ATOM   1835  H   VAL A 121      61.476  66.262  13.527  1.00  0.00

ATOM   1836  CA  VAL A 121      62.604  67.782  14.468  1.00  0.00

ATOM   1837  HA  VAL A 121      62.314  68.251  15.412  1.00  0.00

ATOM   1838  CB  VAL A 121      63.562  66.646  14.791  1.00  0.00

ATOM   1839  HB  VAL A 121      63.007  65.711  14.811  1.00  0.00

ATOM   1840  CG1 VAL A 121      64.612  66.427  13.709  1.00  0.00

ATOM   1841 1HG1 VAL A 121      65.202  65.538  13.969  1.00  0.00

ATOM   1842 2HG1 VAL A 121      64.080  66.214  12.785  1.00  0.00

ATOM   1843 3HG1 VAL A 121      65.204  67.322  13.514  1.00  0.00

ATOM   1844  CG2 VAL A 121      64.216  66.796  16.163  1.00  0.00

ATOM   1845 1HG2 VAL A 121      64.708  67.769  16.151  1.00  0.00

ATOM   1846 2HG2 VAL A 121      63.381  66.849  16.864  1.00  0.00

ATOM   1847 3HG2 VAL A 121      64.873  65.941  16.301  1.00  0.00

ATOM   1848  C   VAL A 121      63.249  68.936  13.700  1.00  0.00

ATOM   1849  O   VAL A 121      63.710  69.846  14.382  1.00  0.00

ATOM   1850  N   ASP A 122      63.136  69.041  12.372  1.00  0.00

ATOM   1851  H   ASP A 122      62.808  68.206  11.908  1.00  0.00

ATOM   1852  CA  ASP A 122      63.516  70.237  11.646  1.00  0.00

ATOM   1853  HA  ASP A 122      64.534  70.511  11.889  1.00  0.00

ATOM   1854  CB  ASP A 122      63.333  69.955  10.156  1.00  0.00

ATOM   1855  HB1 ASP A 122      62.331  69.629   9.864  1.00  0.00

ATOM   1856  HB2 ASP A 122      63.990  69.135   9.868  1.00  0.00

ATOM   1857  CG  ASP A 122      63.839  71.076   9.264  1.00  0.00

ATOM   1858  OD1 ASP A 122      63.098  72.054   9.045  1.00  0.00

ATOM   1859  OD2 ASP A 122      64.926  70.886   8.680  1.00  0.00

ATOM   1860  C   ASP A 122      62.567  71.399  11.927  1.00  0.00

ATOM   1861  O   ASP A 122      62.912  72.569  11.809  1.00  0.00

ATOM   1862  N   GLU A 123      61.315  71.124  12.313  1.00  0.00

ATOM   1863  H   GLU A 123      61.029  70.185  12.564  1.00  0.00

ATOM   1864  CA  GLU A 123      60.335  72.116  12.715  1.00  0.00

ATOM   1865  HA  GLU A 123      60.554  73.098  12.300  1.00  0.00

ATOM   1866  CB  GLU A 123      58.956  71.705  12.206  1.00  0.00

ATOM   1867  HB1 GLU A 123      58.736  70.821  12.813  1.00  0.00

ATOM   1868  HB2 GLU A 123      59.034  71.517  11.132  1.00  0.00

ATOM   1869  CG  GLU A 123      57.830  72.703  12.416  1.00  0.00

ATOM   1870  HG1 GLU A 123      58.225  73.689  12.182  1.00  0.00

ATOM   1871  HG2 GLU A 123      57.489  72.792  13.451  1.00  0.00

ATOM   1872  CD  GLU A 123      56.758  72.257  11.437  1.00  0.00

ATOM   1873  OE1 GLU A 123      56.678  72.911  10.371  1.00  0.00

ATOM   1874  OE2 GLU A 123      56.140  71.200  11.682  1.00  0.00

ATOM   1875  C   GLU A 123      60.312  72.346  14.219  1.00  0.00

ATOM   1876  O   GLU A 123      60.028  73.453  14.667  1.00  0.00

ATOM   1877  N   MET A 124      60.805  71.456  15.079  1.00  0.00

ATOM   1878  H   MET A 124      60.881  70.496  14.760  1.00  0.00

ATOM   1879  CA  MET A 124      60.918  71.723  16.495  1.00  0.00

ATOM   1880  HA  MET A 124      60.003  72.102  16.942  1.00  0.00

ATOM   1881  CB  MET A 124      61.114  70.354  17.151  1.00  0.00

ATOM   1882  HB1 MET A 124      62.115  70.016  16.876  1.00  0.00

ATOM   1883  HB2 MET A 124      60.352  69.712  16.741  1.00  0.00

ATOM   1884  CG  MET A 124      61.057  70.360  18.676  1.00  0.00

ATOM   1885  HG1 MET A 124      60.173  70.813  19.134  1.00  0.00

ATOM   1886  HG2 MET A 124      61.841  71.044  18.977  1.00  0.00

ATOM   1887  SD  MET A 124      61.254  68.704  19.379  1.00  0.00

ATOM   1888  CE  MET A 124      61.816  69.245  21.018  1.00  0.00

ATOM   1889  HE1 MET A 124      61.095  69.951  21.413  1.00  0.00

ATOM   1890  HE2 MET A 124      61.748  68.462  21.776  1.00  0.00

ATOM   1891  HE3 MET A 124      62.832  69.645  20.998  1.00  0.00

ATOM   1892  C   MET A 124      61.893  72.825  16.883  1.00  0.00

ATOM   1893  O   MET A 124      61.724  73.467  17.922  1.00  0.00

ATOM   1894  N   ILE A 125      62.983  72.946  16.117  1.00  0.00

ATOM   1895  H   ILE A 125      63.142  72.251  15.403  1.00  0.00

ATOM   1896  CA  ILE A 125      63.976  73.993  16.197  1.00  0.00

ATOM   1897  HA  ILE A 125      64.285  74.119  17.239  1.00  0.00

ATOM   1898  CB  ILE A 125      65.178  73.436  15.451  1.00  0.00

ATOM   1899  HB  ILE A 125      65.168  72.360  15.636  1.00  0.00

ATOM   1900  CG2 ILE A 125      65.264  73.790  13.972  1.00  0.00

ATOM   1901 1HG2 ILE A 125      64.305  73.604  13.474  1.00  0.00

ATOM   1902 2HG2 ILE A 125      65.518  74.840  13.848  1.00  0.00

ATOM   1903 3HG2 ILE A 125      65.973  73.123  13.486  1.00  0.00

ATOM   1904  CG1 ILE A 125      66.483  74.024  15.988  1.00  0.00

ATOM   1905 1HG1 ILE A 125      66.449  75.113  15.911  1.00  0.00

ATOM   1906 2HG1 ILE A 125      67.253  73.874  15.221  1.00  0.00

ATOM   1907  CD  ILE A 125      66.963  73.515  17.340  1.00  0.00

ATOM   1908  HD1 ILE A 125      66.300  73.832  18.133  1.00  0.00

ATOM   1909  HD2 ILE A 125      66.986  72.422  17.331  1.00  0.00

ATOM   1910  HD3 ILE A 125      68.009  73.762  17.566  1.00  0.00

ATOM   1911  C   ILE A 125      63.590  75.382  15.741  1.00  0.00

ATOM   1912  O   ILE A 125      63.842  76.362  16.446  1.00  0.00

ATOM   1913  N   ARG A 126      62.683  75.411  14.760  1.00  0.00

ATOM   1914  H   ARG A 126      62.440  74.548  14.309  1.00  0.00

ATOM   1915  CA  ARG A 126      62.017  76.617  14.281  1.00  0.00

ATOM   1916  HA  ARG A 126      62.698  77.465  14.296  1.00  0.00

ATOM   1917  CB  ARG A 126      61.346  76.462  12.923  1.00  0.00

ATOM   1918  HB1 ARG A 126      60.650  77.254  12.647  1.00  0.00

ATOM   1919  HB2 ARG A 126      60.666  75.614  12.867  1.00  0.00

ATOM   1920  CG  ARG A 126      62.393  76.467  11.812  1.00  0.00

ATOM   1921  HG1 ARG A 126      63.188  75.752  12.026  1.00  0.00

ATOM   1922  HG2 ARG A 126      62.819  77.465  11.810  1.00  0.00

ATOM   1923  CD  ARG A 126      61.865  76.167  10.412  1.00  0.00

ATOM   1924  HD1 ARG A 126      62.569  76.374   9.600  1.00  0.00

ATOM   1925  HD2 ARG A 126      60.924  76.655  10.171  1.00  0.00

ATOM   1926  NE  ARG A 126      61.551  74.738  10.271  1.00  0.00

ATOM   1927  HE  ARG A 126      62.374  74.166  10.239  1.00  0.00

ATOM   1928  CZ  ARG A 126      60.443  74.072   9.897  1.00  0.00

ATOM   1929  NH1 ARG A 126      59.195  74.540  10.008  1.00  0.00

ATOM   1930 1HH1 ARG A 126      59.115  75.478  10.380  1.00  0.00

ATOM   1931 2HH1 ARG A 126      58.358  74.058   9.732  1.00  0.00

ATOM   1932  NH2 ARG A 126      60.530  72.871   9.313  1.00  0.00

ATOM   1933 1HH2 ARG A 126      61.431  72.424   9.231  1.00  0.00

ATOM   1934 2HH2 ARG A 126      59.651  72.511   8.972  1.00  0.00

ATOM   1935  C   ARG A 126      60.947  77.091  15.247  1.00  0.00

ATOM   1936  O   ARG A 126      60.978  78.225  15.728  1.00  0.00

ATOM   1937  N   GLU A 127      60.097  76.149  15.652  1.00  0.00

ATOM   1938  H   GLU A 127      60.076  75.175  15.377  1.00  0.00

ATOM   1939  CA  GLU A 127      59.035  76.480  16.587  1.00  0.00

ATOM   1940  HA  GLU A 127      58.441  77.293  16.156  1.00  0.00

ATOM   1941  CB  GLU A 127      58.158  75.264  16.849  1.00  0.00

ATOM   1942  HB1 GLU A 127      57.431  75.593  17.593  1.00  0.00

ATOM   1943  HB2 GLU A 127      58.760  74.388  17.100  1.00  0.00

ATOM   1944  CG  GLU A 127      57.268  74.906  15.654  1.00  0.00

ATOM   1945  HG1 GLU A 127      56.833  73.928  15.844  1.00  0.00

ATOM   1946  HG2 GLU A 127      57.825  74.802  14.721  1.00  0.00

ATOM   1947  CD  GLU A 127      56.242  75.996  15.370  1.00  0.00

ATOM   1948  OE1 GLU A 127      56.512  76.939  14.607  1.00  0.00

ATOM   1949  OE2 GLU A 127      55.158  75.963  15.983  1.00  0.00

ATOM   1950  C   GLU A 127      59.626  77.043  17.866  1.00  0.00

ATOM   1951  O   GLU A 127      59.015  78.010  18.327  1.00  0.00

ATOM   1952  N   ALA A 128      60.775  76.610  18.377  1.00  0.00

ATOM   1953  H   ALA A 128      61.176  75.821  17.890  1.00  0.00

ATOM   1954  CA  ALA A 128      61.423  77.115  19.569  1.00  0.00

ATOM   1955  HA  ALA A 128      60.771  77.078  20.443  1.00  0.00

ATOM   1956  CB  ALA A 128      62.484  76.049  19.824  1.00  0.00

ATOM   1957  HB1 ALA A 128      61.941  75.144  20.095  1.00  0.00

ATOM   1958  HB2 ALA A 128      63.176  75.985  18.979  1.00  0.00

ATOM   1959  HB3 ALA A 128      63.052  76.429  20.676  1.00  0.00

ATOM   1960  C   ALA A 128      62.051  78.491  19.420  1.00  0.00

ATOM   1961  O   ALA A 128      62.373  79.008  20.486  1.00  0.00

ATOM   1962  N   ASP A 129      62.244  79.066  18.233  1.00  0.00

ATOM   1963  H   ASP A 129      61.635  78.849  17.458  1.00  0.00

ATOM   1964  CA  ASP A 129      63.099  80.206  17.991  1.00  0.00

ATOM   1965  HA  ASP A 129      63.839  80.229  18.793  1.00  0.00

ATOM   1966  CB  ASP A 129      63.822  79.966  16.671  1.00  0.00

ATOM   1967  HB1 ASP A 129      63.057  80.125  15.908  1.00  0.00

ATOM   1968  HB2 ASP A 129      64.234  78.953  16.611  1.00  0.00

ATOM   1969  CG  ASP A 129      64.985  80.919  16.448  1.00  0.00

ATOM   1970  OD1 ASP A 129      66.141  80.481  16.316  1.00  0.00

ATOM   1971  OD2 ASP A 129      64.694  82.136  16.366  1.00  0.00

ATOM   1972  C   ASP A 129      62.309  81.503  18.004  1.00  0.00

ATOM   1973  O   ASP A 129      61.156  81.620  17.581  1.00  0.00

ATOM   1974  N   ILE A 130      62.930  82.539  18.576  1.00  0.00

ATOM   1975  H   ILE A 130      63.915  82.417  18.784  1.00  0.00

ATOM   1976  CA  ILE A 130      62.345  83.803  18.954  1.00  0.00

ATOM   1977  HA  ILE A 130      61.274  83.635  18.951  1.00  0.00

ATOM   1978  CB  ILE A 130      62.711  84.164  20.388  1.00  0.00

ATOM   1979  HB  ILE A 130      62.849  83.244  20.939  1.00  0.00

ATOM   1980  CG2 ILE A 130      64.100  84.796  20.451  1.00  0.00

ATOM   1981 1HG2 ILE A 130      64.802  84.276  19.807  1.00  0.00

ATOM   1982 2HG2 ILE A 130      64.105  85.860  20.201  1.00  0.00

ATOM   1983 3HG2 ILE A 130      64.494  84.772  21.473  1.00  0.00

ATOM   1984  CG1 ILE A 130      61.537  84.861  21.078  1.00  0.00

ATOM   1985 1HG1 ILE A 130      60.757  84.160  21.363  1.00  0.00

ATOM   1986 2HG1 ILE A 130      61.054  85.560  20.407  1.00  0.00

ATOM   1987  CD  ILE A 130      62.052  85.602  22.319  1.00  0.00

ATOM   1988  HD1 ILE A 130      62.670  84.947  22.930  1.00  0.00

ATOM   1989  HD2 ILE A 130      62.698  86.453  22.096  1.00  0.00

ATOM   1990  HD3 ILE A 130      61.188  85.841  22.927  1.00  0.00

ATOM   1991  C   ILE A 130      62.675  84.905  17.946  1.00  0.00

ATOM   1992  O   ILE A 130      62.170  86.026  18.025  1.00  0.00

ATOM   1993  N   ASP A 131      63.648  84.725  17.047  1.00  0.00

ATOM   1994  H   ASP A 131      63.966  83.771  16.959  1.00  0.00

ATOM   1995  CA  ASP A 131      64.105  85.747  16.128  1.00  0.00

ATOM   1996  HA  ASP A 131      63.310  86.481  16.027  1.00  0.00

ATOM   1997  CB  ASP A 131      65.317  86.384  16.797  1.00  0.00

ATOM   1998  HB1 ASP A 131      64.973  86.963  17.644  1.00  0.00

ATOM   1999  HB2 ASP A 131      65.726  86.989  15.989  1.00  0.00

ATOM   2000  CG  ASP A 131      66.372  85.339  17.116  1.00  0.00

ATOM   2001  OD1 ASP A 131      66.598  84.931  18.280  1.00  0.00

ATOM   2002  OD2 ASP A 131      66.998  84.800  16.171  1.00  0.00

ATOM   2003  C   ASP A 131      64.314  85.307  14.681  1.00  0.00

ATOM   2004  O   ASP A 131      64.359  86.194  13.839  1.00  0.00

ATOM   2005  N   GLY A 132      64.594  84.041  14.360  1.00  0.00

ATOM   2006  H   GLY A 132      64.554  83.340  15.092  1.00  0.00

ATOM   2007  CA  GLY A 132      64.527  83.594  12.982  1.00  0.00

ATOM   2008  HA1 GLY A 132      63.831  84.141  12.356  1.00  0.00

ATOM   2009  HA2 GLY A 132      64.079  82.593  12.950  1.00  0.00

ATOM   2010  C   GLY A 132      65.869  83.522  12.257  1.00  0.00

ATOM   2011  O   GLY A 132      65.949  83.256  11.062  1.00  0.00

ATOM   2012  N   ASP A 133      66.930  83.824  13.006  1.00  0.00

ATOM   2013  H   ASP A 133      66.738  84.004  13.977  1.00  0.00

ATOM   2014  CA  ASP A 133      68.326  83.738  12.636  1.00  0.00

ATOM   2015  HA  ASP A 133      68.419  84.396  11.768  1.00  0.00

ATOM   2016  CB  ASP A 133      69.196  84.496  13.630  1.00  0.00

ATOM   2017  HB1 ASP A 133      68.731  85.404  14.017  1.00  0.00

ATOM   2018  HB2 ASP A 133      70.183  84.664  13.194  1.00  0.00

ATOM   2019  CG  ASP A 133      69.536  83.703  14.886  1.00  0.00

ATOM   2020  OD1 ASP A 133      68.887  82.686  15.206  1.00  0.00

ATOM   2021  OD2 ASP A 133      70.399  84.187  15.652  1.00  0.00

ATOM   2022  C   ASP A 133      68.882  82.362  12.307  1.00  0.00

ATOM   2023  O   ASP A 133      70.040  82.330  11.902  1.00  0.00

ATOM   2024  N   GLY A 134      68.151  81.260  12.511  1.00  0.00

ATOM   2025  H   GLY A 134      67.339  81.398  13.097  1.00  0.00

ATOM   2026  CA  GLY A 134      68.519  79.901  12.164  1.00  0.00

ATOM   2027  HA1 GLY A 134      69.324  79.911  11.419  1.00  0.00

ATOM   2028  HA2 GLY A 134      67.645  79.421  11.732  1.00  0.00

ATOM   2029  C   GLY A 134      69.113  79.062  13.293  1.00  0.00

ATOM   2030  O   GLY A 134      69.587  77.972  12.976  1.00  0.00

ATOM   2031  N   GLN A 135      69.188  79.466  14.562  1.00  0.00

ATOM   2032  H   GLN A 135      68.942  80.443  14.671  1.00  0.00

ATOM   2033  CA  GLN A 135      69.736  78.721  15.667  1.00  0.00

ATOM   2034  HA  GLN A 135      69.593  77.658  15.474  1.00  0.00

ATOM   2035  CB  GLN A 135      71.261  78.851  15.635  1.00  0.00

ATOM   2036  HB1 GLN A 135      71.506  78.411  14.669  1.00  0.00

ATOM   2037  HB2 GLN A 135      71.638  78.161  16.389  1.00  0.00

ATOM   2038  CG  GLN A 135      71.865  80.248  15.741  1.00  0.00

ATOM   2039  HG1 GLN A 135      71.860  80.742  16.718  1.00  0.00

ATOM   2040  HG2 GLN A 135      71.318  80.844  15.017  1.00  0.00

ATOM   2041  CD  GLN A 135      73.323  80.145  15.326  1.00  0.00

ATOM   2042  OE1 GLN A 135      73.884  79.099  14.992  1.00  0.00

ATOM   2043  NE2 GLN A 135      74.024  81.273  15.181  1.00  0.00

ATOM   2044 1HE2 GLN A 135      73.551  82.160  15.206  1.00  0.00

ATOM   2045 2HE2 GLN A 135      74.992  81.241  14.904  1.00  0.00

ATOM   2046  C   GLN A 135      69.156  79.137  17.010  1.00  0.00

ATOM   2047  O   GLN A 135      68.941  80.322  17.246  1.00  0.00

ATOM   2048  N   VAL A 136      68.821  78.161  17.854  1.00  0.00

ATOM   2049  H   VAL A 136      69.035  77.190  17.666  1.00  0.00

ATOM   2050  CA  VAL A 136      68.128  78.376  19.116  1.00  0.00

ATOM   2051  HA  VAL A 136      67.455  79.226  18.991  1.00  0.00

ATOM   2052  CB  VAL A 136      67.249  77.154  19.365  1.00  0.00

ATOM   2053  HB  VAL A 136      67.822  76.230  19.297  1.00  0.00

ATOM   2054  CG1 VAL A 136      66.726  76.980  20.791  1.00  0.00

ATOM   2055 1HG1 VAL A 136      65.945  77.729  20.881  1.00  0.00

ATOM   2056 2HG1 VAL A 136      66.257  75.995  20.861  1.00  0.00

ATOM   2057 3HG1 VAL A 136      67.443  77.035  21.605  1.00  0.00

ATOM   2058  CG2 VAL A 136      66.200  76.920  18.292  1.00  0.00

ATOM   2059 1HG2 VAL A 136      65.576  76.032  18.409  1.00  0.00

ATOM   2060 2HG2 VAL A 136      65.510  77.759  18.194  1.00  0.00

ATOM   2061 3HG2 VAL A 136      66.648  76.763  17.312  1.00  0.00

ATOM   2062  C   VAL A 136      69.264  78.640  20.089  1.00  0.00

ATOM   2063  O   VAL A 136      70.210  77.860  20.183  1.00  0.00

ATOM   2064  N   ASN A 137      69.218  79.724  20.873  1.00  0.00

ATOM   2065  H   ASN A 137      68.447  80.347  20.679  1.00  0.00

ATOM   2066  CA  ASN A 137      70.170  80.067  21.917  1.00  0.00

ATOM   2067  HA  ASN A 137      71.107  79.603  21.624  1.00  0.00

ATOM   2068  CB  ASN A 137      70.232  81.573  22.119  1.00  0.00

ATOM   2069  HB1 ASN A 137      69.285  81.950  22.500  1.00  0.00

ATOM   2070  HB2 ASN A 137      70.439  81.949  21.117  1.00  0.00

ATOM   2071  CG  ASN A 137      71.326  82.037  23.068  1.00  0.00

ATOM   2072  OD1 ASN A 137      71.110  82.355  24.232  1.00  0.00

ATOM   2073  ND2 ASN A 137      72.597  82.066  22.638  1.00  0.00

ATOM   2074 1HD2 ASN A 137      72.735  81.851  21.656  1.00  0.00

ATOM   2075 2HD2 ASN A 137      73.341  82.263  23.290  1.00  0.00

ATOM   2076  C   ASN A 137      69.930  79.325  23.227  1.00  0.00

ATOM   2077  O   ASN A 137      68.922  78.635  23.367  1.00  0.00

ATOM   2078  N   TYR A 138      70.804  79.452  24.222  1.00  0.00

ATOM   2079  H   TYR A 138      71.641  79.985  24.047  1.00  0.00

ATOM   2080  CA  TYR A 138      70.658  78.881  25.543  1.00  0.00

ATOM   2081  HA  TYR A 138      70.530  77.799  25.536  1.00  0.00

ATOM   2082  CB  TYR A 138      71.915  79.128  26.378  1.00  0.00

ATOM   2083  HB1 TYR A 138      72.120  80.186  26.219  1.00  0.00

ATOM   2084  HB2 TYR A 138      72.704  78.497  25.962  1.00  0.00

ATOM   2085  CG  TYR A 138      71.711  78.758  27.825  1.00  0.00

ATOM   2086  CD1 TYR A 138      72.148  79.638  28.821  1.00  0.00

ATOM   2087  HD1 TYR A 138      72.616  80.541  28.468  1.00  0.00

ATOM   2088  CE1 TYR A 138      71.988  79.319  30.181  1.00  0.00

ATOM   2089  HE1 TYR A 138      72.355  80.072  30.868  1.00  0.00

ATOM   2090  CZ  TYR A 138      71.412  78.082  30.522  1.00  0.00

ATOM   2091  OH  TYR A 138      71.115  77.958  31.849  1.00  0.00

ATOM   2092  HH  TYR A 138      71.504  78.551  32.503  1.00  0.00

ATOM   2093  CE2 TYR A 138      71.023  77.151  29.544  1.00  0.00

ATOM   2094  HE2 TYR A 138      70.664  76.160  29.798  1.00  0.00

ATOM   2095  CD2 TYR A 138      71.219  77.499  28.208  1.00  0.00

ATOM   2096  HD2 TYR A 138      71.074  76.718  27.482  1.00  0.00

ATOM   2097  C   TYR A 138      69.345  79.351  26.172  1.00  0.00

ATOM   2098  O   TYR A 138      68.633  78.527  26.729  1.00  0.00

ATOM   2099  N   GLU A 139      68.951  80.601  25.972  1.00  0.00

ATOM   2100  H   GLU A 139      69.620  81.181  25.481  1.00  0.00

ATOM   2101  CA  GLU A 139      67.764  81.115  26.616  1.00  0.00

ATOM   2102  HA  GLU A 139      67.647  80.738  27.632  1.00  0.00

ATOM   2103  CB  GLU A 139      67.925  82.635  26.692  1.00  0.00

ATOM   2104  HB1 GLU A 139      66.954  83.062  26.954  1.00  0.00

ATOM   2105  HB2 GLU A 139      68.249  83.092  25.761  1.00  0.00

ATOM   2106  CG  GLU A 139      68.868  83.166  27.759  1.00  0.00

ATOM   2107  HG1 GLU A 139      69.835  82.820  27.406  1.00  0.00

ATOM   2108  HG2 GLU A 139      68.525  82.783  28.720  1.00  0.00

ATOM   2109  CD  GLU A 139      68.929  84.681  27.843  1.00  0.00

ATOM   2110  OE1 GLU A 139      69.203  85.220  26.740  1.00  0.00

ATOM   2111  OE2 GLU A 139      68.696  85.246  28.928  1.00  0.00

ATOM   2112  C   GLU A 139      66.491  80.849  25.819  1.00  0.00

ATOM   2113  O   GLU A 139      65.395  80.690  26.355  1.00  0.00

ATOM   2114  N   GLU A 140      66.643  80.681  24.508  1.00  0.00

ATOM   2115  H   GLU A 140      67.555  80.881  24.143  1.00  0.00

ATOM   2116  CA  GLU A 140      65.585  80.194  23.645  1.00  0.00

ATOM   2117  HA  GLU A 140      64.697  80.750  23.934  1.00  0.00

ATOM   2118  CB  GLU A 140      65.915  80.279  22.161  1.00  0.00

ATOM   2119  HB1 GLU A 140      65.087  79.719  21.729  1.00  0.00

ATOM   2120  HB2 GLU A 140      66.892  79.843  21.959  1.00  0.00

ATOM   2121  CG  GLU A 140      65.784  81.693  21.589  1.00  0.00

ATOM   2122  HG1 GLU A 140      66.400  82.276  22.281  1.00  0.00

ATOM   2123  HG2 GLU A 140      64.788  82.113  21.656  1.00  0.00

ATOM   2124  CD  GLU A 140      66.326  81.835  20.168  1.00  0.00

ATOM   2125  OE1 GLU A 140      65.589  81.700  19.157  1.00  0.00

ATOM   2126  OE2 GLU A 140      67.562  81.886  20.044  1.00  0.00

ATOM   2127  C   GLU A 140      65.197  78.761  24.001  1.00  0.00

ATOM   2128  O   GLU A 140      64.020  78.422  24.121  1.00  0.00

ATOM   2129  N   PHE A 141      66.170  77.888  24.287  1.00  0.00

ATOM   2130  H   PHE A 141      67.068  78.106  23.884  1.00  0.00

ATOM   2131  CA  PHE A 141      66.011  76.537  24.764  1.00  0.00

ATOM   2132  HA  PHE A 141      65.479  76.072  23.934  1.00  0.00

ATOM   2133  CB  PHE A 141      67.357  75.809  24.739  1.00  0.00

ATOM   2134  HB1 PHE A 141      68.189  76.457  24.992  1.00  0.00

ATOM   2135  HB2 PHE A 141      67.563  75.455  23.727  1.00  0.00

ATOM   2136  CG  PHE A 141      67.499  74.575  25.587  1.00  0.00

ATOM   2137  CD1 PHE A 141      68.118  74.596  26.847  1.00  0.00

ATOM   2138  HD1 PHE A 141      68.504  75.538  27.209  1.00  0.00

ATOM   2139  CE1 PHE A 141      68.172  73.443  27.639  1.00  0.00

ATOM   2140  HE1 PHE A 141      68.641  73.450  28.612  1.00  0.00

ATOM   2141  CZ  PHE A 141      67.791  72.224  27.064  1.00  0.00

ATOM   2142  HZ  PHE A 141      67.995  71.315  27.613  1.00  0.00

ATOM   2143  CE2 PHE A 141      67.277  72.193  25.763  1.00  0.00

ATOM   2144  HE2 PHE A 141      67.046  71.213  25.364  1.00  0.00

ATOM   2145  CD2 PHE A 141      67.047  73.368  25.038  1.00  0.00

ATOM   2146  HD2 PHE A 141      66.740  73.392  24.006  1.00  0.00

ATOM   2147  C   PHE A 141      65.227  76.444  26.071  1.00  0.00

ATOM   2148  O   PHE A 141      64.317  75.644  26.240  1.00  0.00

ATOM   2149  N   VAL A 142      65.576  77.368  26.963  1.00  0.00

ATOM   2150  H   VAL A 142      66.342  77.999  26.759  1.00  0.00

ATOM   2151  CA  VAL A 142      64.843  77.453  28.213  1.00  0.00

ATOM   2152  HA  VAL A 142      64.674  76.423  28.521  1.00  0.00

ATOM   2153  CB  VAL A 142      65.625  78.218  29.287  1.00  0.00

ATOM   2154  HB  VAL A 142      66.005  79.152  28.856  1.00  0.00

ATOM   2155  CG1 VAL A 142      64.868  78.622  30.543  1.00  0.00

ATOM   2156 1HG1 VAL A 142      64.393  79.611  30.466  1.00  0.00

ATOM   2157 2HG1 VAL A 142      64.146  77.896  30.895  1.00  0.00

ATOM   2158 3HG1 VAL A 142      65.591  78.727  31.346  1.00  0.00

ATOM   2159  CG2 VAL A 142      66.833  77.376  29.678  1.00  0.00

ATOM   2160 1HG2 VAL A 142      67.486  77.983  30.301  1.00  0.00

ATOM   2161 2HG2 VAL A 142      66.559  76.501  30.267  1.00  0.00

ATOM   2162 3HG2 VAL A 142      67.444  77.068  28.825  1.00  0.00

ATOM   2163  C   VAL A 142      63.426  77.982  28.026  1.00  0.00

ATOM   2164  O   VAL A 142      62.506  77.499  28.689  1.00  0.00

ATOM   2165  N   GLN A 143      63.058  78.839  27.075  1.00  0.00

ATOM   2166  H   GLN A 143      63.696  79.297  26.444  1.00  0.00

ATOM   2167  CA  GLN A 143      61.711  79.328  26.886  1.00  0.00

ATOM   2168  HA  GLN A 143      61.300  79.436  27.893  1.00  0.00

ATOM   2169  CB  GLN A 143      61.784  80.654  26.131  1.00  0.00

ATOM   2170  HB1 GLN A 143      60.935  81.003  25.528  1.00  0.00

ATOM   2171  HB2 GLN A 143      62.689  80.623  25.533  1.00  0.00

ATOM   2172  CG  GLN A 143      61.793  81.731  27.217  1.00  0.00

ATOM   2173  HG1 GLN A 143      62.417  81.336  28.014  1.00  0.00

ATOM   2174  HG2 GLN A 143      60.794  81.816  27.651  1.00  0.00

ATOM   2175  CD  GLN A 143      62.237  83.093  26.691  1.00  0.00

ATOM   2176  OE1 GLN A 143      61.531  84.079  26.510  1.00  0.00

ATOM   2177  NE2 GLN A 143      63.551  83.139  26.496  1.00  0.00

ATOM   2178 1HE2 GLN A 143      64.092  82.302  26.673  1.00  0.00

ATOM   2179 2HE2 GLN A 143      63.991  83.893  25.969  1.00  0.00

ATOM   2180  C   GLN A 143      60.927  78.228  26.179  1.00  0.00

ATOM   2181  O   GLN A 143      59.744  78.130  26.464  1.00  0.00

ATOM   2182  N   MET A 144      61.494  77.192  25.544  1.00  0.00

ATOM   2183  H   MET A 144      62.456  77.389  25.351  1.00  0.00

ATOM   2184  CA  MET A 144      60.902  75.979  25.011  1.00  0.00

ATOM   2185  HA  MET A 144      59.861  76.161  24.742  1.00  0.00

ATOM   2186  CB  MET A 144      61.547  75.609  23.671  1.00  0.00

ATOM   2187  HB1 MET A 144      62.606  75.440  23.873  1.00  0.00

ATOM   2188  HB2 MET A 144      61.371  76.521  23.100  1.00  0.00

ATOM   2189  CG  MET A 144      60.933  74.454  22.884  1.00  0.00

ATOM   2190  HG1 MET A 144      60.854  73.617  23.575  1.00  0.00

ATOM   2191  HG2 MET A 144      61.644  74.214  22.088  1.00  0.00

ATOM   2192  SD  MET A 144      59.348  74.855  22.124  1.00  0.00

ATOM   2193  CE  MET A 144      58.820  73.379  21.220  1.00  0.00

ATOM   2194  HE1 MET A 144      58.083  72.760  21.738  1.00  0.00

ATOM   2195  HE2 MET A 144      58.270  73.741  20.352  1.00  0.00

ATOM   2196  HE3 MET A 144      59.678  72.859  20.787  1.00  0.00

ATOM   2197  C   MET A 144      60.785  74.751  25.903  1.00  0.00

ATOM   2198  O   MET A 144      59.887  73.918  25.786  1.00  0.00

ATOM   2199  N   MET A 145      61.727  74.711  26.851  1.00  0.00

ATOM   2200  H   MET A 145      62.474  75.338  26.596  1.00  0.00

ATOM   2201  CA  MET A 145      61.789  73.822  27.989  1.00  0.00

ATOM   2202  HA  MET A 145      61.538  72.808  27.670  1.00  0.00

ATOM   2203  CB  MET A 145      63.211  73.824  28.528  1.00  0.00

ATOM   2204  HB1 MET A 145      63.395  74.888  28.713  1.00  0.00

ATOM   2205  HB2 MET A 145      63.840  73.491  27.709  1.00  0.00

ATOM   2206  CG  MET A 145      63.445  72.942  29.756  1.00  0.00

ATOM   2207  HG1 MET A 145      62.637  73.077  30.474  1.00  0.00

ATOM   2208  HG2 MET A 145      64.429  73.067  30.208  1.00  0.00

ATOM   2209  SD  MET A 145      63.380  71.159  29.416  1.00  0.00

ATOM   2210  CE  MET A 145      65.157  70.851  29.183  1.00  0.00

ATOM   2211  HE1 MET A 145      65.325  69.818  28.891  1.00  0.00

ATOM   2212  HE2 MET A 145      65.539  71.574  28.472  1.00  0.00

ATOM   2213  HE3 MET A 145      65.699  70.926  30.129  1.00  0.00

ATOM   2214  C   MET A 145      60.812  74.229  29.077  1.00  0.00

ATOM   2215  O   MET A 145      60.188  73.333  29.638  1.00  0.00

ATOM   2216  N   THR A 146      60.640  75.498  29.464  1.00  0.00

ATOM   2217  H   THR A 146      61.276  76.209  29.147  1.00  0.00

ATOM   2218  CA  THR A 146      59.863  75.936  30.608  1.00  0.00

ATOM   2219  HA  THR A 146      58.997  75.275  30.613  1.00  0.00

ATOM   2220  CB  THR A 146      60.573  75.898  31.954  1.00  0.00

ATOM   2221  HB  THR A 146      61.449  76.558  31.940  1.00  0.00

ATOM   2222  CG2 THR A 146      59.647  76.117  33.141  1.00  0.00

ATOM   2223 1HG2 THR A 146      59.229  77.118  33.070  1.00  0.00

ATOM   2224 2HG2 THR A 146      58.815  75.415  33.095  1.00  0.00

ATOM   2225 3HG2 THR A 146      60.030  76.023  34.162  1.00  0.00

ATOM   2226  OG1 THR A 146      61.092  74.612  32.213  1.00  0.00

ATOM   2227  HG1 THR A 146      60.518  74.034  31.713  1.00  0.00

ATOM   2228  C   THR A 146      59.384  77.359  30.350  1.00  0.00

ATOM   2229  O   THR A 146      59.972  78.330  30.833  1.00  0.00

ATOM   2230  N   ALA A 147      58.243  77.471  29.658  1.00  0.00

ATOM   2231  H   ALA A 147      57.896  76.691  29.112  1.00  0.00

ATOM   2232  CA  ALA A 147      57.454  78.683  29.601  1.00  0.00

ATOM   2233  HA  ALA A 147      58.182  79.388  29.186  1.00  0.00

ATOM   2234  CB  ALA A 147      56.447  78.537  28.465  1.00  0.00

ATOM   2235  HB1 ALA A 147      55.873  79.470  28.414  1.00  0.00

ATOM   2236  HB2 ALA A 147      56.960  78.303  27.536  1.00  0.00

ATOM   2237  HB3 ALA A 147      55.646  77.805  28.616  1.00  0.00

ATOM   2238  C   ALA A 147      56.856  79.046  30.952  1.00  0.00

ATOM   2239  O   ALA A 147      56.723  78.271  31.890  1.00  0.00

ATOM   2240  N   CLY A 148      56.576  80.352  30.982  1.00  0.00

ATOM   2241  H   CLY A 148      56.678  80.880  30.125  1.00  0.00

ATOM   2242  CA  CLY A 148      55.900  80.960  32.104  1.00  0.00

ATOM   2243  HA  CLY A 148      56.043  80.356  33.000  1.00  0.00

ATOM   2244  CB  CLY A 148      56.505  82.332  32.435  1.00  0.00

ATOM   2245  HB1 CLY A 148      56.059  82.597  33.390  1.00  0.00

ATOM   2246  HB2 CLY A 148      56.276  83.056  31.649  1.00  0.00

ATOM   2247  CG  CLY A 148      58.017  82.455  32.590  1.00  0.00

ATOM   2248  HG1 CLY A 148      58.245  83.522  32.519  1.00  0.00

ATOM   2249  HG2 CLY A 148      58.496  81.866  31.809  1.00  0.00

ATOM   2250  CD  CLY A 148      58.528  81.984  33.948  1.00  0.00

ATOM   2251  HD1 CLY A 148      58.172  80.991  34.226  1.00  0.00

ATOM   2252  HD2 CLY A 148      58.320  82.751  34.691  1.00  0.00

ATOM   2253  CE  CLY A 148      60.051  81.941  33.984  1.00  0.00

ATOM   2254  HE1 CLY A 148      60.405  82.973  33.971  1.00  0.00

ATOM   2255  HE2 CLY A 148      60.369  81.453  33.053  1.00  0.00

ATOM   2256  NZ  CLY A 148      60.667  81.213  35.099  1.00  0.00

ATOM   2257  HZ1 CLY A 148      60.482  80.219  35.089  1.00  0.00

ATOM   2258  HZ2 CLY A 148      61.662  81.366  35.085  1.00  0.00

ATOM   2259  HZ3 CLY A 148      60.407  81.614  35.991  1.00  0.00

ATOM   2260  C   CLY A 148      54.383  81.031  31.986  1.00  0.00

ATOM   2261  OC1 CLY A 148      53.716  81.138  33.031  1.00  0.00

ATOM   2262  OC2 CLY A 148      53.840  81.060  30.854  1.00  0.00

ATOM   2263  CA  CA  A 501      65.822  46.568  35.058  1.00  0.00

ATOM   2264  CA  CA  A 502      65.757  49.173  46.944  1.00  0.00

ATOM   2265  CA  CA  A 503      76.376  74.127  19.320  1.00  0.00

ATOM   2266  CA  CA  A 504      67.402  82.522  17.359  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        4

ATOM      1  N   NAL A   1      55.584  62.207  53.615  1.00  0.00

ATOM      2  H1  NAL A   1      54.850  62.718  54.093  1.00  0.00

ATOM      3  H2  NAL A   1      55.476  61.211  53.624  1.00  0.00

ATOM      4  H3  NAL A   1      56.442  62.440  54.099  1.00  0.00

ATOM      5  CA  NAL A   1      55.653  62.843  52.277  1.00  0.00

ATOM      6  HA  NAL A   1      55.703  63.927  52.336  1.00  0.00

ATOM      7  CB  NAL A   1      56.853  62.401  51.447  1.00  0.00

ATOM      8  HB1 NAL A   1      56.843  62.729  50.406  1.00  0.00

ATOM      9  HB2 NAL A   1      57.777  62.747  51.904  1.00  0.00

ATOM     10  HB3 NAL A   1      56.824  61.316  51.380  1.00  0.00

ATOM     11  C   NAL A   1      54.318  62.717  51.559  1.00  0.00

ATOM     12  O   NAL A   1      53.604  61.709  51.602  1.00  0.00

ATOM     13  N   ASP A   2      53.946  63.751  50.814  1.00  0.00

ATOM     14  H   ASP A   2      54.580  64.538  50.773  1.00  0.00

ATOM     15  CA  ASP A   2      52.689  64.052  50.151  1.00  0.00

ATOM     16  HA  ASP A   2      51.842  63.901  50.820  1.00  0.00

ATOM     17  CB  ASP A   2      52.676  65.513  49.731  1.00  0.00

ATOM     18  HB1 ASP A   2      53.486  65.617  49.007  1.00  0.00

ATOM     19  HB2 ASP A   2      53.001  66.193  50.523  1.00  0.00

ATOM     20  CG  ASP A   2      51.355  65.858  49.071  1.00  0.00

ATOM     21  OD1 ASP A   2      50.304  65.326  49.490  1.00  0.00

ATOM     22  OD2 ASP A   2      51.426  66.553  48.035  1.00  0.00

ATOM     23  C   ASP A   2      52.576  63.144  48.930  1.00  0.00

ATOM     24  O   ASP A   2      53.486  63.152  48.111  1.00  0.00

ATOM     25  N   GLN A   3      51.487  62.378  48.804  1.00  0.00

ATOM     26  H   GLN A   3      50.683  62.558  49.394  1.00  0.00

ATOM     27  CA  GLN A   3      51.265  61.372  47.785  1.00  0.00

ATOM     28  HA  GLN A   3      52.254  61.066  47.444  1.00  0.00

ATOM     29  CB  GLN A   3      50.427  60.243  48.380  1.00  0.00

ATOM     30  HB1 GLN A   3      50.036  59.574  47.615  1.00  0.00

ATOM     31  HB2 GLN A   3      49.561  60.595  48.941  1.00  0.00

ATOM     32  CG  GLN A   3      51.142  59.461  49.475  1.00  0.00

ATOM     33  HG1 GLN A   3      50.490  58.722  49.944  1.00  0.00

ATOM     34  HG2 GLN A   3      51.373  60.175  50.268  1.00  0.00

ATOM     35  CD  GLN A   3      52.427  58.831  48.958  1.00  0.00

ATOM     36  OE1 GLN A   3      52.515  58.070  48.001  1.00  0.00

ATOM     37  NE2 GLN A   3      53.538  59.230  49.592  1.00  0.00

ATOM     38 1HE2 GLN A   3      53.562  59.691  50.491  1.00  0.00

ATOM     39 2HE2 GLN A   3      54.423  58.902  49.240  1.00  0.00

ATOM     40  C   GLN A   3      50.601  61.997  46.561  1.00  0.00

ATOM     41  O   GLN A   3      49.851  62.969  46.589  1.00  0.00

ATOM     42  N   LEU A   4      50.887  61.386  45.407  1.00  0.00

ATOM     43  H   LEU A   4      51.418  60.545  45.508  1.00  0.00

ATOM     44  CA  LEU A   4      50.611  61.805  44.049  1.00  0.00

ATOM     45  HA  LEU A   4      50.634  62.886  43.897  1.00  0.00

ATOM     46  CB  LEU A   4      51.775  61.271  43.218  1.00  0.00

ATOM     47  HB1 LEU A   4      51.533  61.134  42.169  1.00  0.00

ATOM     48  HB2 LEU A   4      51.903  60.238  43.526  1.00  0.00

ATOM     49  CG  LEU A   4      53.125  61.951  43.422  1.00  0.00

ATOM     50  HG  LEU A   4      53.464  61.890  44.457  1.00  0.00

ATOM     51  CD1 LEU A   4      54.214  61.168  42.693  1.00  0.00

ATOM     52 1HD1 LEU A   4      55.161  61.698  42.718  1.00  0.00

ATOM     53 2HD1 LEU A   4      54.577  60.380  43.355  1.00  0.00

ATOM     54 3HD1 LEU A   4      53.908  60.788  41.711  1.00  0.00

ATOM     55  CD2 LEU A   4      53.100  63.334  42.764  1.00  0.00

ATOM     56 1HD2 LEU A   4      54.095  63.781  42.783  1.00  0.00

ATOM     57 2HD2 LEU A   4      52.890  63.065  41.733  1.00  0.00

ATOM     58 3HD2 LEU A   4      52.394  64.033  43.196  1.00  0.00

ATOM     59  C   LEU A   4      49.340  61.260  43.413  1.00  0.00

ATOM     60  O   LEU A   4      48.747  60.266  43.833  1.00  0.00

ATOM     61  N   THR A   5      48.945  61.986  42.371  1.00  0.00

ATOM     62  H   THR A   5      49.303  62.918  42.208  1.00  0.00

ATOM     63  CA  THR A   5      47.865  61.666  41.461  1.00  0.00

ATOM     64  HA  THR A   5      47.033  61.216  42.010  1.00  0.00

ATOM     65  CB  THR A   5      47.322  62.962  40.873  1.00  0.00

ATOM     66  HB  THR A   5      48.122  63.437  40.288  1.00  0.00

ATOM     67  CG2 THR A   5      46.107  62.747  39.976  1.00  0.00

ATOM     68 1HG2 THR A   5      45.839  63.727  39.595  1.00  0.00

ATOM     69 2HG2 THR A   5      46.369  62.216  39.050  1.00  0.00

ATOM     70 3HG2 THR A   5      45.301  62.221  40.483  1.00  0.00

ATOM     71  OG1 THR A   5      46.821  63.801  41.894  1.00  0.00

ATOM     72  HG1 THR A   5      46.597  64.639  41.481  1.00  0.00

ATOM     73  C   THR A   5      48.251  60.709  40.350  1.00  0.00

ATOM     74  O   THR A   5      49.363  60.727  39.822  1.00  0.00

ATOM     75  N   GLU A   6      47.308  59.872  39.909  1.00  0.00

ATOM     76  H   GLU A   6      46.403  59.932  40.371  1.00  0.00

ATOM     77  CA  GLU A   6      47.590  58.767  39.016  1.00  0.00

ATOM     78  HA  GLU A   6      48.365  58.145  39.461  1.00  0.00

ATOM     79  CB  GLU A   6      46.347  57.913  38.747  1.00  0.00

ATOM     80  HB1 GLU A   6      46.635  57.223  37.956  1.00  0.00

ATOM     81  HB2 GLU A   6      45.647  58.486  38.151  1.00  0.00

ATOM     82  CG  GLU A   6      45.730  57.109  39.879  1.00  0.00

ATOM     83  HG1 GLU A   6      46.479  56.550  40.428  1.00  0.00

ATOM     84  HG2 GLU A   6      45.035  56.384  39.464  1.00  0.00

ATOM     85  CD  GLU A   6      44.894  57.968  40.810  1.00  0.00

ATOM     86  OE1 GLU A   6      44.387  57.468  41.852  1.00  0.00

ATOM     87  OE2 GLU A   6      44.768  59.202  40.656  1.00  0.00

ATOM     88  C   GLU A   6      48.214  59.212  37.707  1.00  0.00

ATOM     89  O   GLU A   6      49.120  58.628  37.111  1.00  0.00

ATOM     90  N   GLU A   7      47.756  60.368  37.203  1.00  0.00

ATOM     91  H   GLU A   7      46.962  60.862  37.588  1.00  0.00

ATOM     92  CA  GLU A   7      48.245  60.988  35.991  1.00  0.00

ATOM     93  HA  GLU A   7      48.056  60.228  35.236  1.00  0.00

ATOM     94  CB  GLU A   7      47.388  62.216  35.688  1.00  0.00

ATOM     95  HB1 GLU A   7      47.779  62.699  34.784  1.00  0.00

ATOM     96  HB2 GLU A   7      47.433  62.864  36.565  1.00  0.00

ATOM     97  CG  GLU A   7      45.880  62.064  35.500  1.00  0.00

ATOM     98  HG1 GLU A   7      45.572  61.434  36.334  1.00  0.00

ATOM     99  HG2 GLU A   7      45.618  61.647  34.536  1.00  0.00

ATOM    100  CD  GLU A   7      45.196  63.416  35.630  1.00  0.00

ATOM    101  OE1 GLU A   7      45.343  64.308  34.763  1.00  0.00

ATOM    102  OE2 GLU A   7      44.453  63.716  36.593  1.00  0.00

ATOM    103  C   GLU A   7      49.708  61.390  36.000  1.00  0.00

ATOM    104  O   GLU A   7      50.398  61.259  34.992  1.00  0.00

ATOM    105  N   GLN A   8      50.187  61.835  37.167  1.00  0.00

ATOM    106  H   GLN A   8      49.652  61.866  38.023  1.00  0.00

ATOM    107  CA  GLN A   8      51.567  62.136  37.520  1.00  0.00

ATOM    108  HA  GLN A   8      51.945  62.703  36.676  1.00  0.00

ATOM    109  CB  GLN A   8      51.611  62.901  38.836  1.00  0.00

ATOM    110  HB1 GLN A   8      52.639  63.077  39.132  1.00  0.00

ATOM    111  HB2 GLN A   8      51.232  62.302  39.672  1.00  0.00

ATOM    112  CG  GLN A   8      50.869  64.238  38.840  1.00  0.00

ATOM    113  HG1 GLN A   8      49.836  64.193  38.495  1.00  0.00

ATOM    114  HG2 GLN A   8      51.469  64.865  38.184  1.00  0.00

ATOM    115  CD  GLN A   8      50.815  64.802  40.259  1.00  0.00

ATOM    116  OE1 GLN A   8      50.237  64.252  41.192  1.00  0.00

ATOM    117  NE2 GLN A   8      51.446  65.961  40.387  1.00  0.00

ATOM    118 1HE2 GLN A   8      52.129  66.266  39.700  1.00  0.00

ATOM    119 2HE2 GLN A   8      51.531  66.288  41.337  1.00  0.00

ATOM    120  C   GLN A   8      52.489  60.941  37.687  1.00  0.00

ATOM    121  O   GLN A   8      53.602  60.916  37.179  1.00  0.00

ATOM    122  N   ILE A   9      51.949  59.905  38.340  1.00  0.00

ATOM    123  H   ILE A   9      51.058  60.105  38.748  1.00  0.00

ATOM    124  CA  ILE A   9      52.543  58.576  38.438  1.00  0.00

ATOM    125  HA  ILE A   9      53.550  58.715  38.808  1.00  0.00

ATOM    126  CB  ILE A   9      51.750  57.593  39.299  1.00  0.00

ATOM    127  HB  ILE A   9      50.734  57.481  38.941  1.00  0.00

ATOM    128  CG2 ILE A   9      52.284  56.166  39.337  1.00  0.00

ATOM    129 1HG2 ILE A   9      53.291  56.253  39.748  1.00  0.00

ATOM    130 2HG2 ILE A   9      51.686  55.474  39.931  1.00  0.00

ATOM    131 3HG2 ILE A   9      52.374  55.686  38.358  1.00  0.00

ATOM    132  CG1 ILE A   9      51.710  58.273  40.668  1.00  0.00

ATOM    133 1HG1 ILE A   9      51.191  59.215  40.525  1.00  0.00

ATOM    134 2HG1 ILE A   9      52.720  58.446  41.068  1.00  0.00

ATOM    135  CD  ILE A   9      50.846  57.524  41.675  1.00  0.00

ATOM    136  HD1 ILE A   9      49.970  57.065  41.202  1.00  0.00

ATOM    137  HD2 ILE A   9      51.464  56.735  42.088  1.00  0.00

ATOM    138  HD3 ILE A   9      50.543  58.221  42.463  1.00  0.00

ATOM    139  C   ILE A   9      52.858  58.089  37.031  1.00  0.00

ATOM    140  O   ILE A   9      53.924  57.488  36.868  1.00  0.00

ATOM    141  N   ALA A  10      51.941  58.169  36.061  1.00  0.00

ATOM    142  H   ALA A  10      51.003  58.455  36.300  1.00  0.00

ATOM    143  CA  ALA A  10      52.143  57.751  34.693  1.00  0.00

ATOM    144  HA  ALA A  10      52.573  56.745  34.720  1.00  0.00

ATOM    145  CB  ALA A  10      50.768  57.716  34.026  1.00  0.00

ATOM    146  HB1 ALA A  10      50.195  56.887  34.418  1.00  0.00

ATOM    147  HB2 ALA A  10      50.303  58.670  34.262  1.00  0.00

ATOM    148  HB3 ALA A  10      50.848  57.507  32.959  1.00  0.00

ATOM    149  C   ALA A  10      53.185  58.515  33.888  1.00  0.00

ATOM    150  O   ALA A  10      54.103  57.906  33.337  1.00  0.00

ATOM    151  N   GLU A  11      53.203  59.854  33.963  1.00  0.00

ATOM    152  H   GLU A  11      52.404  60.290  34.401  1.00  0.00

ATOM    153  CA  GLU A  11      54.296  60.635  33.442  1.00  0.00

ATOM    154  HA  GLU A  11      54.373  60.323  32.403  1.00  0.00

ATOM    155  CB  GLU A  11      53.931  62.091  33.734  1.00  0.00

ATOM    156  HB1 GLU A  11      54.783  62.709  33.489  1.00  0.00

ATOM    157  HB2 GLU A  11      53.695  62.145  34.795  1.00  0.00

ATOM    158  CG  GLU A  11      52.731  62.651  32.957  1.00  0.00

ATOM    159  HG1 GLU A  11      52.277  63.464  33.524  1.00  0.00

ATOM    160  HG2 GLU A  11      51.964  61.889  32.822  1.00  0.00

ATOM    161  CD  GLU A  11      53.291  63.068  31.608  1.00  0.00

ATOM    162  OE1 GLU A  11      53.262  62.214  30.691  1.00  0.00

ATOM    163  OE2 GLU A  11      53.814  64.195  31.470  1.00  0.00

ATOM    164  C   GLU A  11      55.671  60.279  33.980  1.00  0.00

ATOM    165  O   GLU A  11      56.711  60.335  33.323  1.00  0.00

ATOM    166  N   PHE A  12      55.749  59.784  35.213  1.00  0.00

ATOM    167  H   PHE A  12      54.911  59.856  35.786  1.00  0.00

ATOM    168  CA  PHE A  12      56.938  59.244  35.847  1.00  0.00

ATOM    169  HA  PHE A  12      57.819  59.753  35.473  1.00  0.00

ATOM    170  CB  PHE A  12      56.863  59.457  37.354  1.00  0.00

ATOM    171  HB1 PHE A  12      57.777  59.089  37.828  1.00  0.00

ATOM    172  HB2 PHE A  12      56.052  58.872  37.780  1.00  0.00

ATOM    173  CG  PHE A  12      56.901  60.882  37.852  1.00  0.00

ATOM    174  CD1 PHE A  12      56.098  61.210  38.945  1.00  0.00

ATOM    175  HD1 PHE A  12      55.393  60.462  39.276  1.00  0.00

ATOM    176  CE1 PHE A  12      56.183  62.469  39.556  1.00  0.00

ATOM    177  HE1 PHE A  12      55.487  62.783  40.329  1.00  0.00

ATOM    178  CZ  PHE A  12      57.243  63.315  39.208  1.00  0.00

ATOM    179  HZ  PHE A  12      57.309  64.287  39.670  1.00  0.00

ATOM    180  CE2 PHE A  12      57.950  63.096  38.016  1.00  0.00

ATOM    181  HE2 PHE A  12      58.675  63.793  37.630  1.00  0.00

ATOM    182  CD2 PHE A  12      57.788  61.867  37.375  1.00  0.00

ATOM    183  HD2 PHE A  12      58.423  61.602  36.538  1.00  0.00

ATOM    184  C   PHE A  12      57.180  57.764  35.560  1.00  0.00

ATOM    185  O   PHE A  12      58.325  57.353  35.475  1.00  0.00

ATOM    186  N   LYS A  13      56.169  56.954  35.217  1.00  0.00

ATOM    187  H   LYS A  13      55.214  57.216  35.390  1.00  0.00

ATOM    188  CA  LYS A  13      56.303  55.643  34.620  1.00  0.00

ATOM    189  HA  LYS A  13      56.936  55.183  35.383  1.00  0.00

ATOM    190  CB  LYS A  13      54.970  54.898  34.646  1.00  0.00

ATOM    191  HB1 LYS A  13      54.267  55.351  33.952  1.00  0.00

ATOM    192  HB2 LYS A  13      54.548  54.933  35.649  1.00  0.00

ATOM    193  CG  LYS A  13      54.912  53.425  34.252  1.00  0.00

ATOM    194  HG1 LYS A  13      55.091  53.367  33.179  1.00  0.00

ATOM    195  HG2 LYS A  13      53.891  53.037  34.370  1.00  0.00

ATOM    196  CD  LYS A  13      55.918  52.578  35.034  1.00  0.00

ATOM    197  HD1 LYS A  13      55.507  52.202  35.965  1.00  0.00

ATOM    198  HD2 LYS A  13      56.781  53.219  35.243  1.00  0.00

ATOM    199  CE  LYS A  13      56.333  51.394  34.170  1.00  0.00

ATOM    200  HE1 LYS A  13      56.909  51.736  33.301  1.00  0.00

ATOM    201  HE2 LYS A  13      55.433  50.874  33.854  1.00  0.00

ATOM    202  NZ  LYS A  13      57.123  50.400  34.904  1.00  0.00

ATOM    203  HZ1 LYS A  13      57.633  50.845  35.652  1.00  0.00

ATOM    204  HZ2 LYS A  13      56.560  49.616  35.195  1.00  0.00

ATOM    205  HZ3 LYS A  13      57.810  49.867  34.382  1.00  0.00

ATOM    206  C   LYS A  13      56.861  55.536  33.217  1.00  0.00

ATOM    207  O   LYS A  13      57.785  54.779  32.920  1.00  0.00

ATOM    208  N   GLU A  14      56.512  56.467  32.324  1.00  0.00

ATOM    209  H   GLU A  14      55.757  57.049  32.665  1.00  0.00

ATOM    210  CA  GLU A  14      57.053  56.663  30.999  1.00  0.00

ATOM    211  HA  GLU A  14      57.095  55.723  30.439  1.00  0.00

ATOM    212  CB  GLU A  14      56.149  57.632  30.257  1.00  0.00

ATOM    213  HB1 GLU A  14      56.304  58.652  30.622  1.00  0.00

ATOM    214  HB2 GLU A  14      55.109  57.311  30.334  1.00  0.00

ATOM    215  CG  GLU A  14      56.551  57.688  28.791  1.00  0.00

ATOM    216  HG1 GLU A  14      56.481  56.680  28.386  1.00  0.00

ATOM    217  HG2 GLU A  14      57.581  57.987  28.590  1.00  0.00

ATOM    218  CD  GLU A  14      55.496  58.484  28.035  1.00  0.00

ATOM    219  OE1 GLU A  14      54.340  58.035  28.131  1.00  0.00

ATOM    220  OE2 GLU A  14      55.806  59.499  27.372  1.00  0.00

ATOM    221  C   GLU A  14      58.509  57.137  31.019  1.00  0.00

ATOM    222  O   GLU A  14      59.279  56.579  30.239  1.00  0.00

ATOM    223  N   ALA A  15      58.779  58.132  31.853  1.00  0.00

ATOM    224  H   ALA A  15      58.022  58.334  32.486  1.00  0.00

ATOM    225  CA  ALA A  15      60.093  58.650  32.201  1.00  0.00

ATOM    226  HA  ALA A  15      60.559  59.081  31.321  1.00  0.00

ATOM    227  CB  ALA A  15      60.007  59.786  33.217  1.00  0.00

ATOM    228  HB1 ALA A  15      59.578  59.359  34.118  1.00  0.00

ATOM    229  HB2 ALA A  15      61.023  60.061  33.510  1.00  0.00

ATOM    230  HB3 ALA A  15      59.473  60.671  32.865  1.00  0.00

ATOM    231  C   ALA A  15      60.971  57.547  32.774  1.00  0.00

ATOM    232  O   ALA A  15      62.146  57.454  32.434  1.00  0.00

ATOM    233  N   PHE A  16      60.430  56.539  33.469  1.00  0.00

ATOM    234  H   PHE A  16      59.537  56.713  33.913  1.00  0.00

ATOM    235  CA  PHE A  16      61.171  55.417  33.998  1.00  0.00

ATOM    236  HA  PHE A  16      61.926  55.790  34.691  1.00  0.00

ATOM    237  CB  PHE A  16      60.291  54.669  34.989  1.00  0.00

ATOM    238  HB1 PHE A  16      59.544  54.072  34.463  1.00  0.00

ATOM    239  HB2 PHE A  16      59.640  55.400  35.475  1.00  0.00

ATOM    240  CG  PHE A  16      60.991  53.845  36.034  1.00  0.00

ATOM    241  CD1 PHE A  16      61.398  54.257  37.307  1.00  0.00

ATOM    242  HD1 PHE A  16      61.345  55.320  37.497  1.00  0.00

ATOM    243  CE1 PHE A  16      61.772  53.364  38.322  1.00  0.00

ATOM    244  HE1 PHE A  16      61.870  53.660  39.358  1.00  0.00

ATOM    245  CZ  PHE A  16      61.917  52.024  37.944  1.00  0.00

ATOM    246  HZ  PHE A  16      62.357  51.281  38.590  1.00  0.00

ATOM    247  CE2 PHE A  16      61.678  51.571  36.642  1.00  0.00

ATOM    248  HE2 PHE A  16      61.846  50.521  36.435  1.00  0.00

ATOM    249  CD2 PHE A  16      61.177  52.496  35.716  1.00  0.00

ATOM    250  HD2 PHE A  16      60.916  52.142  34.736  1.00  0.00

ATOM    251  C   PHE A  16      61.732  54.512  32.914  1.00  0.00

ATOM    252  O   PHE A  16      62.785  53.896  33.082  1.00  0.00

ATOM    253  N   SER A  17      61.076  54.410  31.752  1.00  0.00

ATOM    254  H   SER A  17      60.247  54.988  31.646  1.00  0.00

ATOM    255  CA  SER A  17      61.525  53.630  30.623  1.00  0.00

ATOM    256  HA  SER A  17      62.067  52.730  30.935  1.00  0.00

ATOM    257  CB  SER A  17      60.323  53.250  29.753  1.00  0.00

ATOM    258  HB1 SER A  17      60.794  52.691  28.940  1.00  0.00

ATOM    259  HB2 SER A  17      59.758  54.142  29.469  1.00  0.00

ATOM    260  OG  SER A  17      59.341  52.574  30.504  1.00  0.00

ATOM    261  HG  SER A  17      58.688  52.200  29.906  1.00  0.00

ATOM    262  C   SER A  17      62.570  54.342  29.782  1.00  0.00

ATOM    263  O   SER A  17      63.169  53.732  28.896  1.00  0.00

ATOM    264  N   LEU A  18      62.883  55.627  29.996  1.00  0.00

ATOM    265  H   LEU A  18      62.314  56.163  30.641  1.00  0.00

ATOM    266  CA  LEU A  18      64.042  56.377  29.552  1.00  0.00

ATOM    267  HA  LEU A  18      64.284  56.242  28.500  1.00  0.00

ATOM    268  CB  LEU A  18      63.779  57.878  29.654  1.00  0.00

ATOM    269  HB1 LEU A  18      64.695  58.359  29.325  1.00  0.00

ATOM    270  HB2 LEU A  18      63.576  58.226  30.662  1.00  0.00

ATOM    271  CG  LEU A  18      62.800  58.510  28.671  1.00  0.00

ATOM    272  HG  LEU A  18      61.789  58.312  29.002  1.00  0.00

ATOM    273  CD1 LEU A  18      62.917  60.025  28.790  1.00  0.00

ATOM    274 1HD1 LEU A  18      62.124  60.527  28.231  1.00  0.00

ATOM    275 2HD1 LEU A  18      62.710  60.318  29.817  1.00  0.00

ATOM    276 3HD1 LEU A  18      63.895  60.432  28.528  1.00  0.00

ATOM    277  CD2 LEU A  18      62.941  58.122  27.201  1.00  0.00

ATOM    278 1HD2 LEU A  18      63.968  58.288  26.877  1.00  0.00

ATOM    279 2HD2 LEU A  18      62.697  57.065  27.046  1.00  0.00

ATOM    280 3HD2 LEU A  18      62.261  58.676  26.559  1.00  0.00

ATOM    281  C   LEU A  18      65.296  55.965  30.318  1.00  0.00

ATOM    282  O   LEU A  18      66.336  56.484  29.920  1.00  0.00

ATOM    283  N   PHE A  19      65.229  55.106  31.340  1.00  0.00

ATOM    284  H   PHE A  19      64.339  54.928  31.786  1.00  0.00

ATOM    285  CA  PHE A  19      66.360  54.432  31.947  1.00  0.00

ATOM    286  HA  PHE A  19      67.266  54.625  31.367  1.00  0.00

ATOM    287  CB  PHE A  19      66.656  54.812  33.395  1.00  0.00

ATOM    288  HB1 PHE A  19      67.611  54.376  33.681  1.00  0.00

ATOM    289  HB2 PHE A  19      65.896  54.259  33.955  1.00  0.00

ATOM    290  CG  PHE A  19      66.610  56.273  33.758  1.00  0.00

ATOM    291  CD1 PHE A  19      65.409  56.996  33.642  1.00  0.00

ATOM    292  HD1 PHE A  19      64.508  56.441  33.439  1.00  0.00

ATOM    293  CE1 PHE A  19      65.385  58.359  33.959  1.00  0.00

ATOM    294  HE1 PHE A  19      64.431  58.860  33.933  1.00  0.00

ATOM    295  CZ  PHE A  19      66.561  59.060  34.266  1.00  0.00

ATOM    296  HZ  PHE A  19      66.614  60.136  34.321  1.00  0.00

ATOM    297  CE2 PHE A  19      67.750  58.341  34.388  1.00  0.00

ATOM    298  HE2 PHE A  19      68.648  58.905  34.595  1.00  0.00

ATOM    299  CD2 PHE A  19      67.774  56.979  34.071  1.00  0.00

ATOM    300  HD2 PHE A  19      68.645  56.367  34.241  1.00  0.00

ATOM    301  C   PHE A  19      66.397  52.912  31.946  1.00  0.00

ATOM    302  O   PHE A  19      67.483  52.365  31.779  1.00  0.00

ATOM    303  N   ASP A  20      65.242  52.245  32.103  1.00  0.00

ATOM    304  H   ASP A  20      64.411  52.813  32.247  1.00  0.00

ATOM    305  CA  ASP A  20      65.134  50.802  32.066  1.00  0.00

ATOM    306  HA  ASP A  20      65.956  50.358  32.620  1.00  0.00

ATOM    307  CB  ASP A  20      63.880  50.343  32.801  1.00  0.00

ATOM    308  HB1 ASP A  20      63.074  50.440  32.081  1.00  0.00

ATOM    309  HB2 ASP A  20      63.638  51.042  33.612  1.00  0.00

ATOM    310  CG  ASP A  20      63.959  48.919  33.328  1.00  0.00

ATOM    311  OD1 ASP A  20      63.844  48.637  34.538  1.00  0.00

ATOM    312  OD2 ASP A  20      64.269  47.974  32.569  1.00  0.00

ATOM    313  C   ASP A  20      65.245  50.242  30.660  1.00  0.00

ATOM    314  O   ASP A  20      64.647  50.899  29.807  1.00  0.00

ATOM    315  N   LYS A  21      65.915  49.092  30.525  1.00  0.00

ATOM    316  H   LYS A  21      66.185  48.673  31.400  1.00  0.00

ATOM    317  CA  LYS A  21      66.266  48.438  29.280  1.00  0.00

ATOM    318  HA  LYS A  21      65.694  48.950  28.498  1.00  0.00

ATOM    319  CB  LYS A  21      67.773  48.546  29.015  1.00  0.00

ATOM    320  HB1 LYS A  21      67.982  47.897  28.165  1.00  0.00

ATOM    321  HB2 LYS A  21      68.314  48.067  29.828  1.00  0.00

ATOM    322  CG  LYS A  21      68.373  49.920  28.729  1.00  0.00

ATOM    323  HG1 LYS A  21      69.458  49.936  28.827  1.00  0.00

ATOM    324  HG2 LYS A  21      68.057  50.660  29.457  1.00  0.00

ATOM    325  CD  LYS A  21      68.052  50.463  27.334  1.00  0.00

ATOM    326  HD1 LYS A  21      66.973  50.597  27.265  1.00  0.00

ATOM    327  HD2 LYS A  21      68.319  49.699  26.596  1.00  0.00

ATOM    328  CE  LYS A  21      68.898  51.679  26.980  1.00  0.00

ATOM    329  HE1 LYS A  21      68.671  52.037  25.984  1.00  0.00

ATOM    330  HE2 LYS A  21      69.929  51.362  27.150  1.00  0.00

ATOM    331  NZ  LYS A  21      68.650  52.843  27.843  1.00  0.00

ATOM    332  HZ1 LYS A  21      67.715  53.146  27.623  1.00  0.00

ATOM    333  HZ2 LYS A  21      68.699  52.567  28.817  1.00  0.00

ATOM    334  HZ3 LYS A  21      69.353  53.567  27.737  1.00  0.00

ATOM    335  C   LYS A  21      65.806  46.994  29.274  1.00  0.00

ATOM    336  O   LYS A  21      66.121  46.268  28.342  1.00  0.00

ATOM    337  N   ASP A  22      65.090  46.490  30.282  1.00  0.00

ATOM    338  H   ASP A  22      64.823  47.079  31.060  1.00  0.00

ATOM    339  CA  ASP A  22      64.668  45.106  30.356  1.00  0.00

ATOM    340  HA  ASP A  22      64.584  44.675  29.355  1.00  0.00

ATOM    341  CB  ASP A  22      65.629  44.245  31.162  1.00  0.00

ATOM    342  HB1 ASP A  22      66.542  44.178  30.585  1.00  0.00

ATOM    343  HB2 ASP A  22      65.291  43.207  31.212  1.00  0.00

ATOM    344  CG  ASP A  22      65.849  44.813  32.558  1.00  0.00

ATOM    345  OD1 ASP A  22      66.963  45.294  32.850  1.00  0.00

ATOM    346  OD2 ASP A  22      64.837  44.868  33.301  1.00  0.00

ATOM    347  C   ASP A  22      63.232  44.995  30.858  1.00  0.00

ATOM    348  O   ASP A  22      62.645  43.920  30.924  1.00  0.00

ATOM    349  N   GLY A  23      62.654  46.110  31.301  1.00  0.00

ATOM    350  H   GLY A  23      63.202  46.959  31.254  1.00  0.00

ATOM    351  CA  GLY A  23      61.327  46.216  31.867  1.00  0.00

ATOM    352  HA1 GLY A  23      60.632  45.687  31.219  1.00  0.00

ATOM    353  HA2 GLY A  23      60.994  47.252  31.878  1.00  0.00

ATOM    354  C   GLY A  23      61.044  45.626  33.241  1.00  0.00

ATOM    355  O   GLY A  23      59.869  45.632  33.601  1.00  0.00

ATOM    356  N   ASP A  24      62.071  45.172  33.969  1.00  0.00

ATOM    357  H   ASP A  24      63.009  45.212  33.599  1.00  0.00

ATOM    358  CA  ASP A  24      61.875  44.441  35.207  1.00  0.00

ATOM    359  HA  ASP A  24      61.156  43.661  34.962  1.00  0.00

ATOM    360  CB  ASP A  24      63.099  43.610  35.582  1.00  0.00

ATOM    361  HB1 ASP A  24      63.369  42.963  34.754  1.00  0.00

ATOM    362  HB2 ASP A  24      62.876  42.837  36.312  1.00  0.00

ATOM    363  CG  ASP A  24      64.327  44.285  36.193  1.00  0.00

ATOM    364  OD1 ASP A  24      64.354  45.529  36.315  1.00  0.00

ATOM    365  OD2 ASP A  24      65.314  43.557  36.387  1.00  0.00

ATOM    366  C   ASP A  24      61.327  45.205  36.402  1.00  0.00

ATOM    367  O   ASP A  24      61.161  44.611  37.467  1.00  0.00

ATOM    368  N   GLY A  25      60.967  46.481  36.246  1.00  0.00

ATOM    369  H   GLY A  25      61.119  46.863  35.326  1.00  0.00

ATOM    370  CA  GLY A  25      60.519  47.336  37.330  1.00  0.00

ATOM    371  HA1 GLY A  25      59.990  46.716  38.061  1.00  0.00

ATOM    372  HA2 GLY A  25      59.936  48.129  36.883  1.00  0.00

ATOM    373  C   GLY A  25      61.613  48.036  38.129  1.00  0.00

ATOM    374  O   GLY A  25      61.247  48.839  38.992  1.00  0.00

ATOM    375  N   THR A  26      62.878  47.735  37.820  1.00  0.00

ATOM    376  H   THR A  26      63.050  47.111  37.046  1.00  0.00

ATOM    377  CA  THR A  26      64.011  48.337  38.502  1.00  0.00

ATOM    378  HA  THR A  26      63.568  49.228  38.943  1.00  0.00

ATOM    379  CB  THR A  26      64.458  47.501  39.692  1.00  0.00

ATOM    380  HB  THR A  26      65.294  48.052  40.128  1.00  0.00

ATOM    381  CG2 THR A  26      63.491  47.167  40.818  1.00  0.00

ATOM    382 1HG2 THR A  26      63.254  47.986  41.505  1.00  0.00

ATOM    383 2HG2 THR A  26      62.543  46.741  40.480  1.00  0.00

ATOM    384 3HG2 THR A  26      63.976  46.421  41.457  1.00  0.00

ATOM    385  OG1 THR A  26      64.899  46.248  39.218  1.00  0.00

ATOM    386  HG1 THR A  26      64.533  46.282  38.339  1.00  0.00

ATOM    387  C   THR A  26      65.182  48.827  37.673  1.00  0.00

ATOM    388  O   THR A  26      65.827  48.062  36.960  1.00  0.00

ATOM    389  N   ILE A  27      65.636  50.062  37.910  1.00  0.00

ATOM    390  H   ILE A  27      65.272  50.558  38.721  1.00  0.00

ATOM    391  CA  ILE A  27      66.762  50.665  37.240  1.00  0.00

ATOM    392  HA  ILE A  27      66.866  50.127  36.305  1.00  0.00

ATOM    393  CB  ILE A  27      66.593  52.162  36.986  1.00  0.00

ATOM    394  HB  ILE A  27      66.779  52.604  37.964  1.00  0.00

ATOM    395  CG2 ILE A  27      67.683  52.641  36.031  1.00  0.00

ATOM    396 1HG2 ILE A  27      68.678  52.338  36.361  1.00  0.00

ATOM    397 2HG2 ILE A  27      67.596  52.277  35.005  1.00  0.00

ATOM    398 3HG2 ILE A  27      67.694  53.731  35.985  1.00  0.00

ATOM    399  CG1 ILE A  27      65.226  52.570  36.438  1.00  0.00

ATOM    400 1HG1 ILE A  27      64.508  52.039  37.065  1.00  0.00

ATOM    401 2HG1 ILE A  27      65.204  52.338  35.369  1.00  0.00

ATOM    402  CD  ILE A  27      64.845  54.040  36.597  1.00  0.00

ATOM    403  HD1 ILE A  27      63.785  54.101  36.335  1.00  0.00

ATOM    404  HD2 ILE A  27      64.862  54.236  37.669  1.00  0.00

ATOM    405  HD3 ILE A  27      65.497  54.773  36.116  1.00  0.00

ATOM    406  C   ILE A  27      68.044  50.268  37.966  1.00  0.00

ATOM    407  O   ILE A  27      68.184  50.704  39.113  1.00  0.00

ATOM    408  N   THR A  28      69.025  49.596  37.374  1.00  0.00

ATOM    409  H   THR A  28      68.980  49.340  36.395  1.00  0.00

ATOM    410  CA  THR A  28      70.302  49.269  37.978  1.00  0.00

ATOM    411  HA  THR A  28      70.030  49.145  39.025  1.00  0.00

ATOM    412  CB  THR A  28      70.864  47.983  37.384  1.00  0.00

ATOM    413  HB  THR A  28      71.850  47.829  37.813  1.00  0.00

ATOM    414  CG2 THR A  28      70.079  46.690  37.617  1.00  0.00

ATOM    415 1HG2 THR A  28      69.128  46.761  37.086  1.00  0.00

ATOM    416 2HG2 THR A  28      70.718  45.861  37.307  1.00  0.00

ATOM    417 3HG2 THR A  28      69.994  46.488  38.683  1.00  0.00

ATOM    418  OG1 THR A  28      71.072  48.163  36.001  1.00  0.00

ATOM    419  HG1 THR A  28      70.346  47.770  35.524  1.00  0.00

ATOM    420  C   THR A  28      71.298  50.417  37.924  1.00  0.00

ATOM    421  O   THR A  28      71.193  51.379  37.169  1.00  0.00

ATOM    422  N   THR A  29      72.416  50.304  38.646  1.00  0.00

ATOM    423  H   THR A  29      72.389  49.522  39.289  1.00  0.00

ATOM    424  CA  THR A  29      73.600  51.110  38.450  1.00  0.00

ATOM    425  HA  THR A  29      73.336  52.163  38.451  1.00  0.00

ATOM    426  CB  THR A  29      74.731  50.748  39.407  1.00  0.00

ATOM    427  HB  THR A  29      75.647  51.204  39.027  1.00  0.00

ATOM    428  CG2 THR A  29      74.496  51.302  40.802  1.00  0.00

ATOM    429 1HG2 THR A  29      75.328  51.128  41.481  1.00  0.00

ATOM    430 2HG2 THR A  29      74.143  52.341  40.734  1.00  0.00

ATOM    431 3HG2 THR A  29      73.578  50.849  41.173  1.00  0.00

ATOM    432  OG1 THR A  29      74.962  49.367  39.625  1.00  0.00

ATOM    433  HG1 THR A  29      74.249  49.065  40.192  1.00  0.00

ATOM    434  C   THR A  29      74.129  50.933  37.027  1.00  0.00

ATOM    435  O   THR A  29      74.658  51.874  36.428  1.00  0.00

ATOM    436  N   LYS A  30      74.015  49.758  36.405  1.00  0.00

ATOM    437  H   LYS A  30      73.424  49.065  36.842  1.00  0.00

ATOM    438  CA  LYS A  30      74.403  49.499  35.034  1.00  0.00

ATOM    439  HA  LYS A  30      75.414  49.904  34.946  1.00  0.00

ATOM    440  CB  LYS A  30      74.340  47.977  34.893  1.00  0.00

ATOM    441  HB1 LYS A  30      73.430  47.491  35.240  1.00  0.00

ATOM    442  HB2 LYS A  30      75.133  47.512  35.473  1.00  0.00

ATOM    443  CG  LYS A  30      74.618  47.548  33.450  1.00  0.00

ATOM    444  HG1 LYS A  30      75.516  48.082  33.142  1.00  0.00

ATOM    445  HG2 LYS A  30      73.817  47.857  32.774  1.00  0.00

ATOM    446  CD  LYS A  30      74.949  46.069  33.296  1.00  0.00

ATOM    447  HD1 LYS A  30      74.076  45.489  33.570  1.00  0.00

ATOM    448  HD2 LYS A  30      75.826  45.949  33.939  1.00  0.00

ATOM    449  CE  LYS A  30      75.103  45.835  31.797  1.00  0.00

ATOM    450  HE1 LYS A  30      75.506  46.784  31.435  1.00  0.00

ATOM    451  HE2 LYS A  30      74.118  45.685  31.362  1.00  0.00

ATOM    452  NZ  LYS A  30      76.003  44.689  31.601  1.00  0.00

ATOM    453  HZ1 LYS A  30      76.128  44.593  30.603  1.00  0.00

ATOM    454  HZ2 LYS A  30      76.900  44.774  32.063  1.00  0.00

ATOM    455  HZ3 LYS A  30      75.663  43.770  31.860  1.00  0.00

ATOM    456  C   LYS A  30      73.556  50.202  33.988  1.00  0.00

ATOM    457  O   LYS A  30      74.037  50.740  32.999  1.00  0.00

ATOM    458  N   GLU A  31      72.245  50.214  34.213  1.00  0.00

ATOM    459  H   GLU A  31      71.838  49.684  34.967  1.00  0.00

ATOM    460  CA  GLU A  31      71.307  51.021  33.450  1.00  0.00

ATOM    461  HA  GLU A  31      71.462  50.736  32.411  1.00  0.00

ATOM    462  CB  GLU A  31      69.837  50.699  33.741  1.00  0.00

ATOM    463  HB1 GLU A  31      69.136  51.513  33.586  1.00  0.00

ATOM    464  HB2 GLU A  31      69.781  50.400  34.792  1.00  0.00

ATOM    465  CG  GLU A  31      69.368  49.492  32.945  1.00  0.00

ATOM    466  HG1 GLU A  31      70.134  48.712  33.020  1.00  0.00

ATOM    467  HG2 GLU A  31      69.178  49.744  31.907  1.00  0.00

ATOM    468  CD  GLU A  31      68.142  48.844  33.585  1.00  0.00

ATOM    469  OE1 GLU A  31      68.114  48.463  34.779  1.00  0.00

ATOM    470  OE2 GLU A  31      67.241  48.377  32.855  1.00  0.00

ATOM    471  C   GLU A  31      71.605  52.506  33.604  1.00  0.00

ATOM    472  O   GLU A  31      71.774  53.177  32.602  1.00  0.00

ATOM    473  N   LEU A  32      71.771  53.065  34.808  1.00  0.00

ATOM    474  H   LEU A  32      71.493  52.490  35.590  1.00  0.00

ATOM    475  CA  LEU A  32      72.115  54.434  35.122  1.00  0.00

ATOM    476  HA  LEU A  32      71.305  55.100  34.845  1.00  0.00

ATOM    477  CB  LEU A  32      72.121  54.554  36.650  1.00  0.00

ATOM    478  HB1 LEU A  32      72.681  53.740  37.101  1.00  0.00

ATOM    479  HB2 LEU A  32      71.111  54.369  37.007  1.00  0.00

ATOM    480  CG  LEU A  32      72.633  55.888  37.168  1.00  0.00

ATOM    481  HG  LEU A  32      73.669  55.940  36.854  1.00  0.00

ATOM    482  CD1 LEU A  32      71.730  57.029  36.704  1.00  0.00

ATOM    483 1HD1 LEU A  32      71.932  57.880  37.358  1.00  0.00

ATOM    484 2HD1 LEU A  32      72.198  57.265  35.747  1.00  0.00

ATOM    485 3HD1 LEU A  32      70.681  56.737  36.704  1.00  0.00

ATOM    486  CD2 LEU A  32      72.642  55.875  38.692  1.00  0.00

ATOM    487 1HD2 LEU A  32      71.655  55.660  39.087  1.00  0.00

ATOM    488 2HD2 LEU A  32      73.272  55.087  39.112  1.00  0.00

ATOM    489 3HD2 LEU A  32      72.948  56.870  39.028  1.00  0.00

ATOM    490  C   LEU A  32      73.395  54.970  34.498  1.00  0.00

ATOM    491  O   LEU A  32      73.521  56.101  34.034  1.00  0.00

ATOM    492  N   GLY A  33      74.405  54.103  34.579  1.00  0.00

ATOM    493  H   GLY A  33      74.195  53.261  35.097  1.00  0.00

ATOM    494  CA  GLY A  33      75.649  54.270  33.855  1.00  0.00

ATOM    495  HA1 GLY A  33      76.317  53.466  34.125  1.00  0.00

ATOM    496  HA2 GLY A  33      76.067  55.231  34.173  1.00  0.00

ATOM    497  C   GLY A  33      75.583  54.261  32.335  1.00  0.00

ATOM    498  O   GLY A  33      76.233  55.089  31.705  1.00  0.00

ATOM    499  N   THR A  34      74.643  53.487  31.799  1.00  0.00

ATOM    500  H   THR A  34      74.079  52.890  32.384  1.00  0.00

ATOM    501  CA  THR A  34      74.346  53.571  30.380  1.00  0.00

ATOM    502  HA  THR A  34      75.269  53.372  29.829  1.00  0.00

ATOM    503  CB  THR A  34      73.397  52.454  29.952  1.00  0.00

ATOM    504  HB  THR A  34      72.449  52.550  30.484  1.00  0.00

ATOM    505  CG2 THR A  34      73.241  52.447  28.433  1.00  0.00

ATOM    506 1HG2 THR A  34      72.815  53.340  27.988  1.00  0.00

ATOM    507 2HG2 THR A  34      74.227  52.358  27.977  1.00  0.00

ATOM    508 3HG2 THR A  34      72.638  51.603  28.083  1.00  0.00

ATOM    509  OG1 THR A  34      73.959  51.192  30.223  1.00  0.00

ATOM    510  HG1 THR A  34      74.133  51.097  31.168  1.00  0.00

ATOM    511  C   THR A  34      73.783  54.916  29.934  1.00  0.00

ATOM    512  O   THR A  34      74.367  55.448  28.993  1.00  0.00

ATOM    513  N   VAL A  35      72.973  55.665  30.682  1.00  0.00

ATOM    514  H   VAL A  35      72.556  55.340  31.540  1.00  0.00

ATOM    515  CA  VAL A  35      72.523  56.972  30.260  1.00  0.00

ATOM    516  HA  VAL A  35      72.246  56.938  29.208  1.00  0.00

ATOM    517  CB  VAL A  35      71.247  57.472  30.937  1.00  0.00

ATOM    518  HB  VAL A  35      71.566  58.094  31.782  1.00  0.00

ATOM    519  CG1 VAL A  35      70.326  58.164  29.937  1.00  0.00

ATOM    520 1HG1 VAL A  35      70.832  58.899  29.324  1.00  0.00

ATOM    521 2HG1 VAL A  35      69.846  57.403  29.323  1.00  0.00

ATOM    522 3HG1 VAL A  35      69.555  58.700  30.491  1.00  0.00

ATOM    523  CG2 VAL A  35      70.444  56.326  31.548  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.470  56.765  31.743  1.00  0.00

ATOM    525 2HG2 VAL A  35      70.359  55.568  30.765  1.00  0.00

ATOM    526 3HG2 VAL A  35      70.925  55.920  32.436  1.00  0.00

ATOM    527  C   VAL A  35      73.685  57.967  30.279  1.00  0.00

ATOM    528  O   VAL A  35      73.808  58.666  29.280  1.00  0.00

ATOM    529  N   MET A  36      74.532  57.998  31.306  1.00  0.00

ATOM    530  H   MET A  36      74.430  57.247  31.975  1.00  0.00

ATOM    531  CA  MET A  36      75.692  58.872  31.369  1.00  0.00

ATOM    532  HA  MET A  36      75.285  59.880  31.301  1.00  0.00

ATOM    533  CB  MET A  36      76.296  58.693  32.759  1.00  0.00

ATOM    534  HB1 MET A  36      77.300  59.114  32.766  1.00  0.00

ATOM    535  HB2 MET A  36      76.355  57.625  32.950  1.00  0.00

ATOM    536  CG  MET A  36      75.499  59.383  33.860  1.00  0.00

ATOM    537  HG1 MET A  36      74.418  59.272  33.834  1.00  0.00

ATOM    538  HG2 MET A  36      75.735  60.452  33.868  1.00  0.00

ATOM    539  SD  MET A  36      76.033  58.969  35.542  1.00  0.00

ATOM    540  CE  MET A  36      77.468  60.045  35.768  1.00  0.00

ATOM    541  HE1 MET A  36      77.195  61.099  35.872  1.00  0.00

ATOM    542  HE2 MET A  36      78.023  59.718  36.640  1.00  0.00

ATOM    543  HE3 MET A  36      78.169  59.937  34.939  1.00  0.00

ATOM    544  C   MET A  36      76.675  58.640  30.225  1.00  0.00

ATOM    545  O   MET A  36      77.136  59.598  29.612  1.00  0.00

ATOM    546  N   ARG A  37      77.000  57.388  29.871  1.00  0.00

ATOM    547  H   ARG A  37      76.660  56.664  30.492  1.00  0.00

ATOM    548  CA  ARG A  37      77.944  57.053  28.834  1.00  0.00

ATOM    549  HA  ARG A  37      78.856  57.615  29.003  1.00  0.00

ATOM    550  CB  ARG A  37      78.406  55.603  28.948  1.00  0.00

ATOM    551  HB1 ARG A  37      78.887  55.301  28.015  1.00  0.00

ATOM    552  HB2 ARG A  37      77.562  54.940  29.145  1.00  0.00

ATOM    553  CG  ARG A  37      79.427  55.398  30.066  1.00  0.00

ATOM    554  HG1 ARG A  37      78.925  55.646  31.003  1.00  0.00

ATOM    555  HG2 ARG A  37      80.178  56.195  30.017  1.00  0.00

ATOM    556  CD  ARG A  37      80.076  54.016  30.063  1.00  0.00

ATOM    557  HD1 ARG A  37      81.089  54.168  30.434  1.00  0.00

ATOM    558  HD2 ARG A  37      80.344  53.718  29.045  1.00  0.00

ATOM    559  NE  ARG A  37      79.206  53.017  30.673  1.00  0.00

ATOM    560  HE  ARG A  37      78.473  52.630  30.090  1.00  0.00

ATOM    561  CZ  ARG A  37      79.519  52.542  31.891  1.00  0.00

ATOM    562  NH1 ARG A  37      80.354  53.167  32.733  1.00  0.00

ATOM    563 1HH1 ARG A  37      80.908  53.899  32.310  1.00  0.00

ATOM    564 2HH1 ARG A  37      80.609  52.762  33.618  1.00  0.00

ATOM    565  NH2 ARG A  37      78.777  51.544  32.388  1.00  0.00

ATOM    566 1HH2 ARG A  37      78.220  51.076  31.684  1.00  0.00

ATOM    567 2HH2 ARG A  37      79.021  51.114  33.269  1.00  0.00

ATOM    568  C   ARG A  37      77.473  57.461  27.447  1.00  0.00

ATOM    569  O   ARG A  37      78.241  58.162  26.782  1.00  0.00

ATOM    570  N   SER A  38      76.201  57.138  27.214  1.00  0.00

ATOM    571  H   SER A  38      75.714  56.567  27.887  1.00  0.00

ATOM    572  CA  SER A  38      75.401  57.512  26.071  1.00  0.00

ATOM    573  HA  SER A  38      75.942  57.096  25.216  1.00  0.00

ATOM    574  CB  SER A  38      73.995  56.937  26.203  1.00  0.00

ATOM    575  HB1 SER A  38      73.404  57.285  25.361  1.00  0.00

ATOM    576  HB2 SER A  38      73.585  57.203  27.177  1.00  0.00

ATOM    577  OG  SER A  38      74.106  55.549  25.968  1.00  0.00

ATOM    578  HG  SER A  38      74.671  55.131  26.624  1.00  0.00

ATOM    579  C   SER A  38      75.192  59.018  25.901  1.00  0.00

ATOM    580  O   SER A  38      74.797  59.519  24.852  1.00  0.00

ATOM    581  N   LEU A  39      75.587  59.824  26.890  1.00  0.00

ATOM    582  H   LEU A  39      75.879  59.338  27.727  1.00  0.00

ATOM    583  CA  LEU A  39      75.613  61.265  27.000  1.00  0.00

ATOM    584  HA  LEU A  39      75.115  61.715  26.130  1.00  0.00

ATOM    585  CB  LEU A  39      74.821  61.673  28.243  1.00  0.00

ATOM    586  HB1 LEU A  39      75.178  62.646  28.564  1.00  0.00

ATOM    587  HB2 LEU A  39      74.916  61.052  29.127  1.00  0.00

ATOM    588  CG  LEU A  39      73.325  61.767  27.964  1.00  0.00

ATOM    589  HG  LEU A  39      72.920  60.936  27.391  1.00  0.00

ATOM    590  CD1 LEU A  39      72.691  61.761  29.354  1.00  0.00

ATOM    591 1HD1 LEU A  39      71.612  61.890  29.327  1.00  0.00

ATOM    592 2HD1 LEU A  39      72.924  60.863  29.924  1.00  0.00

ATOM    593 3HD1 LEU A  39      73.077  62.608  29.928  1.00  0.00

ATOM    594  CD2 LEU A  39      72.888  63.018  27.214  1.00  0.00

ATOM    595 1HD2 LEU A  39      73.300  62.973  26.201  1.00  0.00

ATOM    596 2HD2 LEU A  39      71.798  63.035  27.116  1.00  0.00

ATOM    597 3HD2 LEU A  39      73.240  63.959  27.639  1.00  0.00

ATOM    598  C   LEU A  39      76.990  61.910  27.063  1.00  0.00

ATOM    599  O   LEU A  39      77.053  63.134  27.067  1.00  0.00

ATOM    600  N   GLY A  40      78.053  61.118  26.947  1.00  0.00

ATOM    601  H   GLY A  40      77.918  60.145  26.708  1.00  0.00

ATOM    602  CA  GLY A  40      79.405  61.619  26.782  1.00  0.00

ATOM    603  HA1 GLY A  40      79.408  62.691  26.579  1.00  0.00

ATOM    604  HA2 GLY A  40      79.862  61.025  25.987  1.00  0.00

ATOM    605  C   GLY A  40      80.292  61.494  28.005  1.00  0.00

ATOM    606  O   GLY A  40      81.307  62.190  28.017  1.00  0.00

ATOM    607  N   GLN A  41      79.897  60.706  29.014  1.00  0.00

ATOM    608  H   GLN A  41      78.968  60.303  29.027  1.00  0.00

ATOM    609  CA  GLN A  41      80.420  60.895  30.348  1.00  0.00

ATOM    610  HA  GLN A  41      81.266  61.562  30.536  1.00  0.00

ATOM    611  CB  GLN A  41      79.259  61.206  31.282  1.00  0.00

ATOM    612  HB1 GLN A  41      79.590  61.359  32.313  1.00  0.00

ATOM    613  HB2 GLN A  41      78.614  60.338  31.404  1.00  0.00

ATOM    614  CG  GLN A  41      78.505  62.485  30.943  1.00  0.00

ATOM    615  HG1 GLN A  41      78.175  62.402  29.908  1.00  0.00

ATOM    616  HG2 GLN A  41      79.235  63.286  31.091  1.00  0.00

ATOM    617  CD  GLN A  41      77.366  62.871  31.879  1.00  0.00

ATOM    618  OE1 GLN A  41      77.403  62.708  33.098  1.00  0.00

ATOM    619  NE2 GLN A  41      76.259  63.373  31.326  1.00  0.00

ATOM    620 1HE2 GLN A  41      76.208  63.287  30.319  1.00  0.00

ATOM    621 2HE2 GLN A  41      75.416  63.578  31.849  1.00  0.00

ATOM    622  C   GLN A  41      81.053  59.564  30.738  1.00  0.00

ATOM    623  O   GLN A  41      80.898  58.536  30.084  1.00  0.00

ATOM    624  N   ASN A  42      81.868  59.582  31.796  1.00  0.00

ATOM    625  H   ASN A  42      81.939  60.452  32.317  1.00  0.00

ATOM    626  CA  ASN A  42      82.758  58.515  32.208  1.00  0.00

ATOM    627  HA  ASN A  42      82.437  57.560  31.790  1.00  0.00

ATOM    628  CB  ASN A  42      84.100  58.788  31.532  1.00  0.00

ATOM    629  HB1 ASN A  42      84.506  59.684  32.002  1.00  0.00

ATOM    630  HB2 ASN A  42      84.057  58.893  30.454  1.00  0.00

ATOM    631  CG  ASN A  42      85.079  57.656  31.817  1.00  0.00

ATOM    632  OD1 ASN A  42      84.795  56.475  31.961  1.00  0.00

ATOM    633  ND2 ASN A  42      86.349  58.026  31.624  1.00  0.00

ATOM    634 1HD2 ASN A  42      86.522  58.989  31.362  1.00  0.00

ATOM    635 2HD2 ASN A  42      87.096  57.365  31.749  1.00  0.00

ATOM    636  C   ASN A  42      82.797  58.274  33.703  1.00  0.00

ATOM    637  O   ASN A  42      83.658  58.775  34.424  1.00  0.00

ATOM    638  N   PRO A  43      81.787  57.607  34.268  1.00  0.00

ATOM    639  CD  PRO A  43      80.524  57.177  33.694  1.00  0.00

ATOM    640  HD1 PRO A  43      80.623  56.387  32.956  1.00  0.00

ATOM    641  HD2 PRO A  43      80.104  58.070  33.225  1.00  0.00

ATOM    642  CG  PRO A  43      79.600  56.662  34.798  1.00  0.00

ATOM    643  HG1 PRO A  43      79.560  55.583  34.792  1.00  0.00

ATOM    644  HG2 PRO A  43      78.628  57.175  34.814  1.00  0.00

ATOM    645  CB  PRO A  43      80.345  57.071  36.065  1.00  0.00

ATOM    646  HB1 PRO A  43      80.152  56.370  36.869  1.00  0.00

ATOM    647  HB2 PRO A  43      80.069  58.061  36.407  1.00  0.00

ATOM    648  CA  PRO A  43      81.815  57.120  35.633  1.00  0.00

ATOM    649  HA  PRO A  43      82.287  57.860  36.267  1.00  0.00

ATOM    650  C   PRO A  43      82.565  55.831  35.937  1.00  0.00

ATOM    651  O   PRO A  43      83.034  55.133  35.043  1.00  0.00

ATOM    652  N   THR A  44      82.612  55.460  37.228  1.00  0.00

ATOM    653  H   THR A  44      82.231  56.164  37.848  1.00  0.00

ATOM    654  CA  THR A  44      83.072  54.237  37.845  1.00  0.00

ATOM    655  HA  THR A  44      83.297  53.581  36.998  1.00  0.00

ATOM    656  CB  THR A  44      84.407  54.275  38.582  1.00  0.00

ATOM    657  HB  THR A  44      84.610  53.263  38.956  1.00  0.00

ATOM    658  CG2 THR A  44      85.501  54.714  37.615  1.00  0.00

ATOM    659 1HG2 THR A  44      85.051  55.446  36.958  1.00  0.00

ATOM    660 2HG2 THR A  44      86.308  55.137  38.202  1.00  0.00

ATOM    661 3HG2 THR A  44      85.873  53.844  37.062  1.00  0.00

ATOM    662  OG1 THR A  44      84.375  55.211  39.633  1.00  0.00

ATOM    663  HG1 THR A  44      84.228  56.093  39.291  1.00  0.00

ATOM    664  C   THR A  44      81.955  53.592  38.654  1.00  0.00

ATOM    665  O   THR A  44      80.999  54.279  39.010  1.00  0.00

ATOM    666  N   GLU A  45      81.963  52.283  38.920  1.00  0.00

ATOM    667  H   GLU A  45      82.718  51.783  38.459  1.00  0.00

ATOM    668  CA  GLU A  45      80.858  51.513  39.460  1.00  0.00

ATOM    669  HA  GLU A  45      80.081  51.768  38.739  1.00  0.00

ATOM    670  CB  GLU A  45      81.239  50.033  39.463  1.00  0.00

ATOM    671  HB1 GLU A  45      80.346  49.584  39.902  1.00  0.00

ATOM    672  HB2 GLU A  45      82.143  49.771  40.003  1.00  0.00

ATOM    673  CG  GLU A  45      81.403  49.498  38.044  1.00  0.00

ATOM    674  HG1 GLU A  45      82.234  48.804  38.129  1.00  0.00

ATOM    675  HG2 GLU A  45      81.690  50.244  37.294  1.00  0.00

ATOM    676  CD  GLU A  45      80.166  48.786  37.514  1.00  0.00

ATOM    677  OE1 GLU A  45      79.772  47.672  37.927  1.00  0.00

ATOM    678  OE2 GLU A  45      79.615  49.392  36.574  1.00  0.00

ATOM    679  C   GLU A  45      80.589  52.003  40.872  1.00  0.00

ATOM    680  O   GLU A  45      79.455  52.103  41.342  1.00  0.00

ATOM    681  N   ALA A  46      81.616  52.420  41.608  1.00  0.00

ATOM    682  H   ALA A  46      82.540  52.345  41.201  1.00  0.00

ATOM    683  CA  ALA A  46      81.625  52.851  42.990  1.00  0.00

ATOM    684  HA  ALA A  46      81.106  52.046  43.512  1.00  0.00

ATOM    685  CB  ALA A  46      83.100  52.857  43.369  1.00  0.00

ATOM    686  HB1 ALA A  46      83.438  51.821  43.334  1.00  0.00

ATOM    687  HB2 ALA A  46      83.680  53.570  42.789  1.00  0.00

ATOM    688  HB3 ALA A  46      83.207  53.268  44.379  1.00  0.00

ATOM    689  C   ALA A  46      81.008  54.230  43.167  1.00  0.00

ATOM    690  O   ALA A  46      80.315  54.475  44.141  1.00  0.00

ATOM    691  N   GLU A  47      81.178  55.053  42.129  1.00  0.00

ATOM    692  H   GLU A  47      81.691  54.747  41.316  1.00  0.00

ATOM    693  CA  GLU A  47      80.588  56.345  41.844  1.00  0.00

ATOM    694  HA  GLU A  47      80.507  56.904  42.776  1.00  0.00

ATOM    695  CB  GLU A  47      81.446  57.155  40.878  1.00  0.00

ATOM    696  HB1 GLU A  47      80.863  58.026  40.574  1.00  0.00

ATOM    697  HB2 GLU A  47      81.584  56.543  39.987  1.00  0.00

ATOM    698  CG  GLU A  47      82.698  57.569  41.651  1.00  0.00

ATOM    699  HG1 GLU A  47      83.196  56.674  42.025  1.00  0.00

ATOM    700  HG2 GLU A  47      82.501  58.144  42.554  1.00  0.00

ATOM    701  CD  GLU A  47      83.621  58.194  40.610  1.00  0.00

ATOM    702  OE1 GLU A  47      84.327  59.183  40.917  1.00  0.00

ATOM    703  OE2 GLU A  47      83.654  57.777  39.427  1.00  0.00

ATOM    704  C   GLU A  47      79.128  56.189  41.429  1.00  0.00

ATOM    705  O   GLU A  47      78.347  57.040  41.841  1.00  0.00

ATOM    706  N   LEU A  48      78.768  55.100  40.746  1.00  0.00

ATOM    707  H   LEU A  48      79.436  54.571  40.198  1.00  0.00

ATOM    708  CA  LEU A  48      77.387  54.861  40.410  1.00  0.00

ATOM    709  HA  LEU A  48      76.908  55.819  40.234  1.00  0.00

ATOM    710  CB  LEU A  48      77.295  53.883  39.240  1.00  0.00

ATOM    711  HB1 LEU A  48      76.227  53.668  39.257  1.00  0.00

ATOM    712  HB2 LEU A  48      77.881  52.974  39.390  1.00  0.00

ATOM    713  CG  LEU A  48      77.657  54.513  37.891  1.00  0.00

ATOM    714  HG  LEU A  48      78.674  54.894  37.926  1.00  0.00

ATOM    715  CD1 LEU A  48      77.714  53.565  36.695  1.00  0.00

ATOM    716 1HD1 LEU A  48      78.578  52.925  36.871  1.00  0.00

ATOM    717 2HD1 LEU A  48      76.823  52.958  36.573  1.00  0.00

ATOM    718 3HD1 LEU A  48      77.819  54.074  35.728  1.00  0.00

ATOM    719  CD2 LEU A  48      76.641  55.598  37.552  1.00  0.00

ATOM    720 1HD2 LEU A  48      76.920  56.021  36.584  1.00  0.00

ATOM    721 2HD2 LEU A  48      75.624  55.225  37.441  1.00  0.00

ATOM    722 3HD2 LEU A  48      76.601  56.436  38.249  1.00  0.00

ATOM    723  C   LEU A  48      76.621  54.290  41.595  1.00  0.00

ATOM    724  O   LEU A  48      75.459  54.643  41.781  1.00  0.00

ATOM    725  N   GLN A  49      77.229  53.464  42.453  1.00  0.00

ATOM    726  H   GLN A  49      78.194  53.246  42.266  1.00  0.00

ATOM    727  CA  GLN A  49      76.636  52.856  43.629  1.00  0.00

ATOM    728  HA  GLN A  49      75.622  52.551  43.382  1.00  0.00

ATOM    729  CB  GLN A  49      77.566  51.825  44.268  1.00  0.00

ATOM    730  HB1 GLN A  49      77.466  51.737  45.349  1.00  0.00

ATOM    731  HB2 GLN A  49      78.603  52.082  44.064  1.00  0.00

ATOM    732  CG  GLN A  49      77.350  50.447  43.639  1.00  0.00

ATOM    733  HG1 GLN A  49      77.372  50.477  42.549  1.00  0.00

ATOM    734  HG2 GLN A  49      76.350  50.076  43.875  1.00  0.00

ATOM    735  CD  GLN A  49      78.324  49.388  44.133  1.00  0.00

ATOM    736  OE1 GLN A  49      78.766  49.331  45.275  1.00  0.00

ATOM    737  NE2 GLN A  49      78.577  48.366  43.318  1.00  0.00

ATOM    738 1HE2 GLN A  49      78.166  48.448  42.392  1.00  0.00

ATOM    739 2HE2 GLN A  49      79.217  47.628  43.594  1.00  0.00

ATOM    740  C   GLN A  49      76.365  53.985  44.612  1.00  0.00

ATOM    741  O   GLN A  49      75.429  53.892  45.396  1.00  0.00

ATOM    742  N   ASP A  50      77.223  55.011  44.598  1.00  0.00

ATOM    743  H   ASP A  50      78.109  54.931  44.115  1.00  0.00

ATOM    744  CA  ASP A  50      77.091  56.262  45.320  1.00  0.00

ATOM    745  HA  ASP A  50      76.755  56.015  46.335  1.00  0.00

ATOM    746  CB  ASP A  50      78.474  56.907  45.359  1.00  0.00

ATOM    747  HB1 ASP A  50      78.705  57.269  44.360  1.00  0.00

ATOM    748  HB2 ASP A  50      79.235  56.196  45.675  1.00  0.00

ATOM    749  CG  ASP A  50      78.603  58.067  46.334  1.00  0.00

ATOM    750  OD1 ASP A  50      78.960  57.849  47.519  1.00  0.00

ATOM    751  OD2 ASP A  50      78.363  59.216  45.924  1.00  0.00

ATOM    752  C   ASP A  50      76.048  57.199  44.731  1.00  0.00

ATOM    753  O   ASP A  50      75.261  57.775  45.478  1.00  0.00

ATOM    754  N   MET A  51      76.012  57.327  43.403  1.00  0.00

ATOM    755  H   MET A  51      76.650  56.833  42.799  1.00  0.00

ATOM    756  CA  MET A  51      74.878  58.036  42.850  1.00  0.00

ATOM    757  HA  MET A  51      74.932  59.030  43.302  1.00  0.00

ATOM    758  CB  MET A  51      75.064  58.124  41.341  1.00  0.00

ATOM    759  HB1 MET A  51      74.851  57.144  40.909  1.00  0.00

ATOM    760  HB2 MET A  51      76.094  58.410  41.115  1.00  0.00

ATOM    761  CG  MET A  51      74.009  59.084  40.795  1.00  0.00

ATOM    762  HG1 MET A  51      73.969  60.065  41.255  1.00  0.00

ATOM    763  HG2 MET A  51      73.048  58.569  40.834  1.00  0.00

ATOM    764  SD  MET A  51      74.222  59.444  39.031  1.00  0.00

ATOM    765  CE  MET A  51      75.556  60.649  39.131  1.00  0.00

ATOM    766  HE1 MET A  51      75.128  61.589  39.493  1.00  0.00

ATOM    767  HE2 MET A  51      76.322  60.405  39.871  1.00  0.00

ATOM    768  HE3 MET A  51      76.044  60.815  38.170  1.00  0.00

ATOM    769  C   MET A  51      73.504  57.462  43.202  1.00  0.00

ATOM    770  O   MET A  51      72.564  58.143  43.616  1.00  0.00

ATOM    771  N   ILE A  52      73.411  56.157  42.978  1.00  0.00

ATOM    772  H   ILE A  52      74.250  55.671  42.698  1.00  0.00

ATOM    773  CA  ILE A  52      72.165  55.419  43.094  1.00  0.00

ATOM    774  HA  ILE A  52      71.532  56.002  42.420  1.00  0.00

ATOM    775  CB  ILE A  52      72.216  53.998  42.553  1.00  0.00

ATOM    776  HB  ILE A  52      72.966  53.903  41.764  1.00  0.00

ATOM    777  CG2 ILE A  52      72.338  52.937  43.648  1.00  0.00

ATOM    778 1HG2 ILE A  52      72.573  51.939  43.265  1.00  0.00

ATOM    779 2HG2 ILE A  52      73.092  53.253  44.369  1.00  0.00

ATOM    780 3HG2 ILE A  52      71.379  52.791  44.151  1.00  0.00

ATOM    781  CG1 ILE A  52      70.881  53.866  41.822  1.00  0.00

ATOM    782 1HG1 ILE A  52      70.837  54.576  40.987  1.00  0.00

ATOM    783 2HG1 ILE A  52      70.137  53.826  42.615  1.00  0.00

ATOM    784  CD  ILE A  52      70.606  52.527  41.160  1.00  0.00

ATOM    785  HD1 ILE A  52      69.841  52.580  40.390  1.00  0.00

ATOM    786  HD2 ILE A  52      71.476  52.306  40.535  1.00  0.00

ATOM    787  HD3 ILE A  52      70.276  51.738  41.837  1.00  0.00

ATOM    788  C   ILE A  52      71.682  55.575  44.527  1.00  0.00

ATOM    789  O   ILE A  52      70.482  55.721  44.770  1.00  0.00

ATOM    790  N   ASN A  53      72.632  55.671  45.456  1.00  0.00

ATOM    791  H   ASN A  53      73.620  55.652  45.273  1.00  0.00

ATOM    792  CA  ASN A  53      72.337  55.869  46.865  1.00  0.00

ATOM    793  HA  ASN A  53      71.645  55.086  47.182  1.00  0.00

ATOM    794  CB  ASN A  53      73.549  55.582  47.735  1.00  0.00

ATOM    795  HB1 ASN A  53      74.391  56.267  47.622  1.00  0.00

ATOM    796  HB2 ASN A  53      73.948  54.621  47.401  1.00  0.00

ATOM    797  CG  ASN A  53      73.161  55.412  49.187  1.00  0.00

ATOM    798  OD1 ASN A  53      73.290  56.351  49.981  1.00  0.00

ATOM    799  ND2 ASN A  53      72.712  54.222  49.600  1.00  0.00

ATOM    800 1HD2 ASN A  53      72.733  53.466  48.933  1.00  0.00

ATOM    801 2HD2 ASN A  53      72.373  54.146  50.553  1.00  0.00

ATOM    802  C   ASN A  53      71.596  57.145  47.215  1.00  0.00

ATOM    803  O   ASN A  53      71.122  57.267  48.349  1.00  0.00

ATOM    804  N   GLU A  54      71.443  58.142  46.333  1.00  0.00

ATOM    805  H   GLU A  54      71.869  58.073  45.419  1.00  0.00

ATOM    806  CA  GLU A  54      70.667  59.337  46.574  1.00  0.00

ATOM    807  HA  GLU A  54      70.758  59.587  47.633  1.00  0.00

ATOM    808  CB  GLU A  54      71.144  60.570  45.800  1.00  0.00

ATOM    809  HB1 GLU A  54      70.235  61.115  45.538  1.00  0.00

ATOM    810  HB2 GLU A  54      71.715  60.251  44.928  1.00  0.00

ATOM    811  CG  GLU A  54      72.036  61.471  46.653  1.00  0.00

ATOM    812  HG1 GLU A  54      72.385  62.294  46.023  1.00  0.00

ATOM    813  HG2 GLU A  54      72.830  60.763  46.880  1.00  0.00

ATOM    814  CD  GLU A  54      71.437  62.120  47.890  1.00  0.00

ATOM    815  OE1 GLU A  54      71.532  61.435  48.933  1.00  0.00

ATOM    816  OE2 GLU A  54      70.938  63.264  47.882  1.00  0.00

ATOM    817  C   GLU A  54      69.195  59.084  46.302  1.00  0.00

ATOM    818  O   GLU A  54      68.356  59.964  46.480  1.00  0.00

ATOM    819  N   VAL A  55      68.906  57.862  45.842  1.00  0.00

ATOM    820  H   VAL A  55      69.686  57.249  45.683  1.00  0.00

ATOM    821  CA  VAL A  55      67.617  57.394  45.366  1.00  0.00

ATOM    822  HA  VAL A  55      66.894  58.196  45.557  1.00  0.00

ATOM    823  CB  VAL A  55      67.570  57.339  43.838  1.00  0.00

ATOM    824  HB  VAL A  55      68.042  56.405  43.527  1.00  0.00

ATOM    825  CG1 VAL A  55      66.125  57.308  43.352  1.00  0.00

ATOM    826 1HG1 VAL A  55      65.577  58.236  43.523  1.00  0.00

ATOM    827 2HG1 VAL A  55      66.132  57.133  42.277  1.00  0.00

ATOM    828 3HG1 VAL A  55      65.593  56.482  43.829  1.00  0.00

ATOM    829  CG2 VAL A  55      68.159  58.606  43.218  1.00  0.00

ATOM    830 1HG2 VAL A  55      67.723  59.491  43.678  1.00  0.00

ATOM    831 2HG2 VAL A  55      69.215  58.578  43.480  1.00  0.00

ATOM    832 3HG2 VAL A  55      67.970  58.541  42.147  1.00  0.00

ATOM    833  C   VAL A  55      67.225  56.128  46.100  1.00  0.00

ATOM    834  O   VAL A  55      66.295  56.178  46.899  1.00  0.00

ATOM    835  N   ASP A  56      68.084  55.099  46.138  1.00  0.00

ATOM    836  H   ASP A  56      68.925  55.155  45.588  1.00  0.00

ATOM    837  CA  ASP A  56      68.009  53.874  46.909  1.00  0.00

ATOM    838  HA  ASP A  56      67.115  53.315  46.635  1.00  0.00

ATOM    839  CB  ASP A  56      69.160  52.957  46.506  1.00  0.00

ATOM    840  HB1 ASP A  56      70.045  53.596  46.573  1.00  0.00

ATOM    841  HB2 ASP A  56      69.038  52.559  45.505  1.00  0.00

ATOM    842  CG  ASP A  56      69.197  51.729  47.410  1.00  0.00

ATOM    843  OD1 ASP A  56      68.109  51.127  47.549  1.00  0.00

ATOM    844  OD2 ASP A  56      70.283  51.298  47.825  1.00  0.00

ATOM    845  C   ASP A  56      67.942  54.115  48.409  1.00  0.00

ATOM    846  O   ASP A  56      68.763  54.884  48.911  1.00  0.00

ATOM    847  N   ALA A  57      66.964  53.552  49.113  1.00  0.00

ATOM    848  H   ALA A  57      66.363  52.911  48.598  1.00  0.00

ATOM    849  CA  ALA A  57      66.429  53.917  50.403  1.00  0.00

ATOM    850  HA  ALA A  57      67.061  54.676  50.850  1.00  0.00

ATOM    851  CB  ALA A  57      64.979  54.368  50.238  1.00  0.00

ATOM    852  HB1 ALA A  57      64.437  53.659  49.606  1.00  0.00

ATOM    853  HB2 ALA A  57      64.505  54.523  51.205  1.00  0.00

ATOM    854  HB3 ALA A  57      64.953  55.312  49.680  1.00  0.00

ATOM    855  C   ALA A  57      66.491  52.686  51.308  1.00  0.00

ATOM    856  O   ALA A  57      67.052  52.736  52.402  1.00  0.00

ATOM    857  N   ASP A  58      65.977  51.540  50.854  1.00  0.00

ATOM    858  H   ASP A  58      65.513  51.550  49.949  1.00  0.00

ATOM    859  CA  ASP A  58      66.123  50.272  51.531  1.00  0.00

ATOM    860  HA  ASP A  58      65.972  50.587  52.554  1.00  0.00

ATOM    861  CB  ASP A  58      64.984  49.361  51.075  1.00  0.00

ATOM    862  HB1 ASP A  58      64.036  49.889  50.988  1.00  0.00

ATOM    863  HB2 ASP A  58      64.806  48.596  51.823  1.00  0.00

ATOM    864  CG  ASP A  58      65.169  48.617  49.767  1.00  0.00

ATOM    865  OD1 ASP A  58      65.630  49.255  48.792  1.00  0.00

ATOM    866  OD2 ASP A  58      64.662  47.480  49.632  1.00  0.00

ATOM    867  C   ASP A  58      67.473  49.567  51.509  1.00  0.00

ATOM    868  O   ASP A  58      67.806  48.638  52.242  1.00  0.00

ATOM    869  N   GLY A  59      68.451  50.168  50.827  1.00  0.00

ATOM    870  H   GLY A  59      68.183  50.903  50.181  1.00  0.00

ATOM    871  CA  GLY A  59      69.857  49.839  50.766  1.00  0.00

ATOM    872  HA1 GLY A  59      70.224  49.537  51.747  1.00  0.00

ATOM    873  HA2 GLY A  59      70.477  50.659  50.408  1.00  0.00

ATOM    874  C   GLY A  59      70.205  48.603  49.945  1.00  0.00

ATOM    875  O   GLY A  59      70.659  47.647  50.571  1.00  0.00

ATOM    876  N   ASN A  60      69.846  48.458  48.673  1.00  0.00

ATOM    877  H   ASN A  60      69.528  49.331  48.259  1.00  0.00

ATOM    878  CA  ASN A  60      70.305  47.413  47.786  1.00  0.00

ATOM    879  HA  ASN A  60      71.069  46.871  48.334  1.00  0.00

ATOM    880  CB  ASN A  60      69.092  46.478  47.715  1.00  0.00

ATOM    881  HB1 ASN A  60      68.808  46.185  48.720  1.00  0.00

ATOM    882  HB2 ASN A  60      69.371  45.549  47.225  1.00  0.00

ATOM    883  CG  ASN A  60      67.844  46.983  47.006  1.00  0.00

ATOM    884  OD1 ASN A  60      67.748  48.089  46.464  1.00  0.00

ATOM    885  ND2 ASN A  60      66.827  46.117  46.991  1.00  0.00

ATOM    886 1HD2 ASN A  60      66.920  45.155  47.287  1.00  0.00

ATOM    887 2HD2 ASN A  60      65.993  46.329  46.466  1.00  0.00

ATOM    888  C   ASN A  60      70.871  47.812  46.430  1.00  0.00

ATOM    889  O   ASN A  60      70.964  46.893  45.615  1.00  0.00

ATOM    890  N   GLY A  61      71.119  49.103  46.208  1.00  0.00

ATOM    891  H   GLY A  61      70.930  49.702  47.004  1.00  0.00

ATOM    892  CA  GLY A  61      71.732  49.629  45.002  1.00  0.00

ATOM    893  HA1 GLY A  61      72.738  49.240  44.853  1.00  0.00

ATOM    894  HA2 GLY A  61      71.981  50.646  45.288  1.00  0.00

ATOM    895  C   GLY A  61      71.048  49.411  43.654  1.00  0.00

ATOM    896  O   GLY A  61      71.702  49.339  42.610  1.00  0.00

ATOM    897  N   THR A  62      69.716  49.297  43.610  1.00  0.00

ATOM    898  H   THR A  62      69.235  49.371  44.491  1.00  0.00

ATOM    899  CA  THR A  62      68.781  49.322  42.510  1.00  0.00

ATOM    900  HA  THR A  62      69.293  49.762  41.648  1.00  0.00

ATOM    901  CB  THR A  62      68.418  47.915  42.049  1.00  0.00

ATOM    902  HB  THR A  62      69.286  47.262  42.176  1.00  0.00

ATOM    903  CG2 THR A  62      67.165  47.290  42.661  1.00  0.00

ATOM    904 1HG2 THR A  62      67.233  47.258  43.751  1.00  0.00

ATOM    905 2HG2 THR A  62      66.313  47.908  42.354  1.00  0.00

ATOM    906 3HG2 THR A  62      67.006  46.278  42.299  1.00  0.00

ATOM    907  OG1 THR A  62      68.281  48.003  40.648  1.00  0.00

ATOM    908  HG1 THR A  62      68.121  47.088  40.412  1.00  0.00

ATOM    909  C   THR A  62      67.596  50.224  42.833  1.00  0.00

ATOM    910  O   THR A  62      67.200  50.291  44.001  1.00  0.00

ATOM    911  N   ILE A  63      66.957  50.966  41.930  1.00  0.00

ATOM    912  H   ILE A  63      67.367  50.905  41.013  1.00  0.00

ATOM    913  CA  ILE A  63      65.830  51.850  42.183  1.00  0.00

ATOM    914  HA  ILE A  63      65.827  52.191  43.214  1.00  0.00

ATOM    915  CB  ILE A  63      65.953  53.082  41.298  1.00  0.00

ATOM    916  HB  ILE A  63      66.061  52.756  40.265  1.00  0.00

ATOM    917  CG2 ILE A  63      64.778  54.061  41.440  1.00  0.00

ATOM    918 1HG2 ILE A  63      63.892  53.501  41.152  1.00  0.00

ATOM    919 2HG2 ILE A  63      64.590  54.402  42.452  1.00  0.00

ATOM    920 3HG2 ILE A  63      64.881  54.981  40.861  1.00  0.00

ATOM    921  CG1 ILE A  63      67.186  53.911  41.619  1.00  0.00

ATOM    922 1HG1 ILE A  63      68.004  53.231  41.855  1.00  0.00

ATOM    923 2HG1 ILE A  63      66.969  54.589  42.447  1.00  0.00

ATOM    924  CD  ILE A  63      67.693  54.584  40.349  1.00  0.00

ATOM    925  HD1 ILE A  63      66.862  55.061  39.819  1.00  0.00

ATOM    926  HD2 ILE A  63      68.426  55.362  40.555  1.00  0.00

ATOM    927  HD3 ILE A  63      68.040  53.818  39.657  1.00  0.00

ATOM    928  C   ILE A  63      64.480  51.182  42.005  1.00  0.00

ATOM    929  O   ILE A  63      64.227  50.715  40.891  1.00  0.00

ATOM    930  N   ASP A  64      63.710  51.007  43.079  1.00  0.00

ATOM    931  H   ASP A  64      63.976  51.375  43.973  1.00  0.00

ATOM    932  CA  ASP A  64      62.314  50.635  42.944  1.00  0.00

ATOM    933  HA  ASP A  64      62.177  50.031  42.047  1.00  0.00

ATOM    934  CB  ASP A  64      61.921  49.642  44.040  1.00  0.00

ATOM    935  HB1 ASP A  64      62.506  48.750  43.809  1.00  0.00

ATOM    936  HB2 ASP A  64      60.868  49.404  43.847  1.00  0.00

ATOM    937  CG  ASP A  64      62.174  50.286  45.389  1.00  0.00

ATOM    938  OD1 ASP A  64      63.161  49.838  46.012  1.00  0.00

ATOM    939  OD2 ASP A  64      61.355  51.053  45.947  1.00  0.00

ATOM    940  C   ASP A  64      61.452  51.880  42.790  1.00  0.00

ATOM    941  O   ASP A  64      61.897  52.993  43.041  1.00  0.00

ATOM    942  N   PHE A  65      60.226  51.747  42.272  1.00  0.00

ATOM    943  H   PHE A  65      59.872  50.811  42.169  1.00  0.00

ATOM    944  CA  PHE A  65      59.431  52.851  41.769  1.00  0.00

ATOM    945  HA  PHE A  65      60.017  53.541  41.168  1.00  0.00

ATOM    946  CB  PHE A  65      58.334  52.280  40.873  1.00  0.00

ATOM    947  HB1 PHE A  65      57.664  51.625  41.426  1.00  0.00

ATOM    948  HB2 PHE A  65      58.854  51.657  40.146  1.00  0.00

ATOM    949  CG  PHE A  65      57.650  53.318  40.013  1.00  0.00

ATOM    950  CD1 PHE A  65      56.261  53.296  39.862  1.00  0.00

ATOM    951  HD1 PHE A  65      55.660  52.656  40.492  1.00  0.00

ATOM    952  CE1 PHE A  65      55.614  54.165  38.974  1.00  0.00

ATOM    953  HE1 PHE A  65      54.546  54.077  38.818  1.00  0.00

ATOM    954  CZ  PHE A  65      56.371  55.116  38.272  1.00  0.00

ATOM    955  HZ  PHE A  65      55.904  55.705  37.505  1.00  0.00

ATOM    956  CE2 PHE A  65      57.763  55.166  38.441  1.00  0.00

ATOM    957  HE2 PHE A  65      58.368  55.865  37.891  1.00  0.00

ATOM    958  CD2 PHE A  65      58.401  54.231  39.259  1.00  0.00

ATOM    959  HD2 PHE A  65      59.475  54.086  39.239  1.00  0.00

ATOM    960  C   PHE A  65      59.033  53.812  42.885  1.00  0.00

ATOM    961  O   PHE A  65      59.101  55.009  42.627  1.00  0.00

ATOM    962  N   PRO A  66      58.615  53.456  44.098  1.00  0.00

ATOM    963  CD  PRO A  66      58.198  52.117  44.458  1.00  0.00

ATOM    964  HD1 PRO A  66      59.095  51.498  44.584  1.00  0.00

ATOM    965  HD2 PRO A  66      57.582  51.643  43.687  1.00  0.00

ATOM    966  CG  PRO A  66      57.477  52.249  45.797  1.00  0.00

ATOM    967  HG1 PRO A  66      57.442  51.323  46.371  1.00  0.00

ATOM    968  HG2 PRO A  66      56.474  52.642  45.605  1.00  0.00

ATOM    969  CB  PRO A  66      58.294  53.360  46.460  1.00  0.00

ATOM    970  HB1 PRO A  66      59.216  52.934  46.860  1.00  0.00

ATOM    971  HB2 PRO A  66      57.597  53.792  47.167  1.00  0.00

ATOM    972  CA  PRO A  66      58.478  54.294  45.271  1.00  0.00

ATOM    973  HA  PRO A  66      57.667  55.012  45.174  1.00  0.00

ATOM    974  C   PRO A  66      59.666  55.171  45.633  1.00  0.00

ATOM    975  O   PRO A  66      59.486  56.348  45.935  1.00  0.00

ATOM    976  N   GLU A  67      60.922  54.719  45.605  1.00  0.00

ATOM    977  H   GLU A  67      61.023  53.757  45.293  1.00  0.00

ATOM    978  CA  GLU A  67      62.123  55.528  45.668  1.00  0.00

ATOM    979  HA  GLU A  67      62.105  56.115  46.585  1.00  0.00

ATOM    980  CB  GLU A  67      63.384  54.678  45.562  1.00  0.00

ATOM    981  HB1 GLU A  67      64.309  55.257  45.587  1.00  0.00

ATOM    982  HB2 GLU A  67      63.365  54.134  44.616  1.00  0.00

ATOM    983  CG  GLU A  67      63.448  53.718  46.751  1.00  0.00

ATOM    984  HG1 GLU A  67      62.453  53.298  46.916  1.00  0.00

ATOM    985  HG2 GLU A  67      63.669  54.344  47.612  1.00  0.00

ATOM    986  CD  GLU A  67      64.448  52.579  46.651  1.00  0.00

ATOM    987  OE1 GLU A  67      64.898  52.168  45.568  1.00  0.00

ATOM    988  OE2 GLU A  67      64.866  51.986  47.666  1.00  0.00

ATOM    989  C   GLU A  67      62.160  56.608  44.607  1.00  0.00

ATOM    990  O   GLU A  67      62.312  57.793  44.898  1.00  0.00

ATOM    991  N   PHE A  68      62.000  56.201  43.344  1.00  0.00

ATOM    992  H   PHE A  68      62.154  55.209  43.235  1.00  0.00

ATOM    993  CA  PHE A  68      61.969  57.122  42.221  1.00  0.00

ATOM    994  HA  PHE A  68      62.918  57.655  42.213  1.00  0.00

ATOM    995  CB  PHE A  68      61.851  56.334  40.925  1.00  0.00

ATOM    996  HB1 PHE A  68      60.851  55.927  40.776  1.00  0.00

ATOM    997  HB2 PHE A  68      62.438  55.421  41.029  1.00  0.00

ATOM    998  CG  PHE A  68      62.088  56.995  39.587  1.00  0.00

ATOM    999  CD1 PHE A  68      63.255  56.632  38.900  1.00  0.00

ATOM   1000  HD1 PHE A  68      63.934  55.882  39.269  1.00  0.00

ATOM   1001  CE1 PHE A  68      63.643  57.234  37.699  1.00  0.00

ATOM   1002  HE1 PHE A  68      64.436  56.767  37.134  1.00  0.00

ATOM   1003  CZ  PHE A  68      62.774  58.155  37.106  1.00  0.00

ATOM   1004  HZ  PHE A  68      63.050  58.556  36.134  1.00  0.00

ATOM   1005  CE2 PHE A  68      61.643  58.554  37.822  1.00  0.00

ATOM   1006  HE2 PHE A  68      61.061  59.353  37.388  1.00  0.00

ATOM   1007  CD2 PHE A  68      61.244  57.956  39.029  1.00  0.00

ATOM   1008  HD2 PHE A  68      60.399  58.313  39.594  1.00  0.00

ATOM   1009  C   PHE A  68      60.857  58.149  42.386  1.00  0.00

ATOM   1010  O   PHE A  68      61.100  59.357  42.451  1.00  0.00

ATOM   1011  N   LEU A  69      59.645  57.647  42.620  1.00  0.00

ATOM   1012  H   LEU A  69      59.444  56.671  42.471  1.00  0.00

ATOM   1013  CA  LEU A  69      58.545  58.563  42.817  1.00  0.00

ATOM   1014  HA  LEU A  69      58.343  59.068  41.874  1.00  0.00

ATOM   1015  CB  LEU A  69      57.279  57.749  43.074  1.00  0.00

ATOM   1016  HB1 LEU A  69      56.513  58.360  43.559  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.595  56.993  43.785  1.00  0.00

ATOM   1018  CG  LEU A  69      56.683  57.025  41.874  1.00  0.00

ATOM   1019  HG  LEU A  69      57.421  56.458  41.312  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.652  56.036  42.403  1.00  0.00

ATOM   1021 1HD1 LEU A  69      56.204  55.250  42.919  1.00  0.00

ATOM   1022 2HD1 LEU A  69      54.931  56.590  43.010  1.00  0.00

ATOM   1023 3HD1 LEU A  69      55.114  55.679  41.524  1.00  0.00

ATOM   1024  CD2 LEU A  69      55.998  58.032  40.950  1.00  0.00

ATOM   1025 1HD2 LEU A  69      55.486  57.599  40.085  1.00  0.00

ATOM   1026 2HD2 LEU A  69      55.290  58.659  41.473  1.00  0.00

ATOM   1027 3HD2 LEU A  69      56.765  58.697  40.540  1.00  0.00

ATOM   1028  C   LEU A  69      58.775  59.475  44.017  1.00  0.00

ATOM   1029  O   LEU A  69      58.514  60.676  43.937  1.00  0.00

ATOM   1030  N   THR A  70      59.335  59.025  45.140  1.00  0.00

ATOM   1031  H   THR A  70      59.682  58.084  45.271  1.00  0.00

ATOM   1032  CA  THR A  70      59.591  59.818  46.320  1.00  0.00

ATOM   1033  HA  THR A  70      58.679  60.307  46.671  1.00  0.00

ATOM   1034  CB  THR A  70      60.012  58.927  47.483  1.00  0.00

ATOM   1035  HB  THR A  70      60.940  58.365  47.469  1.00  0.00

ATOM   1036  CG2 THR A  70      60.033  59.753  48.770  1.00  0.00

ATOM   1037 1HG2 THR A  70      59.690  59.147  49.601  1.00  0.00

ATOM   1038 2HG2 THR A  70      61.049  60.105  48.931  1.00  0.00

ATOM   1039 3HG2 THR A  70      59.343  60.580  48.592  1.00  0.00

ATOM   1040  OG1 THR A  70      59.000  57.976  47.740  1.00  0.00

ATOM   1041  HG1 THR A  70      59.104  57.291  47.084  1.00  0.00

ATOM   1042  C   THR A  70      60.579  60.936  45.996  1.00  0.00

ATOM   1043  O   THR A  70      60.244  62.097  46.230  1.00  0.00

ATOM   1044  N   MET A  71      61.738  60.511  45.483  1.00  0.00

ATOM   1045  H   MET A  71      61.890  59.522  45.419  1.00  0.00

ATOM   1046  CA  MET A  71      62.766  61.396  44.981  1.00  0.00

ATOM   1047  HA  MET A  71      63.184  61.876  45.872  1.00  0.00

ATOM   1048  CB  MET A  71      63.863  60.527  44.358  1.00  0.00

ATOM   1049  HB1 MET A  71      63.494  59.960  43.502  1.00  0.00

ATOM   1050  HB2 MET A  71      64.119  59.716  45.043  1.00  0.00

ATOM   1051  CG  MET A  71      65.202  61.123  43.948  1.00  0.00

ATOM   1052  HG1 MET A  71      65.837  60.367  43.483  1.00  0.00

ATOM   1053  HG2 MET A  71      65.797  61.465  44.801  1.00  0.00

ATOM   1054  SD  MET A  71      65.350  62.274  42.557  1.00  0.00

ATOM   1055  CE  MET A  71      67.158  62.395  42.581  1.00  0.00

ATOM   1056  HE1 MET A  71      67.528  62.946  41.714  1.00  0.00

ATOM   1057  HE2 MET A  71      67.465  62.726  43.571  1.00  0.00

ATOM   1058  HE3 MET A  71      67.503  61.373  42.459  1.00  0.00

ATOM   1059  C   MET A  71      62.215  62.433  44.016  1.00  0.00

ATOM   1060  O   MET A  71      62.428  63.622  44.242  1.00  0.00

ATOM   1061  N   MET A  72      61.522  62.107  42.928  1.00  0.00

ATOM   1062  H   MET A  72      61.351  61.116  42.786  1.00  0.00

ATOM   1063  CA  MET A  72      60.920  62.967  41.934  1.00  0.00

ATOM   1064  HA  MET A  72      61.607  63.727  41.557  1.00  0.00

ATOM   1065  CB  MET A  72      60.350  62.174  40.760  1.00  0.00

ATOM   1066  HB1 MET A  72      59.870  62.890  40.088  1.00  0.00

ATOM   1067  HB2 MET A  72      59.543  61.507  41.053  1.00  0.00

ATOM   1068  CG  MET A  72      61.415  61.414  39.980  1.00  0.00

ATOM   1069  HG1 MET A  72      61.027  60.811  39.166  1.00  0.00

ATOM   1070  HG2 MET A  72      61.965  60.662  40.550  1.00  0.00

ATOM   1071  SD  MET A  72      62.689  62.517  39.327  1.00  0.00

ATOM   1072  CE  MET A  72      63.955  61.278  38.980  1.00  0.00

ATOM   1073  HE1 MET A  72      64.199  60.705  39.877  1.00  0.00

ATOM   1074  HE2 MET A  72      63.721  60.504  38.248  1.00  0.00

ATOM   1075  HE3 MET A  72      64.903  61.726  38.674  1.00  0.00

ATOM   1076  C   MET A  72      59.815  63.853  42.510  1.00  0.00

ATOM   1077  O   MET A  72      59.597  64.948  41.999  1.00  0.00

ATOM   1078  N   ALA A  73      59.117  63.406  43.560  1.00  0.00

ATOM   1079  H   ALA A  73      59.185  62.483  43.964  1.00  0.00

ATOM   1080  CA  ALA A  73      58.193  64.331  44.167  1.00  0.00

ATOM   1081  HA  ALA A  73      57.630  64.934  43.451  1.00  0.00

ATOM   1082  CB  ALA A  73      57.190  63.378  44.828  1.00  0.00

ATOM   1083  HB1 ALA A  73      56.740  62.709  44.096  1.00  0.00

ATOM   1084  HB2 ALA A  73      57.655  62.811  45.624  1.00  0.00

ATOM   1085  HB3 ALA A  73      56.362  63.962  45.240  1.00  0.00

ATOM   1086  C   ALA A  73      58.748  65.234  45.255  1.00  0.00

ATOM   1087  O   ALA A  73      58.081  65.892  46.047  1.00  0.00

ATOM   1088  N   ARG A  74      60.077  65.419  45.232  1.00  0.00

ATOM   1089  H   ARG A  74      60.691  64.757  44.768  1.00  0.00

ATOM   1090  CA  ARG A  74      60.793  66.482  45.897  1.00  0.00

ATOM   1091  HA  ARG A  74      60.123  67.275  46.242  1.00  0.00

ATOM   1092  CB  ARG A  74      61.434  65.956  47.167  1.00  0.00

ATOM   1093  HB1 ARG A  74      60.778  65.278  47.731  1.00  0.00

ATOM   1094  HB2 ARG A  74      61.530  66.878  47.748  1.00  0.00

ATOM   1095  CG  ARG A  74      62.725  65.150  47.172  1.00  0.00

ATOM   1096  HG1 ARG A  74      63.316  65.558  46.349  1.00  0.00

ATOM   1097  HG2 ARG A  74      62.551  64.108  46.873  1.00  0.00

ATOM   1098  CD  ARG A  74      63.385  65.204  48.539  1.00  0.00

ATOM   1099  HD1 ARG A  74      63.471  66.257  48.818  1.00  0.00

ATOM   1100  HD2 ARG A  74      64.393  64.801  48.594  1.00  0.00

ATOM   1101  NE  ARG A  74      62.614  64.512  49.571  1.00  0.00

ATOM   1102  HE  ARG A  74      62.082  65.104  50.195  1.00  0.00

ATOM   1103  CZ  ARG A  74      62.804  63.225  49.885  1.00  0.00

ATOM   1104  NH1 ARG A  74      62.300  62.684  51.002  1.00  0.00

ATOM   1105 1HH1 ARG A  74      61.801  63.238  51.692  1.00  0.00

ATOM   1106 2HH1 ARG A  74      62.533  61.716  51.212  1.00  0.00

ATOM   1107  NH2 ARG A  74      63.510  62.426  49.085  1.00  0.00

ATOM   1108 1HH2 ARG A  74      63.894  62.769  48.211  1.00  0.00

ATOM   1109 2HH2 ARG A  74      63.825  61.508  49.355  1.00  0.00

ATOM   1110  C   ARG A  74      61.688  67.223  44.910  1.00  0.00

ATOM   1111  O   ARG A  74      62.659  67.829  45.355  1.00  0.00

ATOM   1112  N   LYS A  75      61.443  67.155  43.605  1.00  0.00

ATOM   1113  H   LYS A  75      60.593  66.698  43.288  1.00  0.00

ATOM   1114  CA  LYS A  75      62.214  67.859  42.598  1.00  0.00

ATOM   1115  HA  LYS A  75      62.871  68.608  43.034  1.00  0.00

ATOM   1116  CB  LYS A  75      63.014  66.787  41.854  1.00  0.00

ATOM   1117  HB1 LYS A  75      63.319  67.308  40.947  1.00  0.00

ATOM   1118  HB2 LYS A  75      62.449  65.943  41.479  1.00  0.00

ATOM   1119  CG  LYS A  75      64.214  66.214  42.606  1.00  0.00

ATOM   1120  HG1 LYS A  75      64.594  65.499  41.872  1.00  0.00

ATOM   1121  HG2 LYS A  75      63.913  65.778  43.556  1.00  0.00

ATOM   1122  CD  LYS A  75      65.435  67.092  42.879  1.00  0.00

ATOM   1123  HD1 LYS A  75      65.651  67.741  42.030  1.00  0.00

ATOM   1124  HD2 LYS A  75      66.303  66.434  42.993  1.00  0.00

ATOM   1125  CE  LYS A  75      65.318  67.935  44.145  1.00  0.00

ATOM   1126  HE1 LYS A  75      64.873  67.260  44.885  1.00  0.00

ATOM   1127  HE2 LYS A  75      64.528  68.647  43.939  1.00  0.00

ATOM   1128  NZ  LYS A  75      66.581  68.515  44.629  1.00  0.00

ATOM   1129  HZ1 LYS A  75      67.198  67.801  44.997  1.00  0.00

ATOM   1130  HZ2 LYS A  75      67.133  68.907  43.893  1.00  0.00

ATOM   1131  HZ3 LYS A  75      66.389  69.167  45.374  1.00  0.00

ATOM   1132  C   LYS A  75      61.401  68.822  41.755  1.00  0.00

ATOM   1133  O   LYS A  75      61.848  69.242  40.691  1.00  0.00

ATOM   1134  N   MET A  76      60.263  69.335  42.240  1.00  0.00

ATOM   1135  H   MET A  76      59.859  68.839  43.025  1.00  0.00

ATOM   1136  CA  MET A  76      59.473  70.474  41.822  1.00  0.00

ATOM   1137  HA  MET A  76      58.691  70.708  42.550  1.00  0.00

ATOM   1138  CB  MET A  76      60.215  71.804  41.713  1.00  0.00

ATOM   1139  HB1 MET A  76      59.547  72.650  41.565  1.00  0.00

ATOM   1140  HB2 MET A  76      60.779  71.839  40.776  1.00  0.00

ATOM   1141  CG  MET A  76      61.157  72.073  42.881  1.00  0.00

ATOM   1142  HG1 MET A  76      61.127  73.150  43.055  1.00  0.00

ATOM   1143  HG2 MET A  76      62.142  71.730  42.543  1.00  0.00

ATOM   1144  SD  MET A  76      60.968  71.282  44.496  1.00  0.00

ATOM   1145  CE  MET A  76      62.668  71.412  45.101  1.00  0.00

ATOM   1146  HE1 MET A  76      63.122  72.398  44.972  1.00  0.00

ATOM   1147  HE2 MET A  76      62.590  71.138  46.156  1.00  0.00

ATOM   1148  HE3 MET A  76      63.102  70.638  44.475  1.00  0.00

ATOM   1149  C   MET A  76      58.737  70.158  40.532  1.00  0.00

ATOM   1150  O   MET A  76      58.946  69.145  39.879  1.00  0.00

ATOM   1151  N   LYS A  77      57.767  71.026  40.205  1.00  0.00

ATOM   1152  H   LYS A  77      57.644  71.808  40.829  1.00  0.00

ATOM   1153  CA  LYS A  77      56.916  70.855  39.042  1.00  0.00

ATOM   1154  HA  LYS A  77      56.341  69.930  39.111  1.00  0.00

ATOM   1155  CB  LYS A  77      55.804  71.890  39.132  1.00  0.00

ATOM   1156  HB1 LYS A  77      55.337  71.623  40.080  1.00  0.00

ATOM   1157  HB2 LYS A  77      55.116  71.720  38.306  1.00  0.00

ATOM   1158  CG  LYS A  77      56.166  73.369  39.217  1.00  0.00

ATOM   1159  HG1 LYS A  77      56.623  73.717  38.284  1.00  0.00

ATOM   1160  HG2 LYS A  77      56.922  73.443  40.003  1.00  0.00

ATOM   1161  CD  LYS A  77      54.974  74.245  39.602  1.00  0.00

ATOM   1162  HD1 LYS A  77      54.621  74.059  40.618  1.00  0.00

ATOM   1163  HD2 LYS A  77      54.120  73.962  38.993  1.00  0.00

ATOM   1164  CE  LYS A  77      55.296  75.732  39.494  1.00  0.00

ATOM   1165  HE1 LYS A  77      56.306  75.892  39.869  1.00  0.00

ATOM   1166  HE2 LYS A  77      54.617  76.303  40.123  1.00  0.00

ATOM   1167  NZ  LYS A  77      55.201  76.168  38.085  1.00  0.00

ATOM   1168  HZ1 LYS A  77      54.335  75.944  37.629  1.00  0.00

ATOM   1169  HZ2 LYS A  77      55.380  77.148  37.924  1.00  0.00

ATOM   1170  HZ3 LYS A  77      55.902  75.688  37.529  1.00  0.00

ATOM   1171  C   LYS A  77      57.628  70.992  37.703  1.00  0.00

ATOM   1172  O   LYS A  77      57.022  70.502  36.758  1.00  0.00

ATOM   1173  N   ASP A  78      58.803  71.594  37.554  1.00  0.00

ATOM   1174  H   ASP A  78      59.098  72.164  38.339  1.00  0.00

ATOM   1175  CA  ASP A  78      59.792  71.404  36.507  1.00  0.00

ATOM   1176  HA  ASP A  78      59.463  70.593  35.867  1.00  0.00

ATOM   1177  CB  ASP A  78      59.992  72.692  35.719  1.00  0.00

ATOM   1178  HB1 ASP A  78      61.000  72.782  35.315  1.00  0.00

ATOM   1179  HB2 ASP A  78      59.927  73.534  36.414  1.00  0.00

ATOM   1180  CG  ASP A  78      59.004  72.855  34.566  1.00  0.00

ATOM   1181  OD1 ASP A  78      59.318  72.382  33.460  1.00  0.00

ATOM   1182  OD2 ASP A  78      57.933  73.509  34.624  1.00  0.00

ATOM   1183  C   ASP A  78      61.133  71.046  37.134  1.00  0.00

ATOM   1184  O   ASP A  78      61.693  70.047  36.697  1.00  0.00

ATOM   1185  N   THR A  79      61.733  71.790  38.063  1.00  0.00

ATOM   1186  H   THR A  79      61.307  72.659  38.349  1.00  0.00

ATOM   1187  CA  THR A  79      63.094  71.693  38.567  1.00  0.00

ATOM   1188  HA  THR A  79      63.204  70.617  38.628  1.00  0.00

ATOM   1189  CB  THR A  79      64.179  72.242  37.633  1.00  0.00

ATOM   1190  HB  THR A  79      63.950  71.901  36.622  1.00  0.00

ATOM   1191  CG2 THR A  79      64.144  73.766  37.513  1.00  0.00

ATOM   1192 1HG2 THR A  79      64.651  74.167  38.394  1.00  0.00

ATOM   1193 2HG2 THR A  79      64.825  73.977  36.691  1.00  0.00

ATOM   1194 3HG2 THR A  79      63.118  74.087  37.365  1.00  0.00

ATOM   1195  OG1 THR A  79      65.475  71.859  38.027  1.00  0.00

ATOM   1196  HG1 THR A  79      65.766  72.439  38.728  1.00  0.00

ATOM   1197  C   THR A  79      63.208  72.351  39.928  1.00  0.00

ATOM   1198  O   THR A  79      62.733  73.457  40.176  1.00  0.00

ATOM   1199  N   ASP A  80      64.108  71.775  40.736  1.00  0.00

ATOM   1200  H   ASP A  80      64.543  70.916  40.460  1.00  0.00

ATOM   1201  CA  ASP A  80      64.744  72.552  41.782  1.00  0.00

ATOM   1202  HA  ASP A  80      64.030  73.009  42.469  1.00  0.00

ATOM   1203  CB  ASP A  80      65.458  71.549  42.695  1.00  0.00

ATOM   1204  HB1 ASP A  80      66.317  71.038  42.269  1.00  0.00

ATOM   1205  HB2 ASP A  80      64.796  70.739  42.993  1.00  0.00

ATOM   1206  CG  ASP A  80      65.923  72.214  43.982  1.00  0.00

ATOM   1207  OD1 ASP A  80      66.884  71.729  44.616  1.00  0.00

ATOM   1208  OD2 ASP A  80      65.402  73.309  44.300  1.00  0.00

ATOM   1209  C   ASP A  80      65.698  73.568  41.178  1.00  0.00

ATOM   1210  O   ASP A  80      66.262  73.312  40.117  1.00  0.00

ATOM   1211  N   SER A  81      65.863  74.724  41.831  1.00  0.00

ATOM   1212  H   SER A  81      65.721  74.782  42.824  1.00  0.00

ATOM   1213  CA  SER A  81      65.881  75.958  41.072  1.00  0.00

ATOM   1214  HA  SER A  81      65.462  75.754  40.092  1.00  0.00

ATOM   1215  CB  SER A  81      64.944  76.924  41.795  1.00  0.00

ATOM   1216  HB1 SER A  81      63.961  76.451  41.820  1.00  0.00

ATOM   1217  HB2 SER A  81      64.945  77.824  41.172  1.00  0.00

ATOM   1218  OG  SER A  81      65.322  77.045  43.141  1.00  0.00

ATOM   1219  HG  SER A  81      64.864  77.654  43.732  1.00  0.00

ATOM   1220  C   SER A  81      67.234  76.569  40.749  1.00  0.00

ATOM   1221  O   SER A  81      67.221  77.695  40.259  1.00  0.00

ATOM   1222  N   GLU A  82      68.328  75.851  40.984  1.00  0.00

ATOM   1223  H   GLU A  82      68.197  75.044  41.570  1.00  0.00

ATOM   1224  CA  GLU A  82      69.661  76.364  40.718  1.00  0.00

ATOM   1225  HA  GLU A  82      69.585  76.999  39.841  1.00  0.00

ATOM   1226  CB  GLU A  82      70.081  77.114  41.980  1.00  0.00

ATOM   1227  HB1 GLU A  82      70.013  76.437  42.832  1.00  0.00

ATOM   1228  HB2 GLU A  82      69.370  77.911  42.165  1.00  0.00

ATOM   1229  CG  GLU A  82      71.419  77.852  41.917  1.00  0.00

ATOM   1230  HG1 GLU A  82      72.124  77.449  41.204  1.00  0.00

ATOM   1231  HG2 GLU A  82      71.947  77.723  42.865  1.00  0.00

ATOM   1232  CD  GLU A  82      71.225  79.327  41.612  1.00  0.00

ATOM   1233  OE1 GLU A  82      71.319  80.149  42.552  1.00  0.00

ATOM   1234  OE2 GLU A  82      70.962  79.696  40.446  1.00  0.00

ATOM   1235  C   GLU A  82      70.623  75.235  40.393  1.00  0.00

ATOM   1236  O   GLU A  82      71.195  75.150  39.310  1.00  0.00

ATOM   1237  N   GLU A  83      70.998  74.436  41.400  1.00  0.00

ATOM   1238  H   GLU A  83      70.482  74.457  42.269  1.00  0.00

ATOM   1239  CA  GLU A  83      72.127  73.531  41.482  1.00  0.00

ATOM   1240  HA  GLU A  83      73.030  74.022  41.117  1.00  0.00

ATOM   1241  CB  GLU A  83      72.275  73.044  42.923  1.00  0.00

ATOM   1242  HB1 GLU A  83      73.049  72.301  43.050  1.00  0.00

ATOM   1243  HB2 GLU A  83      71.324  72.598  43.220  1.00  0.00

ATOM   1244  CG  GLU A  83      72.557  74.263  43.804  1.00  0.00

ATOM   1245  HG1 GLU A  83      71.629  74.828  43.730  1.00  0.00

ATOM   1246  HG2 GLU A  83      73.205  75.005  43.326  1.00  0.00

ATOM   1247  CD  GLU A  83      73.056  73.950  45.207  1.00  0.00

ATOM   1248  OE1 GLU A  83      72.245  73.441  46.006  1.00  0.00

ATOM   1249  OE2 GLU A  83      74.254  74.074  45.501  1.00  0.00

ATOM   1250  C   GLU A  83      72.109  72.386  40.481  1.00  0.00

ATOM   1251  O   GLU A  83      73.082  71.928  39.884  1.00  0.00

ATOM   1252  N   GLU A  84      70.925  71.824  40.215  1.00  0.00

ATOM   1253  H   GLU A  84      70.170  72.047  40.853  1.00  0.00

ATOM   1254  CA  GLU A  84      70.574  70.888  39.163  1.00  0.00

ATOM   1255  HA  GLU A  84      71.348  70.117  39.193  1.00  0.00

ATOM   1256  CB  GLU A  84      69.159  70.394  39.453  1.00  0.00

ATOM   1257  HB1 GLU A  84      68.926  69.766  38.585  1.00  0.00

ATOM   1258  HB2 GLU A  84      68.492  71.250  39.561  1.00  0.00

ATOM   1259  CG  GLU A  84      68.993  69.475  40.650  1.00  0.00

ATOM   1260  HG1 GLU A  84      69.730  68.689  40.822  1.00  0.00

ATOM   1261  HG2 GLU A  84      68.036  69.030  40.376  1.00  0.00

ATOM   1262  CD  GLU A  84      68.775  70.143  42.004  1.00  0.00

ATOM   1263  OE1 GLU A  84      69.100  71.329  42.220  1.00  0.00

ATOM   1264  OE2 GLU A  84      68.367  69.415  42.936  1.00  0.00

ATOM   1265  C   GLU A  84      70.614  71.474  37.756  1.00  0.00

ATOM   1266  O   GLU A  84      71.045  70.745  36.879  1.00  0.00

ATOM   1267  N   ILE A  85      70.324  72.767  37.591  1.00  0.00

ATOM   1268  H   ILE A  85      70.143  73.336  38.409  1.00  0.00

ATOM   1269  CA  ILE A  85      70.174  73.417  36.306  1.00  0.00

ATOM   1270  HA  ILE A  85      69.671  72.719  35.628  1.00  0.00

ATOM   1271  CB  ILE A  85      69.426  74.746  36.408  1.00  0.00

ATOM   1272  HB  ILE A  85      70.107  75.474  36.862  1.00  0.00

ATOM   1273  CG2 ILE A  85      69.032  75.056  34.965  1.00  0.00

ATOM   1274 1HG2 ILE A  85      69.863  74.841  34.290  1.00  0.00

ATOM   1275 2HG2 ILE A  85      68.123  74.576  34.598  1.00  0.00

ATOM   1276 3HG2 ILE A  85      68.799  76.117  34.836  1.00  0.00

ATOM   1277  CG1 ILE A  85      68.229  74.662  37.335  1.00  0.00

ATOM   1278 1HG1 ILE A  85      68.556  74.729  38.378  1.00  0.00

ATOM   1279 2HG1 ILE A  85      67.639  73.787  37.071  1.00  0.00

ATOM   1280  CD  ILE A  85      67.383  75.924  37.235  1.00  0.00

ATOM   1281  HD1 ILE A  85      67.945  76.856  37.305  1.00  0.00

ATOM   1282  HD2 ILE A  85      66.927  76.019  36.241  1.00  0.00

ATOM   1283  HD3 ILE A  85      66.638  75.963  38.029  1.00  0.00

ATOM   1284  C   ILE A  85      71.576  73.596  35.747  1.00  0.00

ATOM   1285  O   ILE A  85      71.848  73.223  34.608  1.00  0.00

ATOM   1286  N   ARG A  86      72.518  74.033  36.585  1.00  0.00

ATOM   1287  H   ARG A  86      72.196  74.401  37.467  1.00  0.00

ATOM   1288  CA  ARG A  86      73.933  74.160  36.305  1.00  0.00

ATOM   1289  HA  ARG A  86      74.095  74.790  35.427  1.00  0.00

ATOM   1290  CB  ARG A  86      74.591  74.900  37.464  1.00  0.00

ATOM   1291  HB1 ARG A  86      75.660  75.067  37.312  1.00  0.00

ATOM   1292  HB2 ARG A  86      74.417  74.422  38.433  1.00  0.00

ATOM   1293  CG  ARG A  86      74.061  76.329  37.536  1.00  0.00

ATOM   1294  HG1 ARG A  86      72.982  76.362  37.604  1.00  0.00

ATOM   1295  HG2 ARG A  86      74.262  76.869  36.607  1.00  0.00

ATOM   1296  CD  ARG A  86      74.609  77.066  38.746  1.00  0.00

ATOM   1297  HD1 ARG A  86      75.661  76.861  38.939  1.00  0.00

ATOM   1298  HD2 ARG A  86      74.119  76.601  39.604  1.00  0.00

ATOM   1299  NE  ARG A  86      74.386  78.515  38.731  1.00  0.00

ATOM   1300  HE  ARG A  86      74.418  79.009  37.852  1.00  0.00

ATOM   1301  CZ  ARG A  86      74.428  79.357  39.772  1.00  0.00

ATOM   1302  NH1 ARG A  86      74.577  79.041  41.073  1.00  0.00

ATOM   1303 1HH1 ARG A  86      74.601  78.039  41.241  1.00  0.00

ATOM   1304 2HH1 ARG A  86      74.121  79.658  41.731  1.00  0.00

ATOM   1305  NH2 ARG A  86      74.241  80.658  39.538  1.00  0.00

ATOM   1306 1HH2 ARG A  86      74.390  80.982  38.592  1.00  0.00

ATOM   1307 2HH2 ARG A  86      74.254  81.334  40.291  1.00  0.00

ATOM   1308  C   ARG A  86      74.639  72.861  35.951  1.00  0.00

ATOM   1309  O   ARG A  86      75.380  72.876  34.965  1.00  0.00

ATOM   1310  N   GLU A  87      74.440  71.719  36.603  1.00  0.00

ATOM   1311  H   GLU A  87      73.840  71.769  37.412  1.00  0.00

ATOM   1312  CA  GLU A  87      75.190  70.506  36.356  1.00  0.00

ATOM   1313  HA  GLU A  87      76.168  70.926  36.120  1.00  0.00

ATOM   1314  CB  GLU A  87      75.280  69.725  37.661  1.00  0.00

ATOM   1315  HB1 GLU A  87      74.360  69.173  37.796  1.00  0.00

ATOM   1316  HB2 GLU A  87      75.335  70.479  38.453  1.00  0.00

ATOM   1317  CG  GLU A  87      76.439  68.735  37.752  1.00  0.00

ATOM   1318  HG1 GLU A  87      77.298  69.402  37.672  1.00  0.00

ATOM   1319  HG2 GLU A  87      76.283  68.089  36.884  1.00  0.00

ATOM   1320  CD  GLU A  87      76.529  68.027  39.100  1.00  0.00

ATOM   1321  OE1 GLU A  87      77.116  68.588  40.049  1.00  0.00

ATOM   1322  OE2 GLU A  87      76.090  66.867  39.197  1.00  0.00

ATOM   1323  C   GLU A  87      74.771  69.871  35.037  1.00  0.00

ATOM   1324  O   GLU A  87      75.606  69.274  34.355  1.00  0.00

ATOM   1325  N   ALA A  88      73.517  70.064  34.641  1.00  0.00

ATOM   1326  H   ALA A  88      72.927  70.519  35.327  1.00  0.00

ATOM   1327  CA  ALA A  88      72.953  69.628  33.376  1.00  0.00

ATOM   1328  HA  ALA A  88      73.325  68.641  33.110  1.00  0.00

ATOM   1329  CB  ALA A  88      71.434  69.757  33.523  1.00  0.00

ATOM   1330  HB1 ALA A  88      71.213  70.774  33.818  1.00  0.00

ATOM   1331  HB2 ALA A  88      71.040  69.518  32.535  1.00  0.00

ATOM   1332  HB3 ALA A  88      70.979  69.066  34.240  1.00  0.00

ATOM   1333  C   ALA A  88      73.396  70.634  32.321  1.00  0.00

ATOM   1334  O   ALA A  88      73.826  70.262  31.233  1.00  0.00

ATOM   1335  N   PHE A  89      73.438  71.942  32.576  1.00  0.00

ATOM   1336  H   PHE A  89      72.952  72.291  33.392  1.00  0.00

ATOM   1337  CA  PHE A  89      74.069  72.906  31.704  1.00  0.00

ATOM   1338  HA  PHE A  89      73.500  72.888  30.775  1.00  0.00

ATOM   1339  CB  PHE A  89      73.965  74.315  32.283  1.00  0.00

ATOM   1340  HB1 PHE A  89      74.758  74.338  33.031  1.00  0.00

ATOM   1341  HB2 PHE A  89      72.995  74.393  32.785  1.00  0.00

ATOM   1342  CG  PHE A  89      74.065  75.326  31.169  1.00  0.00

ATOM   1343  CD1 PHE A  89      75.320  75.652  30.650  1.00  0.00

ATOM   1344  HD1 PHE A  89      76.242  75.213  31.025  1.00  0.00

ATOM   1345  CE1 PHE A  89      75.467  76.676  29.709  1.00  0.00

ATOM   1346  HE1 PHE A  89      76.445  77.010  29.405  1.00  0.00

ATOM   1347  CZ  PHE A  89      74.313  77.224  29.142  1.00  0.00

ATOM   1348  HZ  PHE A  89      74.401  78.108  28.526  1.00  0.00

ATOM   1349  CE2 PHE A  89      73.045  76.804  29.574  1.00  0.00

ATOM   1350  HE2 PHE A  89      72.138  77.081  29.050  1.00  0.00

ATOM   1351  CD2 PHE A  89      72.905  75.811  30.554  1.00  0.00

ATOM   1352  HD2 PHE A  89      71.940  75.418  30.848  1.00  0.00

ATOM   1353  C   PHE A  89      75.495  72.625  31.263  1.00  0.00

ATOM   1354  O   PHE A  89      75.909  72.858  30.127  1.00  0.00

ATOM   1355  N   ARG A  90      76.204  71.952  32.170  1.00  0.00

ATOM   1356  H   ARG A  90      75.780  71.704  33.052  1.00  0.00

ATOM   1357  CA  ARG A  90      77.559  71.498  31.896  1.00  0.00

ATOM   1358  HA  ARG A  90      78.168  72.354  31.607  1.00  0.00

ATOM   1359  CB  ARG A  90      78.179  71.046  33.216  1.00  0.00

ATOM   1360  HB1 ARG A  90      77.670  70.186  33.631  1.00  0.00

ATOM   1361  HB2 ARG A  90      77.916  71.835  33.926  1.00  0.00

ATOM   1362  CG  ARG A  90      79.677  70.851  33.410  1.00  0.00

ATOM   1363  HG1 ARG A  90      80.065  71.848  33.166  1.00  0.00

ATOM   1364  HG2 ARG A  90      80.183  70.161  32.725  1.00  0.00

ATOM   1365  CD  ARG A  90      80.012  70.528  34.861  1.00  0.00

ATOM   1366  HD1 ARG A  90      79.365  69.746  35.271  1.00  0.00

ATOM   1367  HD2 ARG A  90      79.612  71.271  35.565  1.00  0.00

ATOM   1368  NE  ARG A  90      81.439  70.282  35.035  1.00  0.00

ATOM   1369  HE  ARG A  90      82.075  71.070  35.048  1.00  0.00

ATOM   1370  CZ  ARG A  90      81.980  69.061  35.072  1.00  0.00

ATOM   1371  NH1 ARG A  90      81.216  67.958  35.052  1.00  0.00

ATOM   1372 1HH1 ARG A  90      80.231  67.949  34.831  1.00  0.00

ATOM   1373 2HH1 ARG A  90      81.725  67.092  35.111  1.00  0.00

ATOM   1374  NH2 ARG A  90      83.275  68.886  35.348  1.00  0.00

ATOM   1375 1HH2 ARG A  90      83.905  69.681  35.255  1.00  0.00

ATOM   1376 2HH2 ARG A  90      83.610  67.938  35.459  1.00  0.00

ATOM   1377  C   ARG A  90      77.717  70.376  30.879  1.00  0.00

ATOM   1378  O   ARG A  90      78.813  70.108  30.399  1.00  0.00

ATOM   1379  N   VAL A  91      76.628  69.656  30.612  1.00  0.00

ATOM   1380  H   VAL A  91      75.740  69.890  31.049  1.00  0.00

ATOM   1381  CA  VAL A  91      76.482  68.587  29.646  1.00  0.00

ATOM   1382  HA  VAL A  91      77.449  68.161  29.358  1.00  0.00

ATOM   1383  CB  VAL A  91      75.554  67.498  30.176  1.00  0.00

ATOM   1384  HB  VAL A  91      74.504  67.814  30.244  1.00  0.00

ATOM   1385  CG1 VAL A  91      75.680  66.358  29.177  1.00  0.00

ATOM   1386 1HG1 VAL A  91      76.712  66.004  29.105  1.00  0.00

ATOM   1387 2HG1 VAL A  91      75.243  65.468  29.645  1.00  0.00

ATOM   1388 3HG1 VAL A  91      75.136  66.537  28.260  1.00  0.00

ATOM   1389  CG2 VAL A  91      75.870  67.024  31.591  1.00  0.00

ATOM   1390 1HG2 VAL A  91      75.342  66.078  31.726  1.00  0.00

ATOM   1391 2HG2 VAL A  91      76.952  66.906  31.653  1.00  0.00

ATOM   1392 3HG2 VAL A  91      75.473  67.847  32.184  1.00  0.00

ATOM   1393  C   VAL A  91      75.995  69.143  28.327  1.00  0.00

ATOM   1394  O   VAL A  91      76.376  68.552  27.319  1.00  0.00

ATOM   1395  N   PHE A  92      75.117  70.157  28.281  1.00  0.00

ATOM   1396  H   PHE A  92      74.759  70.528  29.154  1.00  0.00

ATOM   1397  CA  PHE A  92      74.573  70.720  27.062  1.00  0.00

ATOM   1398  HA  PHE A  92      74.333  69.913  26.379  1.00  0.00

ATOM   1399  CB  PHE A  92      73.324  71.556  27.326  1.00  0.00

ATOM   1400  HB1 PHE A  92      73.187  72.351  26.592  1.00  0.00

ATOM   1401  HB2 PHE A  92      73.543  72.074  28.257  1.00  0.00

ATOM   1402  CG  PHE A  92      72.022  70.802  27.458  1.00  0.00

ATOM   1403  CD1 PHE A  92      71.514  70.503  28.732  1.00  0.00

ATOM   1404  HD1 PHE A  92      72.108  70.856  29.555  1.00  0.00

ATOM   1405  CE1 PHE A  92      70.283  69.844  28.776  1.00  0.00

ATOM   1406  HE1 PHE A  92      69.848  69.609  29.732  1.00  0.00

ATOM   1407  CZ  PHE A  92      69.643  69.425  27.599  1.00  0.00

ATOM   1408  HZ  PHE A  92      68.727  68.909  27.818  1.00  0.00

ATOM   1409  CE2 PHE A  92      70.051  69.877  26.338  1.00  0.00

ATOM   1410  HE2 PHE A  92      69.466  69.609  25.479  1.00  0.00

ATOM   1411  CD2 PHE A  92      71.276  70.553  26.301  1.00  0.00

ATOM   1412  HD2 PHE A  92      71.611  70.935  25.345  1.00  0.00

ATOM   1413  C   PHE A  92      75.626  71.582  26.391  1.00  0.00

ATOM   1414  O   PHE A  92      75.845  71.324  25.204  1.00  0.00

ATOM   1415  N   ASP A  93      76.345  72.461  27.093  1.00  0.00

ATOM   1416  H   ASP A  93      75.944  72.627  28.013  1.00  0.00

ATOM   1417  CA  ASP A  93      77.326  73.405  26.603  1.00  0.00

ATOM   1418  HA  ASP A  93      77.050  73.769  25.604  1.00  0.00

ATOM   1419  CB  ASP A  93      77.312  74.639  27.497  1.00  0.00

ATOM   1420  HB1 ASP A  93      77.340  74.356  28.554  1.00  0.00

ATOM   1421  HB2 ASP A  93      76.360  75.170  27.401  1.00  0.00

ATOM   1422  CG  ASP A  93      78.482  75.531  27.132  1.00  0.00

ATOM   1423  OD1 ASP A  93      78.894  75.545  25.948  1.00  0.00

ATOM   1424  OD2 ASP A  93      78.933  76.336  27.978  1.00  0.00

ATOM   1425  C   ASP A  93      78.668  72.744  26.353  1.00  0.00

ATOM   1426  O   ASP A  93      79.262  72.286  27.329  1.00  0.00

ATOM   1427  N   LYS A  94      79.115  72.599  25.112  1.00  0.00

ATOM   1428  H   LYS A  94      78.612  73.170  24.442  1.00  0.00

ATOM   1429  CA  LYS A  94      80.102  71.606  24.727  1.00  0.00

ATOM   1430  HA  LYS A  94      79.901  70.687  25.276  1.00  0.00

ATOM   1431  CB  LYS A  94      80.055  71.433  23.210  1.00  0.00

ATOM   1432  HB1 LYS A  94      81.042  71.061  22.919  1.00  0.00

ATOM   1433  HB2 LYS A  94      80.005  72.422  22.773  1.00  0.00

ATOM   1434  CG  LYS A  94      79.003  70.549  22.565  1.00  0.00

ATOM   1435  HG1 LYS A  94      79.233  70.413  21.506  1.00  0.00

ATOM   1436  HG2 LYS A  94      78.054  71.067  22.728  1.00  0.00

ATOM   1437  CD  LYS A  94      78.889  69.168  23.208  1.00  0.00

ATOM   1438  HD1 LYS A  94      79.813  68.924  23.724  1.00  0.00

ATOM   1439  HD2 LYS A  94      78.751  68.462  22.394  1.00  0.00

ATOM   1440  CE  LYS A  94      77.832  69.142  24.309  1.00  0.00

ATOM   1441  HE1 LYS A  94      76.873  69.581  24.014  1.00  0.00

ATOM   1442  HE2 LYS A  94      78.157  69.822  25.102  1.00  0.00

ATOM   1443  NZ  LYS A  94      77.550  67.807  24.862  1.00  0.00

ATOM   1444  HZ1 LYS A  94      76.895  67.862  25.637  1.00  0.00

ATOM   1445  HZ2 LYS A  94      77.274  67.126  24.172  1.00  0.00

ATOM   1446  HZ3 LYS A  94      78.413  67.449  25.237  1.00  0.00

ATOM   1447  C   LYS A  94      81.531  71.950  25.129  1.00  0.00

ATOM   1448  O   LYS A  94      82.267  71.043  25.488  1.00  0.00

ATOM   1449  N   ASP A  95      81.855  73.246  25.045  1.00  0.00

ATOM   1450  H   ASP A  95      81.085  73.863  24.839  1.00  0.00

ATOM   1451  CA  ASP A  95      83.127  73.853  25.389  1.00  0.00

ATOM   1452  HA  ASP A  95      83.934  73.142  25.523  1.00  0.00

ATOM   1453  CB  ASP A  95      83.606  74.850  24.329  1.00  0.00

ATOM   1454  HB1 ASP A  95      83.743  74.494  23.311  1.00  0.00

ATOM   1455  HB2 ASP A  95      84.623  75.196  24.477  1.00  0.00

ATOM   1456  CG  ASP A  95      82.682  76.061  24.178  1.00  0.00

ATOM   1457  OD1 ASP A  95      81.488  75.816  24.411  1.00  0.00

ATOM   1458  OD2 ASP A  95      83.141  77.121  23.704  1.00  0.00

ATOM   1459  C   ASP A  95      83.145  74.681  26.668  1.00  0.00

ATOM   1460  O   ASP A  95      84.201  75.169  27.060  1.00  0.00

ATOM   1461  N   GLY A  96      82.006  74.759  27.354  1.00  0.00

ATOM   1462  H   GLY A  96      81.210  74.215  27.048  1.00  0.00

ATOM   1463  CA  GLY A  96      81.908  75.223  28.729  1.00  0.00

ATOM   1464  HA1 GLY A  96      82.773  74.854  29.275  1.00  0.00

ATOM   1465  HA2 GLY A  96      81.025  74.834  29.224  1.00  0.00

ATOM   1466  C   GLY A  96      81.886  76.740  28.834  1.00  0.00

ATOM   1467  O   GLY A  96      82.027  77.234  29.952  1.00  0.00

ATOM   1468  N   ASN A  97      81.899  77.427  27.685  1.00  0.00

ATOM   1469  H   ASN A  97      81.977  76.933  26.815  1.00  0.00

ATOM   1470  CA  ASN A  97      82.036  78.869  27.611  1.00  0.00

ATOM   1471  HA  ASN A  97      82.935  79.129  28.175  1.00  0.00

ATOM   1472  CB  ASN A  97      82.301  79.228  26.147  1.00  0.00

ATOM   1473  HB1 ASN A  97      82.973  78.488  25.728  1.00  0.00

ATOM   1474  HB2 ASN A  97      82.959  80.089  26.250  1.00  0.00

ATOM   1475  CG  ASN A  97      81.133  79.479  25.206  1.00  0.00

ATOM   1476  OD1 ASN A  97      80.218  78.676  25.127  1.00  0.00

ATOM   1477  ND2 ASN A  97      81.094  80.689  24.628  1.00  0.00

ATOM   1478 1HD2 ASN A  97      81.888  81.288  24.795  1.00  0.00

ATOM   1479 2HD2 ASN A  97      80.303  81.025  24.088  1.00  0.00

ATOM   1480  C   ASN A  97      80.810  79.603  28.146  1.00  0.00

ATOM   1481  O   ASN A  97      80.815  80.829  28.096  1.00  0.00

ATOM   1482  N   GLY A  98      79.726  78.933  28.541  1.00  0.00

ATOM   1483  H   GLY A  98      79.716  77.948  28.329  1.00  0.00

ATOM   1484  CA  GLY A  98      78.579  79.578  29.142  1.00  0.00

ATOM   1485  HA1 GLY A  98      78.892  80.529  29.563  1.00  0.00

ATOM   1486  HA2 GLY A  98      78.313  78.793  29.863  1.00  0.00

ATOM   1487  C   GLY A  98      77.326  79.617  28.286  1.00  0.00

ATOM   1488  O   GLY A  98      76.391  80.239  28.792  1.00  0.00

ATOM   1489  N   TYR A  99      77.400  79.168  27.023  1.00  0.00

ATOM   1490  H   TYR A  99      78.256  78.758  26.681  1.00  0.00

ATOM   1491  CA  TYR A  99      76.277  79.341  26.120  1.00  0.00

ATOM   1492  HA  TYR A  99      75.345  79.553  26.657  1.00  0.00

ATOM   1493  CB  TYR A  99      76.524  80.529  25.199  1.00  0.00

ATOM   1494  HB1 TYR A  99      75.707  80.646  24.477  1.00  0.00

ATOM   1495  HB2 TYR A  99      77.404  80.219  24.633  1.00  0.00

ATOM   1496  CG  TYR A  99      76.787  81.849  25.871  1.00  0.00

ATOM   1497  CD1 TYR A  99      78.110  82.235  26.103  1.00  0.00

ATOM   1498  HD1 TYR A  99      78.987  81.630  25.898  1.00  0.00

ATOM   1499  CE1 TYR A  99      78.342  83.483  26.701  1.00  0.00

ATOM   1500  HE1 TYR A  99      79.323  83.869  26.917  1.00  0.00

ATOM   1501  CZ  TYR A  99      77.287  84.388  26.966  1.00  0.00

ATOM   1502  OH  TYR A  99      77.594  85.534  27.629  1.00  0.00

ATOM   1503  HH  TYR A  99      76.812  85.929  28.017  1.00  0.00

ATOM   1504  CE2 TYR A  99      76.007  84.042  26.476  1.00  0.00

ATOM   1505  HE2 TYR A  99      75.194  84.721  26.666  1.00  0.00

ATOM   1506  CD2 TYR A  99      75.725  82.754  26.017  1.00  0.00

ATOM   1507  HD2 TYR A  99      74.693  82.565  25.776  1.00  0.00

ATOM   1508  C   TYR A  99      75.976  78.155  25.224  1.00  0.00

ATOM   1509  O   TYR A  99      76.947  77.492  24.880  1.00  0.00

ATOM   1510  N   ILE A 100      74.727  77.721  25.062  1.00  0.00

ATOM   1511  H   ILE A 100      73.967  78.279  25.430  1.00  0.00

ATOM   1512  CA  ILE A 100      74.338  76.698  24.110  1.00  0.00

ATOM   1513  HA  ILE A 100      75.048  75.870  24.137  1.00  0.00

ATOM   1514  CB  ILE A 100      73.078  76.028  24.658  1.00  0.00

ATOM   1515  HB  ILE A 100      72.295  76.767  24.534  1.00  0.00

ATOM   1516  CG2 ILE A 100      72.751  74.857  23.730  1.00  0.00

ATOM   1517 1HG2 ILE A 100      72.929  75.116  22.689  1.00  0.00

ATOM   1518 2HG2 ILE A 100      73.452  74.037  23.873  1.00  0.00

ATOM   1519 3HG2 ILE A 100      71.694  74.567  23.746  1.00  0.00

ATOM   1520  CG1 ILE A 100      73.211  75.555  26.108  1.00  0.00

ATOM   1521 1HG1 ILE A 100      73.714  76.280  26.748  1.00  0.00

ATOM   1522 2HG1 ILE A 100      73.728  74.601  26.084  1.00  0.00

ATOM   1523  CD  ILE A 100      71.824  75.275  26.678  1.00  0.00

ATOM   1524  HD1 ILE A 100      71.115  76.069  26.454  1.00  0.00

ATOM   1525  HD2 ILE A 100      71.291  74.431  26.247  1.00  0.00

ATOM   1526  HD3 ILE A 100      71.873  75.128  27.753  1.00  0.00

ATOM   1527  C   ILE A 100      74.115  77.252  22.715  1.00  0.00

ATOM   1528  O   ILE A 100      73.217  78.058  22.520  1.00  0.00

ATOM   1529  N   SER A 101      74.848  76.799  21.702  1.00  0.00

ATOM   1530  H   SER A 101      75.705  76.288  21.861  1.00  0.00

ATOM   1531  CA  SER A 101      74.522  77.118  20.324  1.00  0.00

ATOM   1532  HA  SER A 101      73.905  78.020  20.305  1.00  0.00

ATOM   1533  CB  SER A 101      75.715  77.749  19.615  1.00  0.00

ATOM   1534  HB1 SER A 101      76.056  78.618  20.179  1.00  0.00

ATOM   1535  HB2 SER A 101      75.353  78.095  18.644  1.00  0.00

ATOM   1536  OG  SER A 101      76.802  76.862  19.420  1.00  0.00

ATOM   1537  HG  SER A 101      76.960  76.384  20.232  1.00  0.00

ATOM   1538  C   SER A 101      73.827  75.974  19.596  1.00  0.00

ATOM   1539  O   SER A 101      73.783  74.863  20.112  1.00  0.00

ATOM   1540  N   ALA A 102      73.069  76.189  18.516  1.00  0.00

ATOM   1541  H   ALA A 102      73.014  77.152  18.195  1.00  0.00

ATOM   1542  CA  ALA A 102      72.160  75.188  18.005  1.00  0.00

ATOM   1543  HA  ALA A 102      71.421  74.984  18.785  1.00  0.00

ATOM   1544  CB  ALA A 102      71.426  75.750  16.791  1.00  0.00

ATOM   1545  HB1 ALA A 102      72.142  75.890  15.980  1.00  0.00

ATOM   1546  HB2 ALA A 102      70.684  74.994  16.495  1.00  0.00

ATOM   1547  HB3 ALA A 102      70.911  76.692  16.987  1.00  0.00

ATOM   1548  C   ALA A 102      72.733  73.797  17.764  1.00  0.00

ATOM   1549  O   ALA A 102      72.084  72.790  18.025  1.00  0.00

ATOM   1550  N   ALA A 103      73.948  73.666  17.244  1.00  0.00

ATOM   1551  H   ALA A 103      74.412  74.546  17.049  1.00  0.00

ATOM   1552  CA  ALA A 103      74.743  72.468  17.028  1.00  0.00

ATOM   1553  HA  ALA A 103      74.201  71.766  16.409  1.00  0.00

ATOM   1554  CB  ALA A 103      76.068  72.864  16.370  1.00  0.00

ATOM   1555  HB1 ALA A 103      76.565  71.960  16.037  1.00  0.00

ATOM   1556  HB2 ALA A 103      75.916  73.635  15.625  1.00  0.00

ATOM   1557  HB3 ALA A 103      76.717  73.325  17.115  1.00  0.00

ATOM   1558  C   ALA A 103      75.122  71.695  18.283  1.00  0.00

ATOM   1559  O   ALA A 103      75.131  70.467  18.295  1.00  0.00

ATOM   1560  N   GLU A 104      75.192  72.399  19.409  1.00  0.00

ATOM   1561  H   GLU A 104      75.093  73.407  19.359  1.00  0.00

ATOM   1562  CA  GLU A 104      75.437  71.821  20.712  1.00  0.00

ATOM   1563  HA  GLU A 104      76.178  71.031  20.617  1.00  0.00

ATOM   1564  CB  GLU A 104      75.954  72.791  21.767  1.00  0.00

ATOM   1565  HB1 GLU A 104      76.216  72.306  22.715  1.00  0.00

ATOM   1566  HB2 GLU A 104      75.163  73.469  22.092  1.00  0.00

ATOM   1567  CG  GLU A 104      77.133  73.603  21.244  1.00  0.00

ATOM   1568  HG1 GLU A 104      76.885  74.271  20.418  1.00  0.00

ATOM   1569  HG2 GLU A 104      77.890  72.853  21.011  1.00  0.00

ATOM   1570  CD  GLU A 104      77.640  74.683  22.189  1.00  0.00

ATOM   1571  OE1 GLU A 104      78.116  74.268  23.265  1.00  0.00

ATOM   1572  OE2 GLU A 104      77.560  75.902  21.915  1.00  0.00

ATOM   1573  C   GLU A 104      74.129  71.264  21.275  1.00  0.00

ATOM   1574  O   GLU A 104      74.134  70.166  21.831  1.00  0.00

ATOM   1575  N   LEU A 105      72.958  71.885  21.186  1.00  0.00

ATOM   1576  H   LEU A 105      72.975  72.874  20.977  1.00  0.00

ATOM   1577  CA  LEU A 105      71.714  71.323  21.680  1.00  0.00

ATOM   1578  HA  LEU A 105      71.864  71.118  22.736  1.00  0.00

ATOM   1579  CB  LEU A 105      70.583  72.345  21.532  1.00  0.00

ATOM   1580  HB1 LEU A 105      70.363  72.557  20.482  1.00  0.00

ATOM   1581  HB2 LEU A 105      70.885  73.322  21.909  1.00  0.00

ATOM   1582  CG  LEU A 105      69.248  71.945  22.137  1.00  0.00

ATOM   1583  HG  LEU A 105      68.955  71.004  21.680  1.00  0.00

ATOM   1584  CD1 LEU A 105      69.290  71.707  23.654  1.00  0.00

ATOM   1585 1HD1 LEU A 105      69.572  72.558  24.267  1.00  0.00

ATOM   1586 2HD1 LEU A 105      68.380  71.209  23.975  1.00  0.00

ATOM   1587 3HD1 LEU A 105      70.068  70.940  23.705  1.00  0.00

ATOM   1588  CD2 LEU A 105      68.182  73.029  22.004  1.00  0.00

ATOM   1589 1HD2 LEU A 105      67.264  72.638  22.446  1.00  0.00

ATOM   1590 2HD2 LEU A 105      68.535  73.893  22.562  1.00  0.00

ATOM   1591 3HD2 LEU A 105      67.985  73.186  20.942  1.00  0.00

ATOM   1592  C   LEU A 105      71.360  70.043  20.943  1.00  0.00

ATOM   1593  O   LEU A 105      70.862  69.068  21.509  1.00  0.00

ATOM   1594  N   ARG A 106      71.707  69.995  19.656  1.00  0.00

ATOM   1595  H   ARG A 106      72.243  70.768  19.283  1.00  0.00

ATOM   1596  CA  ARG A 106      71.580  68.810  18.827  1.00  0.00

ATOM   1597  HA  ARG A 106      70.553  68.467  18.915  1.00  0.00

ATOM   1598  CB  ARG A 106      71.719  69.255  17.377  1.00  0.00

ATOM   1599  HB1 ARG A 106      72.781  69.129  17.159  1.00  0.00

ATOM   1600  HB2 ARG A 106      71.441  70.311  17.330  1.00  0.00

ATOM   1601  CG  ARG A 106      71.107  68.361  16.302  1.00  0.00

ATOM   1602  HG1 ARG A 106      70.060  68.173  16.550  1.00  0.00

ATOM   1603  HG2 ARG A 106      71.726  67.463  16.200  1.00  0.00

ATOM   1604  CD  ARG A 106      71.225  69.053  14.950  1.00  0.00

ATOM   1605  HD1 ARG A 106      72.229  69.474  14.958  1.00  0.00

ATOM   1606  HD2 ARG A 106      70.530  69.896  15.010  1.00  0.00

ATOM   1607  NE  ARG A 106      70.930  68.120  13.857  1.00  0.00

ATOM   1608  HE  ARG A 106      70.189  67.464  14.072  1.00  0.00

ATOM   1609  CZ  ARG A 106      71.491  68.132  12.639  1.00  0.00

ATOM   1610  NH1 ARG A 106      72.222  69.161  12.199  1.00  0.00

ATOM   1611 1HH1 ARG A 106      72.114  70.025  12.718  1.00  0.00

ATOM   1612 2HH1 ARG A 106      72.395  69.283  11.210  1.00  0.00

ATOM   1613  NH2 ARG A 106      71.323  67.169  11.732  1.00  0.00

ATOM   1614 1HH2 ARG A 106      70.849  66.373  12.130  1.00  0.00

ATOM   1615 2HH2 ARG A 106      71.850  67.103  10.869  1.00  0.00

ATOM   1616  C   ARG A 106      72.511  67.672  19.226  1.00  0.00

ATOM   1617  O   ARG A 106      72.232  66.534  18.874  1.00  0.00

ATOM   1618  N   HIS A 107      73.587  67.934  19.968  1.00  0.00

ATOM   1619  H   HIS A 107      73.732  68.907  20.159  1.00  0.00

ATOM   1620  CA  HIS A 107      74.497  66.913  20.451  1.00  0.00

ATOM   1621  HA  HIS A 107      74.642  66.203  19.641  1.00  0.00

ATOM   1622  CB  HIS A 107      75.855  67.461  20.902  1.00  0.00

ATOM   1623  HB1 HIS A 107      75.684  67.940  21.868  1.00  0.00

ATOM   1624  HB2 HIS A 107      76.231  68.223  20.223  1.00  0.00

ATOM   1625  CG  HIS A 107      76.904  66.429  21.199  1.00  0.00

ATOM   1626  ND1 HIS A 107      77.476  66.079  22.422  1.00  0.00

ATOM   1627  CE1 HIS A 107      78.329  65.091  22.187  1.00  0.00

ATOM   1628  HE1 HIS A 107      78.921  64.596  22.944  1.00  0.00

ATOM   1629  NE2 HIS A 107      78.350  64.762  20.888  1.00  0.00

ATOM   1630  HE2 HIS A 107      78.858  63.977  20.495  1.00  0.00

ATOM   1631  CD2 HIS A 107      77.476  65.621  20.248  1.00  0.00

ATOM   1632  HD2 HIS A 107      77.279  65.753  19.190  1.00  0.00

ATOM   1633  C   HIS A 107      73.852  66.122  21.586  1.00  0.00

ATOM   1634  O   HIS A 107      73.806  64.892  21.552  1.00  0.00

ATOM   1635  N   VAL A 108      73.150  66.781  22.511  1.00  0.00

ATOM   1636  H   VAL A 108      73.108  67.786  22.461  1.00  0.00

ATOM   1637  CA  VAL A 108      72.387  66.123  23.550  1.00  0.00

ATOM   1638  HA  VAL A 108      72.988  65.338  23.992  1.00  0.00

ATOM   1639  CB  VAL A 108      71.950  67.122  24.625  1.00  0.00

ATOM   1640  HB  VAL A 108      71.253  67.863  24.260  1.00  0.00

ATOM   1641  CG1 VAL A 108      71.269  66.246  25.683  1.00  0.00

ATOM   1642 1HG1 VAL A 108      70.335  65.780  25.373  1.00  0.00

ATOM   1643 2HG1 VAL A 108      71.950  65.475  26.023  1.00  0.00

ATOM   1644 3HG1 VAL A 108      71.039  66.871  26.545  1.00  0.00

ATOM   1645  CG2 VAL A 108      73.131  67.874  25.230  1.00  0.00

ATOM   1646 1HG2 VAL A 108      72.780  68.598  25.966  1.00  0.00

ATOM   1647 2HG2 VAL A 108      73.859  67.223  25.707  1.00  0.00

ATOM   1648 3HG2 VAL A 108      73.715  68.489  24.533  1.00  0.00

ATOM   1649  C   VAL A 108      71.164  65.382  23.018  1.00  0.00

ATOM   1650  O   VAL A 108      70.812  64.298  23.478  1.00  0.00

ATOM   1651  N   MET A 109      70.568  65.890  21.947  1.00  0.00

ATOM   1652  H   MET A 109      70.873  66.836  21.730  1.00  0.00

ATOM   1653  CA  MET A 109      69.434  65.330  21.244  1.00  0.00

ATOM   1654  HA  MET A 109      68.623  65.119  21.950  1.00  0.00

ATOM   1655  CB  MET A 109      68.945  66.389  20.251  1.00  0.00

ATOM   1656  HB1 MET A 109      69.786  66.521  19.568  1.00  0.00

ATOM   1657  HB2 MET A 109      68.807  67.272  20.864  1.00  0.00

ATOM   1658  CG  MET A 109      67.701  66.021  19.455  1.00  0.00

ATOM   1659  HG1 MET A 109      67.479  66.914  18.880  1.00  0.00

ATOM   1660  HG2 MET A 109      66.907  65.831  20.182  1.00  0.00

ATOM   1661  SD  MET A 109      67.784  64.716  18.208  1.00  0.00

ATOM   1662  CE  MET A 109      68.693  65.498  16.852  1.00  0.00

ATOM   1663  HE1 MET A 109      68.918  64.774  16.063  1.00  0.00

ATOM   1664  HE2 MET A 109      68.065  66.246  16.365  1.00  0.00

ATOM   1665  HE3 MET A 109      69.596  65.909  17.301  1.00  0.00

ATOM   1666  C   MET A 109      69.730  64.058  20.466  1.00  0.00

ATOM   1667  O   MET A 109      69.072  63.024  20.591  1.00  0.00

ATOM   1668  N   THR A 110      70.858  64.011  19.748  1.00  0.00

ATOM   1669  H   THR A 110      71.399  64.859  19.671  1.00  0.00

ATOM   1670  CA  THR A 110      71.355  62.832  19.086  1.00  0.00

ATOM   1671  HA  THR A 110      70.483  62.370  18.622  1.00  0.00

ATOM   1672  CB  THR A 110      72.403  63.146  18.024  1.00  0.00

ATOM   1673  HB  THR A 110      73.356  63.476  18.434  1.00  0.00

ATOM   1674  CG2 THR A 110      72.896  61.830  17.414  1.00  0.00

ATOM   1675 1HG2 THR A 110      73.585  62.150  16.641  1.00  0.00

ATOM   1676 2HG2 THR A 110      73.541  61.279  18.103  1.00  0.00

ATOM   1677 3HG2 THR A 110      72.050  61.261  17.043  1.00  0.00

ATOM   1678  OG1 THR A 110      71.996  64.130  17.091  1.00  0.00

ATOM   1679  HG1 THR A 110      72.397  64.967  17.337  1.00  0.00

ATOM   1680  C   THR A 110      71.975  61.818  20.054  1.00  0.00

ATOM   1681  O   THR A 110      71.570  60.669  19.900  1.00  0.00

ATOM   1682  N   ASN A 111      72.729  62.178  21.085  1.00  0.00

ATOM   1683  H   ASN A 111      73.182  63.085  21.122  1.00  0.00

ATOM   1684  CA  ASN A 111      73.066  61.285  22.179  1.00  0.00

ATOM   1685  HA  ASN A 111      73.723  60.509  21.811  1.00  0.00

ATOM   1686  CB  ASN A 111      73.791  62.065  23.270  1.00  0.00

ATOM   1687  HB1 ASN A 111      73.753  61.521  24.214  1.00  0.00

ATOM   1688  HB2 ASN A 111      73.354  63.041  23.479  1.00  0.00

ATOM   1689  CG  ASN A 111      75.235  62.389  22.922  1.00  0.00

ATOM   1690  OD1 ASN A 111      75.897  61.769  22.089  1.00  0.00

ATOM   1691  ND2 ASN A 111      75.850  63.391  23.564  1.00  0.00

ATOM   1692 1HD2 ASN A 111      75.332  64.000  24.188  1.00  0.00

ATOM   1693 2HD2 ASN A 111      76.813  63.619  23.369  1.00  0.00

ATOM   1694  C   ASN A 111      71.889  60.560  22.824  1.00  0.00

ATOM   1695  O   ASN A 111      72.005  59.393  23.199  1.00  0.00

ATOM   1696  N   LEU A 112      70.720  61.193  22.903  1.00  0.00

ATOM   1697  H   LEU A 112      70.780  62.164  22.607  1.00  0.00

ATOM   1698  CA  LEU A 112      69.492  60.643  23.438  1.00  0.00

ATOM   1699  HA  LEU A 112      69.742  59.911  24.202  1.00  0.00

ATOM   1700  CB  LEU A 112      68.624  61.777  23.972  1.00  0.00

ATOM   1701  HB1 LEU A 112      67.628  61.344  24.113  1.00  0.00

ATOM   1702  HB2 LEU A 112      68.666  62.620  23.274  1.00  0.00

ATOM   1703  CG  LEU A 112      69.113  62.357  25.294  1.00  0.00

ATOM   1704  HG  LEU A 112      70.118  62.757  25.130  1.00  0.00

ATOM   1705  CD1 LEU A 112      68.237  63.565  25.609  1.00  0.00

ATOM   1706 1HD1 LEU A 112      67.367  63.209  26.175  1.00  0.00

ATOM   1707 2HD1 LEU A 112      68.712  64.320  26.235  1.00  0.00

ATOM   1708 3HD1 LEU A 112      67.939  64.041  24.682  1.00  0.00

ATOM   1709  CD2 LEU A 112      69.126  61.419  26.496  1.00  0.00

ATOM   1710 1HD2 LEU A 112      68.505  60.524  26.481  1.00  0.00

ATOM   1711 2HD2 LEU A 112      70.132  61.007  26.572  1.00  0.00

ATOM   1712 3HD2 LEU A 112      68.925  61.970  27.427  1.00  0.00

ATOM   1713  C   LEU A 112      68.720  59.865  22.387  1.00  0.00

ATOM   1714  O   LEU A 112      68.014  58.951  22.817  1.00  0.00

ATOM   1715  N   GLY A 113      68.848  60.119  21.088  1.00  0.00

ATOM   1716  H   GLY A 113      69.385  60.940  20.850  1.00  0.00

ATOM   1717  CA  GLY A 113      68.086  59.451  20.053  1.00  0.00

ATOM   1718  HA1 GLY A 113      67.942  58.420  20.396  1.00  0.00

ATOM   1719  HA2 GLY A 113      68.719  59.434  19.164  1.00  0.00

ATOM   1720  C   GLY A 113      66.733  60.071  19.723  1.00  0.00

ATOM   1721  O   GLY A 113      65.785  59.383  19.357  1.00  0.00

ATOM   1722  N   GLU A 114      66.583  61.397  19.823  1.00  0.00

ATOM   1723  H   GLU A 114      67.366  61.958  20.105  1.00  0.00

ATOM   1724  CA  GLU A 114      65.298  62.051  19.972  1.00  0.00

ATOM   1725  HA  GLU A 114      64.638  61.462  20.595  1.00  0.00

ATOM   1726  CB  GLU A 114      65.419  63.374  20.709  1.00  0.00

ATOM   1727  HB1 GLU A 114      64.526  63.986  20.547  1.00  0.00

ATOM   1728  HB2 GLU A 114      66.248  64.028  20.438  1.00  0.00

ATOM   1729  CG  GLU A 114      65.458  63.215  22.226  1.00  0.00

ATOM   1730  HG1 GLU A 114      65.480  64.250  22.579  1.00  0.00

ATOM   1731  HG2 GLU A 114      66.404  62.743  22.451  1.00  0.00

ATOM   1732  CD  GLU A 114      64.224  62.593  22.876  1.00  0.00

ATOM   1733  OE1 GLU A 114      63.145  63.196  22.715  1.00  0.00

ATOM   1734  OE2 GLU A 114      64.347  61.553  23.558  1.00  0.00

ATOM   1735  C   GLU A 114      64.476  62.177  18.693  1.00  0.00

ATOM   1736  O   GLU A 114      63.307  62.556  18.669  1.00  0.00

ATOM   1737  N   LYS A 115      64.995  61.965  17.484  1.00  0.00

ATOM   1738  H   LYS A 115      65.952  61.648  17.450  1.00  0.00

ATOM   1739  CA  LYS A 115      64.386  62.100  16.172  1.00  0.00

ATOM   1740  HA  LYS A 115      65.183  61.977  15.436  1.00  0.00

ATOM   1741  CB  LYS A 115      63.396  61.004  15.798  1.00  0.00

ATOM   1742  HB1 LYS A 115      63.020  61.271  14.810  1.00  0.00

ATOM   1743  HB2 LYS A 115      62.509  61.093  16.427  1.00  0.00

ATOM   1744  CG  LYS A 115      64.014  59.610  15.825  1.00  0.00

ATOM   1745  HG1 LYS A 115      63.893  59.355  16.879  1.00  0.00

ATOM   1746  HG2 LYS A 115      65.031  59.673  15.410  1.00  0.00

ATOM   1747  CD  LYS A 115      63.164  58.593  15.068  1.00  0.00

ATOM   1748  HD1 LYS A 115      63.080  58.931  14.024  1.00  0.00

ATOM   1749  HD2 LYS A 115      62.137  58.601  15.440  1.00  0.00

ATOM   1750  CE  LYS A 115      63.707  57.176  15.117  1.00  0.00

ATOM   1751  HE1 LYS A 115      63.051  56.624  14.448  1.00  0.00

ATOM   1752  HE2 LYS A 115      63.565  56.699  16.084  1.00  0.00

ATOM   1753  NZ  LYS A 115      65.134  57.075  14.736  1.00  0.00

ATOM   1754  HZ1 LYS A 115      65.784  57.559  15.344  1.00  0.00

ATOM   1755  HZ2 LYS A 115      65.435  56.119  14.836  1.00  0.00

ATOM   1756  HZ3 LYS A 115      65.375  57.349  13.797  1.00  0.00

ATOM   1757  C   LYS A 115      63.859  63.484  15.856  1.00  0.00

ATOM   1758  O   LYS A 115      62.771  63.777  15.359  1.00  0.00

ATOM   1759  N   LEU A 116      64.777  64.413  16.133  1.00  0.00

ATOM   1760  H   LEU A 116      65.709  64.088  16.348  1.00  0.00

ATOM   1761  CA  LEU A 116      64.746  65.809  15.746  1.00  0.00

ATOM   1762  HA  LEU A 116      63.718  66.042  15.476  1.00  0.00

ATOM   1763  CB  LEU A 116      65.045  66.713  16.941  1.00  0.00

ATOM   1764  HB1 LEU A 116      64.853  67.689  16.498  1.00  0.00

ATOM   1765  HB2 LEU A 116      66.084  66.609  17.265  1.00  0.00

ATOM   1766  CG  LEU A 116      64.160  66.466  18.148  1.00  0.00

ATOM   1767  HG  LEU A 116      64.376  65.440  18.458  1.00  0.00

ATOM   1768  CD1 LEU A 116      64.239  67.511  19.254  1.00  0.00

ATOM   1769 1HD1 LEU A 116      63.567  67.310  20.086  1.00  0.00

ATOM   1770 2HD1 LEU A 116      65.249  67.566  19.665  1.00  0.00

ATOM   1771 3HD1 LEU A 116      63.984  68.482  18.822  1.00  0.00

ATOM   1772  CD2 LEU A 116      62.715  66.523  17.642  1.00  0.00

ATOM   1773 1HD2 LEU A 116      62.516  65.687  16.980  1.00  0.00

ATOM   1774 2HD2 LEU A 116      62.062  66.473  18.509  1.00  0.00

ATOM   1775 3HD2 LEU A 116      62.430  67.478  17.195  1.00  0.00

ATOM   1776  C   LEU A 116      65.557  66.214  14.532  1.00  0.00

ATOM   1777  O   LEU A 116      66.757  65.953  14.489  1.00  0.00

ATOM   1778  N   THR A 117      64.878  66.884  13.603  1.00  0.00

ATOM   1779  H   THR A 117      63.883  67.058  13.678  1.00  0.00

ATOM   1780  CA  THR A 117      65.542  67.480  12.463  1.00  0.00

ATOM   1781  HA  THR A 117      66.364  66.824  12.166  1.00  0.00

ATOM   1782  CB  THR A 117      64.573  67.752  11.311  1.00  0.00

ATOM   1783  HB  THR A 117      65.185  68.294  10.594  1.00  0.00

ATOM   1784  CG2 THR A 117      63.904  66.537  10.697  1.00  0.00

ATOM   1785 1HG2 THR A 117      64.673  65.767  10.663  1.00  0.00

ATOM   1786 2HG2 THR A 117      63.213  66.159  11.444  1.00  0.00

ATOM   1787 3HG2 THR A 117      63.517  66.923   9.746  1.00  0.00

ATOM   1788  OG1 THR A 117      63.564  68.690  11.645  1.00  0.00

ATOM   1789  HG1 THR A 117      62.973  68.273  12.267  1.00  0.00

ATOM   1790  C   THR A 117      66.259  68.767  12.858  1.00  0.00

ATOM   1791  O   THR A 117      65.913  69.324  13.899  1.00  0.00

ATOM   1792  N   ASP A 118      67.243  69.233  12.093  1.00  0.00

ATOM   1793  H   ASP A 118      67.467  68.808  11.210  1.00  0.00

ATOM   1794  CA  ASP A 118      68.021  70.423  12.417  1.00  0.00

ATOM   1795  HA  ASP A 118      68.560  70.313  13.355  1.00  0.00

ATOM   1796  CB  ASP A 118      69.145  70.710  11.430  1.00  0.00

ATOM   1797  HB1 ASP A 118      68.779  71.065  10.462  1.00  0.00

ATOM   1798  HB2 ASP A 118      69.815  69.866  11.269  1.00  0.00

ATOM   1799  CG  ASP A 118      70.017  71.806  12.013  1.00  0.00

ATOM   1800  OD1 ASP A 118      69.983  72.891  11.409  1.00  0.00

ATOM   1801  OD2 ASP A 118      70.787  71.513  12.958  1.00  0.00

ATOM   1802  C   ASP A 118      67.156  71.658  12.648  1.00  0.00

ATOM   1803  O   ASP A 118      67.409  72.401  13.584  1.00  0.00

ATOM   1804  N   GLU A 119      66.084  71.750  11.848  1.00  0.00

ATOM   1805  H   GLU A 119      65.874  71.064  11.143  1.00  0.00

ATOM   1806  CA  GLU A 119      65.274  72.945  11.948  1.00  0.00

ATOM   1807  HA  GLU A 119      65.898  73.836  12.060  1.00  0.00

ATOM   1808  CB  GLU A 119      64.479  73.022  10.645  1.00  0.00

ATOM   1809  HB1 GLU A 119      63.602  73.667  10.695  1.00  0.00

ATOM   1810  HB2 GLU A 119      64.057  72.048  10.380  1.00  0.00

ATOM   1811  CG  GLU A 119      65.303  73.689   9.553  1.00  0.00

ATOM   1812  HG1 GLU A 119      64.672  73.779   8.666  1.00  0.00

ATOM   1813  HG2 GLU A 119      66.094  73.017   9.240  1.00  0.00

ATOM   1814  CD  GLU A 119      65.834  75.060   9.942  1.00  0.00

ATOM   1815  OE1 GLU A 119      67.080  75.155  10.012  1.00  0.00

ATOM   1816  OE2 GLU A 119      65.086  76.018  10.229  1.00  0.00

ATOM   1817  C   GLU A 119      64.241  72.922  13.062  1.00  0.00

ATOM   1818  O   GLU A 119      63.487  73.855  13.322  1.00  0.00

ATOM   1819  N   GLU A 120      64.164  71.776  13.745  1.00  0.00

ATOM   1820  H   GLU A 120      64.719  70.995  13.413  1.00  0.00

ATOM   1821  CA  GLU A 120      63.438  71.649  14.993  1.00  0.00

ATOM   1822  HA  GLU A 120      62.762  72.496  15.002  1.00  0.00

ATOM   1823  CB  GLU A 120      62.870  70.250  15.227  1.00  0.00

ATOM   1824  HB1 GLU A 120      62.464  70.092  16.215  1.00  0.00

ATOM   1825  HB2 GLU A 120      63.579  69.426  15.079  1.00  0.00

ATOM   1826  CG  GLU A 120      61.737  70.089  14.215  1.00  0.00

ATOM   1827  HG1 GLU A 120      62.160  70.286  13.231  1.00  0.00

ATOM   1828  HG2 GLU A 120      60.935  70.780  14.471  1.00  0.00

ATOM   1829  CD  GLU A 120      61.218  68.662  14.225  1.00  0.00

ATOM   1830  OE1 GLU A 120      61.906  67.783  13.663  1.00  0.00

ATOM   1831  OE2 GLU A 120      60.122  68.431  14.789  1.00  0.00

ATOM   1832  C   GLU A 120      64.403  71.989  16.116  1.00  0.00

ATOM   1833  O   GLU A 120      63.980  72.570  17.115  1.00  0.00

ATOM   1834  N   VAL A 121      65.686  71.655  16.044  1.00  0.00

ATOM   1835  H   VAL A 121      66.081  71.133  15.270  1.00  0.00

ATOM   1836  CA  VAL A 121      66.559  71.928  17.172  1.00  0.00

ATOM   1837  HA  VAL A 121      66.074  71.778  18.125  1.00  0.00

ATOM   1838  CB  VAL A 121      67.779  71.004  17.127  1.00  0.00

ATOM   1839  HB  VAL A 121      68.276  71.155  16.180  1.00  0.00

ATOM   1840  CG1 VAL A 121      68.717  71.282  18.298  1.00  0.00

ATOM   1841 1HG1 VAL A 121      69.131  72.288  18.222  1.00  0.00

ATOM   1842 2HG1 VAL A 121      68.219  71.191  19.262  1.00  0.00

ATOM   1843 3HG1 VAL A 121      69.620  70.692  18.132  1.00  0.00

ATOM   1844  CG2 VAL A 121      67.295  69.572  17.321  1.00  0.00

ATOM   1845 1HG2 VAL A 121      66.576  69.341  16.533  1.00  0.00

ATOM   1846 2HG2 VAL A 121      68.125  68.872  17.251  1.00  0.00

ATOM   1847 3HG2 VAL A 121      66.750  69.497  18.262  1.00  0.00

ATOM   1848  C   VAL A 121      66.997  73.384  17.156  1.00  0.00

ATOM   1849  O   VAL A 121      67.116  74.029  18.192  1.00  0.00

ATOM   1850  N   ASP A 122      67.007  74.080  16.011  1.00  0.00

ATOM   1851  H   ASP A 122      67.030  73.522  15.166  1.00  0.00

ATOM   1852  CA  ASP A 122      66.938  75.517  15.825  1.00  0.00

ATOM   1853  HA  ASP A 122      67.758  75.884  16.448  1.00  0.00

ATOM   1854  CB  ASP A 122      67.374  75.842  14.398  1.00  0.00

ATOM   1855  HB1 ASP A 122      66.748  75.262  13.711  1.00  0.00

ATOM   1856  HB2 ASP A 122      68.453  75.759  14.284  1.00  0.00

ATOM   1857  CG  ASP A 122      67.115  77.245  13.877  1.00  0.00

ATOM   1858  OD1 ASP A 122      67.972  78.129  14.099  1.00  0.00

ATOM   1859  OD2 ASP A 122      66.126  77.531  13.177  1.00  0.00

ATOM   1860  C   ASP A 122      65.614  76.146  16.224  1.00  0.00

ATOM   1861  O   ASP A 122      65.609  77.253  16.739  1.00  0.00

ATOM   1862  N   GLU A 123      64.476  75.441  16.155  1.00  0.00

ATOM   1863  H   GLU A 123      64.496  74.479  15.829  1.00  0.00

ATOM   1864  CA  GLU A 123      63.269  75.966  16.747  1.00  0.00

ATOM   1865  HA  GLU A 123      63.048  76.963  16.364  1.00  0.00

ATOM   1866  CB  GLU A 123      62.131  75.037  16.308  1.00  0.00

ATOM   1867  HB1 GLU A 123      62.151  74.116  16.885  1.00  0.00

ATOM   1868  HB2 GLU A 123      62.230  74.730  15.273  1.00  0.00

ATOM   1869  CG  GLU A 123      60.778  75.646  16.646  1.00  0.00

ATOM   1870  HG1 GLU A 123      60.667  76.621  16.162  1.00  0.00

ATOM   1871  HG2 GLU A 123      60.716  75.775  17.729  1.00  0.00

ATOM   1872  CD  GLU A 123      59.592  74.773  16.252  1.00  0.00

ATOM   1873  OE1 GLU A 123      59.602  73.730  15.554  1.00  0.00

ATOM   1874  OE2 GLU A 123      58.455  75.126  16.627  1.00  0.00

ATOM   1875  C   GLU A 123      63.308  76.081  18.261  1.00  0.00

ATOM   1876  O   GLU A 123      63.003  77.179  18.731  1.00  0.00

ATOM   1877  N   MET A 124      63.824  75.100  19.002  1.00  0.00

ATOM   1878  H   MET A 124      63.974  74.229  18.508  1.00  0.00

ATOM   1879  CA  MET A 124      64.050  75.101  20.427  1.00  0.00

ATOM   1880  HA  MET A 124      63.089  75.301  20.915  1.00  0.00

ATOM   1881  CB  MET A 124      64.635  73.740  20.794  1.00  0.00

ATOM   1882  HB1 MET A 124      64.874  73.861  21.851  1.00  0.00

ATOM   1883  HB2 MET A 124      65.526  73.618  20.166  1.00  0.00

ATOM   1884  CG  MET A 124      63.665  72.576  20.603  1.00  0.00

ATOM   1885  HG1 MET A 124      63.491  72.410  19.543  1.00  0.00

ATOM   1886  HG2 MET A 124      62.776  72.794  21.191  1.00  0.00

ATOM   1887  SD  MET A 124      64.624  71.174  21.228  1.00  0.00

ATOM   1888  CE  MET A 124      64.169  70.965  22.970  1.00  0.00

ATOM   1889  HE1 MET A 124      64.884  70.378  23.557  1.00  0.00

ATOM   1890  HE2 MET A 124      63.983  71.914  23.464  1.00  0.00

ATOM   1891  HE3 MET A 124      63.231  70.426  23.059  1.00  0.00

ATOM   1892  C   MET A 124      64.941  76.271  20.814  1.00  0.00

ATOM   1893  O   MET A 124      64.775  76.829  21.898  1.00  0.00

ATOM   1894  N   ILE A 125      65.962  76.556  19.996  1.00  0.00

ATOM   1895  H   ILE A 125      66.136  75.998  19.172  1.00  0.00

ATOM   1896  CA  ILE A 125      66.924  77.585  20.318  1.00  0.00

ATOM   1897  HA  ILE A 125      67.356  77.363  21.297  1.00  0.00

ATOM   1898  CB  ILE A 125      68.136  77.538  19.393  1.00  0.00

ATOM   1899  HB  ILE A 125      67.846  77.232  18.382  1.00  0.00

ATOM   1900  CG2 ILE A 125      68.853  78.876  19.241  1.00  0.00

ATOM   1901 1HG2 ILE A 125      69.838  78.740  18.784  1.00  0.00

ATOM   1902 2HG2 ILE A 125      68.338  79.539  18.557  1.00  0.00

ATOM   1903 3HG2 ILE A 125      69.004  79.308  20.240  1.00  0.00

ATOM   1904  CG1 ILE A 125      69.135  76.518  19.922  1.00  0.00

ATOM   1905 1HG1 ILE A 125      69.855  76.376  19.109  1.00  0.00

ATOM   1906 2HG1 ILE A 125      68.551  75.597  19.918  1.00  0.00

ATOM   1907  CD  ILE A 125      69.844  76.742  21.251  1.00  0.00

ATOM   1908  HD1 ILE A 125      69.185  76.512  22.082  1.00  0.00

ATOM   1909  HD2 ILE A 125      70.652  76.019  21.414  1.00  0.00

ATOM   1910  HD3 ILE A 125      70.366  77.689  21.416  1.00  0.00

ATOM   1911  C   ILE A 125      66.280  78.965  20.385  1.00  0.00

ATOM   1912  O   ILE A 125      66.533  79.759  21.280  1.00  0.00

ATOM   1913  N   ARG A 126      65.448  79.206  19.372  1.00  0.00

ATOM   1914  H   ARG A 126      65.278  78.441  18.730  1.00  0.00

ATOM   1915  CA  ARG A 126      64.625  80.391  19.176  1.00  0.00

ATOM   1916  HA  ARG A 126      65.282  81.224  19.404  1.00  0.00

ATOM   1917  CB  ARG A 126      64.204  80.427  17.713  1.00  0.00

ATOM   1918  HB1 ARG A 126      63.570  79.555  17.598  1.00  0.00

ATOM   1919  HB2 ARG A 126      65.158  80.438  17.175  1.00  0.00

ATOM   1920  CG  ARG A 126      63.393  81.629  17.231  1.00  0.00

ATOM   1921  HG1 ARG A 126      63.936  82.518  17.560  1.00  0.00

ATOM   1922  HG2 ARG A 126      62.465  81.673  17.796  1.00  0.00

ATOM   1923  CD  ARG A 126      63.212  81.726  15.717  1.00  0.00

ATOM   1924  HD1 ARG A 126      64.016  82.261  15.213  1.00  0.00

ATOM   1925  HD2 ARG A 126      62.355  82.373  15.529  1.00  0.00

ATOM   1926  NE  ARG A 126      62.896  80.437  15.117  1.00  0.00

ATOM   1927  HE  ARG A 126      61.944  80.121  15.008  1.00  0.00

ATOM   1928  CZ  ARG A 126      63.797  79.590  14.605  1.00  0.00

ATOM   1929  NH1 ARG A 126      65.118  79.806  14.472  1.00  0.00

ATOM   1930 1HH1 ARG A 126      65.583  80.634  14.824  1.00  0.00

ATOM   1931 2HH1 ARG A 126      65.699  79.137  13.996  1.00  0.00

ATOM   1932  NH2 ARG A 126      63.498  78.349  14.210  1.00  0.00

ATOM   1933 1HH2 ARG A 126      62.531  78.057  14.224  1.00  0.00

ATOM   1934 2HH2 ARG A 126      64.259  77.703  14.004  1.00  0.00

ATOM   1935  C   ARG A 126      63.490  80.488  20.185  1.00  0.00

ATOM   1936  O   ARG A 126      63.171  81.608  20.589  1.00  0.00

ATOM   1937  N   GLU A 127      62.947  79.345  20.624  1.00  0.00

ATOM   1938  H   GLU A 127      63.123  78.497  20.095  1.00  0.00

ATOM   1939  CA  GLU A 127      61.955  79.325  21.680  1.00  0.00

ATOM   1940  HA  GLU A 127      61.131  79.993  21.442  1.00  0.00

ATOM   1941  CB  GLU A 127      61.255  77.976  21.789  1.00  0.00

ATOM   1942  HB1 GLU A 127      62.053  77.272  22.038  1.00  0.00

ATOM   1943  HB2 GLU A 127      60.857  77.683  20.821  1.00  0.00

ATOM   1944  CG  GLU A 127      60.046  77.890  22.710  1.00  0.00

ATOM   1945  HG1 GLU A 127      59.381  78.728  22.470  1.00  0.00

ATOM   1946  HG2 GLU A 127      60.428  78.021  23.727  1.00  0.00

ATOM   1947  CD  GLU A 127      59.252  76.612  22.477  1.00  0.00

ATOM   1948  OE1 GLU A 127      59.170  75.792  23.417  1.00  0.00

ATOM   1949  OE2 GLU A 127      58.526  76.526  21.467  1.00  0.00

ATOM   1950  C   GLU A 127      62.617  79.719  22.996  1.00  0.00

ATOM   1951  O   GLU A 127      61.897  80.196  23.879  1.00  0.00

ATOM   1952  N   ALA A 128      63.938  79.694  23.149  1.00  0.00

ATOM   1953  H   ALA A 128      64.553  79.241  22.478  1.00  0.00

ATOM   1954  CA  ALA A 128      64.584  80.162  24.349  1.00  0.00

ATOM   1955  HA  ALA A 128      63.882  80.200  25.181  1.00  0.00

ATOM   1956  CB  ALA A 128      65.661  79.197  24.841  1.00  0.00

ATOM   1957  HB1 ALA A 128      66.314  79.028  23.980  1.00  0.00

ATOM   1958  HB2 ALA A 128      66.083  79.569  25.778  1.00  0.00

ATOM   1959  HB3 ALA A 128      65.102  78.266  24.969  1.00  0.00

ATOM   1960  C   ALA A 128      65.148  81.568  24.206  1.00  0.00

ATOM   1961  O   ALA A 128      65.100  82.250  25.226  1.00  0.00

ATOM   1962  N   ASP A 129      65.821  81.831  23.082  1.00  0.00

ATOM   1963  H   ASP A 129      65.892  81.165  22.322  1.00  0.00

ATOM   1964  CA  ASP A 129      66.580  83.056  22.938  1.00  0.00

ATOM   1965  HA  ASP A 129      67.308  83.172  23.735  1.00  0.00

ATOM   1966  CB  ASP A 129      67.484  82.883  21.719  1.00  0.00

ATOM   1967  HB1 ASP A 129      66.837  82.512  20.921  1.00  0.00

ATOM   1968  HB2 ASP A 129      68.293  82.233  22.067  1.00  0.00

ATOM   1969  CG  ASP A 129      68.070  84.134  21.107  1.00  0.00

ATOM   1970  OD1 ASP A 129      68.743  84.821  21.905  1.00  0.00

ATOM   1971  OD2 ASP A 129      67.783  84.506  19.939  1.00  0.00

ATOM   1972  C   ASP A 129      65.705  84.308  22.979  1.00  0.00

ATOM   1973  O   ASP A 129      64.793  84.553  22.195  1.00  0.00

ATOM   1974  N   ILE A 130      66.040  85.246  23.872  1.00  0.00

ATOM   1975  H   ILE A 130      66.898  85.093  24.382  1.00  0.00

ATOM   1976  CA  ILE A 130      65.286  86.447  24.173  1.00  0.00

ATOM   1977  HA  ILE A 130      64.298  86.412  23.703  1.00  0.00

ATOM   1978  CB  ILE A 130      65.066  86.531  25.676  1.00  0.00

ATOM   1979  HB  ILE A 130      64.997  85.464  25.893  1.00  0.00

ATOM   1980  CG2 ILE A 130      66.297  86.952  26.469  1.00  0.00

ATOM   1981 1HG2 ILE A 130      67.252  86.607  26.054  1.00  0.00

ATOM   1982 2HG2 ILE A 130      66.198  88.032  26.549  1.00  0.00

ATOM   1983 3HG2 ILE A 130      66.127  86.554  27.469  1.00  0.00

ATOM   1984  CG1 ILE A 130      63.784  87.183  26.198  1.00  0.00

ATOM   1985 1HG1 ILE A 130      63.899  88.239  25.961  1.00  0.00

ATOM   1986 2HG1 ILE A 130      63.756  87.009  27.273  1.00  0.00

ATOM   1987  CD  ILE A 130      62.561  86.525  25.546  1.00  0.00

ATOM   1988  HD1 ILE A 130      61.627  86.831  26.020  1.00  0.00

ATOM   1989  HD2 ILE A 130      62.527  86.764  24.479  1.00  0.00

ATOM   1990  HD3 ILE A 130      62.751  85.459  25.678  1.00  0.00

ATOM   1991  C   ILE A 130      65.926  87.721  23.635  1.00  0.00

ATOM   1992  O   ILE A 130      65.246  88.745  23.541  1.00  0.00

ATOM   1993  N   ASP A 131      67.234  87.699  23.376  1.00  0.00

ATOM   1994  H   ASP A 131      67.733  86.851  23.608  1.00  0.00

ATOM   1995  CA  ASP A 131      68.008  88.906  23.123  1.00  0.00

ATOM   1996  HA  ASP A 131      67.420  89.774  23.436  1.00  0.00

ATOM   1997  CB  ASP A 131      69.257  88.929  23.988  1.00  0.00

ATOM   1998  HB1 ASP A 131      69.122  88.201  24.796  1.00  0.00

ATOM   1999  HB2 ASP A 131      69.270  89.928  24.422  1.00  0.00

ATOM   2000  CG  ASP A 131      70.507  88.595  23.190  1.00  0.00

ATOM   2001  OD1 ASP A 131      70.468  87.429  22.752  1.00  0.00

ATOM   2002  OD2 ASP A 131      71.336  89.491  22.908  1.00  0.00

ATOM   2003  C   ASP A 131      68.372  89.149  21.667  1.00  0.00

ATOM   2004  O   ASP A 131      68.907  90.182  21.267  1.00  0.00

ATOM   2005  N   GLY A 132      68.215  88.109  20.845  1.00  0.00

ATOM   2006  H   GLY A 132      67.922  87.303  21.371  1.00  0.00

ATOM   2007  CA  GLY A 132      68.317  88.118  19.400  1.00  0.00

ATOM   2008  HA1 GLY A 132      68.347  89.154  19.057  1.00  0.00

ATOM   2009  HA2 GLY A 132      67.441  87.576  19.047  1.00  0.00

ATOM   2010  C   GLY A 132      69.602  87.477  18.912  1.00  0.00

ATOM   2011  O   GLY A 132      69.669  87.243  17.700  1.00  0.00

ATOM   2012  N   ASP A 133      70.580  87.009  19.688  1.00  0.00

ATOM   2013  H   ASP A 133      70.594  87.215  20.675  1.00  0.00

ATOM   2014  CA  ASP A 133      71.873  86.626  19.159  1.00  0.00

ATOM   2015  HA  ASP A 133      72.138  87.182  18.244  1.00  0.00

ATOM   2016  CB  ASP A 133      72.961  86.922  20.191  1.00  0.00

ATOM   2017  HB1 ASP A 133      72.818  87.960  20.474  1.00  0.00

ATOM   2018  HB2 ASP A 133      73.946  86.886  19.739  1.00  0.00

ATOM   2019  CG  ASP A 133      73.097  85.977  21.379  1.00  0.00

ATOM   2020  OD1 ASP A 133      72.156  85.200  21.658  1.00  0.00

ATOM   2021  OD2 ASP A 133      74.076  86.164  22.136  1.00  0.00

ATOM   2022  C   ASP A 133      71.837  85.158  18.769  1.00  0.00

ATOM   2023  O   ASP A 133      72.773  84.740  18.098  1.00  0.00

ATOM   2024  N   GLY A 134      70.756  84.414  19.043  1.00  0.00

ATOM   2025  H   GLY A 134      69.989  84.905  19.484  1.00  0.00

ATOM   2026  CA  GLY A 134      70.603  83.029  18.653  1.00  0.00

ATOM   2027  HA1 GLY A 134      70.814  83.027  17.584  1.00  0.00

ATOM   2028  HA2 GLY A 134      69.589  82.641  18.527  1.00  0.00

ATOM   2029  C   GLY A 134      71.374  81.963  19.407  1.00  0.00

ATOM   2030  O   GLY A 134      71.385  80.824  18.948  1.00  0.00

ATOM   2031  N   GLN A 135      71.931  82.287  20.578  1.00  0.00

ATOM   2032  H   GLN A 135      71.871  83.259  20.845  1.00  0.00

ATOM   2033  CA  GLN A 135      72.521  81.339  21.498  1.00  0.00

ATOM   2034  HA  GLN A 135      72.350  80.326  21.129  1.00  0.00

ATOM   2035  CB  GLN A 135      74.024  81.548  21.681  1.00  0.00

ATOM   2036  HB1 GLN A 135      74.492  80.972  22.473  1.00  0.00

ATOM   2037  HB2 GLN A 135      74.146  82.547  22.097  1.00  0.00

ATOM   2038  CG  GLN A 135      74.859  81.427  20.413  1.00  0.00

ATOM   2039  HG1 GLN A 135      74.767  82.308  19.786  1.00  0.00

ATOM   2040  HG2 GLN A 135      74.521  80.529  19.895  1.00  0.00

ATOM   2041  CD  GLN A 135      76.342  81.188  20.646  1.00  0.00

ATOM   2042  OE1 GLN A 135      76.789  81.174  21.798  1.00  0.00

ATOM   2043  NE2 GLN A 135      77.194  81.189  19.625  1.00  0.00

ATOM   2044 1HE2 GLN A 135      76.781  81.332  18.716  1.00  0.00

ATOM   2045 2HE2 GLN A 135      78.170  81.033  19.826  1.00  0.00

ATOM   2046  C   GLN A 135      71.800  81.559  22.817  1.00  0.00

ATOM   2047  O   GLN A 135      71.322  82.641  23.148  1.00  0.00

ATOM   2048  N   VAL A 136      71.788  80.469  23.590  1.00  0.00

ATOM   2049  H   VAL A 136      72.222  79.636  23.223  1.00  0.00

ATOM   2050  CA  VAL A 136      71.044  80.296  24.821  1.00  0.00

ATOM   2051  HA  VAL A 136      70.326  81.098  24.988  1.00  0.00

ATOM   2052  CB  VAL A 136      70.179  79.040  24.753  1.00  0.00

ATOM   2053  HB  VAL A 136      70.734  78.132  24.507  1.00  0.00

ATOM   2054  CG1 VAL A 136      69.458  78.762  26.067  1.00  0.00

ATOM   2055 1HG1 VAL A 136      68.916  79.671  26.319  1.00  0.00

ATOM   2056 2HG1 VAL A 136      68.737  77.944  26.110  1.00  0.00

ATOM   2057 3HG1 VAL A 136      70.154  78.648  26.901  1.00  0.00

ATOM   2058  CG2 VAL A 136      69.036  79.209  23.758  1.00  0.00

ATOM   2059 1HG2 VAL A 136      68.574  78.230  23.639  1.00  0.00

ATOM   2060 2HG2 VAL A 136      68.373  80.029  24.042  1.00  0.00

ATOM   2061 3HG2 VAL A 136      69.453  79.423  22.782  1.00  0.00

ATOM   2062  C   VAL A 136      71.901  80.304  26.080  1.00  0.00

ATOM   2063  O   VAL A 136      72.713  79.394  26.234  1.00  0.00

ATOM   2064  N   ASN A 137      71.618  81.159  27.058  1.00  0.00

ATOM   2065  H   ASN A 137      70.883  81.823  26.852  1.00  0.00

ATOM   2066  CA  ASN A 137      72.406  81.250  28.278  1.00  0.00

ATOM   2067  HA  ASN A 137      73.245  80.561  28.218  1.00  0.00

ATOM   2068  CB  ASN A 137      72.991  82.658  28.315  1.00  0.00

ATOM   2069  HB1 ASN A 137      73.256  82.991  27.306  1.00  0.00

ATOM   2070  HB2 ASN A 137      73.886  82.533  28.929  1.00  0.00

ATOM   2071  CG  ASN A 137      72.113  83.723  28.955  1.00  0.00

ATOM   2072  OD1 ASN A 137      72.075  84.008  30.149  1.00  0.00

ATOM   2073  ND2 ASN A 137      71.322  84.271  28.033  1.00  0.00

ATOM   2074 1HD2 ASN A 137      71.383  83.901  27.094  1.00  0.00

ATOM   2075 2HD2 ASN A 137      70.659  84.972  28.328  1.00  0.00

ATOM   2076  C   ASN A 137      71.612  80.932  29.542  1.00  0.00

ATOM   2077  O   ASN A 137      70.450  80.555  29.429  1.00  0.00

ATOM   2078  N   TYR A 138      72.185  80.919  30.747  1.00  0.00

ATOM   2079  H   TYR A 138      73.169  81.162  30.757  1.00  0.00

ATOM   2080  CA  TYR A 138      71.598  80.486  32.002  1.00  0.00

ATOM   2081  HA  TYR A 138      71.449  79.405  31.959  1.00  0.00

ATOM   2082  CB  TYR A 138      72.526  80.720  33.187  1.00  0.00

ATOM   2083  HB1 TYR A 138      72.672  81.788  33.371  1.00  0.00

ATOM   2084  HB2 TYR A 138      73.479  80.253  32.903  1.00  0.00

ATOM   2085  CG  TYR A 138      72.122  80.060  34.488  1.00  0.00

ATOM   2086  CD1 TYR A 138      71.781  80.783  35.628  1.00  0.00

ATOM   2087  HD1 TYR A 138      71.953  81.853  35.604  1.00  0.00

ATOM   2088  CE1 TYR A 138      71.266  80.159  36.771  1.00  0.00

ATOM   2089  HE1 TYR A 138      71.159  80.807  37.627  1.00  0.00

ATOM   2090  CZ  TYR A 138      71.294  78.758  36.860  1.00  0.00

ATOM   2091  OH  TYR A 138      71.030  78.118  38.038  1.00  0.00

ATOM   2092  HH  TYR A 138      70.984  78.669  38.823  1.00  0.00

ATOM   2093  CE2 TYR A 138      71.757  78.007  35.756  1.00  0.00

ATOM   2094  HE2 TYR A 138      71.801  76.938  35.743  1.00  0.00

ATOM   2095  CD2 TYR A 138      72.114  78.661  34.570  1.00  0.00

ATOM   2096  HD2 TYR A 138      72.520  78.058  33.780  1.00  0.00

ATOM   2097  C   TYR A 138      70.256  81.185  32.185  1.00  0.00

ATOM   2098  O   TYR A 138      69.243  80.550  32.474  1.00  0.00

ATOM   2099  N   GLU A 139      70.133  82.468  31.856  1.00  0.00

ATOM   2100  H   GLU A 139      70.960  82.982  31.591  1.00  0.00

ATOM   2101  CA  GLU A 139      68.916  83.251  31.971  1.00  0.00

ATOM   2102  HA  GLU A 139      68.510  83.123  32.967  1.00  0.00

ATOM   2103  CB  GLU A 139      69.213  84.713  31.623  1.00  0.00

ATOM   2104  HB1 GLU A 139      68.286  85.290  31.575  1.00  0.00

ATOM   2105  HB2 GLU A 139      69.645  84.889  30.642  1.00  0.00

ATOM   2106  CG  GLU A 139      70.118  85.213  32.747  1.00  0.00

ATOM   2107  HG1 GLU A 139      70.825  85.911  32.291  1.00  0.00

ATOM   2108  HG2 GLU A 139      70.785  84.438  33.113  1.00  0.00

ATOM   2109  CD  GLU A 139      69.261  85.773  33.868  1.00  0.00

ATOM   2110  OE1 GLU A 139      69.215  85.074  34.905  1.00  0.00

ATOM   2111  OE2 GLU A 139      68.719  86.893  33.825  1.00  0.00

ATOM   2112  C   GLU A 139      67.779  82.866  31.031  1.00  0.00

ATOM   2113  O   GLU A 139      66.617  83.085  31.379  1.00  0.00

ATOM   2114  N   GLU A 140      68.070  82.366  29.828  1.00  0.00

ATOM   2115  H   GLU A 140      69.047  82.097  29.778  1.00  0.00

ATOM   2116  CA  GLU A 140      67.156  81.915  28.799  1.00  0.00

ATOM   2117  HA  GLU A 140      66.253  82.532  28.785  1.00  0.00

ATOM   2118  CB  GLU A 140      67.895  82.183  27.497  1.00  0.00

ATOM   2119  HB1 GLU A 140      67.455  81.671  26.639  1.00  0.00

ATOM   2120  HB2 GLU A 140      68.885  81.723  27.423  1.00  0.00

ATOM   2121  CG  GLU A 140      68.015  83.641  27.060  1.00  0.00

ATOM   2122  HG1 GLU A 140      68.297  84.289  27.893  1.00  0.00

ATOM   2123  HG2 GLU A 140      67.014  83.950  26.767  1.00  0.00

ATOM   2124  CD  GLU A 140      68.866  84.042  25.864  1.00  0.00

ATOM   2125  OE1 GLU A 140      69.996  83.507  25.761  1.00  0.00

ATOM   2126  OE2 GLU A 140      68.546  84.858  24.973  1.00  0.00

ATOM   2127  C   GLU A 140      66.746  80.464  28.938  1.00  0.00

ATOM   2128  O   GLU A 140      65.596  80.083  28.731  1.00  0.00

ATOM   2129  N   PHE A 141      67.662  79.588  29.349  1.00  0.00

ATOM   2130  H   PHE A 141      68.620  79.925  29.384  1.00  0.00

ATOM   2131  CA  PHE A 141      67.558  78.151  29.522  1.00  0.00

ATOM   2132  HA  PHE A 141      67.128  77.758  28.605  1.00  0.00

ATOM   2133  CB  PHE A 141      68.984  77.672  29.765  1.00  0.00

ATOM   2134  HB1 PHE A 141      69.487  78.158  30.604  1.00  0.00

ATOM   2135  HB2 PHE A 141      69.595  77.972  28.916  1.00  0.00

ATOM   2136  CG  PHE A 141      69.045  76.160  29.878  1.00  0.00

ATOM   2137  CD1 PHE A 141      68.913  75.613  31.165  1.00  0.00

ATOM   2138  HD1 PHE A 141      68.807  76.313  31.980  1.00  0.00

ATOM   2139  CE1 PHE A 141      68.952  74.224  31.320  1.00  0.00

ATOM   2140  HE1 PHE A 141      68.875  73.853  32.336  1.00  0.00

ATOM   2141  CZ  PHE A 141      69.040  73.378  30.207  1.00  0.00

ATOM   2142  HZ  PHE A 141      69.148  72.305  30.313  1.00  0.00

ATOM   2143  CE2 PHE A 141      69.279  73.892  28.926  1.00  0.00

ATOM   2144  HE2 PHE A 141      69.134  73.265  28.048  1.00  0.00

ATOM   2145  CD2 PHE A 141      69.284  75.281  28.810  1.00  0.00

ATOM   2146  HD2 PHE A 141      69.251  75.743  27.837  1.00  0.00

ATOM   2147  C   PHE A 141      66.695  77.861  30.743  1.00  0.00

ATOM   2148  O   PHE A 141      65.724  77.126  30.559  1.00  0.00

ATOM   2149  N   VAL A 142      66.893  78.613  31.834  1.00  0.00

ATOM   2150  H   VAL A 142      67.689  79.231  31.818  1.00  0.00

ATOM   2151  CA  VAL A 142      66.063  78.648  33.010  1.00  0.00

ATOM   2152  HA  VAL A 142      65.935  77.647  33.433  1.00  0.00

ATOM   2153  CB  VAL A 142      66.696  79.541  34.078  1.00  0.00

ATOM   2154  HB  VAL A 142      67.007  80.400  33.493  1.00  0.00

ATOM   2155  CG1 VAL A 142      65.781  80.033  35.201  1.00  0.00

ATOM   2156 1HG1 VAL A 142      65.322  79.155  35.648  1.00  0.00

ATOM   2157 2HG1 VAL A 142      66.325  80.529  35.995  1.00  0.00

ATOM   2158 3HG1 VAL A 142      64.970  80.648  34.823  1.00  0.00

ATOM   2159  CG2 VAL A 142      67.909  78.861  34.686  1.00  0.00

ATOM   2160 1HG2 VAL A 142      68.409  79.499  35.424  1.00  0.00

ATOM   2161 2HG2 VAL A 142      67.546  77.889  35.027  1.00  0.00

ATOM   2162 3HG2 VAL A 142      68.709  78.585  33.994  1.00  0.00

ATOM   2163  C   VAL A 142      64.649  79.172  32.808  1.00  0.00

ATOM   2164  O   VAL A 142      63.725  78.584  33.364  1.00  0.00

ATOM   2165  N   GLN A 143      64.387  80.203  31.999  1.00  0.00

ATOM   2166  H   GLN A 143      65.214  80.710  31.721  1.00  0.00

ATOM   2167  CA  GLN A 143      63.078  80.656  31.584  1.00  0.00

ATOM   2168  HA  GLN A 143      62.375  80.836  32.401  1.00  0.00

ATOM   2169  CB  GLN A 143      63.206  81.998  30.881  1.00  0.00

ATOM   2170  HB1 GLN A 143      62.387  82.161  30.183  1.00  0.00

ATOM   2171  HB2 GLN A 143      64.082  82.133  30.252  1.00  0.00

ATOM   2172  CG  GLN A 143      63.203  83.117  31.927  1.00  0.00

ATOM   2173  HG1 GLN A 143      64.058  83.052  32.583  1.00  0.00

ATOM   2174  HG2 GLN A 143      62.262  83.059  32.480  1.00  0.00

ATOM   2175  CD  GLN A 143      63.275  84.481  31.261  1.00  0.00

ATOM   2176  OE1 GLN A 143      62.264  85.162  31.107  1.00  0.00

ATOM   2177  NE2 GLN A 143      64.452  84.982  30.886  1.00  0.00

ATOM   2178 1HE2 GLN A 143      65.303  84.484  31.094  1.00  0.00

ATOM   2179 2HE2 GLN A 143      64.516  85.831  30.335  1.00  0.00

ATOM   2180  C   GLN A 143      62.362  79.641  30.690  1.00  0.00

ATOM   2181  O   GLN A 143      61.266  79.912  30.213  1.00  0.00

ATOM   2182  N   MET A 144      62.936  78.476  30.367  1.00  0.00

ATOM   2183  H   MET A 144      63.858  78.423  30.770  1.00  0.00

ATOM   2184  CA  MET A 144      62.315  77.277  29.839  1.00  0.00

ATOM   2185  HA  MET A 144      61.450  77.610  29.271  1.00  0.00

ATOM   2186  CB  MET A 144      63.207  76.608  28.796  1.00  0.00

ATOM   2187  HB1 MET A 144      62.788  75.664  28.461  1.00  0.00

ATOM   2188  HB2 MET A 144      64.185  76.279  29.146  1.00  0.00

ATOM   2189  CG  MET A 144      63.363  77.548  27.597  1.00  0.00

ATOM   2190  HG1 MET A 144      64.131  77.198  26.919  1.00  0.00

ATOM   2191  HG2 MET A 144      63.743  78.529  27.891  1.00  0.00

ATOM   2192  SD  MET A 144      61.873  77.642  26.567  1.00  0.00

ATOM   2193  CE  MET A 144      61.784  75.995  25.818  1.00  0.00

ATOM   2194  HE1 MET A 144      61.117  75.888  24.967  1.00  0.00

ATOM   2195  HE2 MET A 144      62.750  75.706  25.414  1.00  0.00

ATOM   2196  HE3 MET A 144      61.482  75.385  26.665  1.00  0.00

ATOM   2197  C   MET A 144      61.725  76.339  30.879  1.00  0.00

ATOM   2198  O   MET A 144      61.269  75.260  30.509  1.00  0.00

ATOM   2199  N   MET A 145      61.683  76.662  32.173  1.00  0.00

ATOM   2200  H   MET A 145      62.034  77.573  32.447  1.00  0.00

ATOM   2201  CA  MET A 145      61.188  75.913  33.307  1.00  0.00

ATOM   2202  HA  MET A 145      60.509  75.124  32.979  1.00  0.00

ATOM   2203  CB  MET A 145      62.382  75.284  34.024  1.00  0.00

ATOM   2204  HB1 MET A 145      61.979  74.986  34.995  1.00  0.00

ATOM   2205  HB2 MET A 145      63.204  75.946  34.287  1.00  0.00

ATOM   2206  CG  MET A 145      62.752  73.998  33.291  1.00  0.00

ATOM   2207  HG1 MET A 145      61.822  73.567  32.924  1.00  0.00

ATOM   2208  HG2 MET A 145      63.095  73.273  34.033  1.00  0.00

ATOM   2209  SD  MET A 145      63.912  73.891  31.907  1.00  0.00

ATOM   2210  CE  MET A 145      65.453  74.232  32.806  1.00  0.00

ATOM   2211  HE1 MET A 145      66.307  74.011  32.164  1.00  0.00

ATOM   2212  HE2 MET A 145      65.544  75.285  33.061  1.00  0.00

ATOM   2213  HE3 MET A 145      65.434  73.598  33.707  1.00  0.00

ATOM   2214  C   MET A 145      60.439  76.873  34.233  1.00  0.00

ATOM   2215  O   MET A 145      59.311  76.700  34.681  1.00  0.00

ATOM   2216  N   THR A 146      61.043  78.038  34.494  1.00  0.00

ATOM   2217  H   THR A 146      62.006  78.186  34.244  1.00  0.00

ATOM   2218  CA  THR A 146      60.459  79.159  35.195  1.00  0.00

ATOM   2219  HA  THR A 146      59.900  78.832  36.072  1.00  0.00

ATOM   2220  CB  THR A 146      61.428  80.237  35.682  1.00  0.00

ATOM   2221  HB  THR A 146      61.863  80.677  34.783  1.00  0.00

ATOM   2222  CG2 THR A 146      60.844  81.286  36.616  1.00  0.00

ATOM   2223 1HG2 THR A 146      61.524  82.139  36.565  1.00  0.00

ATOM   2224 2HG2 THR A 146      60.009  81.729  36.056  1.00  0.00

ATOM   2225 3HG2 THR A 146      60.469  80.983  37.597  1.00  0.00

ATOM   2226  OG1 THR A 146      62.532  79.747  36.427  1.00  0.00

ATOM   2227  HG1 THR A 146      63.042  80.530  36.651  1.00  0.00

ATOM   2228  C   THR A 146      59.535  79.910  34.246  1.00  0.00

ATOM   2229  O   THR A 146      59.857  79.895  33.054  1.00  0.00

ATOM   2230  N   ALA A 147      58.365  80.400  34.649  1.00  0.00

ATOM   2231  H   ALA A 147      58.108  80.331  35.628  1.00  0.00

ATOM   2232  CA  ALA A 147      57.551  81.145  33.724  1.00  0.00

ATOM   2233  HA  ALA A 147      57.427  80.500  32.854  1.00  0.00

ATOM   2234  CB  ALA A 147      56.153  81.326  34.324  1.00  0.00

ATOM   2235  HB1 ALA A 147      55.530  81.649  33.488  1.00  0.00

ATOM   2236  HB2 ALA A 147      55.910  80.373  34.781  1.00  0.00

ATOM   2237  HB3 ALA A 147      56.276  82.040  35.136  1.00  0.00

ATOM   2238  C   ALA A 147      58.124  82.502  33.344  1.00  0.00

ATOM   2239  O   ALA A 147      58.975  83.041  34.046  1.00  0.00

ATOM   2240  N   CLY A 148      57.741  83.174  32.250  1.00  0.00

ATOM   2241  H   CLY A 148      57.051  82.669  31.717  1.00  0.00

ATOM   2242  CA  CLY A 148      58.178  84.494  31.844  1.00  0.00

ATOM   2243  HA  CLY A 148      59.146  84.735  32.289  1.00  0.00

ATOM   2244  CB  CLY A 148      58.329  84.380  30.325  1.00  0.00

ATOM   2245  HB1 CLY A 148      58.663  85.307  29.872  1.00  0.00

ATOM   2246  HB2 CLY A 148      57.377  83.980  29.974  1.00  0.00

ATOM   2247  CG  CLY A 148      59.395  83.391  29.857  1.00  0.00

ATOM   2248  HG1 CLY A 148      59.043  82.415  30.193  1.00  0.00

ATOM   2249  HG2 CLY A 148      60.298  83.594  30.426  1.00  0.00

ATOM   2250  CD  CLY A 148      59.547  83.347  28.335  1.00  0.00

ATOM   2251  HD1 CLY A 148      59.605  84.397  28.040  1.00  0.00

ATOM   2252  HD2 CLY A 148      58.668  82.903  27.878  1.00  0.00

ATOM   2253  CE  CLY A 148      60.816  82.650  27.860  1.00  0.00

ATOM   2254  HE1 CLY A 148      61.706  83.038  28.352  1.00  0.00

ATOM   2255  HE2 CLY A 148      60.840  82.887  26.793  1.00  0.00

ATOM   2256  NZ  CLY A 148      60.797  81.182  27.905  1.00  0.00

ATOM   2257  HZ1 CLY A 148      60.136  80.736  27.279  1.00  0.00

ATOM   2258  HZ2 CLY A 148      61.702  80.828  27.637  1.00  0.00

ATOM   2259  HZ3 CLY A 148      60.634  80.924  28.874  1.00  0.00

ATOM   2260  C   CLY A 148      57.346  85.676  32.290  1.00  0.00

ATOM   2261  OC1 CLY A 148      56.094  85.573  32.318  1.00  0.00

ATOM   2262  OC2 CLY A 148      57.976  86.708  32.593  1.00  0.00

ATOM   2263  CA  CA  A 501      65.934  46.982  34.620  1.00  0.00

ATOM   2264  CA  CA  A 502      66.049  49.993  46.416  1.00  0.00

ATOM   2265  CA  CA  A 503      79.173  76.752  23.775  1.00  0.00

ATOM   2266  CA  CA  A 504      70.569  85.060  23.639  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        5

ATOM      1  N   NAL A   1      44.350  70.209  49.849  1.00  0.00

ATOM      2  H1  NAL A   1      43.689  69.449  49.854  1.00  0.00

ATOM      3  H2  NAL A   1      44.540  70.527  50.790  1.00  0.00

ATOM      4  H3  NAL A   1      44.060  71.075  49.402  1.00  0.00

ATOM      5  CA  NAL A   1      45.661  69.850  49.299  1.00  0.00

ATOM      6  HA  NAL A   1      46.149  70.792  49.052  1.00  0.00

ATOM      7  CB  NAL A   1      46.462  69.187  50.425  1.00  0.00

ATOM      8  HB1 NAL A   1      47.428  68.936  49.964  1.00  0.00

ATOM      9  HB2 NAL A   1      46.566  69.821  51.308  1.00  0.00

ATOM     10  HB3 NAL A   1      46.003  68.247  50.715  1.00  0.00

ATOM     11  C   NAL A   1      45.499  69.031  48.037  1.00  0.00

ATOM     12  O   NAL A   1      44.455  68.405  47.891  1.00  0.00

ATOM     13  N   ASP A   2      46.427  69.158  47.081  1.00  0.00

ATOM     14  H   ASP A   2      47.220  69.641  47.483  1.00  0.00

ATOM     15  CA  ASP A   2      46.505  68.485  45.800  1.00  0.00

ATOM     16  HA  ASP A   2      45.526  68.514  45.329  1.00  0.00

ATOM     17  CB  ASP A   2      47.410  69.303  44.872  1.00  0.00

ATOM     18  HB1 ASP A   2      48.433  69.200  45.236  1.00  0.00

ATOM     19  HB2 ASP A   2      47.147  70.349  44.964  1.00  0.00

ATOM     20  CG  ASP A   2      47.195  68.900  43.421  1.00  0.00

ATOM     21  OD1 ASP A   2      46.045  68.726  42.972  1.00  0.00

ATOM     22  OD2 ASP A   2      48.206  68.803  42.693  1.00  0.00

ATOM     23  C   ASP A   2      46.866  67.020  46.018  1.00  0.00

ATOM     24  O   ASP A   2      47.518  66.726  47.017  1.00  0.00

ATOM     25  N   GLN A   3      46.527  66.263  44.973  1.00  0.00

ATOM     26  H   GLN A   3      46.095  66.720  44.177  1.00  0.00

ATOM     27  CA  GLN A   3      46.617  64.813  44.948  1.00  0.00

ATOM     28  HA  GLN A   3      47.310  64.440  45.691  1.00  0.00

ATOM     29  CB  GLN A   3      45.245  64.262  45.320  1.00  0.00

ATOM     30  HB1 GLN A   3      45.103  63.245  44.948  1.00  0.00

ATOM     31  HB2 GLN A   3      44.517  64.857  44.769  1.00  0.00

ATOM     32  CG  GLN A   3      44.877  64.366  46.790  1.00  0.00

ATOM     33  HG1 GLN A   3      43.891  63.908  46.895  1.00  0.00

ATOM     34  HG2 GLN A   3      44.661  65.383  47.118  1.00  0.00

ATOM     35  CD  GLN A   3      45.825  63.675  47.765  1.00  0.00

ATOM     36  OE1 GLN A   3      46.705  62.895  47.425  1.00  0.00

ATOM     37  NE2 GLN A   3      45.672  63.960  49.059  1.00  0.00

ATOM     38 1HE2 GLN A   3      44.795  64.386  49.344  1.00  0.00

ATOM     39 2HE2 GLN A   3      46.376  63.590  49.681  1.00  0.00

ATOM     40  C   GLN A   3      47.160  64.405  43.580  1.00  0.00

ATOM     41  O   GLN A   3      47.397  65.233  42.709  1.00  0.00

ATOM     42  N   LEU A   4      47.354  63.121  43.309  1.00  0.00

ATOM     43  H   LEU A   4      47.253  62.495  44.097  1.00  0.00

ATOM     44  CA  LEU A   4      47.662  62.618  41.984  1.00  0.00

ATOM     45  HA  LEU A   4      47.987  63.423  41.335  1.00  0.00

ATOM     46  CB  LEU A   4      48.896  61.713  42.029  1.00  0.00

ATOM     47  HB1 LEU A   4      49.286  61.512  41.032  1.00  0.00

ATOM     48  HB2 LEU A   4      48.713  60.766  42.540  1.00  0.00

ATOM     49  CG  LEU A   4      50.062  62.402  42.722  1.00  0.00

ATOM     50  HG  LEU A   4      49.692  62.753  43.683  1.00  0.00

ATOM     51  CD1 LEU A   4      51.154  61.366  42.998  1.00  0.00

ATOM     52 1HD1 LEU A   4      50.736  60.594  43.640  1.00  0.00

ATOM     53 2HD1 LEU A   4      51.504  60.874  42.095  1.00  0.00

ATOM     54 3HD1 LEU A   4      51.936  61.962  43.467  1.00  0.00

ATOM     55  CD2 LEU A   4      50.639  63.533  41.876  1.00  0.00

ATOM     56 1HD2 LEU A   4      51.219  64.137  42.577  1.00  0.00

ATOM     57 2HD2 LEU A   4      51.386  63.161  41.173  1.00  0.00

ATOM     58 3HD2 LEU A   4      49.881  64.209  41.492  1.00  0.00

ATOM     59  C   LEU A   4      46.466  62.025  41.267  1.00  0.00

ATOM     60  O   LEU A   4      45.393  61.711  41.799  1.00  0.00

ATOM     61  N   THR A   5      46.792  61.667  40.023  1.00  0.00

ATOM     62  H   THR A   5      47.702  61.876  39.645  1.00  0.00

ATOM     63  CA  THR A   5      45.823  60.967  39.206  1.00  0.00

ATOM     64  HA  THR A   5      45.079  60.451  39.816  1.00  0.00

ATOM     65  CB  THR A   5      45.055  61.837  38.225  1.00  0.00

ATOM     66  HB  THR A   5      44.278  61.198  37.814  1.00  0.00

ATOM     67  CG2 THR A   5      44.493  63.109  38.880  1.00  0.00

ATOM     68 1HG2 THR A   5      44.061  62.845  39.840  1.00  0.00

ATOM     69 2HG2 THR A   5      45.242  63.876  39.036  1.00  0.00

ATOM     70 3HG2 THR A   5      43.684  63.497  38.265  1.00  0.00

ATOM     71  OG1 THR A   5      45.867  62.257  37.156  1.00  0.00

ATOM     72  HG1 THR A   5      45.329  62.960  36.782  1.00  0.00

ATOM     73  C   THR A   5      46.600  59.920  38.420  1.00  0.00

ATOM     74  O   THR A   5      47.781  60.097  38.125  1.00  0.00

ATOM     75  N   GLU A   6      45.938  58.904  37.849  1.00  0.00

ATOM     76  H   GLU A   6      44.987  58.867  38.161  1.00  0.00

ATOM     77  CA  GLU A   6      46.515  57.915  36.959  1.00  0.00

ATOM     78  HA  GLU A   6      47.155  57.279  37.558  1.00  0.00

ATOM     79  CB  GLU A   6      45.331  57.111  36.421  1.00  0.00

ATOM     80  HB1 GLU A   6      44.902  57.759  35.652  1.00  0.00

ATOM     81  HB2 GLU A   6      44.549  56.977  37.175  1.00  0.00

ATOM     82  CG  GLU A   6      45.711  55.838  35.681  1.00  0.00

ATOM     83  HG1 GLU A   6      46.143  55.199  36.450  1.00  0.00

ATOM     84  HG2 GLU A   6      46.404  56.109  34.886  1.00  0.00

ATOM     85  CD  GLU A   6      44.502  55.126  35.076  1.00  0.00

ATOM     86  OE1 GLU A   6      44.370  53.905  35.310  1.00  0.00

ATOM     87  OE2 GLU A   6      43.672  55.775  34.417  1.00  0.00

ATOM     88  C   GLU A   6      47.189  58.431  35.703  1.00  0.00

ATOM     89  O   GLU A   6      48.094  57.815  35.146  1.00  0.00

ATOM     90  N   GLU A   7      46.798  59.644  35.301  1.00  0.00

ATOM     91  H   GLU A   7      45.934  60.005  35.683  1.00  0.00

ATOM     92  CA  GLU A   7      47.484  60.421  34.288  1.00  0.00

ATOM     93  HA  GLU A   7      47.651  59.920  33.332  1.00  0.00

ATOM     94  CB  GLU A   7      46.648  61.625  33.863  1.00  0.00

ATOM     95  HB1 GLU A   7      47.251  62.276  33.230  1.00  0.00

ATOM     96  HB2 GLU A   7      46.486  62.249  34.743  1.00  0.00

ATOM     97  CG  GLU A   7      45.392  61.212  33.110  1.00  0.00

ATOM     98  HG1 GLU A   7      44.614  60.740  33.704  1.00  0.00

ATOM     99  HG2 GLU A   7      45.662  60.519  32.312  1.00  0.00

ATOM    100  CD  GLU A   7      44.718  62.457  32.535  1.00  0.00

ATOM    101  OE1 GLU A   7      44.815  63.522  33.183  1.00  0.00

ATOM    102  OE2 GLU A   7      43.836  62.340  31.665  1.00  0.00

ATOM    103  C   GLU A   7      48.837  60.948  34.741  1.00  0.00

ATOM    104  O   GLU A   7      49.794  60.964  33.967  1.00  0.00

ATOM    105  N   GLN A   8      49.024  61.269  36.024  1.00  0.00

ATOM    106  H   GLN A   8      48.259  61.188  36.681  1.00  0.00

ATOM    107  CA  GLN A   8      50.290  61.805  36.477  1.00  0.00

ATOM    108  HA  GLN A   8      50.861  62.368  35.729  1.00  0.00

ATOM    109  CB  GLN A   8      50.044  62.748  37.650  1.00  0.00

ATOM    110  HB1 GLN A   8      51.039  63.100  37.937  1.00  0.00

ATOM    111  HB2 GLN A   8      49.619  62.298  38.547  1.00  0.00

ATOM    112  CG  GLN A   8      49.221  63.969  37.243  1.00  0.00

ATOM    113  HG1 GLN A   8      48.246  63.568  36.966  1.00  0.00

ATOM    114  HG2 GLN A   8      49.665  64.521  36.412  1.00  0.00

ATOM    115  CD  GLN A   8      48.871  64.885  38.408  1.00  0.00

ATOM    116  OE1 GLN A   8      47.903  64.658  39.124  1.00  0.00

ATOM    117  NE2 GLN A   8      49.655  65.949  38.599  1.00  0.00

ATOM    118 1HE2 GLN A   8      50.429  66.134  37.980  1.00  0.00

ATOM    119 2HE2 GLN A   8      49.396  66.438  39.449  1.00  0.00

ATOM    120  C   GLN A   8      51.158  60.634  36.925  1.00  0.00

ATOM    121  O   GLN A   8      52.372  60.643  36.731  1.00  0.00

ATOM    122  N   ILE A   9      50.600  59.525  37.416  1.00  0.00

ATOM    123  H   ILE A   9      49.604  59.593  37.540  1.00  0.00

ATOM    124  CA  ILE A   9      51.228  58.223  37.491  1.00  0.00

ATOM    125  HA  ILE A   9      52.136  58.341  38.075  1.00  0.00

ATOM    126  CB  ILE A   9      50.474  57.121  38.233  1.00  0.00

ATOM    127  HB  ILE A   9      49.441  57.067  37.880  1.00  0.00

ATOM    128  CG2 ILE A   9      50.986  55.700  37.976  1.00  0.00

ATOM    129 1HG2 ILE A   9      51.062  55.494  36.908  1.00  0.00

ATOM    130 2HG2 ILE A   9      52.003  55.546  38.315  1.00  0.00

ATOM    131 3HG2 ILE A   9      50.252  55.014  38.397  1.00  0.00

ATOM    132  CG1 ILE A   9      50.477  57.326  39.741  1.00  0.00

ATOM    133 1HG1 ILE A   9      51.444  57.680  40.101  1.00  0.00

ATOM    134 2HG1 ILE A   9      50.389  56.354  40.227  1.00  0.00

ATOM    135  CD  ILE A   9      49.290  58.139  40.256  1.00  0.00

ATOM    136  HD1 ILE A   9      48.428  57.607  39.874  1.00  0.00

ATOM    137  HD2 ILE A   9      49.451  58.035  41.329  1.00  0.00

ATOM    138  HD3 ILE A   9      49.342  59.170  39.884  1.00  0.00

ATOM    139  C   ILE A   9      51.902  57.781  36.201  1.00  0.00

ATOM    140  O   ILE A   9      53.045  57.326  36.277  1.00  0.00

ATOM    141  N   ALA A  10      51.223  57.761  35.056  1.00  0.00

ATOM    142  H   ALA A  10      50.252  58.025  34.965  1.00  0.00

ATOM    143  CA  ALA A  10      51.769  57.260  33.816  1.00  0.00

ATOM    144  HA  ALA A  10      52.117  56.231  33.898  1.00  0.00

ATOM    145  CB  ALA A  10      50.692  57.344  32.746  1.00  0.00

ATOM    146  HB1 ALA A  10      50.225  58.310  32.946  1.00  0.00

ATOM    147  HB2 ALA A  10      51.055  57.312  31.720  1.00  0.00

ATOM    148  HB3 ALA A  10      49.928  56.572  32.850  1.00  0.00

ATOM    149  C   ALA A  10      53.029  58.022  33.418  1.00  0.00

ATOM    150  O   ALA A  10      53.930  57.396  32.861  1.00  0.00

ATOM    151  N   GLU A  11      53.088  59.322  33.739  1.00  0.00

ATOM    152  H   GLU A  11      52.412  59.688  34.394  1.00  0.00

ATOM    153  CA  GLU A  11      54.243  60.111  33.338  1.00  0.00

ATOM    154  HA  GLU A  11      54.547  59.719  32.364  1.00  0.00

ATOM    155  CB  GLU A  11      53.819  61.568  33.141  1.00  0.00

ATOM    156  HB1 GLU A  11      53.815  61.959  34.157  1.00  0.00

ATOM    157  HB2 GLU A  11      52.810  61.493  32.725  1.00  0.00

ATOM    158  CG  GLU A  11      54.794  62.187  32.149  1.00  0.00

ATOM    159  HG1 GLU A  11      54.870  61.530  31.286  1.00  0.00

ATOM    160  HG2 GLU A  11      55.810  62.248  32.540  1.00  0.00

ATOM    161  CD  GLU A  11      54.410  63.611  31.765  1.00  0.00

ATOM    162  OE1 GLU A  11      54.226  63.802  30.549  1.00  0.00

ATOM    163  OE2 GLU A  11      54.483  64.491  32.649  1.00  0.00

ATOM    164  C   GLU A  11      55.491  59.816  34.147  1.00  0.00

ATOM    165  O   GLU A  11      56.603  59.968  33.639  1.00  0.00

ATOM    166  N   PHE A  12      55.296  59.467  35.419  1.00  0.00

ATOM    167  H   PHE A  12      54.328  59.457  35.718  1.00  0.00

ATOM    168  CA  PHE A  12      56.329  59.085  36.371  1.00  0.00

ATOM    169  HA  PHE A  12      57.205  59.721  36.279  1.00  0.00

ATOM    170  CB  PHE A  12      55.748  59.136  37.784  1.00  0.00

ATOM    171  HB1 PHE A  12      56.317  58.442  38.404  1.00  0.00

ATOM    172  HB2 PHE A  12      54.809  58.583  37.779  1.00  0.00

ATOM    173  CG  PHE A  12      55.561  60.495  38.410  1.00  0.00

ATOM    174  CD1 PHE A  12      54.443  60.634  39.234  1.00  0.00

ATOM    175  HD1 PHE A  12      53.739  59.830  39.346  1.00  0.00

ATOM    176  CE1 PHE A  12      54.271  61.791  40.007  1.00  0.00

ATOM    177  HE1 PHE A  12      53.272  62.018  40.348  1.00  0.00

ATOM    178  CZ  PHE A  12      55.315  62.725  40.116  1.00  0.00

ATOM    179  HZ  PHE A  12      55.176  63.516  40.833  1.00  0.00

ATOM    180  CE2 PHE A  12      56.383  62.622  39.217  1.00  0.00

ATOM    181  HE2 PHE A  12      57.034  63.473  39.245  1.00  0.00

ATOM    182  CD2 PHE A  12      56.552  61.487  38.416  1.00  0.00

ATOM    183  HD2 PHE A  12      57.414  61.342  37.789  1.00  0.00

ATOM    184  C   PHE A  12      56.767  57.686  35.961  1.00  0.00

ATOM    185  O   PHE A  12      57.940  57.333  35.929  1.00  0.00

ATOM    186  N   LYS A  13      55.873  56.801  35.516  1.00  0.00

ATOM    187  H   LYS A  13      54.902  57.099  35.450  1.00  0.00

ATOM    188  CA  LYS A  13      56.248  55.476  35.050  1.00  0.00

ATOM    189  HA  LYS A  13      56.872  55.056  35.835  1.00  0.00

ATOM    190  CB  LYS A  13      54.976  54.646  34.925  1.00  0.00

ATOM    191  HB1 LYS A  13      54.314  55.016  34.149  1.00  0.00

ATOM    192  HB2 LYS A  13      54.409  54.663  35.851  1.00  0.00

ATOM    193  CG  LYS A  13      55.343  53.229  34.496  1.00  0.00

ATOM    194  HG1 LYS A  13      55.821  53.295  33.524  1.00  0.00

ATOM    195  HG2 LYS A  13      54.451  52.700  34.178  1.00  0.00

ATOM    196  CD  LYS A  13      56.114  52.435  35.556  1.00  0.00

ATOM    197  HD1 LYS A  13      55.402  52.331  36.374  1.00  0.00

ATOM    198  HD2 LYS A  13      56.927  53.048  35.942  1.00  0.00

ATOM    199  CE  LYS A  13      56.705  51.107  35.120  1.00  0.00

ATOM    200  HE1 LYS A  13      57.186  50.668  35.996  1.00  0.00

ATOM    201  HE2 LYS A  13      57.476  51.139  34.350  1.00  0.00

ATOM    202  NZ  LYS A  13      55.815  50.108  34.504  1.00  0.00

ATOM    203  HZ1 LYS A  13      55.639  50.338  33.533  1.00  0.00

ATOM    204  HZ2 LYS A  13      56.121  49.146  34.531  1.00  0.00

ATOM    205  HZ3 LYS A  13      54.929  50.097  34.986  1.00  0.00

ATOM    206  C   LYS A  13      57.054  55.560  33.761  1.00  0.00

ATOM    207  O   LYS A  13      58.054  54.882  33.601  1.00  0.00

ATOM    208  N   GLU A  14      56.725  56.475  32.843  1.00  0.00

ATOM    209  H   GLU A  14      55.841  56.940  32.985  1.00  0.00

ATOM    210  CA  GLU A  14      57.460  56.866  31.660  1.00  0.00

ATOM    211  HA  GLU A  14      57.807  55.985  31.127  1.00  0.00

ATOM    212  CB  GLU A  14      56.562  57.767  30.814  1.00  0.00

ATOM    213  HB1 GLU A  14      56.486  58.749  31.271  1.00  0.00

ATOM    214  HB2 GLU A  14      55.536  57.381  30.716  1.00  0.00

ATOM    215  CG  GLU A  14      57.088  58.045  29.407  1.00  0.00

ATOM    216  HG1 GLU A  14      56.972  57.168  28.762  1.00  0.00

ATOM    217  HG2 GLU A  14      58.149  58.259  29.499  1.00  0.00

ATOM    218  CD  GLU A  14      56.323  59.182  28.759  1.00  0.00

ATOM    219  OE1 GLU A  14      55.742  60.017  29.498  1.00  0.00

ATOM    220  OE2 GLU A  14      56.398  59.246  27.514  1.00  0.00

ATOM    221  C   GLU A  14      58.826  57.447  32.006  1.00  0.00

ATOM    222  O   GLU A  14      59.746  56.992  31.331  1.00  0.00

ATOM    223  N   ALA A  15      58.914  58.399  32.945  1.00  0.00

ATOM    224  H   ALA A  15      58.029  58.744  33.290  1.00  0.00

ATOM    225  CA  ALA A  15      60.169  59.002  33.365  1.00  0.00

ATOM    226  HA  ALA A  15      60.733  59.252  32.464  1.00  0.00

ATOM    227  CB  ALA A  15      59.915  60.183  34.286  1.00  0.00

ATOM    228  HB1 ALA A  15      60.787  60.829  34.409  1.00  0.00

ATOM    229  HB2 ALA A  15      59.184  60.769  33.736  1.00  0.00

ATOM    230  HB3 ALA A  15      59.603  59.822  35.269  1.00  0.00

ATOM    231  C   ALA A  15      61.002  57.960  34.094  1.00  0.00

ATOM    232  O   ALA A  15      62.202  58.127  34.270  1.00  0.00

ATOM    233  N   PHE A  16      60.436  56.899  34.666  1.00  0.00

ATOM    234  H   PHE A  16      59.443  56.777  34.570  1.00  0.00

ATOM    235  CA  PHE A  16      61.270  55.816  35.146  1.00  0.00

ATOM    236  HA  PHE A  16      62.034  56.223  35.807  1.00  0.00

ATOM    237  CB  PHE A  16      60.350  55.013  36.048  1.00  0.00

ATOM    238  HB1 PHE A  16      59.703  54.404  35.412  1.00  0.00

ATOM    239  HB2 PHE A  16      59.718  55.639  36.680  1.00  0.00

ATOM    240  CG  PHE A  16      61.121  54.108  36.981  1.00  0.00

ATOM    241  CD1 PHE A  16      61.260  54.429  38.345  1.00  0.00

ATOM    242  HD1 PHE A  16      60.774  55.312  38.725  1.00  0.00

ATOM    243  CE1 PHE A  16      61.999  53.574  39.177  1.00  0.00

ATOM    244  HE1 PHE A  16      62.108  53.809  40.225  1.00  0.00

ATOM    245  CZ  PHE A  16      62.463  52.344  38.699  1.00  0.00

ATOM    246  HZ  PHE A  16      62.832  51.586  39.362  1.00  0.00

ATOM    247  CE2 PHE A  16      62.228  52.017  37.358  1.00  0.00

ATOM    248  HE2 PHE A  16      62.577  51.065  36.956  1.00  0.00

ATOM    249  CD2 PHE A  16      61.566  52.884  36.478  1.00  0.00

ATOM    250  HD2 PHE A  16      61.521  52.637  35.429  1.00  0.00

ATOM    251  C   PHE A  16      61.901  54.970  34.047  1.00  0.00

ATOM    252  O   PHE A  16      62.957  54.357  34.172  1.00  0.00

ATOM    253  N   SER A  17      61.242  54.963  32.885  1.00  0.00

ATOM    254  H   SER A  17      60.336  55.398  32.851  1.00  0.00

ATOM    255  CA  SER A  17      61.610  54.335  31.633  1.00  0.00

ATOM    256  HA  SER A  17      62.065  53.381  31.886  1.00  0.00

ATOM    257  CB  SER A  17      60.326  54.048  30.859  1.00  0.00

ATOM    258  HB1 SER A  17      60.500  53.285  30.089  1.00  0.00

ATOM    259  HB2 SER A  17      59.974  54.944  30.340  1.00  0.00

ATOM    260  OG  SER A  17      59.342  53.501  31.700  1.00  0.00

ATOM    261  HG  SER A  17      59.079  54.061  32.440  1.00  0.00

ATOM    262  C   SER A  17      62.622  55.106  30.792  1.00  0.00

ATOM    263  O   SER A  17      62.930  54.728  29.669  1.00  0.00

ATOM    264  N   LEU A  18      63.117  56.205  31.376  1.00  0.00

ATOM    265  H   LEU A  18      62.561  56.647  32.092  1.00  0.00

ATOM    266  CA  LEU A  18      64.335  56.797  30.861  1.00  0.00

ATOM    267  HA  LEU A  18      64.281  56.690  29.773  1.00  0.00

ATOM    268  CB  LEU A  18      64.169  58.285  31.182  1.00  0.00

ATOM    269  HB1 LEU A  18      64.304  58.415  32.253  1.00  0.00

ATOM    270  HB2 LEU A  18      63.129  58.539  31.009  1.00  0.00

ATOM    271  CG  LEU A  18      65.063  59.262  30.422  1.00  0.00

ATOM    272  HG  LEU A  18      66.094  58.924  30.538  1.00  0.00

ATOM    273  CD1 LEU A  18      64.970  59.228  28.898  1.00  0.00

ATOM    274 1HD1 LEU A  18      65.223  58.267  28.465  1.00  0.00

ATOM    275 2HD1 LEU A  18      63.989  59.583  28.574  1.00  0.00

ATOM    276 3HD1 LEU A  18      65.616  60.033  28.518  1.00  0.00

ATOM    277  CD2 LEU A  18      64.836  60.655  31.001  1.00  0.00

ATOM    278 1HD2 LEU A  18      65.492  60.726  31.861  1.00  0.00

ATOM    279 2HD2 LEU A  18      65.167  61.380  30.269  1.00  0.00

ATOM    280 3HD2 LEU A  18      63.793  60.811  31.299  1.00  0.00

ATOM    281  C   LEU A  18      65.660  56.261  31.397  1.00  0.00

ATOM    282  O   LEU A  18      66.678  56.419  30.732  1.00  0.00

ATOM    283  N   PHE A  19      65.529  55.530  32.506  1.00  0.00

ATOM    284  H   PHE A  19      64.565  55.291  32.687  1.00  0.00

ATOM    285  CA  PHE A  19      66.549  54.903  33.312  1.00  0.00

ATOM    286  HA  PHE A  19      67.539  55.038  32.889  1.00  0.00

ATOM    287  CB  PHE A  19      66.372  55.489  34.716  1.00  0.00

ATOM    288  HB1 PHE A  19      67.000  54.914  35.400  1.00  0.00

ATOM    289  HB2 PHE A  19      65.341  55.397  35.051  1.00  0.00

ATOM    290  CG  PHE A  19      66.869  56.916  34.723  1.00  0.00

ATOM    291  CD1 PHE A  19      65.967  57.974  34.595  1.00  0.00

ATOM    292  HD1 PHE A  19      64.897  57.835  34.727  1.00  0.00

ATOM    293  CE1 PHE A  19      66.380  59.315  34.613  1.00  0.00

ATOM    294  HE1 PHE A  19      65.630  60.087  34.597  1.00  0.00

ATOM    295  CZ  PHE A  19      67.760  59.534  34.528  1.00  0.00

ATOM    296  HZ  PHE A  19      68.153  60.540  34.502  1.00  0.00

ATOM    297  CE2 PHE A  19      68.687  58.481  34.456  1.00  0.00

ATOM    298  HE2 PHE A  19      69.746  58.691  34.430  1.00  0.00

ATOM    299  CD2 PHE A  19      68.245  57.166  34.568  1.00  0.00

ATOM    300  HD2 PHE A  19      68.987  56.391  34.714  1.00  0.00

ATOM    301  C   PHE A  19      66.503  53.375  33.275  1.00  0.00

ATOM    302  O   PHE A  19      67.525  52.798  32.925  1.00  0.00

ATOM    303  N   ASP A  20      65.343  52.762  33.523  1.00  0.00

ATOM    304  H   ASP A  20      64.514  53.285  33.747  1.00  0.00

ATOM    305  CA  ASP A  20      65.154  51.351  33.238  1.00  0.00

ATOM    306  HA  ASP A  20      65.916  50.906  33.876  1.00  0.00

ATOM    307  CB  ASP A  20      63.826  50.832  33.779  1.00  0.00

ATOM    308  HB1 ASP A  20      63.002  51.128  33.128  1.00  0.00

ATOM    309  HB2 ASP A  20      63.652  51.315  34.736  1.00  0.00

ATOM    310  CG  ASP A  20      63.778  49.322  33.925  1.00  0.00

ATOM    311  OD1 ASP A  20      64.691  48.580  33.513  1.00  0.00

ATOM    312  OD2 ASP A  20      62.803  48.870  34.580  1.00  0.00

ATOM    313  C   ASP A  20      65.385  50.998  31.773  1.00  0.00

ATOM    314  O   ASP A  20      64.651  51.456  30.903  1.00  0.00

ATOM    315  N   LYS A  21      66.392  50.164  31.490  1.00  0.00

ATOM    316  H   LYS A  21      66.947  49.832  32.275  1.00  0.00

ATOM    317  CA  LYS A  21      66.753  49.790  30.146  1.00  0.00

ATOM    318  HA  LYS A  21      66.362  50.568  29.493  1.00  0.00

ATOM    319  CB  LYS A  21      68.260  49.671  29.954  1.00  0.00

ATOM    320  HB1 LYS A  21      68.486  49.327  28.937  1.00  0.00

ATOM    321  HB2 LYS A  21      68.617  48.874  30.596  1.00  0.00

ATOM    322  CG  LYS A  21      69.053  50.938  30.235  1.00  0.00

ATOM    323  HG1 LYS A  21      70.092  50.630  30.106  1.00  0.00

ATOM    324  HG2 LYS A  21      68.775  51.195  31.262  1.00  0.00

ATOM    325  CD  LYS A  21      68.811  52.186  29.391  1.00  0.00

ATOM    326  HD1 LYS A  21      69.579  52.927  29.623  1.00  0.00

ATOM    327  HD2 LYS A  21      67.849  52.570  29.734  1.00  0.00

ATOM    328  CE  LYS A  21      68.888  51.794  27.922  1.00  0.00

ATOM    329  HE1 LYS A  21      68.193  50.974  27.721  1.00  0.00

ATOM    330  HE2 LYS A  21      69.890  51.441  27.653  1.00  0.00

ATOM    331  NZ  LYS A  21      68.517  52.896  27.036  1.00  0.00

ATOM    332  HZ1 LYS A  21      69.116  53.695  27.184  1.00  0.00

ATOM    333  HZ2 LYS A  21      68.393  52.743  26.044  1.00  0.00

ATOM    334  HZ3 LYS A  21      67.630  53.293  27.322  1.00  0.00

ATOM    335  C   LYS A  21      66.064  48.540  29.617  1.00  0.00

ATOM    336  O   LYS A  21      65.987  48.352  28.402  1.00  0.00

ATOM    337  N   ASP A  22      65.598  47.690  30.535  1.00  0.00

ATOM    338  H   ASP A  22      65.631  47.907  31.522  1.00  0.00

ATOM    339  CA  ASP A  22      65.006  46.404  30.234  1.00  0.00

ATOM    340  HA  ASP A  22      65.046  46.359  29.151  1.00  0.00

ATOM    341  CB  ASP A  22      65.936  45.343  30.820  1.00  0.00

ATOM    342  HB1 ASP A  22      66.976  45.583  30.569  1.00  0.00

ATOM    343  HB2 ASP A  22      65.831  44.363  30.363  1.00  0.00

ATOM    344  CG  ASP A  22      65.928  45.360  32.336  1.00  0.00

ATOM    345  OD1 ASP A  22      67.045  45.359  32.899  1.00  0.00

ATOM    346  OD2 ASP A  22      64.931  45.421  33.078  1.00  0.00

ATOM    347  C   ASP A  22      63.586  46.237  30.753  1.00  0.00

ATOM    348  O   ASP A  22      62.874  45.262  30.512  1.00  0.00

ATOM    349  N   GLY A  23      63.110  47.216  31.532  1.00  0.00

ATOM    350  H   GLY A  23      63.710  47.996  31.731  1.00  0.00

ATOM    351  CA  GLY A  23      61.723  47.342  31.938  1.00  0.00

ATOM    352  HA1 GLY A  23      61.149  47.007  31.078  1.00  0.00

ATOM    353  HA2 GLY A  23      61.530  48.390  32.176  1.00  0.00

ATOM    354  C   GLY A  23      61.303  46.519  33.151  1.00  0.00

ATOM    355  O   GLY A  23      60.091  46.520  33.368  1.00  0.00

ATOM    356  N   ASP A  24      62.180  45.845  33.898  1.00  0.00

ATOM    357  H   ASP A  24      63.159  45.863  33.649  1.00  0.00

ATOM    358  CA  ASP A  24      61.706  44.982  34.956  1.00  0.00

ATOM    359  HA  ASP A  24      61.033  44.302  34.440  1.00  0.00

ATOM    360  CB  ASP A  24      62.829  44.047  35.389  1.00  0.00

ATOM    361  HB1 ASP A  24      63.409  43.750  34.508  1.00  0.00

ATOM    362  HB2 ASP A  24      62.401  43.121  35.776  1.00  0.00

ATOM    363  CG  ASP A  24      63.755  44.697  36.409  1.00  0.00

ATOM    364  OD1 ASP A  24      64.111  45.881  36.231  1.00  0.00

ATOM    365  OD2 ASP A  24      64.319  44.102  37.358  1.00  0.00

ATOM    366  C   ASP A  24      60.970  45.634  36.117  1.00  0.00

ATOM    367  O   ASP A  24      60.458  44.894  36.955  1.00  0.00

ATOM    368  N   GLY A  25      61.063  46.958  36.268  1.00  0.00

ATOM    369  H   GLY A  25      61.323  47.493  35.447  1.00  0.00

ATOM    370  CA  GLY A  25      60.706  47.791  37.407  1.00  0.00

ATOM    371  HA1 GLY A  25      60.185  47.079  38.048  1.00  0.00

ATOM    372  HA2 GLY A  25      60.004  48.581  37.173  1.00  0.00

ATOM    373  C   GLY A  25      61.866  48.264  38.263  1.00  0.00

ATOM    374  O   GLY A  25      61.601  48.879  39.297  1.00  0.00

ATOM    375  N   THR A  26      63.131  47.943  37.968  1.00  0.00

ATOM    376  H   THR A  26      63.301  47.443  37.106  1.00  0.00

ATOM    377  CA  THR A  26      64.245  48.367  38.783  1.00  0.00

ATOM    378  HA  THR A  26      63.954  49.200  39.419  1.00  0.00

ATOM    379  CB  THR A  26      64.765  47.265  39.702  1.00  0.00

ATOM    380  HB  THR A  26      65.499  47.819  40.291  1.00  0.00

ATOM    381  CG2 THR A  26      63.706  46.619  40.593  1.00  0.00

ATOM    382 1HG2 THR A  26      64.257  46.086  41.361  1.00  0.00

ATOM    383 2HG2 THR A  26      63.378  47.525  41.121  1.00  0.00

ATOM    384 3HG2 THR A  26      62.958  46.061  40.030  1.00  0.00

ATOM    385  OG1 THR A  26      65.410  46.319  38.888  1.00  0.00

ATOM    386  HG1 THR A  26      64.792  45.739  38.447  1.00  0.00

ATOM    387  C   THR A  26      65.444  48.891  37.991  1.00  0.00

ATOM    388  O   THR A  26      65.479  48.620  36.794  1.00  0.00

ATOM    389  N   ILE A  27      66.313  49.695  38.598  1.00  0.00

ATOM    390  H   ILE A  27      66.092  50.013  39.535  1.00  0.00

ATOM    391  CA  ILE A  27      67.406  50.347  37.908  1.00  0.00

ATOM    392  HA  ILE A  27      67.486  49.981  36.888  1.00  0.00

ATOM    393  CB  ILE A  27      67.279  51.873  37.910  1.00  0.00

ATOM    394  HB  ILE A  27      67.297  52.162  38.963  1.00  0.00

ATOM    395  CG2 ILE A  27      68.409  52.651  37.251  1.00  0.00

ATOM    396 1HG2 ILE A  27      69.409  52.419  37.621  1.00  0.00

ATOM    397 2HG2 ILE A  27      68.418  52.406  36.193  1.00  0.00

ATOM    398 3HG2 ILE A  27      68.176  53.710  37.376  1.00  0.00

ATOM    399  CG1 ILE A  27      65.915  52.207  37.295  1.00  0.00

ATOM    400 1HG1 ILE A  27      65.122  51.663  37.803  1.00  0.00

ATOM    401 2HG1 ILE A  27      66.012  52.057  36.225  1.00  0.00

ATOM    402  CD  ILE A  27      65.472  53.636  37.603  1.00  0.00

ATOM    403  HD1 ILE A  27      65.580  53.945  38.636  1.00  0.00

ATOM    404  HD2 ILE A  27      66.121  54.305  37.040  1.00  0.00

ATOM    405  HD3 ILE A  27      64.432  53.844  37.329  1.00  0.00

ATOM    406  C   ILE A  27      68.711  49.897  38.544  1.00  0.00

ATOM    407  O   ILE A  27      68.840  50.045  39.758  1.00  0.00

ATOM    408  N   THR A  28      69.614  49.263  37.795  1.00  0.00

ATOM    409  H   THR A  28      69.408  49.088  36.819  1.00  0.00

ATOM    410  CA  THR A  28      70.973  48.923  38.199  1.00  0.00

ATOM    411  HA  THR A  28      71.092  48.825  39.276  1.00  0.00

ATOM    412  CB  THR A  28      71.336  47.517  37.719  1.00  0.00

ATOM    413  HB  THR A  28      72.218  47.207  38.273  1.00  0.00

ATOM    414  CG2 THR A  28      70.329  46.401  37.942  1.00  0.00

ATOM    415 1HG2 THR A  28      70.546  45.592  37.238  1.00  0.00

ATOM    416 2HG2 THR A  28      70.360  45.948  38.933  1.00  0.00

ATOM    417 3HG2 THR A  28      69.395  46.833  37.577  1.00  0.00

ATOM    418  OG1 THR A  28      71.693  47.570  36.362  1.00  0.00

ATOM    419  HG1 THR A  28      71.734  46.660  36.063  1.00  0.00

ATOM    420  C   THR A  28      72.049  49.899  37.736  1.00  0.00

ATOM    421  O   THR A  28      71.769  50.713  36.866  1.00  0.00

ATOM    422  N   THR A  29      73.294  49.686  38.160  1.00  0.00

ATOM    423  H   THR A  29      73.491  48.914  38.776  1.00  0.00

ATOM    424  CA  THR A  29      74.464  50.506  37.884  1.00  0.00

ATOM    425  HA  THR A  29      74.210  51.560  37.963  1.00  0.00

ATOM    426  CB  THR A  29      75.653  50.269  38.805  1.00  0.00

ATOM    427  HB  THR A  29      76.601  50.611  38.394  1.00  0.00

ATOM    428  CG2 THR A  29      75.430  50.776  40.228  1.00  0.00

ATOM    429 1HG2 THR A  29      74.555  50.324  40.699  1.00  0.00

ATOM    430 2HG2 THR A  29      76.336  50.521  40.790  1.00  0.00

ATOM    431 3HG2 THR A  29      75.296  51.858  40.236  1.00  0.00

ATOM    432  OG1 THR A  29      75.700  48.876  39.024  1.00  0.00

ATOM    433  HG1 THR A  29      76.358  48.539  38.409  1.00  0.00

ATOM    434  C   THR A  29      74.820  50.268  36.427  1.00  0.00

ATOM    435  O   THR A  29      75.393  51.176  35.817  1.00  0.00

ATOM    436  N   LYS A  30      74.504  49.125  35.818  1.00  0.00

ATOM    437  H   LYS A  30      73.995  48.503  36.431  1.00  0.00

ATOM    438  CA  LYS A  30      74.670  48.926  34.389  1.00  0.00

ATOM    439  HA  LYS A  30      75.708  49.178  34.151  1.00  0.00

ATOM    440  CB  LYS A  30      74.430  47.438  34.136  1.00  0.00

ATOM    441  HB1 LYS A  30      73.362  47.228  34.080  1.00  0.00

ATOM    442  HB2 LYS A  30      74.779  46.843  34.970  1.00  0.00

ATOM    443  CG  LYS A  30      75.275  46.917  32.981  1.00  0.00

ATOM    444  HG1 LYS A  30      76.294  47.305  33.060  1.00  0.00

ATOM    445  HG2 LYS A  30      74.930  47.337  32.034  1.00  0.00

ATOM    446  CD  LYS A  30      75.307  45.398  33.109  1.00  0.00

ATOM    447  HD1 LYS A  30      74.270  45.063  33.136  1.00  0.00

ATOM    448  HD2 LYS A  30      75.872  45.023  33.961  1.00  0.00

ATOM    449  CE  LYS A  30      76.016  44.786  31.897  1.00  0.00

ATOM    450  HE1 LYS A  30      77.025  45.090  31.621  1.00  0.00

ATOM    451  HE2 LYS A  30      75.426  45.009  31.009  1.00  0.00

ATOM    452  NZ  LYS A  30      76.044  43.351  32.226  1.00  0.00

ATOM    453  HZ1 LYS A  30      76.653  43.041  32.983  1.00  0.00

ATOM    454  HZ2 LYS A  30      75.128  43.034  32.489  1.00  0.00

ATOM    455  HZ3 LYS A  30      76.371  42.860  31.405  1.00  0.00

ATOM    456  C   LYS A  30      73.706  49.711  33.513  1.00  0.00

ATOM    457  O   LYS A  30      74.094  50.158  32.437  1.00  0.00

ATOM    458  N   GLU A  31      72.456  49.841  33.946  1.00  0.00

ATOM    459  H   GLU A  31      72.242  49.540  34.889  1.00  0.00

ATOM    460  CA  GLU A  31      71.491  50.700  33.290  1.00  0.00

ATOM    461  HA  GLU A  31      71.402  50.511  32.218  1.00  0.00

ATOM    462  CB  GLU A  31      70.157  50.325  33.941  1.00  0.00

ATOM    463  HB1 GLU A  31      69.367  50.915  33.497  1.00  0.00

ATOM    464  HB2 GLU A  31      70.076  50.481  35.016  1.00  0.00

ATOM    465  CG  GLU A  31      69.819  48.863  33.672  1.00  0.00

ATOM    466  HG1 GLU A  31      70.503  48.230  34.235  1.00  0.00

ATOM    467  HG2 GLU A  31      69.910  48.735  32.596  1.00  0.00

ATOM    468  CD  GLU A  31      68.417  48.474  34.133  1.00  0.00

ATOM    469  OE1 GLU A  31      68.220  48.400  35.367  1.00  0.00

ATOM    470  OE2 GLU A  31      67.562  48.125  33.297  1.00  0.00

ATOM    471  C   GLU A  31      71.852  52.170  33.402  1.00  0.00

ATOM    472  O   GLU A  31      71.943  52.920  32.437  1.00  0.00

ATOM    473  N   LEU A  32      72.217  52.521  34.646  1.00  0.00

ATOM    474  H   LEU A  32      72.199  51.831  35.388  1.00  0.00

ATOM    475  CA  LEU A  32      72.583  53.880  34.970  1.00  0.00

ATOM    476  HA  LEU A  32      71.808  54.495  34.512  1.00  0.00

ATOM    477  CB  LEU A  32      72.683  53.997  36.489  1.00  0.00

ATOM    478  HB1 LEU A  32      73.509  53.390  36.834  1.00  0.00

ATOM    479  HB2 LEU A  32      71.771  53.611  36.947  1.00  0.00

ATOM    480  CG  LEU A  32      72.852  55.415  37.037  1.00  0.00

ATOM    481  HG  LEU A  32      73.752  55.849  36.619  1.00  0.00

ATOM    482  CD1 LEU A  32      71.641  56.278  36.681  1.00  0.00

ATOM    483 1HD1 LEU A  32      71.472  56.459  35.629  1.00  0.00

ATOM    484 2HD1 LEU A  32      70.774  55.846  37.183  1.00  0.00

ATOM    485 3HD1 LEU A  32      71.807  57.187  37.248  1.00  0.00

ATOM    486  CD2 LEU A  32      73.063  55.470  38.553  1.00  0.00

ATOM    487 1HD2 LEU A  32      72.229  55.005  39.083  1.00  0.00

ATOM    488 2HD2 LEU A  32      74.035  55.041  38.809  1.00  0.00

ATOM    489 3HD2 LEU A  32      73.288  56.514  38.760  1.00  0.00

ATOM    490  C   LEU A  32      73.870  54.323  34.278  1.00  0.00

ATOM    491  O   LEU A  32      73.951  55.411  33.720  1.00  0.00

ATOM    492  N   GLY A  33      74.907  53.486  34.218  1.00  0.00

ATOM    493  H   GLY A  33      74.655  52.661  34.754  1.00  0.00

ATOM    494  CA  GLY A  33      76.083  53.463  33.374  1.00  0.00

ATOM    495  HA1 GLY A  33      76.549  52.491  33.558  1.00  0.00

ATOM    496  HA2 GLY A  33      76.738  54.298  33.602  1.00  0.00

ATOM    497  C   GLY A  33      75.874  53.578  31.873  1.00  0.00

ATOM    498  O   GLY A  33      76.529  54.424  31.270  1.00  0.00

ATOM    499  N   THR A  34      74.805  52.998  31.325  1.00  0.00

ATOM    500  H   THR A  34      74.315  52.457  32.024  1.00  0.00

ATOM    501  CA  THR A  34      74.332  53.118  29.960  1.00  0.00

ATOM    502  HA  THR A  34      75.236  52.948  29.379  1.00  0.00

ATOM    503  CB  THR A  34      73.485  51.919  29.533  1.00  0.00

ATOM    504  HB  THR A  34      72.509  52.068  30.009  1.00  0.00

ATOM    505  CG2 THR A  34      73.173  51.816  28.037  1.00  0.00

ATOM    506 1HG2 THR A  34      73.895  52.252  27.363  1.00  0.00

ATOM    507 2HG2 THR A  34      72.865  50.810  27.757  1.00  0.00

ATOM    508 3HG2 THR A  34      72.369  52.527  27.854  1.00  0.00

ATOM    509  OG1 THR A  34      74.198  50.756  29.835  1.00  0.00

ATOM    510  HG1 THR A  34      74.015  50.634  30.773  1.00  0.00

ATOM    511  C   THR A  34      73.689  54.457  29.638  1.00  0.00

ATOM    512  O   THR A  34      73.945  54.984  28.552  1.00  0.00

ATOM    513  N   VAL A  35      72.862  55.057  30.496  1.00  0.00

ATOM    514  H   VAL A  35      72.671  54.552  31.348  1.00  0.00

ATOM    515  CA  VAL A  35      72.371  56.398  30.270  1.00  0.00

ATOM    516  HA  VAL A  35      71.920  56.429  29.282  1.00  0.00

ATOM    517  CB  VAL A  35      71.225  56.691  31.223  1.00  0.00

ATOM    518  HB  VAL A  35      71.587  56.513  32.240  1.00  0.00

ATOM    519  CG1 VAL A  35      70.788  58.157  31.160  1.00  0.00

ATOM    520 1HG1 VAL A  35      70.535  58.401  30.122  1.00  0.00

ATOM    521 2HG1 VAL A  35      69.838  58.308  31.669  1.00  0.00

ATOM    522 3HG1 VAL A  35      71.455  58.879  31.617  1.00  0.00

ATOM    523  CG2 VAL A  35      70.045  55.777  30.919  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.163  56.035  31.500  1.00  0.00

ATOM    525 2HG2 VAL A  35      69.794  56.000  29.879  1.00  0.00

ATOM    526 3HG2 VAL A  35      70.228  54.718  31.131  1.00  0.00

ATOM    527  C   VAL A  35      73.472  57.450  30.380  1.00  0.00

ATOM    528  O   VAL A  35      73.604  58.306  29.506  1.00  0.00

ATOM    529  N   MET A  36      74.487  57.187  31.200  1.00  0.00

ATOM    530  H   MET A  36      74.348  56.398  31.817  1.00  0.00

ATOM    531  CA  MET A  36      75.675  58.016  31.345  1.00  0.00

ATOM    532  HA  MET A  36      75.451  59.072  31.467  1.00  0.00

ATOM    533  CB  MET A  36      76.510  57.653  32.560  1.00  0.00

ATOM    534  HB1 MET A  36      77.483  58.151  32.559  1.00  0.00

ATOM    535  HB2 MET A  36      76.806  56.608  32.552  1.00  0.00

ATOM    536  CG  MET A  36      75.759  57.985  33.846  1.00  0.00

ATOM    537  HG1 MET A  36      76.163  57.379  34.659  1.00  0.00

ATOM    538  HG2 MET A  36      74.678  57.812  33.808  1.00  0.00

ATOM    539  SD  MET A  36      76.031  59.713  34.300  1.00  0.00

ATOM    540  CE  MET A  36      74.633  59.807  35.442  1.00  0.00

ATOM    541  HE1 MET A  36      74.691  60.744  35.997  1.00  0.00

ATOM    542  HE2 MET A  36      73.750  59.901  34.805  1.00  0.00

ATOM    543  HE3 MET A  36      74.719  59.005  36.180  1.00  0.00

ATOM    544  C   MET A  36      76.521  57.800  30.100  1.00  0.00

ATOM    545  O   MET A  36      76.932  58.766  29.456  1.00  0.00

ATOM    546  N   ARG A  37      76.690  56.600  29.537  1.00  0.00

ATOM    547  H   ARG A  37      76.373  55.809  30.078  1.00  0.00

ATOM    548  CA  ARG A  37      77.450  56.331  28.328  1.00  0.00

ATOM    549  HA  ARG A  37      78.223  57.091  28.262  1.00  0.00

ATOM    550  CB  ARG A  37      78.154  54.983  28.468  1.00  0.00

ATOM    551  HB1 ARG A  37      78.588  54.715  27.502  1.00  0.00

ATOM    552  HB2 ARG A  37      77.443  54.210  28.766  1.00  0.00

ATOM    553  CG  ARG A  37      79.341  55.004  29.423  1.00  0.00

ATOM    554  HG1 ARG A  37      78.922  55.267  30.404  1.00  0.00

ATOM    555  HG2 ARG A  37      79.976  55.814  29.069  1.00  0.00

ATOM    556  CD  ARG A  37      80.128  53.697  29.473  1.00  0.00

ATOM    557  HD1 ARG A  37      81.029  53.914  30.058  1.00  0.00

ATOM    558  HD2 ARG A  37      80.546  53.497  28.487  1.00  0.00

ATOM    559  NE  ARG A  37      79.373  52.554  29.988  1.00  0.00

ATOM    560  HE  ARG A  37      78.568  52.252  29.468  1.00  0.00

ATOM    561  CZ  ARG A  37      79.463  51.916  31.165  1.00  0.00

ATOM    562  NH1 ARG A  37      80.197  52.296  32.217  1.00  0.00

ATOM    563 1HH1 ARG A  37      80.685  53.170  32.124  1.00  0.00

ATOM    564 2HH1 ARG A  37      80.058  51.739  33.046  1.00  0.00

ATOM    565  NH2 ARG A  37      78.706  50.850  31.453  1.00  0.00

ATOM    566 1HH2 ARG A  37      78.050  50.519  30.761  1.00  0.00

ATOM    567 2HH2 ARG A  37      78.794  50.438  32.375  1.00  0.00

ATOM    568  C   ARG A  37      76.593  56.617  27.103  1.00  0.00

ATOM    569  O   ARG A  37      77.159  56.424  26.023  1.00  0.00

ATOM    570  N   SER A  38      75.343  57.055  27.234  1.00  0.00

ATOM    571  H   SER A  38      75.015  57.210  28.173  1.00  0.00

ATOM    572  CA  SER A  38      74.601  57.700  26.160  1.00  0.00

ATOM    573  HA  SER A  38      75.049  57.584  25.171  1.00  0.00

ATOM    574  CB  SER A  38      73.161  57.209  26.093  1.00  0.00

ATOM    575  HB1 SER A  38      72.838  57.329  25.057  1.00  0.00

ATOM    576  HB2 SER A  38      72.493  57.785  26.743  1.00  0.00

ATOM    577  OG  SER A  38      73.075  55.808  26.241  1.00  0.00

ATOM    578  HG  SER A  38      73.535  55.457  27.005  1.00  0.00

ATOM    579  C   SER A  38      74.605  59.205  26.316  1.00  0.00

ATOM    580  O   SER A  38      73.981  59.858  25.479  1.00  0.00

ATOM    581  N   LEU A  39      75.308  59.869  27.246  1.00  0.00

ATOM    582  H   LEU A  39      75.723  59.298  27.963  1.00  0.00

ATOM    583  CA  LEU A  39      75.448  61.304  27.411  1.00  0.00

ATOM    584  HA  LEU A  39      74.972  61.861  26.608  1.00  0.00

ATOM    585  CB  LEU A  39      74.721  61.628  28.709  1.00  0.00

ATOM    586  HB1 LEU A  39      75.244  61.237  29.586  1.00  0.00

ATOM    587  HB2 LEU A  39      73.786  61.061  28.670  1.00  0.00

ATOM    588  CG  LEU A  39      74.356  63.090  28.950  1.00  0.00

ATOM    589  HG  LEU A  39      75.183  63.534  29.507  1.00  0.00

ATOM    590  CD1 LEU A  39      73.916  63.917  27.744  1.00  0.00

ATOM    591 1HD1 LEU A  39      74.735  64.040  27.039  1.00  0.00

ATOM    592 2HD1 LEU A  39      73.096  63.378  27.272  1.00  0.00

ATOM    593 3HD1 LEU A  39      73.608  64.914  28.060  1.00  0.00

ATOM    594  CD2 LEU A  39      73.114  63.181  29.824  1.00  0.00

ATOM    595 1HD2 LEU A  39      72.299  62.824  29.185  1.00  0.00

ATOM    596 2HD2 LEU A  39      73.229  62.334  30.505  1.00  0.00

ATOM    597 3HD2 LEU A  39      72.964  64.167  30.264  1.00  0.00

ATOM    598  C   LEU A  39      76.883  61.804  27.396  1.00  0.00

ATOM    599  O   LEU A  39      77.207  62.886  27.880  1.00  0.00

ATOM    600  N   GLY A  40      77.815  60.969  26.948  1.00  0.00

ATOM    601  H   GLY A  40      77.494  60.043  26.701  1.00  0.00

ATOM    602  CA  GLY A  40      79.230  61.278  27.040  1.00  0.00

ATOM    603  HA1 GLY A  40      79.382  62.282  26.630  1.00  0.00

ATOM    604  HA2 GLY A  40      79.812  60.637  26.382  1.00  0.00

ATOM    605  C   GLY A  40      79.841  61.311  28.434  1.00  0.00

ATOM    606  O   GLY A  40      81.035  61.523  28.638  1.00  0.00

ATOM    607  N   GLN A  41      78.967  61.037  29.411  1.00  0.00

ATOM    608  H   GLN A  41      77.983  61.142  29.204  1.00  0.00

ATOM    609  CA  GLN A  41      79.417  60.936  30.786  1.00  0.00

ATOM    610  HA  GLN A  41      80.074  61.770  30.991  1.00  0.00

ATOM    611  CB  GLN A  41      78.271  61.103  31.771  1.00  0.00

ATOM    612  HB1 GLN A  41      78.666  61.083  32.779  1.00  0.00

ATOM    613  HB2 GLN A  41      77.594  60.240  31.719  1.00  0.00

ATOM    614  CG  GLN A  41      77.464  62.392  31.631  1.00  0.00

ATOM    615  HG1 GLN A  41      76.593  62.274  32.258  1.00  0.00

ATOM    616  HG2 GLN A  41      77.219  62.505  30.567  1.00  0.00

ATOM    617  CD  GLN A  41      78.144  63.655  32.154  1.00  0.00

ATOM    618  OE1 GLN A  41      77.613  64.287  33.070  1.00  0.00

ATOM    619  NE2 GLN A  41      79.299  64.100  31.647  1.00  0.00

ATOM    620 1HE2 GLN A  41      79.722  63.670  30.841  1.00  0.00

ATOM    621 2HE2 GLN A  41      79.650  64.926  32.098  1.00  0.00

ATOM    622  C   GLN A  41      80.235  59.692  31.086  1.00  0.00

ATOM    623  O   GLN A  41      80.050  58.630  30.502  1.00  0.00

ATOM    624  N   ASN A  42      81.210  59.841  31.990  1.00  0.00

ATOM    625  H   ASN A  42      81.336  60.708  32.492  1.00  0.00

ATOM    626  CA  ASN A  42      82.223  58.832  32.211  1.00  0.00

ATOM    627  HA  ASN A  42      81.828  57.856  31.910  1.00  0.00

ATOM    628  CB  ASN A  42      83.425  58.998  31.278  1.00  0.00

ATOM    629  HB1 ASN A  42      83.959  59.881  31.617  1.00  0.00

ATOM    630  HB2 ASN A  42      82.990  59.301  30.331  1.00  0.00

ATOM    631  CG  ASN A  42      84.385  57.843  31.068  1.00  0.00

ATOM    632  OD1 ASN A  42      84.105  56.666  31.316  1.00  0.00

ATOM    633  ND2 ASN A  42      85.554  58.022  30.447  1.00  0.00

ATOM    634 1HD2 ASN A  42      85.915  58.966  30.427  1.00  0.00

ATOM    635 2HD2 ASN A  42      86.260  57.305  30.356  1.00  0.00

ATOM    636  C   ASN A  42      82.528  58.713  33.699  1.00  0.00

ATOM    637  O   ASN A  42      83.700  58.833  34.051  1.00  0.00

ATOM    638  N   PRO A  43      81.555  58.386  34.557  1.00  0.00

ATOM    639  CD  PRO A  43      80.128  58.258  34.348  1.00  0.00

ATOM    640  HD1 PRO A  43      79.880  57.655  33.476  1.00  0.00

ATOM    641  HD2 PRO A  43      79.704  59.258  34.184  1.00  0.00

ATOM    642  CG  PRO A  43      79.539  57.483  35.518  1.00  0.00

ATOM    643  HG1 PRO A  43      79.650  56.397  35.455  1.00  0.00

ATOM    644  HG2 PRO A  43      78.516  57.779  35.758  1.00  0.00

ATOM    645  CB  PRO A  43      80.488  57.988  36.591  1.00  0.00

ATOM    646  HB1 PRO A  43      80.484  57.276  37.422  1.00  0.00

ATOM    647  HB2 PRO A  43      80.217  58.983  36.916  1.00  0.00

ATOM    648  CA  PRO A  43      81.866  58.016  35.925  1.00  0.00

ATOM    649  HA  PRO A  43      82.556  58.729  36.363  1.00  0.00

ATOM    650  C   PRO A  43      82.506  56.636  35.989  1.00  0.00

ATOM    651  O   PRO A  43      82.580  55.839  35.049  1.00  0.00

ATOM    652  N   THR A  44      82.968  56.204  37.159  1.00  0.00

ATOM    653  H   THR A  44      82.893  56.804  37.964  1.00  0.00

ATOM    654  CA  THR A  44      83.472  54.856  37.338  1.00  0.00

ATOM    655  HA  THR A  44      83.729  54.438  36.357  1.00  0.00

ATOM    656  CB  THR A  44      84.737  54.769  38.192  1.00  0.00

ATOM    657  HB  THR A  44      85.068  53.735  38.236  1.00  0.00

ATOM    658  CG2 THR A  44      85.884  55.563  37.560  1.00  0.00

ATOM    659 1HG2 THR A  44      86.150  55.121  36.595  1.00  0.00

ATOM    660 2HG2 THR A  44      85.749  56.644  37.535  1.00  0.00

ATOM    661 3HG2 THR A  44      86.814  55.395  38.099  1.00  0.00

ATOM    662  OG1 THR A  44      84.486  55.282  39.477  1.00  0.00

ATOM    663  HG1 THR A  44      84.377  56.238  39.496  1.00  0.00

ATOM    664  C   THR A  44      82.425  54.007  38.047  1.00  0.00

ATOM    665  O   THR A  44      81.383  54.508  38.450  1.00  0.00

ATOM    666  N   GLU A  45      82.605  52.687  38.097  1.00  0.00

ATOM    667  H   GLU A  45      83.496  52.340  37.772  1.00  0.00

ATOM    668  CA  GLU A  45      81.667  51.717  38.618  1.00  0.00

ATOM    669  HA  GLU A  45      80.789  51.799  37.978  1.00  0.00

ATOM    670  CB  GLU A  45      82.290  50.335  38.464  1.00  0.00

ATOM    671  HB1 GLU A  45      81.538  49.654  38.860  1.00  0.00

ATOM    672  HB2 GLU A  45      83.138  50.136  39.114  1.00  0.00

ATOM    673  CG  GLU A  45      82.568  49.955  37.000  1.00  0.00

ATOM    674  HG1 GLU A  45      83.638  50.104  36.858  1.00  0.00

ATOM    675  HG2 GLU A  45      81.946  50.572  36.350  1.00  0.00

ATOM    676  CD  GLU A  45      82.433  48.461  36.731  1.00  0.00

ATOM    677  OE1 GLU A  45      83.447  47.744  36.818  1.00  0.00

ATOM    678  OE2 GLU A  45      81.352  47.986  36.315  1.00  0.00

ATOM    679  C   GLU A  45      81.308  52.051  40.063  1.00  0.00

ATOM    680  O   GLU A  45      80.143  52.170  40.433  1.00  0.00

ATOM    681  N   ALA A  46      82.318  52.396  40.866  1.00  0.00

ATOM    682  H   ALA A  46      83.265  52.518  40.520  1.00  0.00

ATOM    683  CA  ALA A  46      82.027  52.661  42.260  1.00  0.00

ATOM    684  HA  ALA A  46      81.632  51.699  42.589  1.00  0.00

ATOM    685  CB  ALA A  46      83.383  52.706  42.955  1.00  0.00

ATOM    686  HB1 ALA A  46      84.012  51.869  42.635  1.00  0.00

ATOM    687  HB2 ALA A  46      83.892  53.640  42.711  1.00  0.00

ATOM    688  HB3 ALA A  46      83.244  52.701  44.037  1.00  0.00

ATOM    689  C   ALA A  46      81.181  53.904  42.502  1.00  0.00

ATOM    690  O   ALA A  46      80.340  53.892  43.394  1.00  0.00

ATOM    691  N   GLU A  47      81.336  54.845  41.574  1.00  0.00

ATOM    692  H   GLU A  47      81.835  54.600  40.726  1.00  0.00

ATOM    693  CA  GLU A  47      80.618  56.098  41.612  1.00  0.00

ATOM    694  HA  GLU A  47      80.467  56.321  42.675  1.00  0.00

ATOM    695  CB  GLU A  47      81.404  57.090  40.764  1.00  0.00

ATOM    696  HB1 GLU A  47      80.759  57.957  40.602  1.00  0.00

ATOM    697  HB2 GLU A  47      81.534  56.685  39.765  1.00  0.00

ATOM    698  CG  GLU A  47      82.746  57.435  41.395  1.00  0.00

ATOM    699  HG1 GLU A  47      83.363  56.557  41.555  1.00  0.00

ATOM    700  HG2 GLU A  47      82.593  57.890  42.374  1.00  0.00

ATOM    701  CD  GLU A  47      83.428  58.496  40.537  1.00  0.00

ATOM    702  OE1 GLU A  47      84.060  57.965  39.605  1.00  0.00

ATOM    703  OE2 GLU A  47      83.275  59.738  40.661  1.00  0.00

ATOM    704  C   GLU A  47      79.149  56.021  41.241  1.00  0.00

ATOM    705  O   GLU A  47      78.302  56.672  41.855  1.00  0.00

ATOM    706  N   LEU A  48      78.852  55.125  40.296  1.00  0.00

ATOM    707  H   LEU A  48      79.646  54.805  39.752  1.00  0.00

ATOM    708  CA  LEU A  48      77.535  54.622  39.971  1.00  0.00

ATOM    709  HA  LEU A  48      76.893  55.488  39.787  1.00  0.00

ATOM    710  CB  LEU A  48      77.626  53.826  38.664  1.00  0.00

ATOM    711  HB1 LEU A  48      76.628  53.425  38.448  1.00  0.00

ATOM    712  HB2 LEU A  48      78.402  53.095  38.887  1.00  0.00

ATOM    713  CG  LEU A  48      78.012  54.640  37.430  1.00  0.00

ATOM    714  HG  LEU A  48      78.904  55.200  37.718  1.00  0.00

ATOM    715  CD1 LEU A  48      78.485  53.765  36.278  1.00  0.00

ATOM    716 1HD1 LEU A  48      78.413  54.341  35.355  1.00  0.00

ATOM    717 2HD1 LEU A  48      79.476  53.347  36.454  1.00  0.00

ATOM    718 3HD1 LEU A  48      77.796  52.943  36.096  1.00  0.00

ATOM    719  CD2 LEU A  48      76.819  55.517  37.048  1.00  0.00

ATOM    720 1HD2 LEU A  48      76.391  56.108  37.860  1.00  0.00

ATOM    721 2HD2 LEU A  48      76.966  56.111  36.145  1.00  0.00

ATOM    722 3HD2 LEU A  48      75.949  54.870  36.903  1.00  0.00

ATOM    723  C   LEU A  48      76.819  53.838  41.058  1.00  0.00

ATOM    724  O   LEU A  48      75.689  54.186  41.383  1.00  0.00

ATOM    725  N   GLN A  49      77.592  52.986  41.740  1.00  0.00

ATOM    726  H   GLN A  49      78.574  52.908  41.503  1.00  0.00

ATOM    727  CA  GLN A  49      77.209  52.407  43.016  1.00  0.00

ATOM    728  HA  GLN A  49      76.236  51.947  42.892  1.00  0.00

ATOM    729  CB  GLN A  49      78.131  51.268  43.427  1.00  0.00

ATOM    730  HB1 GLN A  49      79.142  51.591  43.663  1.00  0.00

ATOM    731  HB2 GLN A  49      78.183  50.609  42.561  1.00  0.00

ATOM    732  CG  GLN A  49      77.776  50.323  44.574  1.00  0.00

ATOM    733  HG1 GLN A  49      76.709  50.124  44.539  1.00  0.00

ATOM    734  HG2 GLN A  49      77.861  50.881  45.510  1.00  0.00

ATOM    735  CD  GLN A  49      78.574  49.037  44.718  1.00  0.00

ATOM    736  OE1 GLN A  49      79.694  48.888  44.233  1.00  0.00

ATOM    737  NE2 GLN A  49      77.920  47.996  45.249  1.00  0.00

ATOM    738 1HE2 GLN A  49      76.932  48.083  45.372  1.00  0.00

ATOM    739 2HE2 GLN A  49      78.407  47.122  45.391  1.00  0.00

ATOM    740  C   GLN A  49      76.999  53.379  44.168  1.00  0.00

ATOM    741  O   GLN A  49      76.101  53.140  44.986  1.00  0.00

ATOM    742  N   ASP A  50      77.607  54.557  44.262  1.00  0.00

ATOM    743  H   ASP A  50      78.319  54.772  43.572  1.00  0.00

ATOM    744  CA  ASP A  50      77.223  55.553  45.233  1.00  0.00

ATOM    745  HA  ASP A  50      76.938  55.031  46.149  1.00  0.00

ATOM    746  CB  ASP A  50      78.453  56.396  45.588  1.00  0.00

ATOM    747  HB1 ASP A  50      78.740  57.027  44.745  1.00  0.00

ATOM    748  HB2 ASP A  50      79.291  55.726  45.763  1.00  0.00

ATOM    749  CG  ASP A  50      78.252  57.303  46.795  1.00  0.00

ATOM    750  OD1 ASP A  50      77.965  56.789  47.904  1.00  0.00

ATOM    751  OD2 ASP A  50      78.357  58.539  46.711  1.00  0.00

ATOM    752  C   ASP A  50      76.214  56.582  44.736  1.00  0.00

ATOM    753  O   ASP A  50      75.533  57.170  45.574  1.00  0.00

ATOM    754  N   MET A  51      76.030  56.780  43.425  1.00  0.00

ATOM    755  H   MET A  51      76.640  56.289  42.781  1.00  0.00

ATOM    756  CA  MET A  51      74.913  57.551  42.932  1.00  0.00

ATOM    757  HA  MET A  51      74.885  58.547  43.384  1.00  0.00

ATOM    758  CB  MET A  51      75.277  57.886  41.492  1.00  0.00

ATOM    759  HB1 MET A  51      75.194  56.997  40.855  1.00  0.00

ATOM    760  HB2 MET A  51      76.282  58.304  41.387  1.00  0.00

ATOM    761  CG  MET A  51      74.430  58.967  40.836  1.00  0.00

ATOM    762  HG1 MET A  51      74.623  59.867  41.424  1.00  0.00

ATOM    763  HG2 MET A  51      73.395  58.633  40.927  1.00  0.00

ATOM    764  SD  MET A  51      74.635  59.208  39.050  1.00  0.00

ATOM    765  CE  MET A  51      76.383  59.610  38.883  1.00  0.00

ATOM    766  HE1 MET A  51      76.905  58.659  38.750  1.00  0.00

ATOM    767  HE2 MET A  51      76.423  60.155  37.928  1.00  0.00

ATOM    768  HE3 MET A  51      76.743  60.151  39.752  1.00  0.00

ATOM    769  C   MET A  51      73.538  56.914  42.999  1.00  0.00

ATOM    770  O   MET A  51      72.590  57.592  43.385  1.00  0.00

ATOM    771  N   ILE A  52      73.491  55.592  42.789  1.00  0.00

ATOM    772  H   ILE A  52      74.331  55.155  42.420  1.00  0.00

ATOM    773  CA  ILE A  52      72.253  54.878  42.992  1.00  0.00

ATOM    774  HA  ILE A  52      71.559  55.470  42.386  1.00  0.00

ATOM    775  CB  ILE A  52      72.364  53.484  42.379  1.00  0.00

ATOM    776  HB  ILE A  52      72.987  53.726  41.520  1.00  0.00

ATOM    777  CG2 ILE A  52      73.045  52.473  43.302  1.00  0.00

ATOM    778 1HG2 ILE A  52      74.072  52.816  43.385  1.00  0.00

ATOM    779 2HG2 ILE A  52      72.555  52.411  44.269  1.00  0.00

ATOM    780 3HG2 ILE A  52      73.091  51.491  42.824  1.00  0.00

ATOM    781  CG1 ILE A  52      71.066  52.964  41.769  1.00  0.00

ATOM    782 1HG1 ILE A  52      70.423  53.816  41.509  1.00  0.00

ATOM    783 2HG1 ILE A  52      70.514  52.328  42.460  1.00  0.00

ATOM    784  CD  ILE A  52      71.359  52.108  40.544  1.00  0.00

ATOM    785  HD1 ILE A  52      72.334  51.628  40.592  1.00  0.00

ATOM    786  HD2 ILE A  52      70.558  51.382  40.389  1.00  0.00

ATOM    787  HD3 ILE A  52      71.405  52.860  39.755  1.00  0.00

ATOM    788  C   ILE A  52      71.763  54.898  44.434  1.00  0.00

ATOM    789  O   ILE A  52      70.583  55.029  44.725  1.00  0.00

ATOM    790  N   ASN A  53      72.734  54.931  45.350  1.00  0.00

ATOM    791  H   ASN A  53      73.657  54.836  44.950  1.00  0.00

ATOM    792  CA  ASN A  53      72.553  55.062  46.778  1.00  0.00

ATOM    793  HA  ASN A  53      71.708  54.432  47.062  1.00  0.00

ATOM    794  CB  ASN A  53      73.748  54.375  47.421  1.00  0.00

ATOM    795  HB1 ASN A  53      74.623  55.011  47.297  1.00  0.00

ATOM    796  HB2 ASN A  53      73.927  53.448  46.880  1.00  0.00

ATOM    797  CG  ASN A  53      73.742  54.158  48.936  1.00  0.00

ATOM    798  OD1 ASN A  53      74.592  54.591  49.707  1.00  0.00

ATOM    799  ND2 ASN A  53      72.750  53.420  49.444  1.00  0.00

ATOM    800 1HD2 ASN A  53      72.289  52.725  48.873  1.00  0.00

ATOM    801 2HD2 ASN A  53      72.741  53.418  50.448  1.00  0.00

ATOM    802  C   ASN A  53      72.185  56.441  47.331  1.00  0.00

ATOM    803  O   ASN A  53      71.761  56.479  48.485  1.00  0.00

ATOM    804  N   GLU A  54      72.059  57.444  46.466  1.00  0.00

ATOM    805  H   GLU A  54      72.232  57.323  45.478  1.00  0.00

ATOM    806  CA  GLU A  54      71.285  58.632  46.773  1.00  0.00

ATOM    807  HA  GLU A  54      71.407  58.904  47.819  1.00  0.00

ATOM    808  CB  GLU A  54      71.760  59.833  45.947  1.00  0.00

ATOM    809  HB1 GLU A  54      71.538  59.629  44.900  1.00  0.00

ATOM    810  HB2 GLU A  54      72.842  59.963  46.002  1.00  0.00

ATOM    811  CG  GLU A  54      70.976  61.117  46.192  1.00  0.00

ATOM    812  HG1 GLU A  54      71.042  61.346  47.254  1.00  0.00

ATOM    813  HG2 GLU A  54      69.909  60.987  46.004  1.00  0.00

ATOM    814  CD  GLU A  54      71.466  62.371  45.473  1.00  0.00

ATOM    815  OE1 GLU A  54      72.368  62.244  44.609  1.00  0.00

ATOM    816  OE2 GLU A  54      71.029  63.480  45.845  1.00  0.00

ATOM    817  C   GLU A  54      69.810  58.269  46.666  1.00  0.00

ATOM    818  O   GLU A  54      69.021  58.463  47.580  1.00  0.00

ATOM    819  N   VAL A  55      69.371  57.642  45.561  1.00  0.00

ATOM    820  H   VAL A  55      69.995  57.324  44.843  1.00  0.00

ATOM    821  CA  VAL A  55      67.975  57.507  45.202  1.00  0.00

ATOM    822  HA  VAL A  55      67.476  58.424  45.515  1.00  0.00

ATOM    823  CB  VAL A  55      67.800  57.450  43.694  1.00  0.00

ATOM    824  HB  VAL A  55      67.813  56.391  43.412  1.00  0.00

ATOM    825  CG1 VAL A  55      66.378  57.846  43.307  1.00  0.00

ATOM    826 1HG1 VAL A  55      66.179  58.740  43.916  1.00  0.00

ATOM    827 2HG1 VAL A  55      66.237  57.941  42.236  1.00  0.00

ATOM    828 3HG1 VAL A  55      65.714  57.068  43.673  1.00  0.00

ATOM    829  CG2 VAL A  55      68.923  58.185  42.969  1.00  0.00

ATOM    830 1HG2 VAL A  55      68.711  58.020  41.911  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.917  59.275  43.006  1.00  0.00

ATOM    832 3HG2 VAL A  55      69.849  57.631  43.113  1.00  0.00

ATOM    833  C   VAL A  55      67.411  56.292  45.930  1.00  0.00

ATOM    834  O   VAL A  55      66.312  56.403  46.478  1.00  0.00

ATOM    835  N   ASP A  56      68.085  55.138  45.832  1.00  0.00

ATOM    836  H   ASP A  56      68.981  55.167  45.357  1.00  0.00

ATOM    837  CA  ASP A  56      67.709  53.882  46.436  1.00  0.00

ATOM    838  HA  ASP A  56      66.888  53.508  45.830  1.00  0.00

ATOM    839  CB  ASP A  56      68.752  52.829  46.078  1.00  0.00

ATOM    840  HB1 ASP A  56      69.731  53.229  46.364  1.00  0.00

ATOM    841  HB2 ASP A  56      68.858  52.675  45.005  1.00  0.00

ATOM    842  CG  ASP A  56      68.609  51.446  46.706  1.00  0.00

ATOM    843  OD1 ASP A  56      67.475  51.162  47.166  1.00  0.00

ATOM    844  OD2 ASP A  56      69.576  50.673  46.815  1.00  0.00

ATOM    845  C   ASP A  56      67.470  53.876  47.936  1.00  0.00

ATOM    846  O   ASP A  56      68.383  53.714  48.748  1.00  0.00

ATOM    847  N   ALA A  57      66.198  53.875  48.354  1.00  0.00

ATOM    848  H   ALA A  57      65.534  53.632  47.641  1.00  0.00

ATOM    849  CA  ALA A  57      65.748  54.196  49.693  1.00  0.00

ATOM    850  HA  ALA A  57      66.393  55.008  50.038  1.00  0.00

ATOM    851  CB  ALA A  57      64.313  54.716  49.651  1.00  0.00

ATOM    852  HB1 ALA A  57      63.548  54.033  49.285  1.00  0.00

ATOM    853  HB2 ALA A  57      64.106  55.001  50.687  1.00  0.00

ATOM    854  HB3 ALA A  57      64.324  55.548  48.956  1.00  0.00

ATOM    855  C   ALA A  57      65.912  53.090  50.726  1.00  0.00

ATOM    856  O   ALA A  57      66.445  53.395  51.801  1.00  0.00

ATOM    857  N   ASP A  58      65.593  51.869  50.303  1.00  0.00

ATOM    858  H   ASP A  58      65.257  51.806  49.351  1.00  0.00

ATOM    859  CA  ASP A  58      65.694  50.694  51.150  1.00  0.00

ATOM    860  HA  ASP A  58      65.569  51.075  52.156  1.00  0.00

ATOM    861  CB  ASP A  58      64.609  49.633  50.970  1.00  0.00

ATOM    862  HB1 ASP A  58      63.677  50.040  51.368  1.00  0.00

ATOM    863  HB2 ASP A  58      64.903  48.727  51.497  1.00  0.00

ATOM    864  CG  ASP A  58      64.458  49.281  49.490  1.00  0.00

ATOM    865  OD1 ASP A  58      65.422  49.337  48.696  1.00  0.00

ATOM    866  OD2 ASP A  58      63.367  48.831  49.079  1.00  0.00

ATOM    867  C   ASP A  58      67.092  50.099  51.113  1.00  0.00

ATOM    868  O   ASP A  58      67.499  49.510  52.118  1.00  0.00

ATOM    869  N   GLY A  59      67.981  50.519  50.208  1.00  0.00

ATOM    870  H   GLY A  59      67.648  51.123  49.465  1.00  0.00

ATOM    871  CA  GLY A  59      69.389  50.212  50.268  1.00  0.00

ATOM    872  HA1 GLY A  59      69.857  50.281  51.258  1.00  0.00

ATOM    873  HA2 GLY A  59      69.860  51.031  49.717  1.00  0.00

ATOM    874  C   GLY A  59      69.866  48.887  49.681  1.00  0.00

ATOM    875  O   GLY A  59      70.945  48.423  50.013  1.00  0.00

ATOM    876  N   ASN A  60      69.036  48.294  48.824  1.00  0.00

ATOM    877  H   ASN A  60      68.178  48.721  48.485  1.00  0.00

ATOM    878  CA  ASN A  60      69.299  46.946  48.353  1.00  0.00

ATOM    879  HA  ASN A  60      69.797  46.325  49.100  1.00  0.00

ATOM    880  CB  ASN A  60      67.964  46.301  48.032  1.00  0.00

ATOM    881  HB1 ASN A  60      67.272  46.760  48.734  1.00  0.00

ATOM    882  HB2 ASN A  60      67.815  45.217  48.061  1.00  0.00

ATOM    883  CG  ASN A  60      67.372  46.742  46.695  1.00  0.00

ATOM    884  OD1 ASN A  60      67.354  47.941  46.417  1.00  0.00

ATOM    885  ND2 ASN A  60      66.990  45.815  45.821  1.00  0.00

ATOM    886 1HD2 ASN A  60      66.950  44.828  46.064  1.00  0.00

ATOM    887 2HD2 ASN A  60      66.805  46.264  44.937  1.00  0.00

ATOM    888  C   ASN A  60      70.214  46.855  47.137  1.00  0.00

ATOM    889  O   ASN A  60      70.673  45.789  46.750  1.00  0.00

ATOM    890  N   GLY A  61      70.590  47.938  46.464  1.00  0.00

ATOM    891  H   GLY A  61      70.201  48.825  46.767  1.00  0.00

ATOM    892  CA  GLY A  61      71.511  48.030  45.348  1.00  0.00

ATOM    893  HA1 GLY A  61      72.081  47.114  45.191  1.00  0.00

ATOM    894  HA2 GLY A  61      72.150  48.891  45.540  1.00  0.00

ATOM    895  C   GLY A  61      70.799  48.431  44.061  1.00  0.00

ATOM    896  O   GLY A  61      71.508  48.562  43.065  1.00  0.00

ATOM    897  N   THR A  62      69.478  48.610  43.969  1.00  0.00

ATOM    898  H   THR A  62      68.979  48.558  44.844  1.00  0.00

ATOM    899  CA  THR A  62      68.773  49.023  42.776  1.00  0.00

ATOM    900  HA  THR A  62      69.478  49.486  42.090  1.00  0.00

ATOM    901  CB  THR A  62      68.026  47.825  42.197  1.00  0.00

ATOM    902  HB  THR A  62      67.440  48.230  41.377  1.00  0.00

ATOM    903  CG2 THR A  62      69.083  46.867  41.662  1.00  0.00

ATOM    904 1HG2 THR A  62      68.664  46.172  40.938  1.00  0.00

ATOM    905 2HG2 THR A  62      69.906  47.390  41.163  1.00  0.00

ATOM    906 3HG2 THR A  62      69.507  46.242  42.456  1.00  0.00

ATOM    907  OG1 THR A  62      67.273  47.124  43.167  1.00  0.00

ATOM    908  HG1 THR A  62      67.151  46.298  42.688  1.00  0.00

ATOM    909  C   THR A  62      67.773  50.124  43.113  1.00  0.00

ATOM    910  O   THR A  62      67.296  50.169  44.244  1.00  0.00

ATOM    911  N   ILE A  63      67.339  50.948  42.160  1.00  0.00

ATOM    912  H   ILE A  63      67.763  50.834  41.254  1.00  0.00

ATOM    913  CA  ILE A  63      66.214  51.844  42.373  1.00  0.00

ATOM    914  HA  ILE A  63      66.151  52.183  43.405  1.00  0.00

ATOM    915  CB  ILE A  63      66.350  53.115  41.546  1.00  0.00

ATOM    916  HB  ILE A  63      66.101  52.879  40.516  1.00  0.00

ATOM    917  CG2 ILE A  63      65.350  54.157  42.026  1.00  0.00

ATOM    918 1HG2 ILE A  63      64.332  53.783  42.054  1.00  0.00

ATOM    919 2HG2 ILE A  63      65.547  54.622  42.989  1.00  0.00

ATOM    920 3HG2 ILE A  63      65.345  55.051  41.406  1.00  0.00

ATOM    921  CG1 ILE A  63      67.726  53.789  41.620  1.00  0.00

ATOM    922 1HG1 ILE A  63      68.505  53.034  41.521  1.00  0.00

ATOM    923 2HG1 ILE A  63      67.979  54.223  42.582  1.00  0.00

ATOM    924  CD  ILE A  63      68.017  54.880  40.605  1.00  0.00

ATOM    925  HD1 ILE A  63      67.301  55.679  40.792  1.00  0.00

ATOM    926  HD2 ILE A  63      69.038  55.188  40.825  1.00  0.00

ATOM    927  HD3 ILE A  63      68.082  54.509  39.579  1.00  0.00

ATOM    928  C   ILE A  63      64.931  51.125  41.995  1.00  0.00

ATOM    929  O   ILE A  63      64.773  50.566  40.904  1.00  0.00

ATOM    930  N   ASP A  64      63.874  51.305  42.790  1.00  0.00

ATOM    931  H   ASP A  64      64.038  51.778  43.659  1.00  0.00

ATOM    932  CA  ASP A  64      62.488  50.989  42.517  1.00  0.00

ATOM    933  HA  ASP A  64      62.448  50.550  41.522  1.00  0.00

ATOM    934  CB  ASP A  64      61.990  49.773  43.296  1.00  0.00

ATOM    935  HB1 ASP A  64      62.621  48.917  43.059  1.00  0.00

ATOM    936  HB2 ASP A  64      60.951  49.587  43.029  1.00  0.00

ATOM    937  CG  ASP A  64      61.939  49.977  44.813  1.00  0.00

ATOM    938  OD1 ASP A  64      62.970  49.905  45.517  1.00  0.00

ATOM    939  OD2 ASP A  64      60.861  50.178  45.415  1.00  0.00

ATOM    940  C   ASP A  64      61.523  52.171  42.540  1.00  0.00

ATOM    941  O   ASP A  64      61.882  53.288  42.876  1.00  0.00

ATOM    942  N   PHE A  65      60.313  51.942  42.021  1.00  0.00

ATOM    943  H   PHE A  65      60.086  51.011  41.698  1.00  0.00

ATOM    944  CA  PHE A  65      59.377  53.006  41.736  1.00  0.00

ATOM    945  HA  PHE A  65      59.855  53.525  40.911  1.00  0.00

ATOM    946  CB  PHE A  65      58.087  52.462  41.142  1.00  0.00

ATOM    947  HB1 PHE A  65      57.566  51.826  41.854  1.00  0.00

ATOM    948  HB2 PHE A  65      58.273  51.850  40.254  1.00  0.00

ATOM    949  CG  PHE A  65      57.258  53.593  40.569  1.00  0.00

ATOM    950  CD1 PHE A  65      56.220  54.210  41.280  1.00  0.00

ATOM    951  HD1 PHE A  65      55.945  53.717  42.195  1.00  0.00

ATOM    952  CE1 PHE A  65      55.418  55.204  40.706  1.00  0.00

ATOM    953  HE1 PHE A  65      54.541  55.585  41.211  1.00  0.00

ATOM    954  CZ  PHE A  65      55.771  55.645  39.429  1.00  0.00

ATOM    955  HZ  PHE A  65      55.179  56.372  38.895  1.00  0.00

ATOM    956  CE2 PHE A  65      56.918  55.213  38.760  1.00  0.00

ATOM    957  HE2 PHE A  65      57.114  55.562  37.754  1.00  0.00

ATOM    958  CD2 PHE A  65      57.613  54.130  39.321  1.00  0.00

ATOM    959  HD2 PHE A  65      58.461  53.717  38.802  1.00  0.00

ATOM    960  C   PHE A  65      59.123  54.065  42.805  1.00  0.00

ATOM    961  O   PHE A  65      59.314  55.240  42.504  1.00  0.00

ATOM    962  N   PRO A  66      58.663  53.789  44.029  1.00  0.00

ATOM    963  CD  PRO A  66      58.440  52.452  44.551  1.00  0.00

ATOM    964  HD1 PRO A  66      59.372  51.886  44.457  1.00  0.00

ATOM    965  HD2 PRO A  66      57.602  52.023  44.010  1.00  0.00

ATOM    966  CG  PRO A  66      58.029  52.540  46.014  1.00  0.00

ATOM    967  HG1 PRO A  66      58.945  52.323  46.564  1.00  0.00

ATOM    968  HG2 PRO A  66      57.184  51.863  46.166  1.00  0.00

ATOM    969  CB  PRO A  66      57.696  54.028  46.139  1.00  0.00

ATOM    970  HB1 PRO A  66      58.037  54.493  47.061  1.00  0.00

ATOM    971  HB2 PRO A  66      56.612  54.126  46.180  1.00  0.00

ATOM    972  CA  PRO A  66      58.307  54.816  44.982  1.00  0.00

ATOM    973  HA  PRO A  66      57.575  55.492  44.547  1.00  0.00

ATOM    974  C   PRO A  66      59.515  55.629  45.427  1.00  0.00

ATOM    975  O   PRO A  66      59.402  56.704  46.023  1.00  0.00

ATOM    976  N   GLU A  67      60.735  55.134  45.185  1.00  0.00

ATOM    977  H   GLU A  67      60.710  54.163  44.893  1.00  0.00

ATOM    978  CA  GLU A  67      61.945  55.776  45.624  1.00  0.00

ATOM    979  HA  GLU A  67      61.818  56.305  46.569  1.00  0.00

ATOM    980  CB  GLU A  67      63.026  54.705  45.730  1.00  0.00

ATOM    981  HB1 GLU A  67      63.929  55.097  46.181  1.00  0.00

ATOM    982  HB2 GLU A  67      63.357  54.493  44.710  1.00  0.00

ATOM    983  CG  GLU A  67      62.714  53.421  46.501  1.00  0.00

ATOM    984  HG1 GLU A  67      61.901  52.951  45.948  1.00  0.00

ATOM    985  HG2 GLU A  67      62.473  53.771  47.502  1.00  0.00

ATOM    986  CD  GLU A  67      63.927  52.517  46.639  1.00  0.00

ATOM    987  OE1 GLU A  67      64.765  52.243  45.754  1.00  0.00

ATOM    988  OE2 GLU A  67      63.931  51.766  47.645  1.00  0.00

ATOM    989  C   GLU A  67      62.484  56.899  44.747  1.00  0.00

ATOM    990  O   GLU A  67      62.700  58.009  45.219  1.00  0.00

ATOM    991  N   PHE A  68      62.457  56.678  43.428  1.00  0.00

ATOM    992  H   PHE A  68      62.407  55.715  43.124  1.00  0.00

ATOM    993  CA  PHE A  68      62.340  57.693  42.401  1.00  0.00

ATOM    994  HA  PHE A  68      63.309  58.195  42.476  1.00  0.00

ATOM    995  CB  PHE A  68      62.139  56.959  41.074  1.00  0.00

ATOM    996  HB1 PHE A  68      61.225  56.368  41.142  1.00  0.00

ATOM    997  HB2 PHE A  68      63.030  56.372  40.865  1.00  0.00

ATOM    998  CG  PHE A  68      61.839  57.942  39.960  1.00  0.00

ATOM    999  CD1 PHE A  68      62.937  58.388  39.218  1.00  0.00

ATOM   1000  HD1 PHE A  68      63.987  58.195  39.415  1.00  0.00

ATOM   1001  CE1 PHE A  68      62.704  59.384  38.263  1.00  0.00

ATOM   1002  HE1 PHE A  68      63.526  59.842  37.736  1.00  0.00

ATOM   1003  CZ  PHE A  68      61.405  59.834  37.965  1.00  0.00

ATOM   1004  HZ  PHE A  68      61.227  60.528  37.153  1.00  0.00

ATOM   1005  CE2 PHE A  68      60.345  59.343  38.731  1.00  0.00

ATOM   1006  HE2 PHE A  68      59.362  59.780  38.587  1.00  0.00

ATOM   1007  CD2 PHE A  68      60.535  58.408  39.750  1.00  0.00

ATOM   1008  HD2 PHE A  68      59.765  58.097  40.442  1.00  0.00

ATOM   1009  C   PHE A  68      61.224  58.674  42.703  1.00  0.00

ATOM   1010  O   PHE A  68      61.410  59.887  42.790  1.00  0.00

ATOM   1011  N   LEU A  69      60.040  58.159  43.054  1.00  0.00

ATOM   1012  H   LEU A  69      59.866  57.167  43.015  1.00  0.00

ATOM   1013  CA  LEU A  69      58.849  58.971  43.209  1.00  0.00

ATOM   1014  HA  LEU A  69      58.746  59.494  42.260  1.00  0.00

ATOM   1015  CB  LEU A  69      57.680  57.993  43.289  1.00  0.00

ATOM   1016  HB1 LEU A  69      57.790  57.413  44.198  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.608  57.327  42.434  1.00  0.00

ATOM   1018  CG  LEU A  69      56.289  58.620  43.402  1.00  0.00

ATOM   1019  HG  LEU A  69      56.308  59.429  44.128  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.877  59.133  42.018  1.00  0.00

ATOM   1021 1HD1 LEU A  69      56.626  59.884  41.779  1.00  0.00

ATOM   1022 2HD1 LEU A  69      55.916  58.366  41.253  1.00  0.00

ATOM   1023 3HD1 LEU A  69      54.880  59.572  42.070  1.00  0.00

ATOM   1024  CD2 LEU A  69      55.229  57.557  43.670  1.00  0.00

ATOM   1025 1HD2 LEU A  69      55.174  56.843  42.847  1.00  0.00

ATOM   1026 2HD2 LEU A  69      55.401  57.041  44.616  1.00  0.00

ATOM   1027 3HD2 LEU A  69      54.244  58.033  43.688  1.00  0.00

ATOM   1028  C   LEU A  69      58.942  59.878  44.440  1.00  0.00

ATOM   1029  O   LEU A  69      58.242  60.890  44.492  1.00  0.00

ATOM   1030  N   THR A  70      59.913  59.557  45.292  1.00  0.00

ATOM   1031  H   THR A  70      60.414  58.726  45.018  1.00  0.00

ATOM   1032  CA  THR A  70      60.358  60.271  46.476  1.00  0.00

ATOM   1033  HA  THR A  70      59.483  60.724  46.944  1.00  0.00

ATOM   1034  CB  THR A  70      60.964  59.400  47.567  1.00  0.00

ATOM   1035  HB  THR A  70      61.933  58.943  47.342  1.00  0.00

ATOM   1036  CG2 THR A  70      61.032  60.128  48.908  1.00  0.00

ATOM   1037 1HG2 THR A  70      61.362  61.166  48.832  1.00  0.00

ATOM   1038 2HG2 THR A  70      60.101  60.190  49.467  1.00  0.00

ATOM   1039 3HG2 THR A  70      61.663  59.519  49.545  1.00  0.00

ATOM   1040  OG1 THR A  70      60.083  58.373  47.967  1.00  0.00

ATOM   1041  HG1 THR A  70      59.856  57.820  47.219  1.00  0.00

ATOM   1042  C   THR A  70      61.342  61.379  46.112  1.00  0.00

ATOM   1043  O   THR A  70      61.275  62.508  46.600  1.00  0.00

ATOM   1044  N   MET A  71      62.291  61.191  45.195  1.00  0.00

ATOM   1045  H   MET A  71      62.356  60.288  44.749  1.00  0.00

ATOM   1046  CA  MET A  71      63.268  62.161  44.745  1.00  0.00

ATOM   1047  HA  MET A  71      63.810  62.633  45.565  1.00  0.00

ATOM   1048  CB  MET A  71      64.298  61.455  43.869  1.00  0.00

ATOM   1049  HB1 MET A  71      63.854  61.207  42.908  1.00  0.00

ATOM   1050  HB2 MET A  71      64.725  60.573  44.362  1.00  0.00

ATOM   1051  CG  MET A  71      65.462  62.406  43.597  1.00  0.00

ATOM   1052  HG1 MET A  71      65.913  62.777  44.515  1.00  0.00

ATOM   1053  HG2 MET A  71      65.038  63.252  43.057  1.00  0.00

ATOM   1054  SD  MET A  71      66.852  61.612  42.735  1.00  0.00

ATOM   1055  CE  MET A  71      68.175  62.278  43.765  1.00  0.00

ATOM   1056  HE1 MET A  71      68.160  63.371  43.805  1.00  0.00

ATOM   1057  HE2 MET A  71      68.141  61.892  44.785  1.00  0.00

ATOM   1058  HE3 MET A  71      69.149  62.066  43.316  1.00  0.00

ATOM   1059  C   MET A  71      62.524  63.288  44.046  1.00  0.00

ATOM   1060  O   MET A  71      62.998  64.420  44.194  1.00  0.00

ATOM   1061  N   MET A  72      61.379  62.957  43.442  1.00  0.00

ATOM   1062  H   MET A  72      61.233  62.018  43.100  1.00  0.00

ATOM   1063  CA  MET A  72      60.504  63.922  42.796  1.00  0.00

ATOM   1064  HA  MET A  72      61.158  64.702  42.401  1.00  0.00

ATOM   1065  CB  MET A  72      59.687  63.147  41.769  1.00  0.00

ATOM   1066  HB1 MET A  72      58.953  63.835  41.346  1.00  0.00

ATOM   1067  HB2 MET A  72      59.118  62.384  42.306  1.00  0.00

ATOM   1068  CG  MET A  72      60.475  62.582  40.598  1.00  0.00

ATOM   1069  HG1 MET A  72      59.795  61.955  40.015  1.00  0.00

ATOM   1070  HG2 MET A  72      61.218  61.902  41.008  1.00  0.00

ATOM   1071  SD  MET A  72      61.175  63.908  39.587  1.00  0.00

ATOM   1072  CE  MET A  72      62.678  63.024  39.102  1.00  0.00

ATOM   1073  HE1 MET A  72      62.526  62.109  38.519  1.00  0.00

ATOM   1074  HE2 MET A  72      63.252  63.663  38.436  1.00  0.00

ATOM   1075  HE3 MET A  72      63.290  62.716  39.954  1.00  0.00

ATOM   1076  C   MET A  72      59.616  64.779  43.688  1.00  0.00

ATOM   1077  O   MET A  72      58.834  65.622  43.254  1.00  0.00

ATOM   1078  N   ALA A  73      59.658  64.515  44.991  1.00  0.00

ATOM   1079  H   ALA A  73      60.230  63.707  45.173  1.00  0.00

ATOM   1080  CA  ALA A  73      58.899  65.130  46.071  1.00  0.00

ATOM   1081  HA  ALA A  73      58.128  65.755  45.613  1.00  0.00

ATOM   1082  CB  ALA A  73      58.384  63.964  46.903  1.00  0.00

ATOM   1083  HB1 ALA A  73      57.716  64.238  47.729  1.00  0.00

ATOM   1084  HB2 ALA A  73      57.935  63.260  46.200  1.00  0.00

ATOM   1085  HB3 ALA A  73      59.263  63.524  47.372  1.00  0.00

ATOM   1086  C   ALA A  73      59.691  66.047  46.981  1.00  0.00

ATOM   1087  O   ALA A  73      59.183  66.411  48.045  1.00  0.00

ATOM   1088  N   ARG A  74      60.994  66.235  46.729  1.00  0.00

ATOM   1089  H   ARG A  74      61.321  65.744  45.908  1.00  0.00

ATOM   1090  CA  ARG A  74      61.978  66.930  47.530  1.00  0.00

ATOM   1091  HA  ARG A  74      61.498  67.579  48.269  1.00  0.00

ATOM   1092  CB  ARG A  74      62.654  65.854  48.385  1.00  0.00

ATOM   1093  HB1 ARG A  74      61.819  65.323  48.834  1.00  0.00

ATOM   1094  HB2 ARG A  74      63.256  66.241  49.208  1.00  0.00

ATOM   1095  CG  ARG A  74      63.560  64.940  47.566  1.00  0.00

ATOM   1096  HG1 ARG A  74      64.401  65.595  47.339  1.00  0.00

ATOM   1097  HG2 ARG A  74      63.169  64.484  46.652  1.00  0.00

ATOM   1098  CD  ARG A  74      64.021  63.750  48.392  1.00  0.00

ATOM   1099  HD1 ARG A  74      63.175  63.085  48.588  1.00  0.00

ATOM   1100  HD2 ARG A  74      64.367  64.171  49.340  1.00  0.00

ATOM   1101  NE  ARG A  74      65.184  62.971  47.984  1.00  0.00

ATOM   1102  HE  ARG A  74      66.030  63.373  47.604  1.00  0.00

ATOM   1103  CZ  ARG A  74      65.390  61.670  48.230  1.00  0.00

ATOM   1104  NH1 ARG A  74      66.472  61.015  47.787  1.00  0.00

ATOM   1105 1HH1 ARG A  74      67.213  61.572  47.395  1.00  0.00

ATOM   1106 2HH1 ARG A  74      66.599  60.078  48.147  1.00  0.00

ATOM   1107  NH2 ARG A  74      64.540  60.943  48.975  1.00  0.00

ATOM   1108 1HH2 ARG A  74      63.796  61.423  49.463  1.00  0.00

ATOM   1109 2HH2 ARG A  74      64.692  59.955  49.098  1.00  0.00

ATOM   1110  C   ARG A  74      62.921  67.891  46.825  1.00  0.00

ATOM   1111  O   ARG A  74      63.947  68.253  47.389  1.00  0.00

ATOM   1112  N   LYS A  75      62.537  68.391  45.644  1.00  0.00

ATOM   1113  H   LYS A  75      61.593  68.149  45.381  1.00  0.00

ATOM   1114  CA  LYS A  75      63.294  69.209  44.715  1.00  0.00

ATOM   1115  HA  LYS A  75      63.947  69.866  45.289  1.00  0.00

ATOM   1116  CB  LYS A  75      64.109  68.252  43.850  1.00  0.00

ATOM   1117  HB1 LYS A  75      64.608  68.884  43.114  1.00  0.00

ATOM   1118  HB2 LYS A  75      63.398  67.668  43.261  1.00  0.00

ATOM   1119  CG  LYS A  75      65.155  67.465  44.644  1.00  0.00

ATOM   1120  HG1 LYS A  75      64.526  66.711  45.107  1.00  0.00

ATOM   1121  HG2 LYS A  75      65.596  68.090  45.407  1.00  0.00

ATOM   1122  CD  LYS A  75      66.302  66.900  43.814  1.00  0.00

ATOM   1123  HD1 LYS A  75      66.917  67.751  43.514  1.00  0.00

ATOM   1124  HD2 LYS A  75      65.958  66.425  42.892  1.00  0.00

ATOM   1125  CE  LYS A  75      67.275  66.033  44.616  1.00  0.00

ATOM   1126  HE1 LYS A  75      67.962  65.628  43.878  1.00  0.00

ATOM   1127  HE2 LYS A  75      66.831  65.215  45.178  1.00  0.00

ATOM   1128  NZ  LYS A  75      67.936  66.833  45.657  1.00  0.00

ATOM   1129  HZ1 LYS A  75      68.514  66.240  46.229  1.00  0.00

ATOM   1130  HZ2 LYS A  75      68.335  67.640  45.195  1.00  0.00

ATOM   1131  HZ3 LYS A  75      67.247  67.162  46.314  1.00  0.00

ATOM   1132  C   LYS A  75      62.428  70.108  43.836  1.00  0.00

ATOM   1133  O   LYS A  75      62.553  70.240  42.623  1.00  0.00

ATOM   1134  N   MET A  76      61.511  70.797  44.522  1.00  0.00

ATOM   1135  H   MET A  76      61.280  70.426  45.432  1.00  0.00

ATOM   1136  CA  MET A  76      60.637  71.807  43.954  1.00  0.00

ATOM   1137  HA  MET A  76      59.903  71.976  44.740  1.00  0.00

ATOM   1138  CB  MET A  76      61.371  73.128  43.708  1.00  0.00

ATOM   1139  HB1 MET A  76      60.791  73.998  43.417  1.00  0.00

ATOM   1140  HB2 MET A  76      62.093  72.973  42.906  1.00  0.00

ATOM   1141  CG  MET A  76      62.111  73.630  44.950  1.00  0.00

ATOM   1142  HG1 MET A  76      62.773  72.826  45.271  1.00  0.00

ATOM   1143  HG2 MET A  76      61.367  73.696  45.751  1.00  0.00

ATOM   1144  SD  MET A  76      63.127  75.118  44.800  1.00  0.00

ATOM   1145  CE  MET A  76      61.930  76.463  44.653  1.00  0.00

ATOM   1146  HE1 MET A  76      61.303  76.476  43.758  1.00  0.00

ATOM   1147  HE2 MET A  76      61.141  76.330  45.389  1.00  0.00

ATOM   1148  HE3 MET A  76      62.429  77.425  44.766  1.00  0.00

ATOM   1149  C   MET A  76      59.752  71.371  42.801  1.00  0.00

ATOM   1150  O   MET A  76      59.641  70.186  42.498  1.00  0.00

ATOM   1151  N   LYS A  77      59.129  72.305  42.073  1.00  0.00

ATOM   1152  H   LYS A  77      59.221  73.281  42.299  1.00  0.00

ATOM   1153  CA  LYS A  77      58.167  71.956  41.051  1.00  0.00

ATOM   1154  HA  LYS A  77      57.761  70.985  41.330  1.00  0.00

ATOM   1155  CB  LYS A  77      57.023  72.966  41.015  1.00  0.00

ATOM   1156  HB1 LYS A  77      57.368  73.910  40.574  1.00  0.00

ATOM   1157  HB2 LYS A  77      56.683  73.118  42.044  1.00  0.00

ATOM   1158  CG  LYS A  77      55.753  72.569  40.268  1.00  0.00

ATOM   1159  HG1 LYS A  77      54.954  72.557  41.008  1.00  0.00

ATOM   1160  HG2 LYS A  77      55.816  71.543  39.908  1.00  0.00

ATOM   1161  CD  LYS A  77      55.356  73.413  39.069  1.00  0.00

ATOM   1162  HD1 LYS A  77      55.439  74.469  39.338  1.00  0.00

ATOM   1163  HD2 LYS A  77      54.356  73.125  38.737  1.00  0.00

ATOM   1164  CE  LYS A  77      56.334  73.174  37.924  1.00  0.00

ATOM   1165  HE1 LYS A  77      56.334  72.094  37.805  1.00  0.00

ATOM   1166  HE2 LYS A  77      57.358  73.440  38.193  1.00  0.00

ATOM   1167  NZ  LYS A  77      56.087  73.941  36.687  1.00  0.00

ATOM   1168  HZ1 LYS A  77      56.919  73.904  36.112  1.00  0.00

ATOM   1169  HZ2 LYS A  77      55.264  73.615  36.203  1.00  0.00

ATOM   1170  HZ3 LYS A  77      55.974  74.917  36.911  1.00  0.00

ATOM   1171  C   LYS A  77      58.744  71.715  39.665  1.00  0.00

ATOM   1172  O   LYS A  77      58.108  71.177  38.755  1.00  0.00

ATOM   1173  N   ASP A  78      60.005  72.089  39.444  1.00  0.00

ATOM   1174  H   ASP A  78      60.330  72.712  40.173  1.00  0.00

ATOM   1175  CA  ASP A  78      60.912  71.646  38.402  1.00  0.00

ATOM   1176  HA  ASP A  78      60.434  70.810  37.899  1.00  0.00

ATOM   1177  CB  ASP A  78      60.993  72.814  37.414  1.00  0.00

ATOM   1178  HB1 ASP A  78      61.881  72.533  36.840  1.00  0.00

ATOM   1179  HB2 ASP A  78      61.076  73.801  37.868  1.00  0.00

ATOM   1180  CG  ASP A  78      59.759  72.898  36.528  1.00  0.00

ATOM   1181  OD1 ASP A  78      59.666  72.087  35.582  1.00  0.00

ATOM   1182  OD2 ASP A  78      58.979  73.866  36.593  1.00  0.00

ATOM   1183  C   ASP A  78      62.315  71.292  38.874  1.00  0.00

ATOM   1184  O   ASP A  78      62.738  70.227  38.425  1.00  0.00

ATOM   1185  N   THR A  79      62.974  72.023  39.772  1.00  0.00

ATOM   1186  H   THR A  79      62.688  72.974  39.927  1.00  0.00

ATOM   1187  CA  THR A  79      64.303  71.697  40.262  1.00  0.00

ATOM   1188  HA  THR A  79      64.317  70.623  40.436  1.00  0.00

ATOM   1189  CB  THR A  79      65.352  71.870  39.161  1.00  0.00

ATOM   1190  HB  THR A  79      65.147  71.118  38.399  1.00  0.00

ATOM   1191  CG2 THR A  79      65.327  73.272  38.552  1.00  0.00

ATOM   1192 1HG2 THR A  79      65.802  73.977  39.236  1.00  0.00

ATOM   1193 2HG2 THR A  79      65.724  73.313  37.542  1.00  0.00

ATOM   1194 3HG2 THR A  79      64.314  73.635  38.400  1.00  0.00

ATOM   1195  OG1 THR A  79      66.658  71.638  39.647  1.00  0.00

ATOM   1196  HG1 THR A  79      66.978  72.270  40.294  1.00  0.00

ATOM   1197  C   THR A  79      64.597  72.458  41.536  1.00  0.00

ATOM   1198  O   THR A  79      64.220  73.622  41.658  1.00  0.00

ATOM   1199  N   ASP A  80      65.440  71.843  42.375  1.00  0.00

ATOM   1200  H   ASP A  80      65.995  71.064  42.044  1.00  0.00

ATOM   1201  CA  ASP A  80      66.163  72.525  43.426  1.00  0.00

ATOM   1202  HA  ASP A  80      65.446  72.815  44.196  1.00  0.00

ATOM   1203  CB  ASP A  80      67.044  71.530  44.174  1.00  0.00

ATOM   1204  HB1 ASP A  80      67.859  71.325  43.484  1.00  0.00

ATOM   1205  HB2 ASP A  80      66.355  70.726  44.441  1.00  0.00

ATOM   1206  CG  ASP A  80      67.688  72.089  45.434  1.00  0.00

ATOM   1207  OD1 ASP A  80      67.130  72.079  46.557  1.00  0.00

ATOM   1208  OD2 ASP A  80      68.935  72.219  45.356  1.00  0.00

ATOM   1209  C   ASP A  80      66.964  73.693  42.887  1.00  0.00

ATOM   1210  O   ASP A  80      67.762  73.570  41.955  1.00  0.00

ATOM   1211  N   SER A  81      66.618  74.862  43.435  1.00  0.00

ATOM   1212  H   SER A  81      65.897  74.778  44.151  1.00  0.00

ATOM   1213  CA  SER A  81      66.708  76.180  42.852  1.00  0.00

ATOM   1214  HA  SER A  81      66.201  76.168  41.880  1.00  0.00

ATOM   1215  CB  SER A  81      65.918  77.211  43.651  1.00  0.00

ATOM   1216  HB1 SER A  81      64.832  77.085  43.672  1.00  0.00

ATOM   1217  HB2 SER A  81      66.028  78.187  43.189  1.00  0.00

ATOM   1218  OG  SER A  81      66.374  77.351  44.982  1.00  0.00

ATOM   1219  HG  SER A  81      66.253  78.277  45.204  1.00  0.00

ATOM   1220  C   SER A  81      68.122  76.646  42.553  1.00  0.00

ATOM   1221  O   SER A  81      68.112  77.611  41.793  1.00  0.00

ATOM   1222  N   GLU A  82      69.243  76.007  42.929  1.00  0.00

ATOM   1223  H   GLU A  82      69.072  75.117  43.356  1.00  0.00

ATOM   1224  CA  GLU A  82      70.560  76.287  42.414  1.00  0.00

ATOM   1225  HA  GLU A  82      70.561  77.011  41.596  1.00  0.00

ATOM   1226  CB  GLU A  82      71.332  77.006  43.526  1.00  0.00

ATOM   1227  HB1 GLU A  82      71.450  76.401  44.420  1.00  0.00

ATOM   1228  HB2 GLU A  82      70.758  77.896  43.789  1.00  0.00

ATOM   1229  CG  GLU A  82      72.770  77.476  43.316  1.00  0.00

ATOM   1230  HG1 GLU A  82      73.441  76.737  42.894  1.00  0.00

ATOM   1231  HG2 GLU A  82      73.192  77.531  44.321  1.00  0.00

ATOM   1232  CD  GLU A  82      72.901  78.750  42.501  1.00  0.00

ATOM   1233  OE1 GLU A  82      74.055  79.140  42.224  1.00  0.00

ATOM   1234  OE2 GLU A  82      71.884  79.270  41.982  1.00  0.00

ATOM   1235  C   GLU A  82      71.327  75.044  41.998  1.00  0.00

ATOM   1236  O   GLU A  82      71.683  74.828  40.841  1.00  0.00

ATOM   1237  N   GLU A  83      71.594  74.175  42.974  1.00  0.00

ATOM   1238  H   GLU A  83      71.104  74.259  43.858  1.00  0.00

ATOM   1239  CA  GLU A  83      72.647  73.178  43.054  1.00  0.00

ATOM   1240  HA  GLU A  83      73.585  73.634  42.742  1.00  0.00

ATOM   1241  CB  GLU A  83      72.762  72.593  44.451  1.00  0.00

ATOM   1242  HB1 GLU A  83      73.351  71.673  44.372  1.00  0.00

ATOM   1243  HB2 GLU A  83      71.785  72.292  44.833  1.00  0.00

ATOM   1244  CG  GLU A  83      73.487  73.536  45.398  1.00  0.00

ATOM   1245  HG1 GLU A  83      73.052  74.518  45.226  1.00  0.00

ATOM   1246  HG2 GLU A  83      74.560  73.478  45.172  1.00  0.00

ATOM   1247  CD  GLU A  83      73.314  73.187  46.875  1.00  0.00

ATOM   1248  OE1 GLU A  83      74.287  72.729  47.512  1.00  0.00

ATOM   1249  OE2 GLU A  83      72.138  73.415  47.227  1.00  0.00

ATOM   1250  C   GLU A  83      72.486  72.079  42.011  1.00  0.00

ATOM   1251  O   GLU A  83      73.517  71.551  41.609  1.00  0.00

ATOM   1252  N   GLU A  84      71.250  71.717  41.670  1.00  0.00

ATOM   1253  H   GLU A  84      70.467  72.259  41.996  1.00  0.00

ATOM   1254  CA  GLU A  84      71.022  70.800  40.571  1.00  0.00

ATOM   1255  HA  GLU A  84      71.787  70.023  40.602  1.00  0.00

ATOM   1256  CB  GLU A  84      69.725  70.023  40.800  1.00  0.00

ATOM   1257  HB1 GLU A  84      69.523  69.456  39.893  1.00  0.00

ATOM   1258  HB2 GLU A  84      68.884  70.707  40.925  1.00  0.00

ATOM   1259  CG  GLU A  84      69.767  68.953  41.891  1.00  0.00

ATOM   1260  HG1 GLU A  84      70.573  68.267  41.618  1.00  0.00

ATOM   1261  HG2 GLU A  84      68.859  68.346  41.901  1.00  0.00

ATOM   1262  CD  GLU A  84      69.963  69.415  43.322  1.00  0.00

ATOM   1263  OE1 GLU A  84      71.088  69.830  43.707  1.00  0.00

ATOM   1264  OE2 GLU A  84      69.102  69.240  44.207  1.00  0.00

ATOM   1265  C   GLU A  84      71.028  71.405  39.176  1.00  0.00

ATOM   1266  O   GLU A  84      71.398  70.672  38.265  1.00  0.00

ATOM   1267  N   ILE A  85      70.680  72.687  39.053  1.00  0.00

ATOM   1268  H   ILE A  85      70.416  73.219  39.876  1.00  0.00

ATOM   1269  CA  ILE A  85      70.779  73.380  37.782  1.00  0.00

ATOM   1270  HA  ILE A  85      70.217  72.821  37.025  1.00  0.00

ATOM   1271  CB  ILE A  85      70.081  74.732  37.832  1.00  0.00

ATOM   1272  HB  ILE A  85      70.638  75.467  38.405  1.00  0.00

ATOM   1273  CG2 ILE A  85      69.936  75.221  36.395  1.00  0.00

ATOM   1274 1HG2 ILE A  85      70.907  75.382  35.928  1.00  0.00

ATOM   1275 2HG2 ILE A  85      69.358  74.514  35.801  1.00  0.00

ATOM   1276 3HG2 ILE A  85      69.400  76.164  36.500  1.00  0.00

ATOM   1277  CG1 ILE A  85      68.738  74.620  38.553  1.00  0.00

ATOM   1278 1HG1 ILE A  85      68.891  74.154  39.521  1.00  0.00

ATOM   1279 2HG1 ILE A  85      68.076  74.038  37.915  1.00  0.00

ATOM   1280  CD  ILE A  85      68.020  75.953  38.747  1.00  0.00

ATOM   1281  HD1 ILE A  85      67.709  76.295  37.760  1.00  0.00

ATOM   1282  HD2 ILE A  85      67.159  75.929  39.422  1.00  0.00

ATOM   1283  HD3 ILE A  85      68.761  76.696  39.053  1.00  0.00

ATOM   1284  C   ILE A  85      72.256  73.611  37.525  1.00  0.00

ATOM   1285  O   ILE A  85      72.691  73.654  36.375  1.00  0.00

ATOM   1286  N   ARG A  86      73.083  73.839  38.552  1.00  0.00

ATOM   1287  H   ARG A  86      72.614  73.852  39.443  1.00  0.00

ATOM   1288  CA  ARG A  86      74.510  74.105  38.455  1.00  0.00

ATOM   1289  HA  ARG A  86      74.726  74.849  37.701  1.00  0.00

ATOM   1290  CB  ARG A  86      75.022  74.629  39.790  1.00  0.00

ATOM   1291  HB1 ARG A  86      76.094  74.410  39.806  1.00  0.00

ATOM   1292  HB2 ARG A  86      74.525  74.019  40.539  1.00  0.00

ATOM   1293  CG  ARG A  86      74.826  76.090  40.205  1.00  0.00

ATOM   1294  HG1 ARG A  86      75.135  76.314  41.223  1.00  0.00

ATOM   1295  HG2 ARG A  86      73.749  76.298  40.158  1.00  0.00

ATOM   1296  CD  ARG A  86      75.626  77.033  39.326  1.00  0.00

ATOM   1297  HD1 ARG A  86      75.240  76.932  38.314  1.00  0.00

ATOM   1298  HD2 ARG A  86      76.666  76.725  39.229  1.00  0.00

ATOM   1299  NE  ARG A  86      75.533  78.415  39.793  1.00  0.00

ATOM   1300  HE  ARG A  86      74.948  78.584  40.612  1.00  0.00

ATOM   1301  CZ  ARG A  86      76.028  79.455  39.116  1.00  0.00

ATOM   1302  NH1 ARG A  86      76.775  79.439  38.009  1.00  0.00

ATOM   1303 1HH1 ARG A  86      77.060  78.516  37.708  1.00  0.00

ATOM   1304 2HH1 ARG A  86      77.321  80.230  37.707  1.00  0.00

ATOM   1305  NH2 ARG A  86      75.752  80.671  39.623  1.00  0.00

ATOM   1306 1HH2 ARG A  86      75.184  80.823  40.444  1.00  0.00

ATOM   1307 2HH2 ARG A  86      75.909  81.531  39.102  1.00  0.00

ATOM   1308  C   ARG A  86      75.309  72.873  38.050  1.00  0.00

ATOM   1309  O   ARG A  86      76.192  72.988  37.194  1.00  0.00

ATOM   1310  N   GLU A  87      74.964  71.733  38.654  1.00  0.00

ATOM   1311  H   GLU A  87      74.366  71.810  39.469  1.00  0.00

ATOM   1312  CA  GLU A  87      75.453  70.461  38.163  1.00  0.00

ATOM   1313  HA  GLU A  87      76.528  70.501  38.021  1.00  0.00

ATOM   1314  CB  GLU A  87      75.252  69.349  39.198  1.00  0.00

ATOM   1315  HB1 GLU A  87      74.192  69.131  39.287  1.00  0.00

ATOM   1316  HB2 GLU A  87      75.586  69.680  40.175  1.00  0.00

ATOM   1317  CG  GLU A  87      75.961  68.019  39.008  1.00  0.00

ATOM   1318  HG1 GLU A  87      75.956  67.652  37.975  1.00  0.00

ATOM   1319  HG2 GLU A  87      75.495  67.232  39.601  1.00  0.00

ATOM   1320  CD  GLU A  87      77.439  68.028  39.379  1.00  0.00

ATOM   1321  OE1 GLU A  87      77.827  66.948  39.879  1.00  0.00

ATOM   1322  OE2 GLU A  87      78.210  68.999  39.248  1.00  0.00

ATOM   1323  C   GLU A  87      74.993  70.095  36.749  1.00  0.00

ATOM   1324  O   GLU A  87      75.758  69.429  36.056  1.00  0.00

ATOM   1325  N   ALA A  88      73.788  70.453  36.314  1.00  0.00

ATOM   1326  H   ALA A  88      73.256  71.145  36.820  1.00  0.00

ATOM   1327  CA  ALA A  88      73.417  70.227  34.934  1.00  0.00

ATOM   1328  HA  ALA A  88      73.595  69.166  34.785  1.00  0.00

ATOM   1329  CB  ALA A  88      71.926  70.541  34.830  1.00  0.00

ATOM   1330  HB1 ALA A  88      71.547  70.091  33.912  1.00  0.00

ATOM   1331  HB2 ALA A  88      71.367  69.897  35.512  1.00  0.00

ATOM   1332  HB3 ALA A  88      71.758  71.617  34.902  1.00  0.00

ATOM   1333  C   ALA A  88      74.215  71.148  34.011  1.00  0.00

ATOM   1334  O   ALA A  88      74.708  70.622  33.012  1.00  0.00

ATOM   1335  N   PHE A  89      74.473  72.389  34.405  1.00  0.00

ATOM   1336  H   PHE A  89      74.022  72.702  35.253  1.00  0.00

ATOM   1337  CA  PHE A  89      75.087  73.357  33.520  1.00  0.00

ATOM   1338  HA  PHE A  89      74.392  73.492  32.681  1.00  0.00

ATOM   1339  CB  PHE A  89      75.210  74.712  34.216  1.00  0.00

ATOM   1340  HB1 PHE A  89      75.772  74.649  35.140  1.00  0.00

ATOM   1341  HB2 PHE A  89      74.209  74.909  34.610  1.00  0.00

ATOM   1342  CG  PHE A  89      75.735  75.931  33.503  1.00  0.00

ATOM   1343  CD1 PHE A  89      76.987  76.458  33.842  1.00  0.00

ATOM   1344  HD1 PHE A  89      77.523  75.952  34.629  1.00  0.00

ATOM   1345  CE1 PHE A  89      77.424  77.639  33.230  1.00  0.00

ATOM   1346  HE1 PHE A  89      78.385  78.035  33.533  1.00  0.00

ATOM   1347  CZ  PHE A  89      76.597  78.146  32.217  1.00  0.00

ATOM   1348  HZ  PHE A  89      77.024  78.982  31.684  1.00  0.00

ATOM   1349  CE2 PHE A  89      75.263  77.771  32.016  1.00  0.00

ATOM   1350  HE2 PHE A  89      74.692  78.390  31.348  1.00  0.00

ATOM   1351  CD2 PHE A  89      74.872  76.562  32.598  1.00  0.00

ATOM   1352  HD2 PHE A  89      73.908  76.116  32.367  1.00  0.00

ATOM   1353  C   PHE A  89      76.476  73.044  32.978  1.00  0.00

ATOM   1354  O   PHE A  89      76.836  73.371  31.859  1.00  0.00

ATOM   1355  N   ARG A  90      77.194  72.315  33.840  1.00  0.00

ATOM   1356  H   ARG A  90      76.884  72.230  34.794  1.00  0.00

ATOM   1357  CA  ARG A  90      78.587  71.991  33.584  1.00  0.00

ATOM   1358  HA  ARG A  90      79.156  72.870  33.313  1.00  0.00

ATOM   1359  CB  ARG A  90      79.104  71.492  34.931  1.00  0.00

ATOM   1360  HB1 ARG A  90      78.484  70.677  35.300  1.00  0.00

ATOM   1361  HB2 ARG A  90      79.008  72.320  35.636  1.00  0.00

ATOM   1362  CG  ARG A  90      80.506  70.910  34.979  1.00  0.00

ATOM   1363  HG1 ARG A  90      81.244  71.640  34.645  1.00  0.00

ATOM   1364  HG2 ARG A  90      80.583  70.037  34.329  1.00  0.00

ATOM   1365  CD  ARG A  90      80.725  70.502  36.440  1.00  0.00

ATOM   1366  HD1 ARG A  90      79.829  70.156  36.959  1.00  0.00

ATOM   1367  HD2 ARG A  90      81.199  71.399  36.843  1.00  0.00

ATOM   1368  NE  ARG A  90      81.755  69.460  36.502  1.00  0.00

ATOM   1369  HE  ARG A  90      82.583  69.606  35.946  1.00  0.00

ATOM   1370  CZ  ARG A  90      81.826  68.377  37.273  1.00  0.00

ATOM   1371  NH1 ARG A  90      80.832  68.024  38.104  1.00  0.00

ATOM   1372 1HH1 ARG A  90      79.923  68.434  37.941  1.00  0.00

ATOM   1373 2HH1 ARG A  90      80.960  67.201  38.676  1.00  0.00

ATOM   1374  NH2 ARG A  90      82.884  67.543  37.206  1.00  0.00

ATOM   1375 1HH2 ARG A  90      83.619  67.773  36.562  1.00  0.00

ATOM   1376 2HH2 ARG A  90      82.890  66.607  37.577  1.00  0.00

ATOM   1377  C   ARG A  90      78.647  70.927  32.487  1.00  0.00

ATOM   1378  O   ARG A  90      79.624  70.969  31.740  1.00  0.00

ATOM   1379  N   VAL A  91      77.587  70.154  32.270  1.00  0.00

ATOM   1380  H   VAL A  91      76.725  70.242  32.775  1.00  0.00

ATOM   1381  CA  VAL A  91      77.569  69.182  31.177  1.00  0.00

ATOM   1382  HA  VAL A  91      78.521  68.668  31.230  1.00  0.00

ATOM   1383  CB  VAL A  91      76.607  68.056  31.553  1.00  0.00

ATOM   1384  HB  VAL A  91      75.619  68.501  31.592  1.00  0.00

ATOM   1385  CG1 VAL A  91      76.575  66.830  30.644  1.00  0.00

ATOM   1386 1HG1 VAL A  91      77.525  66.304  30.644  1.00  0.00

ATOM   1387 2HG1 VAL A  91      75.753  66.183  30.972  1.00  0.00

ATOM   1388 3HG1 VAL A  91      76.330  67.114  29.618  1.00  0.00

ATOM   1389  CG2 VAL A  91      76.762  67.521  32.972  1.00  0.00

ATOM   1390 1HG2 VAL A  91      76.108  66.693  33.235  1.00  0.00

ATOM   1391 2HG2 VAL A  91      77.752  67.103  33.116  1.00  0.00

ATOM   1392 3HG2 VAL A  91      76.538  68.331  33.657  1.00  0.00

ATOM   1393  C   VAL A  91      77.277  69.736  29.797  1.00  0.00

ATOM   1394  O   VAL A  91      77.506  69.134  28.746  1.00  0.00

ATOM   1395  N   PHE A  92      76.695  70.935  29.707  1.00  0.00

ATOM   1396  H   PHE A  92      76.464  71.330  30.602  1.00  0.00

ATOM   1397  CA  PHE A  92      76.259  71.732  28.571  1.00  0.00

ATOM   1398  HA  PHE A  92      76.142  71.091  27.692  1.00  0.00

ATOM   1399  CB  PHE A  92      74.981  72.526  28.840  1.00  0.00

ATOM   1400  HB1 PHE A  92      75.058  73.399  28.189  1.00  0.00

ATOM   1401  HB2 PHE A  92      74.909  72.878  29.866  1.00  0.00

ATOM   1402  CG  PHE A  92      73.727  71.765  28.491  1.00  0.00

ATOM   1403  CD1 PHE A  92      73.030  71.121  29.520  1.00  0.00

ATOM   1404  HD1 PHE A  92      73.500  70.943  30.466  1.00  0.00

ATOM   1405  CE1 PHE A  92      71.720  70.702  29.221  1.00  0.00

ATOM   1406  HE1 PHE A  92      71.110  70.250  29.993  1.00  0.00

ATOM   1407  CZ  PHE A  92      71.201  70.756  27.919  1.00  0.00

ATOM   1408  HZ  PHE A  92      70.225  70.347  27.706  1.00  0.00

ATOM   1409  CE2 PHE A  92      71.988  71.304  26.892  1.00  0.00

ATOM   1410  HE2 PHE A  92      71.695  71.254  25.863  1.00  0.00

ATOM   1411  CD2 PHE A  92      73.248  71.847  27.177  1.00  0.00

ATOM   1412  HD2 PHE A  92      73.912  72.302  26.451  1.00  0.00

ATOM   1413  C   PHE A  92      77.366  72.687  28.149  1.00  0.00

ATOM   1414  O   PHE A  92      77.646  72.753  26.959  1.00  0.00

ATOM   1415  N   ASP A  93      77.902  73.454  29.104  1.00  0.00

ATOM   1416  H   ASP A  93      77.604  73.365  30.064  1.00  0.00

ATOM   1417  CA  ASP A  93      78.908  74.451  28.818  1.00  0.00

ATOM   1418  HA  ASP A  93      78.690  74.963  27.876  1.00  0.00

ATOM   1419  CB  ASP A  93      78.808  75.395  30.014  1.00  0.00

ATOM   1420  HB1 ASP A  93      78.903  74.766  30.902  1.00  0.00

ATOM   1421  HB2 ASP A  93      77.829  75.855  29.944  1.00  0.00

ATOM   1422  CG  ASP A  93      79.821  76.510  29.810  1.00  0.00

ATOM   1423  OD1 ASP A  93      80.157  76.694  28.621  1.00  0.00

ATOM   1424  OD2 ASP A  93      80.300  77.139  30.783  1.00  0.00

ATOM   1425  C   ASP A  93      80.292  73.836  28.676  1.00  0.00

ATOM   1426  O   ASP A  93      81.084  73.819  29.619  1.00  0.00

ATOM   1427  N   LYS A  94      80.570  73.171  27.549  1.00  0.00

ATOM   1428  H   LYS A  94      79.907  73.223  26.787  1.00  0.00

ATOM   1429  CA  LYS A  94      81.635  72.204  27.425  1.00  0.00

ATOM   1430  HA  LYS A  94      81.507  71.383  28.130  1.00  0.00

ATOM   1431  CB  LYS A  94      81.674  71.417  26.126  1.00  0.00

ATOM   1432  HB1 LYS A  94      82.575  70.805  26.199  1.00  0.00

ATOM   1433  HB2 LYS A  94      81.954  72.039  25.274  1.00  0.00

ATOM   1434  CG  LYS A  94      80.435  70.668  25.655  1.00  0.00

ATOM   1435  HG1 LYS A  94      80.753  70.093  24.778  1.00  0.00

ATOM   1436  HG2 LYS A  94      79.672  71.416  25.451  1.00  0.00

ATOM   1437  CD  LYS A  94      79.807  69.654  26.606  1.00  0.00

ATOM   1438  HD1 LYS A  94      79.570  70.201  27.516  1.00  0.00

ATOM   1439  HD2 LYS A  94      80.642  68.986  26.803  1.00  0.00

ATOM   1440  CE  LYS A  94      78.628  68.970  25.907  1.00  0.00

ATOM   1441  HE1 LYS A  94      78.849  69.105  24.851  1.00  0.00

ATOM   1442  HE2 LYS A  94      77.766  69.552  26.254  1.00  0.00

ATOM   1443  NZ  LYS A  94      78.528  67.564  26.315  1.00  0.00

ATOM   1444  HZ1 LYS A  94      77.712  67.162  25.865  1.00  0.00

ATOM   1445  HZ2 LYS A  94      79.338  67.006  26.105  1.00  0.00

ATOM   1446  HZ3 LYS A  94      78.204  67.590  27.273  1.00  0.00

ATOM   1447  C   LYS A  94      83.060  72.717  27.638  1.00  0.00

ATOM   1448  O   LYS A  94      84.010  71.963  27.830  1.00  0.00

ATOM   1449  N   ASP A  95      83.222  74.008  27.325  1.00  0.00

ATOM   1450  H   ASP A  95      82.462  74.514  26.895  1.00  0.00

ATOM   1451  CA  ASP A  95      84.462  74.715  27.515  1.00  0.00

ATOM   1452  HA  ASP A  95      85.214  73.961  27.755  1.00  0.00

ATOM   1453  CB  ASP A  95      84.838  75.511  26.272  1.00  0.00

ATOM   1454  HB1 ASP A  95      84.742  74.863  25.396  1.00  0.00

ATOM   1455  HB2 ASP A  95      85.892  75.730  26.430  1.00  0.00

ATOM   1456  CG  ASP A  95      84.091  76.829  26.081  1.00  0.00

ATOM   1457  OD1 ASP A  95      82.931  76.874  26.538  1.00  0.00

ATOM   1458  OD2 ASP A  95      84.532  77.704  25.312  1.00  0.00

ATOM   1459  C   ASP A  95      84.440  75.652  28.715  1.00  0.00

ATOM   1460  O   ASP A  95      85.355  76.466  28.901  1.00  0.00

ATOM   1461  N   GLY A  96      83.365  75.605  29.506  1.00  0.00

ATOM   1462  H   GLY A  96      82.594  75.011  29.214  1.00  0.00

ATOM   1463  CA  GLY A  96      83.347  75.994  30.900  1.00  0.00

ATOM   1464  HA1 GLY A  96      84.196  75.589  31.457  1.00  0.00

ATOM   1465  HA2 GLY A  96      82.427  75.599  31.317  1.00  0.00

ATOM   1466  C   GLY A  96      83.339  77.495  31.114  1.00  0.00

ATOM   1467  O   GLY A  96      83.391  77.967  32.256  1.00  0.00

ATOM   1468  N   ASN A  97      83.272  78.387  30.132  1.00  0.00

ATOM   1469  H   ASN A  97      82.981  77.970  29.261  1.00  0.00

ATOM   1470  CA  ASN A  97      83.411  79.824  30.320  1.00  0.00

ATOM   1471  HA  ASN A  97      84.301  80.002  30.916  1.00  0.00

ATOM   1472  CB  ASN A  97      83.717  80.438  28.958  1.00  0.00

ATOM   1473  HB1 ASN A  97      84.679  80.116  28.556  1.00  0.00

ATOM   1474  HB2 ASN A  97      83.810  81.526  29.045  1.00  0.00

ATOM   1475  CG  ASN A  97      82.651  80.221  27.889  1.00  0.00

ATOM   1476  OD1 ASN A  97      81.686  79.468  27.981  1.00  0.00

ATOM   1477  ND2 ASN A  97      82.739  80.804  26.697  1.00  0.00

ATOM   1478 1HD2 ASN A  97      83.524  81.428  26.529  1.00  0.00

ATOM   1479 2HD2 ASN A  97      82.129  80.539  25.941  1.00  0.00

ATOM   1480  C   ASN A  97      82.211  80.580  30.888  1.00  0.00

ATOM   1481  O   ASN A  97      82.337  81.749  31.215  1.00  0.00

ATOM   1482  N   GLY A  98      81.091  79.876  31.092  1.00  0.00

ATOM   1483  H   GLY A  98      80.970  78.892  30.918  1.00  0.00

ATOM   1484  CA  GLY A  98      79.999  80.451  31.850  1.00  0.00

ATOM   1485  HA1 GLY A  98      80.252  81.319  32.446  1.00  0.00

ATOM   1486  HA2 GLY A  98      79.567  79.763  32.579  1.00  0.00

ATOM   1487  C   GLY A  98      78.816  80.902  31.000  1.00  0.00

ATOM   1488  O   GLY A  98      77.979  81.671  31.462  1.00  0.00

ATOM   1489  N   TYR A  99      78.757  80.429  29.754  1.00  0.00

ATOM   1490  H   TYR A  99      79.559  79.902  29.433  1.00  0.00

ATOM   1491  CA  TYR A  99      77.624  80.605  28.861  1.00  0.00

ATOM   1492  HA  TYR A  99      76.768  80.938  29.439  1.00  0.00

ATOM   1493  CB  TYR A  99      77.890  81.771  27.915  1.00  0.00

ATOM   1494  HB1 TYR A  99      77.253  81.746  27.031  1.00  0.00

ATOM   1495  HB2 TYR A  99      78.904  81.665  27.525  1.00  0.00

ATOM   1496  CG  TYR A  99      77.754  83.163  28.494  1.00  0.00

ATOM   1497  CD1 TYR A  99      78.885  83.753  29.073  1.00  0.00

ATOM   1498  HD1 TYR A  99      79.813  83.204  29.100  1.00  0.00

ATOM   1499  CE1 TYR A  99      78.728  85.024  29.628  1.00  0.00

ATOM   1500  HE1 TYR A  99      79.612  85.547  29.990  1.00  0.00

ATOM   1501  CZ  TYR A  99      77.524  85.746  29.544  1.00  0.00

ATOM   1502  OH  TYR A  99      77.407  87.001  30.072  1.00  0.00

ATOM   1503  HH  TYR A  99      76.547  87.381  29.889  1.00  0.00

ATOM   1504  CE2 TYR A  99      76.396  85.205  28.894  1.00  0.00

ATOM   1505  HE2 TYR A  99      75.422  85.665  28.897  1.00  0.00

ATOM   1506  CD2 TYR A  99      76.582  83.916  28.402  1.00  0.00

ATOM   1507  HD2 TYR A  99      75.661  83.429  28.087  1.00  0.00

ATOM   1508  C   TYR A  99      77.400  79.396  27.969  1.00  0.00

ATOM   1509  O   TYR A  99      78.360  78.684  27.649  1.00  0.00

ATOM   1510  N   ILE A 100      76.188  79.189  27.452  1.00  0.00

ATOM   1511  H   ILE A 100      75.422  79.757  27.796  1.00  0.00

ATOM   1512  CA  ILE A 100      75.891  78.133  26.514  1.00  0.00

ATOM   1513  HA  ILE A 100      76.835  77.586  26.460  1.00  0.00

ATOM   1514  CB  ILE A 100      74.796  77.140  26.886  1.00  0.00

ATOM   1515  HB  ILE A 100      73.901  77.718  27.095  1.00  0.00

ATOM   1516  CG2 ILE A 100      74.643  75.976  25.898  1.00  0.00

ATOM   1517 1HG2 ILE A 100      74.333  76.480  24.989  1.00  0.00

ATOM   1518 2HG2 ILE A 100      75.603  75.492  25.706  1.00  0.00

ATOM   1519 3HG2 ILE A 100      73.896  75.236  26.159  1.00  0.00

ATOM   1520  CG1 ILE A 100      75.174  76.478  28.214  1.00  0.00

ATOM   1521 1HG1 ILE A 100      75.516  77.191  28.957  1.00  0.00

ATOM   1522 2HG1 ILE A 100      75.997  75.807  27.969  1.00  0.00

ATOM   1523  CD  ILE A 100      73.975  75.754  28.818  1.00  0.00

ATOM   1524  HD1 ILE A 100      74.360  75.167  29.650  1.00  0.00

ATOM   1525  HD2 ILE A 100      73.329  76.517  29.254  1.00  0.00

ATOM   1526  HD3 ILE A 100      73.296  75.189  28.177  1.00  0.00

ATOM   1527  C   ILE A 100      75.653  78.732  25.141  1.00  0.00

ATOM   1528  O   ILE A 100      74.921  79.717  25.021  1.00  0.00

ATOM   1529  N   SER A 101      76.204  78.078  24.120  1.00  0.00

ATOM   1530  H   SER A 101      76.874  77.352  24.328  1.00  0.00

ATOM   1531  CA  SER A 101      76.001  78.407  22.721  1.00  0.00

ATOM   1532  HA  SER A 101      75.658  79.430  22.541  1.00  0.00

ATOM   1533  CB  SER A 101      77.396  78.430  22.101  1.00  0.00

ATOM   1534  HB1 SER A 101      78.035  79.052  22.730  1.00  0.00

ATOM   1535  HB2 SER A 101      77.327  78.854  21.100  1.00  0.00

ATOM   1536  OG  SER A 101      77.826  77.098  21.988  1.00  0.00

ATOM   1537  HG  SER A 101      78.108  76.870  22.879  1.00  0.00

ATOM   1538  C   SER A 101      75.253  77.330  21.961  1.00  0.00

ATOM   1539  O   SER A 101      75.105  76.163  22.334  1.00  0.00

ATOM   1540  N   ALA A 102      74.802  77.629  20.743  1.00  0.00

ATOM   1541  H   ALA A 102      75.050  78.524  20.332  1.00  0.00

ATOM   1542  CA  ALA A 102      74.023  76.740  19.894  1.00  0.00

ATOM   1543  HA  ALA A 102      73.239  76.314  20.516  1.00  0.00

ATOM   1544  CB  ALA A 102      73.504  77.392  18.625  1.00  0.00

ATOM   1545  HB1 ALA A 102      72.713  76.739  18.250  1.00  0.00

ATOM   1546  HB2 ALA A 102      73.089  78.381  18.819  1.00  0.00

ATOM   1547  HB3 ALA A 102      74.306  77.596  17.913  1.00  0.00

ATOM   1548  C   ALA A 102      74.828  75.527  19.457  1.00  0.00

ATOM   1549  O   ALA A 102      74.233  74.505  19.096  1.00  0.00

ATOM   1550  N   ALA A 103      76.139  75.713  19.255  1.00  0.00

ATOM   1551  H   ALA A 103      76.662  76.562  19.423  1.00  0.00

ATOM   1552  CA  ALA A 103      76.991  74.583  18.947  1.00  0.00

ATOM   1553  HA  ALA A 103      76.686  74.094  18.020  1.00  0.00

ATOM   1554  CB  ALA A 103      78.379  75.189  18.766  1.00  0.00

ATOM   1555  HB1 ALA A 103      78.547  75.842  19.618  1.00  0.00

ATOM   1556  HB2 ALA A 103      79.215  74.488  18.673  1.00  0.00

ATOM   1557  HB3 ALA A 103      78.414  75.956  17.993  1.00  0.00

ATOM   1558  C   ALA A 103      77.068  73.553  20.061  1.00  0.00

ATOM   1559  O   ALA A 103      77.090  72.363  19.753  1.00  0.00

ATOM   1560  N   GLU A 104      77.025  74.021  21.311  1.00  0.00

ATOM   1561  H   GLU A 104      77.155  75.019  21.377  1.00  0.00

ATOM   1562  CA  GLU A 104      76.985  73.164  22.482  1.00  0.00

ATOM   1563  HA  GLU A 104      77.664  72.325  22.294  1.00  0.00

ATOM   1564  CB  GLU A 104      77.492  73.952  23.694  1.00  0.00

ATOM   1565  HB1 GLU A 104      77.320  73.181  24.441  1.00  0.00

ATOM   1566  HB2 GLU A 104      76.745  74.731  23.881  1.00  0.00

ATOM   1567  CG  GLU A 104      78.934  74.448  23.644  1.00  0.00

ATOM   1568  HG1 GLU A 104      79.217  74.819  22.663  1.00  0.00

ATOM   1569  HG2 GLU A 104      79.454  73.485  23.724  1.00  0.00

ATOM   1570  CD  GLU A 104      79.322  75.506  24.668  1.00  0.00

ATOM   1571  OE1 GLU A 104      78.678  76.575  24.780  1.00  0.00

ATOM   1572  OE2 GLU A 104      80.376  75.372  25.315  1.00  0.00

ATOM   1573  C   GLU A 104      75.613  72.566  22.754  1.00  0.00

ATOM   1574  O   GLU A 104      75.485  71.414  23.163  1.00  0.00

ATOM   1575  N   LEU A 105      74.521  73.283  22.492  1.00  0.00

ATOM   1576  H   LEU A 105      74.663  74.269  22.339  1.00  0.00

ATOM   1577  CA  LEU A 105      73.156  72.782  22.600  1.00  0.00

ATOM   1578  HA  LEU A 105      72.961  72.455  23.618  1.00  0.00

ATOM   1579  CB  LEU A 105      72.110  73.867  22.365  1.00  0.00

ATOM   1580  HB1 LEU A 105      72.390  74.304  21.401  1.00  0.00

ATOM   1581  HB2 LEU A 105      72.187  74.655  23.112  1.00  0.00

ATOM   1582  CG  LEU A 105      70.663  73.429  22.199  1.00  0.00

ATOM   1583  HG  LEU A 105      70.624  72.740  21.362  1.00  0.00

ATOM   1584  CD1 LEU A 105      70.200  72.751  23.483  1.00  0.00

ATOM   1585 1HD1 LEU A 105      69.149  72.486  23.554  1.00  0.00

ATOM   1586 2HD1 LEU A 105      70.797  71.847  23.616  1.00  0.00

ATOM   1587 3HD1 LEU A 105      70.409  73.378  24.349  1.00  0.00

ATOM   1588  CD2 LEU A 105      69.719  74.589  21.861  1.00  0.00

ATOM   1589 1HD2 LEU A 105      70.205  75.171  21.082  1.00  0.00

ATOM   1590 2HD2 LEU A 105      68.823  74.111  21.453  1.00  0.00

ATOM   1591 3HD2 LEU A 105      69.481  75.198  22.735  1.00  0.00

ATOM   1592  C   LEU A 105      73.019  71.706  21.539  1.00  0.00

ATOM   1593  O   LEU A 105      72.588  70.621  21.923  1.00  0.00

ATOM   1594  N   ARG A 106      73.355  71.940  20.270  1.00  0.00

ATOM   1595  H   ARG A 106      73.541  72.883  19.949  1.00  0.00

ATOM   1596  CA  ARG A 106      73.491  70.967  19.197  1.00  0.00

ATOM   1597  HA  ARG A 106      72.549  70.490  18.933  1.00  0.00

ATOM   1598  CB  ARG A 106      74.088  71.618  17.959  1.00  0.00

ATOM   1599  HB1 ARG A 106      75.033  71.982  18.371  1.00  0.00

ATOM   1600  HB2 ARG A 106      73.553  72.514  17.644  1.00  0.00

ATOM   1601  CG  ARG A 106      74.117  70.792  16.671  1.00  0.00

ATOM   1602  HG1 ARG A 106      73.104  70.562  16.337  1.00  0.00

ATOM   1603  HG2 ARG A 106      74.699  69.884  16.829  1.00  0.00

ATOM   1604  CD  ARG A 106      74.978  71.472  15.618  1.00  0.00

ATOM   1605  HD1 ARG A 106      75.098  70.667  14.896  1.00  0.00

ATOM   1606  HD2 ARG A 106      76.007  71.590  15.957  1.00  0.00

ATOM   1607  NE  ARG A 106      74.462  72.701  14.997  1.00  0.00

ATOM   1608  HE  ARG A 106      73.468  72.791  14.867  1.00  0.00

ATOM   1609  CZ  ARG A 106      75.030  73.916  15.130  1.00  0.00

ATOM   1610  NH1 ARG A 106      76.261  74.230  15.564  1.00  0.00

ATOM   1611 1HH1 ARG A 106      76.930  73.540  15.850  1.00  0.00

ATOM   1612 2HH1 ARG A 106      76.511  75.214  15.543  1.00  0.00

ATOM   1613  NH2 ARG A 106      74.256  74.927  14.729  1.00  0.00

ATOM   1614 1HH2 ARG A 106      73.381  74.790  14.249  1.00  0.00

ATOM   1615 2HH2 ARG A 106      74.658  75.827  14.508  1.00  0.00

ATOM   1616  C   ARG A 106      74.238  69.698  19.573  1.00  0.00

ATOM   1617  O   ARG A 106      73.824  68.609  19.185  1.00  0.00

ATOM   1618  N   HIS A 107      75.331  69.830  20.327  1.00  0.00

ATOM   1619  H   HIS A 107      75.641  70.784  20.400  1.00  0.00

ATOM   1620  CA  HIS A 107      76.054  68.670  20.828  1.00  0.00

ATOM   1621  HA  HIS A 107      76.328  68.048  19.972  1.00  0.00

ATOM   1622  CB  HIS A 107      77.370  69.130  21.426  1.00  0.00

ATOM   1623  HB1 HIS A 107      77.125  69.449  22.447  1.00  0.00

ATOM   1624  HB2 HIS A 107      77.731  70.022  20.901  1.00  0.00

ATOM   1625  CG  HIS A 107      78.393  68.036  21.465  1.00  0.00

ATOM   1626  ND1 HIS A 107      78.207  66.675  21.695  1.00  0.00

ATOM   1627  CE1 HIS A 107      79.386  66.128  21.399  1.00  0.00

ATOM   1628  HE1 HIS A 107      79.545  65.059  21.384  1.00  0.00

ATOM   1629  NE2 HIS A 107      80.288  67.043  21.014  1.00  0.00

ATOM   1630  HE2 HIS A 107      81.139  66.916  20.488  1.00  0.00

ATOM   1631  CD2 HIS A 107      79.592  68.225  20.824  1.00  0.00

ATOM   1632  HD2 HIS A 107      79.926  69.140  20.353  1.00  0.00

ATOM   1633  C   HIS A 107      75.211  67.798  21.761  1.00  0.00

ATOM   1634  O   HIS A 107      75.153  66.597  21.523  1.00  0.00

ATOM   1635  N   VAL A 108      74.622  68.403  22.791  1.00  0.00

ATOM   1636  H   VAL A 108      74.853  69.387  22.894  1.00  0.00

ATOM   1637  CA  VAL A 108      73.920  67.609  23.776  1.00  0.00

ATOM   1638  HA  VAL A 108      74.571  66.857  24.223  1.00  0.00

ATOM   1639  CB  VAL A 108      73.526  68.458  24.983  1.00  0.00

ATOM   1640  HB  VAL A 108      72.808  69.242  24.743  1.00  0.00

ATOM   1641  CG1 VAL A 108      72.865  67.501  25.971  1.00  0.00

ATOM   1642 1HG1 VAL A 108      73.684  66.966  26.463  1.00  0.00

ATOM   1643 2HG1 VAL A 108      72.332  68.126  26.684  1.00  0.00

ATOM   1644 3HG1 VAL A 108      72.080  66.855  25.573  1.00  0.00

ATOM   1645  CG2 VAL A 108      74.808  68.996  25.621  1.00  0.00

ATOM   1646 1HG2 VAL A 108      75.612  68.259  25.685  1.00  0.00

ATOM   1647 2HG2 VAL A 108      75.096  69.836  24.989  1.00  0.00

ATOM   1648 3HG2 VAL A 108      74.620  69.316  26.643  1.00  0.00

ATOM   1649  C   VAL A 108      72.706  66.982  23.106  1.00  0.00

ATOM   1650  O   VAL A 108      72.501  65.786  23.304  1.00  0.00

ATOM   1651  N   MET A 109      72.039  67.690  22.192  1.00  0.00

ATOM   1652  H   MET A 109      72.340  68.655  22.173  1.00  0.00

ATOM   1653  CA  MET A 109      70.946  67.194  21.384  1.00  0.00

ATOM   1654  HA  MET A 109      70.198  66.941  22.137  1.00  0.00

ATOM   1655  CB  MET A 109      70.567  68.340  20.462  1.00  0.00

ATOM   1656  HB1 MET A 109      71.420  68.712  19.895  1.00  0.00

ATOM   1657  HB2 MET A 109      70.264  69.198  21.073  1.00  0.00

ATOM   1658  CG  MET A 109      69.405  68.056  19.505  1.00  0.00

ATOM   1659  HG1 MET A 109      69.015  68.992  19.111  1.00  0.00

ATOM   1660  HG2 MET A 109      68.591  67.606  20.072  1.00  0.00

ATOM   1661  SD  MET A 109      69.844  67.074  18.047  1.00  0.00

ATOM   1662  CE  MET A 109      70.735  68.310  17.057  1.00  0.00

ATOM   1663  HE1 MET A 109      70.337  69.302  17.234  1.00  0.00

ATOM   1664  HE2 MET A 109      71.786  68.344  17.358  1.00  0.00

ATOM   1665  HE3 MET A 109      70.582  68.123  15.997  1.00  0.00

ATOM   1666  C   MET A 109      71.359  65.940  20.624  1.00  0.00

ATOM   1667  O   MET A 109      70.558  65.004  20.556  1.00  0.00

ATOM   1668  N   THR A 110      72.492  66.034  19.933  1.00  0.00

ATOM   1669  H   THR A 110      72.990  66.911  20.039  1.00  0.00

ATOM   1670  CA  THR A 110      73.042  65.075  19.002  1.00  0.00

ATOM   1671  HA  THR A 110      72.259  64.706  18.341  1.00  0.00

ATOM   1672  CB  THR A 110      74.182  65.575  18.112  1.00  0.00

ATOM   1673  HB  THR A 110      75.010  66.070  18.620  1.00  0.00

ATOM   1674  CG2 THR A 110      74.705  64.497  17.169  1.00  0.00

ATOM   1675 1HG2 THR A 110      73.965  63.755  16.895  1.00  0.00

ATOM   1676 2HG2 THR A 110      75.122  64.982  16.277  1.00  0.00

ATOM   1677 3HG2 THR A 110      75.546  63.953  17.610  1.00  0.00

ATOM   1678  OG1 THR A 110      73.735  66.688  17.370  1.00  0.00

ATOM   1679  HG1 THR A 110      73.686  67.381  18.036  1.00  0.00

ATOM   1680  C   THR A 110      73.513  63.825  19.734  1.00  0.00

ATOM   1681  O   THR A 110      73.295  62.675  19.355  1.00  0.00

ATOM   1682  N   ASN A 111      74.112  64.045  20.915  1.00  0.00

ATOM   1683  H   ASN A 111      74.389  64.958  21.240  1.00  0.00

ATOM   1684  CA  ASN A 111      74.427  63.042  21.915  1.00  0.00

ATOM   1685  HA  ASN A 111      74.987  62.357  21.272  1.00  0.00

ATOM   1686  CB  ASN A 111      75.215  63.578  23.101  1.00  0.00

ATOM   1687  HB1 ASN A 111      74.571  63.718  23.970  1.00  0.00

ATOM   1688  HB2 ASN A 111      75.697  64.535  22.911  1.00  0.00

ATOM   1689  CG  ASN A 111      76.275  62.638  23.641  1.00  0.00

ATOM   1690  OD1 ASN A 111      77.410  63.034  23.893  1.00  0.00

ATOM   1691  ND2 ASN A 111      76.037  61.338  23.853  1.00  0.00

ATOM   1692 1HD2 ASN A 111      75.040  61.183  23.957  1.00  0.00

ATOM   1693 2HD2 ASN A 111      76.763  60.702  24.145  1.00  0.00

ATOM   1694  C   ASN A 111      73.215  62.232  22.335  1.00  0.00

ATOM   1695  O   ASN A 111      73.320  61.019  22.528  1.00  0.00

ATOM   1696  N   LEU A 112      72.047  62.873  22.423  1.00  0.00

ATOM   1697  H   LEU A 112      71.948  63.874  22.336  1.00  0.00

ATOM   1698  CA  LEU A 112      70.837  62.143  22.742  1.00  0.00

ATOM   1699  HA  LEU A 112      70.925  61.205  23.297  1.00  0.00

ATOM   1700  CB  LEU A 112      70.103  63.135  23.635  1.00  0.00

ATOM   1701  HB1 LEU A 112      69.049  62.905  23.753  1.00  0.00

ATOM   1702  HB2 LEU A 112      70.183  64.168  23.274  1.00  0.00

ATOM   1703  CG  LEU A 112      70.563  63.194  25.085  1.00  0.00

ATOM   1704  HG  LEU A 112      71.657  63.157  25.067  1.00  0.00

ATOM   1705  CD1 LEU A 112      70.095  64.525  25.659  1.00  0.00

ATOM   1706 1HD1 LEU A 112      70.368  64.519  26.722  1.00  0.00

ATOM   1707 2HD1 LEU A 112      70.660  65.301  25.157  1.00  0.00

ATOM   1708 3HD1 LEU A 112      69.048  64.771  25.477  1.00  0.00

ATOM   1709  CD2 LEU A 112      69.986  61.971  25.785  1.00  0.00

ATOM   1710 1HD2 LEU A 112      68.900  62.051  25.900  1.00  0.00

ATOM   1711 2HD2 LEU A 112      70.277  61.118  25.168  1.00  0.00

ATOM   1712 3HD2 LEU A 112      70.391  61.787  26.775  1.00  0.00

ATOM   1713  C   LEU A 112      70.047  61.829  21.482  1.00  0.00

ATOM   1714  O   LEU A 112      68.880  61.457  21.563  1.00  0.00

ATOM   1715  N   GLY A 113      70.679  61.789  20.307  1.00  0.00

ATOM   1716  H   GLY A 113      71.635  62.099  20.241  1.00  0.00

ATOM   1717  CA  GLY A 113      70.100  61.313  19.074  1.00  0.00

ATOM   1718  HA1 GLY A 113      69.723  60.295  19.211  1.00  0.00

ATOM   1719  HA2 GLY A 113      70.791  61.307  18.222  1.00  0.00

ATOM   1720  C   GLY A 113      68.828  61.991  18.563  1.00  0.00

ATOM   1721  O   GLY A 113      68.103  61.425  17.746  1.00  0.00

ATOM   1722  N   GLU A 114      68.600  63.238  18.959  1.00  0.00

ATOM   1723  H   GLU A 114      69.303  63.624  19.576  1.00  0.00

ATOM   1724  CA  GLU A 114      67.312  63.882  18.824  1.00  0.00

ATOM   1725  HA  GLU A 114      66.445  63.236  19.008  1.00  0.00

ATOM   1726  CB  GLU A 114      67.108  65.118  19.701  1.00  0.00

ATOM   1727  HB1 GLU A 114      66.318  65.730  19.269  1.00  0.00

ATOM   1728  HB2 GLU A 114      68.000  65.733  19.760  1.00  0.00

ATOM   1729  CG  GLU A 114      66.743  64.827  21.155  1.00  0.00

ATOM   1730  HG1 GLU A 114      66.640  65.788  21.652  1.00  0.00

ATOM   1731  HG2 GLU A 114      67.554  64.263  21.626  1.00  0.00

ATOM   1732  CD  GLU A 114      65.362  64.239  21.335  1.00  0.00

ATOM   1733  OE1 GLU A 114      65.026  63.775  22.445  1.00  0.00

ATOM   1734  OE2 GLU A 114      64.569  64.087  20.378  1.00  0.00

ATOM   1735  C   GLU A 114      66.946  64.389  17.445  1.00  0.00

ATOM   1736  O   GLU A 114      65.805  64.772  17.181  1.00  0.00

ATOM   1737  N   LYS A 115      67.887  64.448  16.500  1.00  0.00

ATOM   1738  H   LYS A 115      68.790  64.165  16.847  1.00  0.00

ATOM   1739  CA  LYS A 115      67.658  64.787  15.111  1.00  0.00

ATOM   1740  HA  LYS A 115      68.577  64.750  14.527  1.00  0.00

ATOM   1741  CB  LYS A 115      66.956  63.692  14.312  1.00  0.00

ATOM   1742  HB1 LYS A 115      66.938  63.946  13.256  1.00  0.00

ATOM   1743  HB2 LYS A 115      65.951  63.551  14.730  1.00  0.00

ATOM   1744  CG  LYS A 115      67.630  62.334  14.440  1.00  0.00

ATOM   1745  HG1 LYS A 115      66.982  61.593  13.963  1.00  0.00

ATOM   1746  HG2 LYS A 115      67.646  62.092  15.509  1.00  0.00

ATOM   1747  CD  LYS A 115      69.024  62.188  13.838  1.00  0.00

ATOM   1748  HD1 LYS A 115      69.654  62.915  14.341  1.00  0.00

ATOM   1749  HD2 LYS A 115      69.105  62.589  12.834  1.00  0.00

ATOM   1750  CE  LYS A 115      69.566  60.756  13.846  1.00  0.00

ATOM   1751  HE1 LYS A 115      69.085  60.239  13.022  1.00  0.00

ATOM   1752  HE2 LYS A 115      69.342  60.234  14.773  1.00  0.00

ATOM   1753  NZ  LYS A 115      71.017  60.624  13.609  1.00  0.00

ATOM   1754  HZ1 LYS A 115      71.318  59.668  13.735  1.00  0.00

ATOM   1755  HZ2 LYS A 115      71.336  60.953  12.705  1.00  0.00

ATOM   1756  HZ3 LYS A 115      71.489  61.223  14.273  1.00  0.00

ATOM   1757  C   LYS A 115      66.884  66.071  14.884  1.00  0.00

ATOM   1758  O   LYS A 115      66.412  66.350  13.777  1.00  0.00

ATOM   1759  N   LEU A 116      66.892  66.989  15.858  1.00  0.00

ATOM   1760  H   LEU A 116      67.268  66.684  16.741  1.00  0.00

ATOM   1761  CA  LEU A 116      66.435  68.368  15.826  1.00  0.00

ATOM   1762  HA  LEU A 116      65.364  68.410  15.666  1.00  0.00

ATOM   1763  CB  LEU A 116      66.855  69.052  17.123  1.00  0.00

ATOM   1764  HB1 LEU A 116      67.752  69.647  16.977  1.00  0.00

ATOM   1765  HB2 LEU A 116      67.022  68.241  17.843  1.00  0.00

ATOM   1766  CG  LEU A 116      65.844  70.078  17.649  1.00  0.00

ATOM   1767  HG  LEU A 116      65.550  70.652  16.772  1.00  0.00

ATOM   1768  CD1 LEU A 116      64.645  69.288  18.172  1.00  0.00

ATOM   1769 1HD1 LEU A 116      64.790  68.933  19.185  1.00  0.00

ATOM   1770 2HD1 LEU A 116      63.867  70.044  18.303  1.00  0.00

ATOM   1771 3HD1 LEU A 116      64.377  68.425  17.560  1.00  0.00

ATOM   1772  CD2 LEU A 116      66.450  70.984  18.709  1.00  0.00

ATOM   1773 1HD2 LEU A 116      65.646  71.689  18.940  1.00  0.00

ATOM   1774 2HD2 LEU A 116      66.699  70.362  19.576  1.00  0.00

ATOM   1775 3HD2 LEU A 116      67.305  71.588  18.419  1.00  0.00

ATOM   1776  C   LEU A 116      67.063  68.987  14.585  1.00  0.00

ATOM   1777  O   LEU A 116      68.289  68.952  14.467  1.00  0.00

ATOM   1778  N   THR A 117      66.277  69.536  13.667  1.00  0.00

ATOM   1779  H   THR A 117      65.307  69.397  13.912  1.00  0.00

ATOM   1780  CA  THR A 117      66.633  70.441  12.590  1.00  0.00

ATOM   1781  HA  THR A 117      67.321  69.962  11.899  1.00  0.00

ATOM   1782  CB  THR A 117      65.478  70.967  11.737  1.00  0.00

ATOM   1783  HB  THR A 117      65.752  71.790  11.087  1.00  0.00

ATOM   1784  CG2 THR A 117      64.823  69.823  10.960  1.00  0.00

ATOM   1785 1HG2 THR A 117      63.881  70.225  10.574  1.00  0.00

ATOM   1786 2HG2 THR A 117      65.439  69.567  10.102  1.00  0.00

ATOM   1787 3HG2 THR A 117      64.716  69.005  11.658  1.00  0.00

ATOM   1788  OG1 THR A 117      64.513  71.541  12.589  1.00  0.00

ATOM   1789  HG1 THR A 117      64.173  70.868  13.191  1.00  0.00

ATOM   1790  C   THR A 117      67.369  71.624  13.215  1.00  0.00

ATOM   1791  O   THR A 117      67.220  72.041  14.359  1.00  0.00

ATOM   1792  N   ASP A 118      68.272  72.301  12.509  1.00  0.00

ATOM   1793  H   ASP A 118      68.566  71.843  11.661  1.00  0.00

ATOM   1794  CA  ASP A 118      69.183  73.320  13.014  1.00  0.00

ATOM   1795  HA  ASP A 118      69.561  72.953  13.965  1.00  0.00

ATOM   1796  CB  ASP A 118      70.400  73.450  12.095  1.00  0.00

ATOM   1797  HB1 ASP A 118      70.241  74.192  11.313  1.00  0.00

ATOM   1798  HB2 ASP A 118      70.498  72.471  11.631  1.00  0.00

ATOM   1799  CG  ASP A 118      71.592  73.796  12.982  1.00  0.00

ATOM   1800  OD1 ASP A 118      72.289  74.812  12.763  1.00  0.00

ATOM   1801  OD2 ASP A 118      71.959  73.103  13.960  1.00  0.00

ATOM   1802  C   ASP A 118      68.523  74.666  13.253  1.00  0.00

ATOM   1803  O   ASP A 118      68.974  75.460  14.081  1.00  0.00

ATOM   1804  N   GLU A 119      67.419  74.891  12.535  1.00  0.00

ATOM   1805  H   GLU A 119      67.233  74.207  11.815  1.00  0.00

ATOM   1806  CA  GLU A 119      66.432  75.938  12.724  1.00  0.00

ATOM   1807  HA  GLU A 119      66.973  76.865  12.861  1.00  0.00

ATOM   1808  CB  GLU A 119      65.628  76.150  11.441  1.00  0.00

ATOM   1809  HB1 GLU A 119      64.920  76.929  11.730  1.00  0.00

ATOM   1810  HB2 GLU A 119      65.068  75.239  11.237  1.00  0.00

ATOM   1811  CG  GLU A 119      66.385  76.595  10.202  1.00  0.00

ATOM   1812  HG1 GLU A 119      67.086  77.392  10.442  1.00  0.00

ATOM   1813  HG2 GLU A 119      65.644  77.052   9.548  1.00  0.00

ATOM   1814  CD  GLU A 119      67.138  75.505   9.454  1.00  0.00

ATOM   1815  OE1 GLU A 119      68.098  75.777   8.702  1.00  0.00

ATOM   1816  OE2 GLU A 119      66.749  74.316   9.494  1.00  0.00

ATOM   1817  C   GLU A 119      65.596  75.854  13.991  1.00  0.00

ATOM   1818  O   GLU A 119      65.094  76.883  14.422  1.00  0.00

ATOM   1819  N   GLU A 120      65.463  74.657  14.579  1.00  0.00

ATOM   1820  H   GLU A 120      65.868  73.844  14.160  1.00  0.00

ATOM   1821  CA  GLU A 120      64.833  74.263  15.831  1.00  0.00

ATOM   1822  HA  GLU A 120      64.085  75.022  16.037  1.00  0.00

ATOM   1823  CB  GLU A 120      64.003  72.994  15.690  1.00  0.00

ATOM   1824  HB1 GLU A 120      64.645  72.164  15.399  1.00  0.00

ATOM   1825  HB2 GLU A 120      63.332  73.304  14.891  1.00  0.00

ATOM   1826  CG  GLU A 120      63.164  72.740  16.943  1.00  0.00

ATOM   1827  HG1 GLU A 120      62.833  73.705  17.319  1.00  0.00

ATOM   1828  HG2 GLU A 120      63.750  72.269  17.737  1.00  0.00

ATOM   1829  CD  GLU A 120      61.895  71.946  16.703  1.00  0.00

ATOM   1830  OE1 GLU A 120      61.878  70.794  16.200  1.00  0.00

ATOM   1831  OE2 GLU A 120      60.826  72.497  17.046  1.00  0.00

ATOM   1832  C   GLU A 120      65.819  74.182  16.987  1.00  0.00

ATOM   1833  O   GLU A 120      65.452  74.434  18.140  1.00  0.00

ATOM   1834  N   VAL A 121      67.117  74.115  16.702  1.00  0.00

ATOM   1835  H   VAL A 121      67.379  73.930  15.741  1.00  0.00

ATOM   1836  CA  VAL A 121      68.228  74.310  17.615  1.00  0.00

ATOM   1837  HA  VAL A 121      68.089  73.811  18.566  1.00  0.00

ATOM   1838  CB  VAL A 121      69.563  73.804  17.065  1.00  0.00

ATOM   1839  HB  VAL A 121      69.679  74.257  16.075  1.00  0.00

ATOM   1840  CG1 VAL A 121      70.701  74.119  18.021  1.00  0.00

ATOM   1841 1HG1 VAL A 121      71.653  73.768  17.621  1.00  0.00

ATOM   1842 2HG1 VAL A 121      70.671  75.182  18.256  1.00  0.00

ATOM   1843 3HG1 VAL A 121      70.574  73.594  18.966  1.00  0.00

ATOM   1844  CG2 VAL A 121      69.572  72.283  16.902  1.00  0.00

ATOM   1845 1HG2 VAL A 121      68.841  71.883  16.198  1.00  0.00

ATOM   1846 2HG2 VAL A 121      70.558  71.995  16.527  1.00  0.00

ATOM   1847 3HG2 VAL A 121      69.415  71.802  17.872  1.00  0.00

ATOM   1848  C   VAL A 121      68.332  75.795  17.904  1.00  0.00

ATOM   1849  O   VAL A 121      68.469  76.172  19.061  1.00  0.00

ATOM   1850  N   ASP A 122      68.399  76.604  16.847  1.00  0.00

ATOM   1851  H   ASP A 122      68.350  76.193  15.922  1.00  0.00

ATOM   1852  CA  ASP A 122      68.262  78.041  16.941  1.00  0.00

ATOM   1853  HA  ASP A 122      69.158  78.468  17.397  1.00  0.00

ATOM   1854  CB  ASP A 122      68.139  78.554  15.509  1.00  0.00

ATOM   1855  HB1 ASP A 122      67.200  78.239  15.067  1.00  0.00

ATOM   1856  HB2 ASP A 122      69.016  78.204  14.975  1.00  0.00

ATOM   1857  CG  ASP A 122      68.081  80.076  15.518  1.00  0.00

ATOM   1858  OD1 ASP A 122      69.030  80.709  16.027  1.00  0.00

ATOM   1859  OD2 ASP A 122      67.118  80.639  14.951  1.00  0.00

ATOM   1860  C   ASP A 122      67.034  78.444  17.752  1.00  0.00

ATOM   1861  O   ASP A 122      67.058  79.472  18.423  1.00  0.00

ATOM   1862  N   GLU A 123      65.936  77.693  17.764  1.00  0.00

ATOM   1863  H   GLU A 123      65.949  76.828  17.234  1.00  0.00

ATOM   1864  CA  GLU A 123      64.718  78.056  18.462  1.00  0.00

ATOM   1865  HA  GLU A 123      64.573  79.124  18.280  1.00  0.00

ATOM   1866  CB  GLU A 123      63.548  77.307  17.818  1.00  0.00

ATOM   1867  HB1 GLU A 123      63.680  76.227  17.833  1.00  0.00

ATOM   1868  HB2 GLU A 123      63.578  77.575  16.757  1.00  0.00

ATOM   1869  CG  GLU A 123      62.232  77.869  18.335  1.00  0.00

ATOM   1870  HG1 GLU A 123      62.030  78.876  17.976  1.00  0.00

ATOM   1871  HG2 GLU A 123      62.303  77.905  19.420  1.00  0.00

ATOM   1872  CD  GLU A 123      61.026  76.996  18.012  1.00  0.00

ATOM   1873  OE1 GLU A 123      60.256  76.705  18.950  1.00  0.00

ATOM   1874  OE2 GLU A 123      60.699  76.698  16.844  1.00  0.00

ATOM   1875  C   GLU A 123      64.800  77.795  19.953  1.00  0.00

ATOM   1876  O   GLU A 123      64.392  78.675  20.710  1.00  0.00

ATOM   1877  N   MET A 124      65.206  76.611  20.394  1.00  0.00

ATOM   1878  H   MET A 124      65.425  75.878  19.739  1.00  0.00

ATOM   1879  CA  MET A 124      65.455  76.317  21.791  1.00  0.00

ATOM   1880  HA  MET A 124      64.495  76.313  22.312  1.00  0.00

ATOM   1881  CB  MET A 124      65.982  74.913  22.084  1.00  0.00

ATOM   1882  HB1 MET A 124      66.239  74.870  23.139  1.00  0.00

ATOM   1883  HB2 MET A 124      66.931  74.899  21.555  1.00  0.00

ATOM   1884  CG  MET A 124      65.074  73.757  21.662  1.00  0.00

ATOM   1885  HG1 MET A 124      65.037  73.751  20.578  1.00  0.00

ATOM   1886  HG2 MET A 124      64.080  73.785  22.123  1.00  0.00

ATOM   1887  SD  MET A 124      65.644  72.122  22.174  1.00  0.00

ATOM   1888  CE  MET A 124      65.367  72.268  23.957  1.00  0.00

ATOM   1889  HE1 MET A 124      65.495  71.234  24.297  1.00  0.00

ATOM   1890  HE2 MET A 124      66.136  72.901  24.413  1.00  0.00

ATOM   1891  HE3 MET A 124      64.392  72.686  24.202  1.00  0.00

ATOM   1892  C   MET A 124      66.357  77.355  22.429  1.00  0.00

ATOM   1893  O   MET A 124      66.047  77.891  23.481  1.00  0.00

ATOM   1894  N   ILE A 125      67.311  77.873  21.659  1.00  0.00

ATOM   1895  H   ILE A 125      67.567  77.501  20.747  1.00  0.00

ATOM   1896  CA  ILE A 125      68.202  78.900  22.161  1.00  0.00

ATOM   1897  HA  ILE A 125      68.141  78.696  23.229  1.00  0.00

ATOM   1898  CB  ILE A 125      69.662  78.821  21.722  1.00  0.00

ATOM   1899  HB  ILE A 125      69.852  77.756  21.580  1.00  0.00

ATOM   1900  CG2 ILE A 125      69.779  79.320  20.278  1.00  0.00

ATOM   1901 1HG2 ILE A 125      70.738  79.103  19.823  1.00  0.00

ATOM   1902 2HG2 ILE A 125      69.092  78.646  19.779  1.00  0.00

ATOM   1903 3HG2 ILE A 125      69.518  80.381  20.211  1.00  0.00

ATOM   1904  CG1 ILE A 125      70.676  79.373  22.712  1.00  0.00

ATOM   1905 1HG1 ILE A 125      70.433  78.837  23.633  1.00  0.00

ATOM   1906 2HG1 ILE A 125      70.495  80.445  22.842  1.00  0.00

ATOM   1907  CD  ILE A 125      72.128  79.139  22.316  1.00  0.00

ATOM   1908  HD1 ILE A 125      72.806  79.213  23.169  1.00  0.00

ATOM   1909  HD2 ILE A 125      72.309  78.105  22.030  1.00  0.00

ATOM   1910  HD3 ILE A 125      72.388  79.736  21.437  1.00  0.00

ATOM   1911  C   ILE A 125      67.588  80.290  22.068  1.00  0.00

ATOM   1912  O   ILE A 125      67.944  81.099  22.931  1.00  0.00

ATOM   1913  N   ARG A 126      66.656  80.595  21.158  1.00  0.00

ATOM   1914  H   ARG A 126      66.378  79.883  20.489  1.00  0.00

ATOM   1915  CA  ARG A 126      65.862  81.795  21.048  1.00  0.00

ATOM   1916  HA  ARG A 126      66.548  82.635  21.147  1.00  0.00

ATOM   1917  CB  ARG A 126      65.161  81.871  19.695  1.00  0.00

ATOM   1918  HB1 ARG A 126      64.502  81.008  19.541  1.00  0.00

ATOM   1919  HB2 ARG A 126      65.863  81.776  18.874  1.00  0.00

ATOM   1920  CG  ARG A 126      64.320  83.127  19.500  1.00  0.00

ATOM   1921  HG1 ARG A 126      63.730  83.322  20.397  1.00  0.00

ATOM   1922  HG2 ARG A 126      63.686  82.857  18.656  1.00  0.00

ATOM   1923  CD  ARG A 126      65.148  84.396  19.343  1.00  0.00

ATOM   1924  HD1 ARG A 126      65.665  84.384  18.371  1.00  0.00

ATOM   1925  HD2 ARG A 126      65.959  84.374  20.076  1.00  0.00

ATOM   1926  NE  ARG A 126      64.328  85.595  19.519  1.00  0.00

ATOM   1927  HE  ARG A 126      63.350  85.391  19.367  1.00  0.00

ATOM   1928  CZ  ARG A 126      64.662  86.848  19.833  1.00  0.00

ATOM   1929  NH1 ARG A 126      65.932  87.269  19.795  1.00  0.00

ATOM   1930 1HH1 ARG A 126      66.602  86.677  19.312  1.00  0.00

ATOM   1931 2HH1 ARG A 126      66.205  88.228  19.913  1.00  0.00

ATOM   1932  NH2 ARG A 126      63.648  87.712  19.983  1.00  0.00

ATOM   1933 1HH2 ARG A 126      62.770  87.285  20.245  1.00  0.00

ATOM   1934 2HH2 ARG A 126      63.811  88.701  20.111  1.00  0.00

ATOM   1935  C   ARG A 126      64.823  81.906  22.160  1.00  0.00

ATOM   1936  O   ARG A 126      64.655  82.949  22.793  1.00  0.00

ATOM   1937  N   GLU A 127      64.288  80.765  22.597  1.00  0.00

ATOM   1938  H   GLU A 127      64.505  79.911  22.113  1.00  0.00

ATOM   1939  CA  GLU A 127      63.498  80.619  23.811  1.00  0.00

ATOM   1940  HA  GLU A 127      62.735  81.400  23.896  1.00  0.00

ATOM   1941  CB  GLU A 127      62.771  79.284  23.766  1.00  0.00

ATOM   1942  HB1 GLU A 127      63.495  78.473  23.638  1.00  0.00

ATOM   1943  HB2 GLU A 127      62.177  79.370  22.856  1.00  0.00

ATOM   1944  CG  GLU A 127      61.833  79.031  24.937  1.00  0.00

ATOM   1945  HG1 GLU A 127      61.203  79.897  25.165  1.00  0.00

ATOM   1946  HG2 GLU A 127      62.409  78.823  25.832  1.00  0.00

ATOM   1947  CD  GLU A 127      60.991  77.794  24.676  1.00  0.00

ATOM   1948  OE1 GLU A 127      60.211  77.753  23.703  1.00  0.00

ATOM   1949  OE2 GLU A 127      61.190  76.745  25.330  1.00  0.00

ATOM   1950  C   GLU A 127      64.397  80.689  25.032  1.00  0.00

ATOM   1951  O   GLU A 127      64.090  81.350  26.031  1.00  0.00

ATOM   1952  N   ALA A 128      65.616  80.138  24.988  1.00  0.00

ATOM   1953  H   ALA A 128      65.747  79.497  24.223  1.00  0.00

ATOM   1954  CA  ALA A 128      66.509  80.070  26.124  1.00  0.00

ATOM   1955  HA  ALA A 128      65.842  79.811  26.943  1.00  0.00

ATOM   1956  CB  ALA A 128      67.544  78.945  26.049  1.00  0.00

ATOM   1957  HB1 ALA A 128      67.964  78.745  27.032  1.00  0.00

ATOM   1958  HB2 ALA A 128      67.166  78.023  25.621  1.00  0.00

ATOM   1959  HB3 ALA A 128      68.456  79.179  25.503  1.00  0.00

ATOM   1960  C   ALA A 128      67.196  81.359  26.551  1.00  0.00

ATOM   1961  O   ALA A 128      67.878  81.394  27.570  1.00  0.00

ATOM   1962  N   ASP A 129      67.127  82.407  25.734  1.00  0.00

ATOM   1963  H   ASP A 129      66.620  82.197  24.894  1.00  0.00

ATOM   1964  CA  ASP A 129      67.762  83.686  25.977  1.00  0.00

ATOM   1965  HA  ASP A 129      68.416  83.610  26.856  1.00  0.00

ATOM   1966  CB  ASP A 129      68.609  83.981  24.735  1.00  0.00

ATOM   1967  HB1 ASP A 129      67.978  84.514  24.027  1.00  0.00

ATOM   1968  HB2 ASP A 129      68.883  83.053  24.234  1.00  0.00

ATOM   1969  CG  ASP A 129      69.840  84.860  24.911  1.00  0.00

ATOM   1970  OD1 ASP A 129      71.014  84.447  24.969  1.00  0.00

ATOM   1971  OD2 ASP A 129      69.711  86.060  25.257  1.00  0.00

ATOM   1972  C   ASP A 129      66.802  84.824  26.292  1.00  0.00

ATOM   1973  O   ASP A 129      65.638  84.913  25.903  1.00  0.00

ATOM   1974  N   ILE A 130      67.265  85.691  27.197  1.00  0.00

ATOM   1975  H   ILE A 130      68.080  85.393  27.712  1.00  0.00

ATOM   1976  CA  ILE A 130      66.653  86.901  27.693  1.00  0.00

ATOM   1977  HA  ILE A 130      65.572  86.830  27.527  1.00  0.00

ATOM   1978  CB  ILE A 130      66.943  87.044  29.180  1.00  0.00

ATOM   1979  HB  ILE A 130      67.051  86.005  29.505  1.00  0.00

ATOM   1980  CG2 ILE A 130      68.156  87.865  29.602  1.00  0.00

ATOM   1981 1HG2 ILE A 130      68.963  87.853  28.879  1.00  0.00

ATOM   1982 2HG2 ILE A 130      67.772  88.864  29.807  1.00  0.00

ATOM   1983 3HG2 ILE A 130      68.525  87.534  30.581  1.00  0.00

ATOM   1984  CG1 ILE A 130      65.668  87.512  29.865  1.00  0.00

ATOM   1985 1HG1 ILE A 130      64.827  86.832  29.707  1.00  0.00

ATOM   1986 2HG1 ILE A 130      65.448  88.528  29.566  1.00  0.00

ATOM   1987  CD  ILE A 130      65.825  87.363  31.382  1.00  0.00

ATOM   1988  HD1 ILE A 130      66.277  86.411  31.657  1.00  0.00

ATOM   1989  HD2 ILE A 130      66.479  88.180  31.683  1.00  0.00

ATOM   1990  HD3 ILE A 130      64.864  87.328  31.900  1.00  0.00

ATOM   1991  C   ILE A 130      67.051  88.178  26.977  1.00  0.00

ATOM   1992  O   ILE A 130      66.232  89.050  26.685  1.00  0.00

ATOM   1993  N   ASP A 131      68.326  88.306  26.590  1.00  0.00

ATOM   1994  H   ASP A 131      68.847  87.452  26.744  1.00  0.00

ATOM   1995  CA  ASP A 131      68.931  89.344  25.789  1.00  0.00

ATOM   1996  HA  ASP A 131      68.496  90.243  26.227  1.00  0.00

ATOM   1997  CB  ASP A 131      70.439  89.475  26.002  1.00  0.00

ATOM   1998  HB1 ASP A 131      70.805  90.401  25.573  1.00  0.00

ATOM   1999  HB2 ASP A 131      70.859  88.631  25.446  1.00  0.00

ATOM   2000  CG  ASP A 131      70.877  89.435  27.462  1.00  0.00

ATOM   2001  OD1 ASP A 131      71.106  88.340  28.005  1.00  0.00

ATOM   2002  OD2 ASP A 131      70.967  90.532  28.061  1.00  0.00

ATOM   2003  C   ASP A 131      68.550  89.459  24.316  1.00  0.00

ATOM   2004  O   ASP A 131      68.789  90.454  23.640  1.00  0.00

ATOM   2005  N   GLY A 132      68.143  88.289  23.821  1.00  0.00

ATOM   2006  H   GLY A 132      68.099  87.442  24.356  1.00  0.00

ATOM   2007  CA  GLY A 132      68.099  87.975  22.403  1.00  0.00

ATOM   2008  HA1 GLY A 132      67.413  88.719  21.990  1.00  0.00

ATOM   2009  HA2 GLY A 132      67.734  86.961  22.217  1.00  0.00

ATOM   2010  C   GLY A 132      69.447  88.130  21.738  1.00  0.00

ATOM   2011  O   GLY A 132      69.509  88.771  20.688  1.00  0.00

ATOM   2012  N   ASP A 133      70.492  87.494  22.269  1.00  0.00

ATOM   2013  H   ASP A 133      70.407  87.059  23.175  1.00  0.00

ATOM   2014  CA  ASP A 133      71.874  87.624  21.834  1.00  0.00

ATOM   2015  HA  ASP A 133      71.859  88.082  20.848  1.00  0.00

ATOM   2016  CB  ASP A 133      72.593  88.682  22.655  1.00  0.00

ATOM   2017  HB1 ASP A 133      72.188  89.703  22.667  1.00  0.00

ATOM   2018  HB2 ASP A 133      73.576  88.906  22.243  1.00  0.00

ATOM   2019  CG  ASP A 133      73.010  88.447  24.104  1.00  0.00

ATOM   2020  OD1 ASP A 133      72.645  87.353  24.581  1.00  0.00

ATOM   2021  OD2 ASP A 133      73.609  89.278  24.809  1.00  0.00

ATOM   2022  C   ASP A 133      72.591  86.277  21.799  1.00  0.00

ATOM   2023  O   ASP A 133      73.820  86.257  21.820  1.00  0.00

ATOM   2024  N   GLY A 134      71.854  85.171  21.799  1.00  0.00

ATOM   2025  H   GLY A 134      70.854  85.307  21.697  1.00  0.00

ATOM   2026  CA  GLY A 134      72.330  83.865  21.395  1.00  0.00

ATOM   2027  HA1 GLY A 134      72.942  83.906  20.501  1.00  0.00

ATOM   2028  HA2 GLY A 134      71.539  83.153  21.164  1.00  0.00

ATOM   2029  C   GLY A 134      73.388  83.172  22.247  1.00  0.00

ATOM   2030  O   GLY A 134      74.235  82.390  21.822  1.00  0.00

ATOM   2031  N   GLN A 135      73.517  83.651  23.490  1.00  0.00

ATOM   2032  H   GLN A 135      72.898  84.408  23.767  1.00  0.00

ATOM   2033  CA  GLN A 135      74.508  83.253  24.466  1.00  0.00

ATOM   2034  HA  GLN A 135      74.877  82.250  24.287  1.00  0.00

ATOM   2035  CB  GLN A 135      75.696  84.209  24.547  1.00  0.00

ATOM   2036  HB1 GLN A 135      76.280  84.148  25.464  1.00  0.00

ATOM   2037  HB2 GLN A 135      75.231  85.197  24.525  1.00  0.00

ATOM   2038  CG  GLN A 135      76.686  84.029  23.404  1.00  0.00

ATOM   2039  HG1 GLN A 135      77.432  84.815  23.477  1.00  0.00

ATOM   2040  HG2 GLN A 135      76.140  84.064  22.461  1.00  0.00

ATOM   2041  CD  GLN A 135      77.433  82.708  23.509  1.00  0.00

ATOM   2042  OE1 GLN A 135      77.834  82.337  24.611  1.00  0.00

ATOM   2043  NE2 GLN A 135      77.845  82.048  22.430  1.00  0.00

ATOM   2044 1HE2 GLN A 135      77.617  82.373  21.497  1.00  0.00

ATOM   2045 2HE2 GLN A 135      78.532  81.312  22.514  1.00  0.00

ATOM   2046  C   GLN A 135      73.740  83.124  25.780  1.00  0.00

ATOM   2047  O   GLN A 135      73.503  84.099  26.474  1.00  0.00

ATOM   2048  N   VAL A 136      73.530  81.876  26.220  1.00  0.00

ATOM   2049  H   VAL A 136      73.777  81.093  25.625  1.00  0.00

ATOM   2050  CA  VAL A 136      72.758  81.670  27.422  1.00  0.00

ATOM   2051  HA  VAL A 136      72.122  82.542  27.481  1.00  0.00

ATOM   2052  CB  VAL A 136      71.812  80.494  27.214  1.00  0.00

ATOM   2053  HB  VAL A 136      72.340  79.637  26.800  1.00  0.00

ATOM   2054  CG1 VAL A 136      71.061  79.918  28.417  1.00  0.00

ATOM   2055 1HG1 VAL A 136      70.437  79.070  28.135  1.00  0.00

ATOM   2056 2HG1 VAL A 136      71.789  79.542  29.137  1.00  0.00

ATOM   2057 3HG1 VAL A 136      70.530  80.776  28.821  1.00  0.00

ATOM   2058  CG2 VAL A 136      70.834  80.882  26.104  1.00  0.00

ATOM   2059 1HG2 VAL A 136      71.275  81.479  25.310  1.00  0.00

ATOM   2060 2HG2 VAL A 136      70.524  79.924  25.680  1.00  0.00

ATOM   2061 3HG2 VAL A 136      70.072  81.557  26.499  1.00  0.00

ATOM   2062  C   VAL A 136      73.544  81.572  28.721  1.00  0.00

ATOM   2063  O   VAL A 136      74.339  80.651  28.910  1.00  0.00

ATOM   2064  N   ASN A 137      73.353  82.619  29.523  1.00  0.00

ATOM   2065  H   ASN A 137      72.713  83.376  29.307  1.00  0.00

ATOM   2066  CA  ASN A 137      74.040  82.705  30.799  1.00  0.00

ATOM   2067  HA  ASN A 137      75.100  82.464  30.658  1.00  0.00

ATOM   2068  CB  ASN A 137      73.964  84.174  31.194  1.00  0.00

ATOM   2069  HB1 ASN A 137      72.955  84.322  31.585  1.00  0.00

ATOM   2070  HB2 ASN A 137      74.148  84.820  30.335  1.00  0.00

ATOM   2071  CG  ASN A 137      74.895  84.676  32.283  1.00  0.00

ATOM   2072  OD1 ASN A 137      75.513  83.860  32.970  1.00  0.00

ATOM   2073  ND2 ASN A 137      75.049  86.001  32.210  1.00  0.00

ATOM   2074 1HD2 ASN A 137      74.478  86.535  31.566  1.00  0.00

ATOM   2075 2HD2 ASN A 137      75.760  86.487  32.748  1.00  0.00

ATOM   2076  C   ASN A 137      73.457  81.753  31.835  1.00  0.00

ATOM   2077  O   ASN A 137      72.283  81.449  31.658  1.00  0.00

ATOM   2078  N   TYR A 138      74.075  81.368  32.954  1.00  0.00

ATOM   2079  H   TYR A 138      75.024  81.658  33.124  1.00  0.00

ATOM   2080  CA  TYR A 138      73.451  80.537  33.973  1.00  0.00

ATOM   2081  HA  TYR A 138      73.329  79.554  33.533  1.00  0.00

ATOM   2082  CB  TYR A 138      74.478  80.356  35.094  1.00  0.00

ATOM   2083  HB1 TYR A 138      74.908  81.288  35.442  1.00  0.00

ATOM   2084  HB2 TYR A 138      75.304  79.774  34.685  1.00  0.00

ATOM   2085  CG  TYR A 138      73.845  79.716  36.314  1.00  0.00

ATOM   2086  CD1 TYR A 138      73.467  80.585  37.336  1.00  0.00

ATOM   2087  HD1 TYR A 138      73.626  81.654  37.291  1.00  0.00

ATOM   2088  CE1 TYR A 138      72.771  80.059  38.429  1.00  0.00

ATOM   2089  HE1 TYR A 138      72.371  80.713  39.194  1.00  0.00

ATOM   2090  CZ  TYR A 138      72.614  78.674  38.582  1.00  0.00

ATOM   2091  OH  TYR A 138      71.936  78.162  39.649  1.00  0.00

ATOM   2092  HH  TYR A 138      71.841  78.789  40.378  1.00  0.00

ATOM   2093  CE2 TYR A 138      72.942  77.801  37.524  1.00  0.00

ATOM   2094  HE2 TYR A 138      72.634  76.766  37.593  1.00  0.00

ATOM   2095  CD2 TYR A 138      73.654  78.332  36.437  1.00  0.00

ATOM   2096  HD2 TYR A 138      73.925  77.691  35.623  1.00  0.00

ATOM   2097  C   TYR A 138      72.145  81.076  34.537  1.00  0.00

ATOM   2098  O   TYR A 138      71.214  80.289  34.604  1.00  0.00

ATOM   2099  N   GLU A 139      71.968  82.383  34.740  1.00  0.00

ATOM   2100  H   GLU A 139      72.780  82.967  34.622  1.00  0.00

ATOM   2101  CA  GLU A 139      70.683  82.929  35.148  1.00  0.00

ATOM   2102  HA  GLU A 139      70.366  82.255  35.955  1.00  0.00

ATOM   2103  CB  GLU A 139      70.897  84.332  35.710  1.00  0.00

ATOM   2104  HB1 GLU A 139      71.650  84.129  36.469  1.00  0.00

ATOM   2105  HB2 GLU A 139      69.966  84.738  36.109  1.00  0.00

ATOM   2106  CG  GLU A 139      71.492  85.235  34.634  1.00  0.00

ATOM   2107  HG1 GLU A 139      70.856  85.348  33.763  1.00  0.00

ATOM   2108  HG2 GLU A 139      72.413  84.759  34.276  1.00  0.00

ATOM   2109  CD  GLU A 139      71.877  86.597  35.207  1.00  0.00

ATOM   2110  OE1 GLU A 139      72.995  86.816  35.705  1.00  0.00

ATOM   2111  OE2 GLU A 139      70.864  87.313  35.386  1.00  0.00

ATOM   2112  C   GLU A 139      69.566  82.892  34.124  1.00  0.00

ATOM   2113  O   GLU A 139      68.401  82.990  34.513  1.00  0.00

ATOM   2114  N   GLU A 140      69.886  82.844  32.825  1.00  0.00

ATOM   2115  H   GLU A 140      70.872  82.914  32.631  1.00  0.00

ATOM   2116  CA  GLU A 140      68.890  82.624  31.794  1.00  0.00

ATOM   2117  HA  GLU A 140      68.007  83.179  32.083  1.00  0.00

ATOM   2118  CB  GLU A 140      69.418  83.159  30.464  1.00  0.00

ATOM   2119  HB1 GLU A 140      68.598  83.004  29.760  1.00  0.00

ATOM   2120  HB2 GLU A 140      70.204  82.487  30.125  1.00  0.00

ATOM   2121  CG  GLU A 140      69.782  84.642  30.395  1.00  0.00

ATOM   2122  HG1 GLU A 140      70.575  84.860  31.113  1.00  0.00

ATOM   2123  HG2 GLU A 140      68.983  85.365  30.562  1.00  0.00

ATOM   2124  CD  GLU A 140      70.500  84.960  29.094  1.00  0.00

ATOM   2125  OE1 GLU A 140      71.744  84.972  28.975  1.00  0.00

ATOM   2126  OE2 GLU A 140      69.904  85.254  28.033  1.00  0.00

ATOM   2127  C   GLU A 140      68.523  81.148  31.758  1.00  0.00

ATOM   2128  O   GLU A 140      67.391  80.792  31.445  1.00  0.00

ATOM   2129  N   PHE A 141      69.540  80.305  31.918  1.00  0.00

ATOM   2130  H   PHE A 141      70.479  80.651  32.065  1.00  0.00

ATOM   2131  CA  PHE A 141      69.370  78.864  31.858  1.00  0.00

ATOM   2132  HA  PHE A 141      68.882  78.559  30.928  1.00  0.00

ATOM   2133  CB  PHE A 141      70.787  78.306  31.860  1.00  0.00

ATOM   2134  HB1 PHE A 141      71.451  78.701  32.630  1.00  0.00

ATOM   2135  HB2 PHE A 141      71.297  78.543  30.924  1.00  0.00

ATOM   2136  CG  PHE A 141      70.994  76.821  32.024  1.00  0.00

ATOM   2137  CD1 PHE A 141      71.300  76.278  33.283  1.00  0.00

ATOM   2138  HD1 PHE A 141      71.377  76.756  34.247  1.00  0.00

ATOM   2139  CE1 PHE A 141      71.651  74.932  33.420  1.00  0.00

ATOM   2140  HE1 PHE A 141      71.997  74.522  34.357  1.00  0.00

ATOM   2141  CZ  PHE A 141      71.754  74.169  32.260  1.00  0.00

ATOM   2142  HZ  PHE A 141      72.011  73.118  32.276  1.00  0.00

ATOM   2143  CE2 PHE A 141      71.452  74.677  30.986  1.00  0.00

ATOM   2144  HE2 PHE A 141      71.591  74.103  30.087  1.00  0.00

ATOM   2145  CD2 PHE A 141      71.078  76.023  30.879  1.00  0.00

ATOM   2146  HD2 PHE A 141      70.917  76.471  29.912  1.00  0.00

ATOM   2147  C   PHE A 141      68.587  78.277  33.019  1.00  0.00

ATOM   2148  O   PHE A 141      67.708  77.458  32.755  1.00  0.00

ATOM   2149  N   VAL A 142      68.730  78.824  34.232  1.00  0.00

ATOM   2150  H   VAL A 142      69.475  79.494  34.327  1.00  0.00

ATOM   2151  CA  VAL A 142      67.744  78.744  35.287  1.00  0.00

ATOM   2152  HA  VAL A 142      67.874  77.778  35.771  1.00  0.00

ATOM   2153  CB  VAL A 142      68.190  79.667  36.416  1.00  0.00

ATOM   2154  HB  VAL A 142      68.477  80.634  36.008  1.00  0.00

ATOM   2155  CG1 VAL A 142      67.141  79.824  37.514  1.00  0.00

ATOM   2156 1HG1 VAL A 142      66.714  78.836  37.672  1.00  0.00

ATOM   2157 2HG1 VAL A 142      67.660  80.212  38.388  1.00  0.00

ATOM   2158 3HG1 VAL A 142      66.440  80.599  37.183  1.00  0.00

ATOM   2159  CG2 VAL A 142      69.443  79.132  37.116  1.00  0.00

ATOM   2160 1HG2 VAL A 142      69.306  78.167  37.588  1.00  0.00

ATOM   2161 2HG2 VAL A 142      70.208  78.953  36.361  1.00  0.00

ATOM   2162 3HG2 VAL A 142      69.850  79.903  37.766  1.00  0.00

ATOM   2163  C   VAL A 142      66.305  79.039  34.896  1.00  0.00

ATOM   2164  O   VAL A 142      65.390  78.264  35.171  1.00  0.00

ATOM   2165  N   GLN A 143      66.002  80.145  34.210  1.00  0.00

ATOM   2166  H   GLN A 143      66.676  80.883  34.027  1.00  0.00

ATOM   2167  CA  GLN A 143      64.687  80.520  33.740  1.00  0.00

ATOM   2168  HA  GLN A 143      63.973  80.201  34.496  1.00  0.00

ATOM   2169  CB  GLN A 143      64.603  82.007  33.394  1.00  0.00

ATOM   2170  HB1 GLN A 143      63.640  82.298  32.973  1.00  0.00

ATOM   2171  HB2 GLN A 143      65.470  82.125  32.757  1.00  0.00

ATOM   2172  CG  GLN A 143      64.705  82.951  34.582  1.00  0.00

ATOM   2173  HG1 GLN A 143      65.391  82.626  35.375  1.00  0.00

ATOM   2174  HG2 GLN A 143      63.769  83.026  35.144  1.00  0.00

ATOM   2175  CD  GLN A 143      65.217  84.301  34.087  1.00  0.00

ATOM   2176  OE1 GLN A 143      64.374  85.024  33.557  1.00  0.00

ATOM   2177  NE2 GLN A 143      66.457  84.751  34.264  1.00  0.00

ATOM   2178 1HE2 GLN A 143      67.210  84.250  34.730  1.00  0.00

ATOM   2179 2HE2 GLN A 143      66.793  85.524  33.704  1.00  0.00

ATOM   2180  C   GLN A 143      64.215  79.637  32.592  1.00  0.00

ATOM   2181  O   GLN A 143      63.059  79.668  32.163  1.00  0.00

ATOM   2182  N   MET A 144      65.073  78.792  32.020  1.00  0.00

ATOM   2183  H   MET A 144      65.984  78.755  32.472  1.00  0.00

ATOM   2184  CA  MET A 144      64.823  77.790  31.006  1.00  0.00

ATOM   2185  HA  MET A 144      63.913  78.156  30.531  1.00  0.00

ATOM   2186  CB  MET A 144      65.899  77.934  29.946  1.00  0.00

ATOM   2187  HB1 MET A 144      66.874  77.692  30.378  1.00  0.00

ATOM   2188  HB2 MET A 144      65.977  78.968  29.608  1.00  0.00

ATOM   2189  CG  MET A 144      65.789  77.054  28.703  1.00  0.00

ATOM   2190  HG1 MET A 144      65.962  76.011  28.962  1.00  0.00

ATOM   2191  HG2 MET A 144      66.599  77.352  28.038  1.00  0.00

ATOM   2192  SD  MET A 144      64.256  77.117  27.739  1.00  0.00

ATOM   2193  CE  MET A 144      64.744  75.984  26.409  1.00  0.00

ATOM   2194  HE1 MET A 144      65.711  76.276  25.977  1.00  0.00

ATOM   2195  HE2 MET A 144      64.962  74.982  26.774  1.00  0.00

ATOM   2196  HE3 MET A 144      63.976  75.799  25.664  1.00  0.00

ATOM   2197  C   MET A 144      64.578  76.376  31.518  1.00  0.00

ATOM   2198  O   MET A 144      63.774  75.656  30.939  1.00  0.00

ATOM   2199  N   MET A 145      65.158  76.029  32.676  1.00  0.00

ATOM   2200  H   MET A 145      65.876  76.633  33.030  1.00  0.00

ATOM   2201  CA  MET A 145      64.886  74.825  33.441  1.00  0.00

ATOM   2202  HA  MET A 145      64.437  74.009  32.876  1.00  0.00

ATOM   2203  CB  MET A 145      66.197  74.329  34.049  1.00  0.00

ATOM   2204  HB1 MET A 145      65.864  73.472  34.643  1.00  0.00

ATOM   2205  HB2 MET A 145      66.678  75.042  34.711  1.00  0.00

ATOM   2206  CG  MET A 145      67.297  73.893  33.088  1.00  0.00

ATOM   2207  HG1 MET A 145      67.781  74.742  32.600  1.00  0.00

ATOM   2208  HG2 MET A 145      66.796  73.301  32.317  1.00  0.00

ATOM   2209  SD  MET A 145      68.529  72.792  33.819  1.00  0.00

ATOM   2210  CE  MET A 145      68.916  71.818  32.338  1.00  0.00

ATOM   2211  HE1 MET A 145      68.087  71.436  31.745  1.00  0.00

ATOM   2212  HE2 MET A 145      69.469  72.420  31.622  1.00  0.00

ATOM   2213  HE3 MET A 145      69.607  71.023  32.607  1.00  0.00

ATOM   2214  C   MET A 145      63.761  74.922  34.465  1.00  0.00

ATOM   2215  O   MET A 145      63.207  73.938  34.933  1.00  0.00

ATOM   2216  N   THR A 146      63.260  76.134  34.688  1.00  0.00

ATOM   2217  H   THR A 146      63.900  76.882  34.434  1.00  0.00

ATOM   2218  CA  THR A 146      62.127  76.576  35.470  1.00  0.00

ATOM   2219  HA  THR A 146      61.773  75.692  36.005  1.00  0.00

ATOM   2220  CB  THR A 146      62.446  77.598  36.557  1.00  0.00

ATOM   2221  HB  THR A 146      62.687  78.455  35.932  1.00  0.00

ATOM   2222  CG2 THR A 146      61.296  77.691  37.547  1.00  0.00

ATOM   2223 1HG2 THR A 146      60.364  78.013  37.087  1.00  0.00

ATOM   2224 2HG2 THR A 146      61.211  76.741  38.077  1.00  0.00

ATOM   2225 3HG2 THR A 146      61.561  78.463  38.269  1.00  0.00

ATOM   2226  OG1 THR A 146      63.624  77.173  37.220  1.00  0.00

ATOM   2227  HG1 THR A 146      64.383  77.529  36.749  1.00  0.00

ATOM   2228  C   THR A 146      61.007  77.011  34.532  1.00  0.00

ATOM   2229  O   THR A 146      61.290  77.691  33.546  1.00  0.00

ATOM   2230  N   ALA A 147      59.778  76.652  34.881  1.00  0.00

ATOM   2231  H   ALA A 147      59.693  75.965  35.626  1.00  0.00

ATOM   2232  CA  ALA A 147      58.562  77.046  34.208  1.00  0.00

ATOM   2233  HA  ALA A 147      58.665  78.070  33.828  1.00  0.00

ATOM   2234  CB  ALA A 147      58.256  76.051  33.098  1.00  0.00

ATOM   2235  HB1 ALA A 147      57.218  76.257  32.802  1.00  0.00

ATOM   2236  HB2 ALA A 147      58.933  76.103  32.245  1.00  0.00

ATOM   2237  HB3 ALA A 147      58.321  75.030  33.472  1.00  0.00

ATOM   2238  C   ALA A 147      57.445  77.172  35.222  1.00  0.00

ATOM   2239  O   ALA A 147      57.506  76.474  36.234  1.00  0.00

ATOM   2240  N   CLY A 148      56.422  77.967  34.889  1.00  0.00

ATOM   2241  H   CLY A 148      56.486  78.574  34.081  1.00  0.00

ATOM   2242  CA  CLY A 148      55.241  78.003  35.737  1.00  0.00

ATOM   2243  HA  CLY A 148      55.511  78.315  36.744  1.00  0.00

ATOM   2244  CB  CLY A 148      54.351  79.138  35.239  1.00  0.00

ATOM   2245  HB1 CLY A 148      53.461  79.198  35.878  1.00  0.00

ATOM   2246  HB2 CLY A 148      54.003  78.749  34.283  1.00  0.00

ATOM   2247  CG  CLY A 148      54.884  80.557  35.083  1.00  0.00

ATOM   2248  HG1 CLY A 148      54.103  81.255  34.795  1.00  0.00

ATOM   2249  HG2 CLY A 148      55.505  80.649  34.190  1.00  0.00

ATOM   2250  CD  CLY A 148      55.820  81.109  36.165  1.00  0.00

ATOM   2251  HD1 CLY A 148      56.225  82.092  35.930  1.00  0.00

ATOM   2252  HD2 CLY A 148      56.664  80.410  36.207  1.00  0.00

ATOM   2253  CE  CLY A 148      55.028  80.988  37.467  1.00  0.00

ATOM   2254  HE1 CLY A 148      55.709  81.018  38.314  1.00  0.00

ATOM   2255  HE2 CLY A 148      54.516  80.036  37.487  1.00  0.00

ATOM   2256  NZ  CLY A 148      54.141  82.129  37.703  1.00  0.00

ATOM   2257  HZ1 CLY A 148      53.357  82.209  37.072  1.00  0.00

ATOM   2258  HZ2 CLY A 148      53.666  82.059  38.599  1.00  0.00

ATOM   2259  HZ3 CLY A 148      54.711  82.968  37.769  1.00  0.00

ATOM   2260  C   CLY A 148      54.429  76.718  35.630  1.00  0.00

ATOM   2261  OC1 CLY A 148      54.339  76.056  36.688  1.00  0.00

ATOM   2262  OC2 CLY A 148      54.029  76.353  34.515  1.00  0.00

ATOM   2263  CA  CA  A 501      66.021  46.944  34.842  1.00  0.00

ATOM   2264  CA  CA  A 502      65.463  49.771  46.209  1.00  0.00

ATOM   2265  CA  CA  A 503      80.499  77.785  26.417  1.00  0.00

ATOM   2266  CA  CA  A 504      71.883  86.157  26.744  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        6

ATOM      1  N   NAL A   1      48.407  68.377  51.266  1.00  0.00

ATOM      2  H1  NAL A   1      48.910  68.380  52.142  1.00  0.00

ATOM      3  H2  NAL A   1      48.810  68.871  50.489  1.00  0.00

ATOM      4  H3  NAL A   1      47.482  68.763  51.402  1.00  0.00

ATOM      5  CA  NAL A   1      48.268  66.979  50.827  1.00  0.00

ATOM      6  HA  NAL A   1      49.201  66.443  50.967  1.00  0.00

ATOM      7  CB  NAL A   1      47.320  66.168  51.703  1.00  0.00

ATOM      8  HB1 NAL A   1      47.882  65.910  52.610  1.00  0.00

ATOM      9  HB2 NAL A   1      46.437  66.726  51.985  1.00  0.00

ATOM     10  HB3 NAL A   1      46.983  65.289  51.153  1.00  0.00

ATOM     11  C   NAL A   1      47.801  66.956  49.379  1.00  0.00

ATOM     12  O   NAL A   1      47.190  67.916  48.912  1.00  0.00

ATOM     13  N   ASP A   2      48.195  65.922  48.632  1.00  0.00

ATOM     14  H   ASP A   2      48.628  65.118  49.056  1.00  0.00

ATOM     15  CA  ASP A   2      47.955  65.847  47.207  1.00  0.00

ATOM     16  HA  ASP A   2      46.980  66.271  46.962  1.00  0.00

ATOM     17  CB  ASP A   2      49.152  66.485  46.506  1.00  0.00

ATOM     18  HB1 ASP A   2      50.035  65.848  46.612  1.00  0.00

ATOM     19  HB2 ASP A   2      49.371  67.442  46.987  1.00  0.00

ATOM     20  CG  ASP A   2      48.922  66.726  45.026  1.00  0.00

ATOM     21  OD1 ASP A   2      49.878  67.071  44.289  1.00  0.00

ATOM     22  OD2 ASP A   2      47.818  66.466  44.502  1.00  0.00

ATOM     23  C   ASP A   2      47.833  64.372  46.840  1.00  0.00

ATOM     24  O   ASP A   2      48.563  63.598  47.442  1.00  0.00

ATOM     25  N   GLN A   3      47.078  63.957  45.818  1.00  0.00

ATOM     26  H   GLN A   3      46.569  64.618  45.234  1.00  0.00

ATOM     27  CA  GLN A   3      47.157  62.666  45.172  1.00  0.00

ATOM     28  HA  GLN A   3      47.996  62.086  45.560  1.00  0.00

ATOM     29  CB  GLN A   3      45.933  61.844  45.575  1.00  0.00

ATOM     30  HB1 GLN A   3      45.981  60.918  44.999  1.00  0.00

ATOM     31  HB2 GLN A   3      44.979  62.324  45.371  1.00  0.00

ATOM     32  CG  GLN A   3      45.890  61.553  47.074  1.00  0.00

ATOM     33  HG1 GLN A   3      44.952  61.107  47.403  1.00  0.00

ATOM     34  HG2 GLN A   3      45.973  62.521  47.573  1.00  0.00

ATOM     35  CD  GLN A   3      47.012  60.639  47.546  1.00  0.00

ATOM     36  OE1 GLN A   3      47.614  59.959  46.714  1.00  0.00

ATOM     37  NE2 GLN A   3      47.299  60.501  48.836  1.00  0.00

ATOM     38 1HE2 GLN A   3      47.030  61.199  49.530  1.00  0.00

ATOM     39 2HE2 GLN A   3      48.049  59.882  49.105  1.00  0.00

ATOM     40  C   GLN A   3      47.276  62.888  43.674  1.00  0.00

ATOM     41  O   GLN A   3      46.636  63.774  43.111  1.00  0.00

ATOM     42  N   LEU A   4      48.037  62.057  42.961  1.00  0.00

ATOM     43  H   LEU A   4      48.479  61.320  43.489  1.00  0.00

ATOM     44  CA  LEU A   4      48.096  61.922  41.525  1.00  0.00

ATOM     45  HA  LEU A   4      47.942  62.870  41.003  1.00  0.00

ATOM     46  CB  LEU A   4      49.435  61.353  41.067  1.00  0.00

ATOM     47  HB1 LEU A   4      49.310  61.256  39.984  1.00  0.00

ATOM     48  HB2 LEU A   4      49.558  60.363  41.499  1.00  0.00

ATOM     49  CG  LEU A   4      50.593  62.282  41.393  1.00  0.00

ATOM     50  HG  LEU A   4      50.421  62.903  42.276  1.00  0.00

ATOM     51  CD1 LEU A   4      51.872  61.451  41.471  1.00  0.00

ATOM     52 1HD1 LEU A   4      52.638  62.015  41.998  1.00  0.00

ATOM     53 2HD1 LEU A   4      51.548  60.583  42.045  1.00  0.00

ATOM     54 3HD1 LEU A   4      52.207  61.205  40.471  1.00  0.00

ATOM     55  CD2 LEU A   4      50.932  63.319  40.325  1.00  0.00

ATOM     56 1HD2 LEU A   4      51.470  62.993  39.432  1.00  0.00

ATOM     57 2HD2 LEU A   4      49.968  63.681  39.968  1.00  0.00

ATOM     58 3HD2 LEU A   4      51.534  64.106  40.787  1.00  0.00

ATOM     59  C   LEU A   4      46.975  61.051  40.968  1.00  0.00

ATOM     60  O   LEU A   4      46.611  60.057  41.588  1.00  0.00

ATOM     61  N   THR A   5      46.463  61.312  39.763  1.00  0.00

ATOM     62  H   THR A   5      46.911  62.088  39.299  1.00  0.00

ATOM     63  CA  THR A   5      45.692  60.289  39.084  1.00  0.00

ATOM     64  HA  THR A   5      45.125  59.701  39.801  1.00  0.00

ATOM     65  CB  THR A   5      44.709  60.922  38.093  1.00  0.00

ATOM     66  HB  THR A   5      44.145  60.189  37.521  1.00  0.00

ATOM     67  CG2 THR A   5      43.690  61.845  38.769  1.00  0.00

ATOM     68 1HG2 THR A   5      42.992  62.162  37.998  1.00  0.00

ATOM     69 2HG2 THR A   5      43.116  61.308  39.519  1.00  0.00

ATOM     70 3HG2 THR A   5      44.190  62.687  39.229  1.00  0.00

ATOM     71  OG1 THR A   5      45.322  61.791  37.179  1.00  0.00

ATOM     72  HG1 THR A   5      44.631  62.386  36.903  1.00  0.00

ATOM     73  C   THR A   5      46.642  59.395  38.299  1.00  0.00

ATOM     74  O   THR A   5      47.845  59.621  38.198  1.00  0.00

ATOM     75  N   GLU A   6      46.086  58.289  37.799  1.00  0.00

ATOM     76  H   GLU A   6      45.153  57.997  38.067  1.00  0.00

ATOM     77  CA  GLU A   6      46.788  57.382  36.905  1.00  0.00

ATOM     78  HA  GLU A   6      47.682  57.074  37.444  1.00  0.00

ATOM     79  CB  GLU A   6      45.866  56.181  36.748  1.00  0.00

ATOM     80  HB1 GLU A   6      45.019  56.570  36.197  1.00  0.00

ATOM     81  HB2 GLU A   6      45.580  55.943  37.767  1.00  0.00

ATOM     82  CG  GLU A   6      46.455  54.978  36.013  1.00  0.00

ATOM     83  HG1 GLU A   6      46.845  55.253  35.028  1.00  0.00

ATOM     84  HG2 GLU A   6      45.724  54.185  35.874  1.00  0.00

ATOM     85  CD  GLU A   6      47.466  54.218  36.864  1.00  0.00

ATOM     86  OE1 GLU A   6      48.578  53.928  36.367  1.00  0.00

ATOM     87  OE2 GLU A   6      47.044  53.856  37.986  1.00  0.00

ATOM     88  C   GLU A   6      47.150  58.017  35.578  1.00  0.00

ATOM     89  O   GLU A   6      48.031  57.506  34.894  1.00  0.00

ATOM     90  N   GLU A   7      46.465  59.105  35.204  1.00  0.00

ATOM     91  H   GLU A   7      45.711  59.476  35.770  1.00  0.00

ATOM     92  CA  GLU A   7      46.919  59.901  34.088  1.00  0.00

ATOM     93  HA  GLU A   7      47.130  59.292  33.210  1.00  0.00

ATOM     94  CB  GLU A   7      45.743  60.815  33.740  1.00  0.00

ATOM     95  HB1 GLU A   7      46.047  61.718  33.224  1.00  0.00

ATOM     96  HB2 GLU A   7      45.188  61.010  34.658  1.00  0.00

ATOM     97  CG  GLU A   7      44.748  60.094  32.834  1.00  0.00

ATOM     98  HG1 GLU A   7      43.863  60.692  32.624  1.00  0.00

ATOM     99  HG2 GLU A   7      44.427  59.195  33.358  1.00  0.00

ATOM    100  CD  GLU A   7      45.447  59.861  31.503  1.00  0.00

ATOM    101  OE1 GLU A   7      45.954  60.891  31.021  1.00  0.00

ATOM    102  OE2 GLU A   7      45.714  58.708  31.087  1.00  0.00

ATOM    103  C   GLU A   7      48.113  60.790  34.437  1.00  0.00

ATOM    104  O   GLU A   7      48.920  60.987  33.529  1.00  0.00

ATOM    105  N   GLN A   8      48.196  61.409  35.613  1.00  0.00

ATOM    106  H   GLN A   8      47.450  61.272  36.290  1.00  0.00

ATOM    107  CA  GLN A   8      49.256  62.286  36.043  1.00  0.00

ATOM    108  HA  GLN A   8      49.574  63.096  35.388  1.00  0.00

ATOM    109  CB  GLN A   8      48.692  63.064  37.235  1.00  0.00

ATOM    110  HB1 GLN A   8      49.470  63.678  37.695  1.00  0.00

ATOM    111  HB2 GLN A   8      48.359  62.380  38.011  1.00  0.00

ATOM    112  CG  GLN A   8      47.542  63.963  36.784  1.00  0.00

ATOM    113  HG1 GLN A   8      46.897  63.405  36.104  1.00  0.00

ATOM    114  HG2 GLN A   8      47.992  64.752  36.177  1.00  0.00

ATOM    115  CD  GLN A   8      46.664  64.528  37.894  1.00  0.00

ATOM    116  OE1 GLN A   8      46.830  64.276  39.082  1.00  0.00

ATOM    117  NE2 GLN A   8      45.544  65.122  37.482  1.00  0.00

ATOM    118 1HE2 GLN A   8      45.411  65.220  36.481  1.00  0.00

ATOM    119 2HE2 GLN A   8      44.834  65.337  38.163  1.00  0.00

ATOM    120  C   GLN A   8      50.508  61.548  36.489  1.00  0.00

ATOM    121  O   GLN A   8      51.593  61.971  36.101  1.00  0.00

ATOM    122  N   ILE A   9      50.369  60.429  37.212  1.00  0.00

ATOM    123  H   ILE A   9      49.446  60.066  37.345  1.00  0.00

ATOM    124  CA  ILE A   9      51.513  59.586  37.484  1.00  0.00

ATOM    125  HA  ILE A   9      52.245  60.272  37.908  1.00  0.00

ATOM    126  CB  ILE A   9      51.198  58.665  38.666  1.00  0.00

ATOM    127  HB  ILE A   9      50.478  59.097  39.367  1.00  0.00

ATOM    128  CG2 ILE A   9      50.501  57.439  38.094  1.00  0.00

ATOM    129 1HG2 ILE A   9      51.257  56.914  37.509  1.00  0.00

ATOM    130 2HG2 ILE A   9      50.257  56.723  38.881  1.00  0.00

ATOM    131 3HG2 ILE A   9      49.641  57.729  37.493  1.00  0.00

ATOM    132  CG1 ILE A   9      52.432  58.305  39.486  1.00  0.00

ATOM    133 1HG1 ILE A   9      52.860  59.226  39.878  1.00  0.00

ATOM    134 2HG1 ILE A   9      53.121  57.859  38.775  1.00  0.00

ATOM    135  CD  ILE A   9      52.234  57.397  40.693  1.00  0.00

ATOM    136  HD1 ILE A   9      51.414  57.730  41.328  1.00  0.00

ATOM    137  HD2 ILE A   9      52.128  56.326  40.523  1.00  0.00

ATOM    138  HD3 ILE A   9      53.151  57.453  41.277  1.00  0.00

ATOM    139  C   ILE A   9      52.260  59.001  36.299  1.00  0.00

ATOM    140  O   ILE A   9      53.452  58.704  36.372  1.00  0.00

ATOM    141  N   ALA A  10      51.582  58.950  35.153  1.00  0.00

ATOM    142  H   ALA A  10      50.602  59.218  35.135  1.00  0.00

ATOM    143  CA  ALA A  10      52.176  58.567  33.885  1.00  0.00

ATOM    144  HA  ALA A  10      52.296  57.482  33.887  1.00  0.00

ATOM    145  CB  ALA A  10      51.317  58.816  32.648  1.00  0.00

ATOM    146  HB1 ALA A  10      51.835  58.423  31.768  1.00  0.00

ATOM    147  HB2 ALA A  10      50.420  58.230  32.820  1.00  0.00

ATOM    148  HB3 ALA A  10      51.068  59.871  32.536  1.00  0.00

ATOM    149  C   ALA A  10      53.512  59.258  33.636  1.00  0.00

ATOM    150  O   ALA A  10      54.350  58.643  32.981  1.00  0.00

ATOM    151  N   GLU A  11      53.756  60.498  34.085  1.00  0.00

ATOM    152  H   GLU A  11      53.039  60.870  34.678  1.00  0.00

ATOM    153  CA  GLU A  11      54.954  61.262  33.819  1.00  0.00

ATOM    154  HA  GLU A  11      55.144  61.235  32.746  1.00  0.00

ATOM    155  CB  GLU A  11      54.798  62.653  34.424  1.00  0.00

ATOM    156  HB1 GLU A  11      54.627  62.481  35.487  1.00  0.00

ATOM    157  HB2 GLU A  11      53.953  63.204  34.014  1.00  0.00

ATOM    158  CG  GLU A  11      56.044  63.509  34.192  1.00  0.00

ATOM    159  HG1 GLU A  11      56.913  62.954  34.536  1.00  0.00

ATOM    160  HG2 GLU A  11      55.995  64.288  34.950  1.00  0.00

ATOM    161  CD  GLU A  11      56.222  64.136  32.816  1.00  0.00

ATOM    162  OE1 GLU A  11      56.601  63.397  31.879  1.00  0.00

ATOM    163  OE2 GLU A  11      55.994  65.361  32.693  1.00  0.00

ATOM    164  C   GLU A  11      56.124  60.550  34.483  1.00  0.00

ATOM    165  O   GLU A  11      57.114  60.219  33.825  1.00  0.00

ATOM    166  N   PHE A  12      56.046  60.311  35.793  1.00  0.00

ATOM    167  H   PHE A  12      55.220  60.731  36.188  1.00  0.00

ATOM    168  CA  PHE A  12      56.958  59.553  36.624  1.00  0.00

ATOM    169  HA  PHE A  12      57.914  60.081  36.672  1.00  0.00

ATOM    170  CB  PHE A  12      56.376  59.645  38.028  1.00  0.00

ATOM    171  HB1 PHE A  12      57.035  59.132  38.738  1.00  0.00

ATOM    172  HB2 PHE A  12      55.456  59.066  38.056  1.00  0.00

ATOM    173  CG  PHE A  12      56.162  60.987  38.675  1.00  0.00

ATOM    174  CD1 PHE A  12      54.878  61.359  39.106  1.00  0.00

ATOM    175  HD1 PHE A  12      54.080  60.630  39.128  1.00  0.00

ATOM    176  CE1 PHE A  12      54.708  62.674  39.554  1.00  0.00

ATOM    177  HE1 PHE A  12      53.736  62.882  39.978  1.00  0.00

ATOM    178  CZ  PHE A  12      55.783  63.563  39.702  1.00  0.00

ATOM    179  HZ  PHE A  12      55.529  64.561  40.005  1.00  0.00

ATOM    180  CE2 PHE A  12      57.061  63.172  39.293  1.00  0.00

ATOM    181  HE2 PHE A  12      57.874  63.878  39.219  1.00  0.00

ATOM    182  CD2 PHE A  12      57.254  61.840  38.878  1.00  0.00

ATOM    183  HD2 PHE A  12      58.273  61.557  38.656  1.00  0.00

ATOM    184  C   PHE A  12      57.076  58.084  36.259  1.00  0.00

ATOM    185  O   PHE A  12      58.144  57.488  36.330  1.00  0.00

ATOM    186  N   LYS A  13      56.013  57.497  35.689  1.00  0.00

ATOM    187  H   LYS A  13      55.196  58.088  35.624  1.00  0.00

ATOM    188  CA  LYS A  13      56.092  56.154  35.136  1.00  0.00

ATOM    189  HA  LYS A  13      56.629  55.536  35.855  1.00  0.00

ATOM    190  CB  LYS A  13      54.729  55.518  34.884  1.00  0.00

ATOM    191  HB1 LYS A  13      55.008  54.726  34.185  1.00  0.00

ATOM    192  HB2 LYS A  13      54.035  56.199  34.398  1.00  0.00

ATOM    193  CG  LYS A  13      54.092  54.896  36.127  1.00  0.00

ATOM    194  HG1 LYS A  13      53.610  55.654  36.748  1.00  0.00

ATOM    195  HG2 LYS A  13      54.716  54.310  36.800  1.00  0.00

ATOM    196  CD  LYS A  13      52.882  54.021  35.809  1.00  0.00

ATOM    197  HD1 LYS A  13      53.245  53.239  35.140  1.00  0.00

ATOM    198  HD2 LYS A  13      52.123  54.483  35.172  1.00  0.00

ATOM    199  CE  LYS A  13      52.188  53.657  37.121  1.00  0.00

ATOM    200  HE1 LYS A  13      51.812  54.558  37.589  1.00  0.00

ATOM    201  HE2 LYS A  13      52.898  53.093  37.724  1.00  0.00

ATOM    202  NZ  LYS A  13      51.058  52.752  36.863  1.00  0.00

ATOM    203  HZ1 LYS A  13      50.165  53.157  36.633  1.00  0.00

ATOM    204  HZ2 LYS A  13      51.281  52.169  36.071  1.00  0.00

ATOM    205  HZ3 LYS A  13      50.863  52.128  37.639  1.00  0.00

ATOM    206  C   LYS A  13      56.969  56.166  33.897  1.00  0.00

ATOM    207  O   LYS A  13      57.837  55.300  33.750  1.00  0.00

ATOM    208  N   GLU A  14      56.817  57.119  32.977  1.00  0.00

ATOM    209  H   GLU A  14      56.078  57.791  33.107  1.00  0.00

ATOM    210  CA  GLU A  14      57.675  57.319  31.825  1.00  0.00

ATOM    211  HA  GLU A  14      57.767  56.404  31.241  1.00  0.00

ATOM    212  CB  GLU A  14      56.960  58.320  30.912  1.00  0.00

ATOM    213  HB1 GLU A  14      57.041  59.278  31.434  1.00  0.00

ATOM    214  HB2 GLU A  14      55.941  57.960  30.891  1.00  0.00

ATOM    215  CG  GLU A  14      57.589  58.535  29.535  1.00  0.00

ATOM    216  HG1 GLU A  14      57.837  57.561  29.116  1.00  0.00

ATOM    217  HG2 GLU A  14      58.537  59.053  29.663  1.00  0.00

ATOM    218  CD  GLU A  14      56.768  59.347  28.537  1.00  0.00

ATOM    219  OE1 GLU A  14      56.905  60.571  28.302  1.00  0.00

ATOM    220  OE2 GLU A  14      55.823  58.794  27.939  1.00  0.00

ATOM    221  C   GLU A  14      59.103  57.692  32.170  1.00  0.00

ATOM    222  O   GLU A  14      60.025  57.202  31.513  1.00  0.00

ATOM    223  N   ALA A  15      59.310  58.531  33.195  1.00  0.00

ATOM    224  H   ALA A  15      58.513  58.944  33.652  1.00  0.00

ATOM    225  CA  ALA A  15      60.638  58.988  33.552  1.00  0.00

ATOM    226  HA  ALA A  15      61.183  59.328  32.670  1.00  0.00

ATOM    227  CB  ALA A  15      60.471  60.172  34.490  1.00  0.00

ATOM    228  HB1 ALA A  15      61.474  60.469  34.787  1.00  0.00

ATOM    229  HB2 ALA A  15      59.906  60.997  34.062  1.00  0.00

ATOM    230  HB3 ALA A  15      60.049  59.772  35.419  1.00  0.00

ATOM    231  C   ALA A  15      61.423  57.842  34.183  1.00  0.00

ATOM    232  O   ALA A  15      62.640  57.769  34.017  1.00  0.00

ATOM    233  N   PHE A  16      60.712  56.898  34.812  1.00  0.00

ATOM    234  H   PHE A  16      59.737  57.101  34.927  1.00  0.00

ATOM    235  CA  PHE A  16      61.371  55.761  35.413  1.00  0.00

ATOM    236  HA  PHE A  16      62.264  56.121  35.923  1.00  0.00

ATOM    237  CB  PHE A  16      60.438  55.129  36.447  1.00  0.00

ATOM    238  HB1 PHE A  16      59.588  54.697  35.920  1.00  0.00

ATOM    239  HB2 PHE A  16      60.023  55.923  37.075  1.00  0.00

ATOM    240  CG  PHE A  16      60.972  54.016  37.318  1.00  0.00

ATOM    241  CD1 PHE A  16      61.315  54.285  38.654  1.00  0.00

ATOM    242  HD1 PHE A  16      60.968  55.179  39.141  1.00  0.00

ATOM    243  CE1 PHE A  16      61.996  53.295  39.373  1.00  0.00

ATOM    244  HE1 PHE A  16      62.275  53.533  40.381  1.00  0.00

ATOM    245  CZ  PHE A  16      62.182  51.987  38.909  1.00  0.00

ATOM    246  HZ  PHE A  16      62.438  51.178  39.579  1.00  0.00

ATOM    247  CE2 PHE A  16      61.692  51.700  37.627  1.00  0.00

ATOM    248  HE2 PHE A  16      61.616  50.654  37.369  1.00  0.00

ATOM    249  CD2 PHE A  16      61.192  52.731  36.819  1.00  0.00

ATOM    250  HD2 PHE A  16      60.885  52.531  35.807  1.00  0.00

ATOM    251  C   PHE A  16      61.867  54.853  34.303  1.00  0.00

ATOM    252  O   PHE A  16      63.039  54.480  34.276  1.00  0.00

ATOM    253  N   SER A  17      61.066  54.676  33.242  1.00  0.00

ATOM    254  H   SER A  17      60.105  54.978  33.363  1.00  0.00

ATOM    255  CA  SER A  17      61.324  53.938  32.029  1.00  0.00

ATOM    256  HA  SER A  17      61.591  52.917  32.304  1.00  0.00

ATOM    257  CB  SER A  17      60.036  53.868  31.226  1.00  0.00

ATOM    258  HB1 SER A  17      60.234  53.168  30.409  1.00  0.00

ATOM    259  HB2 SER A  17      59.711  54.822  30.815  1.00  0.00

ATOM    260  OG  SER A  17      58.907  53.450  31.966  1.00  0.00

ATOM    261  HG  SER A  17      58.548  54.224  32.389  1.00  0.00

ATOM    262  C   SER A  17      62.395  54.567  31.142  1.00  0.00

ATOM    263  O   SER A  17      62.676  54.119  30.031  1.00  0.00

ATOM    264  N   LEU A  18      62.909  55.735  31.503  1.00  0.00

ATOM    265  H   LEU A  18      62.599  56.132  32.389  1.00  0.00

ATOM    266  CA  LEU A  18      63.911  56.521  30.821  1.00  0.00

ATOM    267  HA  LEU A  18      63.860  56.231  29.770  1.00  0.00

ATOM    268  CB  LEU A  18      63.696  58.026  30.924  1.00  0.00

ATOM    269  HB1 LEU A  18      64.205  58.429  31.792  1.00  0.00

ATOM    270  HB2 LEU A  18      62.623  58.148  31.108  1.00  0.00

ATOM    271  CG  LEU A  18      64.151  58.834  29.709  1.00  0.00

ATOM    272  HG  LEU A  18      65.195  58.638  29.453  1.00  0.00

ATOM    273  CD1 LEU A  18      63.339  58.508  28.459  1.00  0.00

ATOM    274 1HD1 LEU A  18      63.877  58.961  27.628  1.00  0.00

ATOM    275 2HD1 LEU A  18      63.221  57.440  28.240  1.00  0.00

ATOM    276 3HD1 LEU A  18      62.310  58.848  28.471  1.00  0.00

ATOM    277  CD2 LEU A  18      63.872  60.311  29.927  1.00  0.00

ATOM    278 1HD2 LEU A  18      62.801  60.443  30.111  1.00  0.00

ATOM    279 2HD2 LEU A  18      64.444  60.668  30.782  1.00  0.00

ATOM    280 3HD2 LEU A  18      64.052  60.981  29.075  1.00  0.00

ATOM    281  C   LEU A  18      65.320  56.127  31.248  1.00  0.00

ATOM    282  O   LEU A  18      66.340  56.486  30.660  1.00  0.00

ATOM    283  N   PHE A  19      65.378  55.337  32.319  1.00  0.00

ATOM    284  H   PHE A  19      64.475  55.108  32.714  1.00  0.00

ATOM    285  CA  PHE A  19      66.527  54.885  33.079  1.00  0.00

ATOM    286  HA  PHE A  19      67.408  55.223  32.541  1.00  0.00

ATOM    287  CB  PHE A  19      66.359  55.548  34.441  1.00  0.00

ATOM    288  HB1 PHE A  19      66.745  54.963  35.277  1.00  0.00

ATOM    289  HB2 PHE A  19      65.284  55.567  34.646  1.00  0.00

ATOM    290  CG  PHE A  19      66.977  56.925  34.381  1.00  0.00

ATOM    291  CD1 PHE A  19      66.143  58.042  34.389  1.00  0.00

ATOM    292  HD1 PHE A  19      65.080  57.899  34.270  1.00  0.00

ATOM    293  CE1 PHE A  19      66.678  59.333  34.478  1.00  0.00

ATOM    294  HE1 PHE A  19      66.055  60.204  34.591  1.00  0.00

ATOM    295  CZ  PHE A  19      68.073  59.495  34.382  1.00  0.00

ATOM    296  HZ  PHE A  19      68.594  60.442  34.414  1.00  0.00

ATOM    297  CE2 PHE A  19      68.869  58.347  34.333  1.00  0.00

ATOM    298  HE2 PHE A  19      69.940  58.479  34.403  1.00  0.00

ATOM    299  CD2 PHE A  19      68.377  57.034  34.321  1.00  0.00

ATOM    300  HD2 PHE A  19      68.963  56.130  34.264  1.00  0.00

ATOM    301  C   PHE A  19      66.458  53.369  33.214  1.00  0.00

ATOM    302  O   PHE A  19      67.526  52.775  33.097  1.00  0.00

ATOM    303  N   ASP A  20      65.312  52.697  33.356  1.00  0.00

ATOM    304  H   ASP A  20      64.435  53.153  33.557  1.00  0.00

ATOM    305  CA  ASP A  20      65.245  51.258  33.157  1.00  0.00

ATOM    306  HA  ASP A  20      66.063  50.844  33.751  1.00  0.00

ATOM    307  CB  ASP A  20      63.937  50.811  33.798  1.00  0.00

ATOM    308  HB1 ASP A  20      63.127  51.254  33.204  1.00  0.00

ATOM    309  HB2 ASP A  20      63.772  51.213  34.795  1.00  0.00

ATOM    310  CG  ASP A  20      63.823  49.296  33.887  1.00  0.00

ATOM    311  OD1 ASP A  20      64.627  48.577  33.257  1.00  0.00

ATOM    312  OD2 ASP A  20      62.958  48.786  34.629  1.00  0.00

ATOM    313  C   ASP A  20      65.359  50.979  31.667  1.00  0.00

ATOM    314  O   ASP A  20      64.482  51.358  30.896  1.00  0.00

ATOM    315  N   LYS A  21      66.409  50.239  31.276  1.00  0.00

ATOM    316  H   LYS A  21      67.009  49.935  32.026  1.00  0.00

ATOM    317  CA  LYS A  21      66.726  49.901  29.907  1.00  0.00

ATOM    318  HA  LYS A  21      66.243  50.669  29.302  1.00  0.00

ATOM    319  CB  LYS A  21      68.225  49.980  29.620  1.00  0.00

ATOM    320  HB1 LYS A  21      68.437  49.855  28.569  1.00  0.00

ATOM    321  HB2 LYS A  21      68.734  49.156  30.118  1.00  0.00

ATOM    322  CG  LYS A  21      68.771  51.335  30.078  1.00  0.00

ATOM    323  HG1 LYS A  21      69.832  51.350  29.828  1.00  0.00

ATOM    324  HG2 LYS A  21      68.777  51.532  31.149  1.00  0.00

ATOM    325  CD  LYS A  21      68.125  52.592  29.496  1.00  0.00

ATOM    326  HD1 LYS A  21      68.648  53.428  29.957  1.00  0.00

ATOM    327  HD2 LYS A  21      67.076  52.707  29.756  1.00  0.00

ATOM    328  CE  LYS A  21      68.366  52.622  27.986  1.00  0.00

ATOM    329  HE1 LYS A  21      68.125  51.690  27.496  1.00  0.00

ATOM    330  HE2 LYS A  21      69.441  52.816  27.918  1.00  0.00

ATOM    331  NZ  LYS A  21      67.621  53.698  27.306  1.00  0.00

ATOM    332  HZ1 LYS A  21      67.581  53.620  26.298  1.00  0.00

ATOM    333  HZ2 LYS A  21      66.659  53.679  27.599  1.00  0.00

ATOM    334  HZ3 LYS A  21      67.998  54.625  27.424  1.00  0.00

ATOM    335  C   LYS A  21      66.260  48.517  29.465  1.00  0.00

ATOM    336  O   LYS A  21      66.173  48.217  28.274  1.00  0.00

ATOM    337  N   ASP A  22      65.900  47.631  30.395  1.00  0.00

ATOM    338  H   ASP A  22      65.887  47.916  31.364  1.00  0.00

ATOM    339  CA  ASP A  22      65.320  46.343  30.072  1.00  0.00

ATOM    340  HA  ASP A  22      65.464  46.142  29.009  1.00  0.00

ATOM    341  CB  ASP A  22      66.104  45.187  30.680  1.00  0.00

ATOM    342  HB1 ASP A  22      67.124  45.545  30.822  1.00  0.00

ATOM    343  HB2 ASP A  22      66.077  44.363  29.973  1.00  0.00

ATOM    344  CG  ASP A  22      65.587  44.720  32.031  1.00  0.00

ATOM    345  OD1 ASP A  22      65.165  45.564  32.856  1.00  0.00

ATOM    346  OD2 ASP A  22      65.678  43.524  32.375  1.00  0.00

ATOM    347  C   ASP A  22      63.824  46.212  30.318  1.00  0.00

ATOM    348  O   ASP A  22      63.191  45.257  29.871  1.00  0.00

ATOM    349  N   GLY A  23      63.312  47.066  31.208  1.00  0.00

ATOM    350  H   GLY A  23      63.930  47.685  31.709  1.00  0.00

ATOM    351  CA  GLY A  23      61.892  47.185  31.449  1.00  0.00

ATOM    352  HA1 GLY A  23      61.278  47.022  30.559  1.00  0.00

ATOM    353  HA2 GLY A  23      61.676  48.162  31.865  1.00  0.00

ATOM    354  C   GLY A  23      61.357  46.123  32.404  1.00  0.00

ATOM    355  O   GLY A  23      60.163  45.856  32.330  1.00  0.00

ATOM    356  N   ASP A  24      62.163  45.593  33.333  1.00  0.00

ATOM    357  H   ASP A  24      63.134  45.833  33.217  1.00  0.00

ATOM    358  CA  ASP A  24      61.735  44.751  34.432  1.00  0.00

ATOM    359  HA  ASP A  24      61.099  43.949  34.049  1.00  0.00

ATOM    360  CB  ASP A  24      62.952  44.039  35.007  1.00  0.00

ATOM    361  HB1 ASP A  24      63.587  43.855  34.131  1.00  0.00

ATOM    362  HB2 ASP A  24      62.587  43.121  35.449  1.00  0.00

ATOM    363  CG  ASP A  24      63.631  44.861  36.102  1.00  0.00

ATOM    364  OD1 ASP A  24      64.093  45.971  35.772  1.00  0.00

ATOM    365  OD2 ASP A  24      63.584  44.504  37.296  1.00  0.00

ATOM    366  C   ASP A  24      60.952  45.468  35.528  1.00  0.00

ATOM    367  O   ASP A  24      60.096  44.805  36.103  1.00  0.00

ATOM    368  N   GLY A  25      61.218  46.747  35.816  1.00  0.00

ATOM    369  H   GLY A  25      61.866  47.203  35.189  1.00  0.00

ATOM    370  CA  GLY A  25      60.743  47.474  36.983  1.00  0.00

ATOM    371  HA1 GLY A  25      59.938  46.903  37.457  1.00  0.00

ATOM    372  HA2 GLY A  25      60.352  48.373  36.507  1.00  0.00

ATOM    373  C   GLY A  25      61.753  47.974  37.999  1.00  0.00

ATOM    374  O   GLY A  25      61.332  48.579  38.982  1.00  0.00

ATOM    375  N   THR A  26      63.038  47.857  37.664  1.00  0.00

ATOM    376  H   THR A  26      63.269  47.418  36.776  1.00  0.00

ATOM    377  CA  THR A  26      64.132  48.382  38.445  1.00  0.00

ATOM    378  HA  THR A  26      63.752  49.168  39.101  1.00  0.00

ATOM    379  CB  THR A  26      64.711  47.350  39.416  1.00  0.00

ATOM    380  HB  THR A  26      65.623  47.748  39.856  1.00  0.00

ATOM    381  CG2 THR A  26      63.753  46.856  40.500  1.00  0.00

ATOM    382 1HG2 THR A  26      64.243  46.077  41.078  1.00  0.00

ATOM    383 2HG2 THR A  26      63.560  47.732  41.126  1.00  0.00

ATOM    384 3HG2 THR A  26      62.753  46.642  40.123  1.00  0.00

ATOM    385  OG1 THR A  26      65.105  46.171  38.762  1.00  0.00

ATOM    386  HG1 THR A  26      64.400  45.861  38.194  1.00  0.00

ATOM    387  C   THR A  26      65.280  48.972  37.640  1.00  0.00

ATOM    388  O   THR A  26      65.651  48.503  36.562  1.00  0.00

ATOM    389  N   ILE A  27      65.788  50.024  38.277  1.00  0.00

ATOM    390  H   ILE A  27      65.508  50.084  39.241  1.00  0.00

ATOM    391  CA  ILE A  27      66.999  50.706  37.841  1.00  0.00

ATOM    392  HA  ILE A  27      67.144  50.412  36.799  1.00  0.00

ATOM    393  CB  ILE A  27      66.809  52.205  37.999  1.00  0.00

ATOM    394  HB  ILE A  27      66.812  52.465  39.057  1.00  0.00

ATOM    395  CG2 ILE A  27      67.969  52.944  37.338  1.00  0.00

ATOM    396 1HG2 ILE A  27      67.941  53.971  37.697  1.00  0.00

ATOM    397 2HG2 ILE A  27      68.896  52.569  37.766  1.00  0.00

ATOM    398 3HG2 ILE A  27      67.875  52.880  36.257  1.00  0.00

ATOM    399  CG1 ILE A  27      65.530  52.635  37.285  1.00  0.00

ATOM    400 1HG1 ILE A  27      64.686  51.938  37.220  1.00  0.00

ATOM    401 2HG1 ILE A  27      65.826  52.635  36.232  1.00  0.00

ATOM    402  CD  ILE A  27      65.022  54.041  37.576  1.00  0.00

ATOM    403  HD1 ILE A  27      65.846  54.727  37.372  1.00  0.00

ATOM    404  HD2 ILE A  27      64.216  54.239  36.873  1.00  0.00

ATOM    405  HD3 ILE A  27      64.764  53.992  38.638  1.00  0.00

ATOM    406  C   ILE A  27      68.190  50.203  38.641  1.00  0.00

ATOM    407  O   ILE A  27      68.167  50.189  39.866  1.00  0.00

ATOM    408  N   THR A  28      69.228  49.811  37.899  1.00  0.00

ATOM    409  H   THR A  28      69.004  49.714  36.917  1.00  0.00

ATOM    410  CA  THR A  28      70.550  49.396  38.319  1.00  0.00

ATOM    411  HA  THR A  28      70.529  49.178  39.385  1.00  0.00

ATOM    412  CB  THR A  28      70.913  48.144  37.537  1.00  0.00

ATOM    413  HB  THR A  28      71.860  47.836  37.975  1.00  0.00

ATOM    414  CG2 THR A  28      69.994  46.927  37.698  1.00  0.00

ATOM    415 1HG2 THR A  28      70.137  46.580  38.718  1.00  0.00

ATOM    416 2HG2 THR A  28      68.958  47.170  37.481  1.00  0.00

ATOM    417 3HG2 THR A  28      70.341  46.002  37.251  1.00  0.00

ATOM    418  OG1 THR A  28      71.255  48.272  36.170  1.00  0.00

ATOM    419  HG1 THR A  28      70.396  48.385  35.746  1.00  0.00

ATOM    420  C   THR A  28      71.597  50.482  38.062  1.00  0.00

ATOM    421  O   THR A  28      71.339  51.456  37.358  1.00  0.00

ATOM    422  N   THR A  29      72.783  50.332  38.664  1.00  0.00

ATOM    423  H   THR A  29      72.913  49.745  39.462  1.00  0.00

ATOM    424  CA  THR A  29      73.881  51.233  38.362  1.00  0.00

ATOM    425  HA  THR A  29      73.596  52.284  38.365  1.00  0.00

ATOM    426  CB  THR A  29      75.098  51.071  39.269  1.00  0.00

ATOM    427  HB  THR A  29      75.847  51.766  38.879  1.00  0.00

ATOM    428  CG2 THR A  29      74.832  51.479  40.711  1.00  0.00

ATOM    429 1HG2 THR A  29      75.641  51.219  41.405  1.00  0.00

ATOM    430 2HG2 THR A  29      74.404  52.482  40.674  1.00  0.00

ATOM    431 3HG2 THR A  29      74.009  50.903  41.127  1.00  0.00

ATOM    432  OG1 THR A  29      75.570  49.749  39.380  1.00  0.00

ATOM    433  HG1 THR A  29      76.494  49.932  39.589  1.00  0.00

ATOM    434  C   THR A  29      74.416  51.060  36.947  1.00  0.00

ATOM    435  O   THR A  29      74.860  52.045  36.355  1.00  0.00

ATOM    436  N   LYS A  30      74.336  49.845  36.405  1.00  0.00

ATOM    437  H   LYS A  30      73.969  49.090  36.978  1.00  0.00

ATOM    438  CA  LYS A  30      74.688  49.478  35.050  1.00  0.00

ATOM    439  HA  LYS A  30      75.711  49.848  35.004  1.00  0.00

ATOM    440  CB  LYS A  30      74.644  47.973  34.788  1.00  0.00

ATOM    441  HB1 LYS A  30      73.627  47.582  34.740  1.00  0.00

ATOM    442  HB2 LYS A  30      75.167  47.480  35.606  1.00  0.00

ATOM    443  CG  LYS A  30      75.435  47.667  33.517  1.00  0.00

ATOM    444  HG1 LYS A  30      76.372  48.210  33.543  1.00  0.00

ATOM    445  HG2 LYS A  30      74.915  47.966  32.607  1.00  0.00

ATOM    446  CD  LYS A  30      75.657  46.159  33.454  1.00  0.00

ATOM    447  HD1 LYS A  30      74.691  45.677  33.272  1.00  0.00

ATOM    448  HD2 LYS A  30      76.132  45.870  34.385  1.00  0.00

ATOM    449  CE  LYS A  30      76.520  45.742  32.269  1.00  0.00

ATOM    450  HE1 LYS A  30      77.492  46.224  32.393  1.00  0.00

ATOM    451  HE2 LYS A  30      76.113  46.047  31.309  1.00  0.00

ATOM    452  NZ  LYS A  30      76.747  44.301  32.466  1.00  0.00

ATOM    453  HZ1 LYS A  30      75.858  43.818  32.514  1.00  0.00

ATOM    454  HZ2 LYS A  30      77.282  44.068  31.642  1.00  0.00

ATOM    455  HZ3 LYS A  30      77.165  44.159  33.375  1.00  0.00

ATOM    456  C   LYS A  30      73.853  50.231  34.029  1.00  0.00

ATOM    457  O   LYS A  30      74.366  50.653  32.995  1.00  0.00

ATOM    458  N   GLU A  31      72.578  50.428  34.347  1.00  0.00

ATOM    459  H   GLU A  31      72.311  50.248  35.309  1.00  0.00

ATOM    460  CA  GLU A  31      71.658  51.147  33.493  1.00  0.00

ATOM    461  HA  GLU A  31      71.864  50.859  32.458  1.00  0.00

ATOM    462  CB  GLU A  31      70.234  50.721  33.836  1.00  0.00

ATOM    463  HB1 GLU A  31      69.557  51.328  33.234  1.00  0.00

ATOM    464  HB2 GLU A  31      70.164  50.730  34.931  1.00  0.00

ATOM    465  CG  GLU A  31      69.913  49.337  33.273  1.00  0.00

ATOM    466  HG1 GLU A  31      70.735  48.641  33.444  1.00  0.00

ATOM    467  HG2 GLU A  31      69.782  49.415  32.192  1.00  0.00

ATOM    468  CD  GLU A  31      68.654  48.785  33.924  1.00  0.00

ATOM    469  OE1 GLU A  31      68.627  48.516  35.142  1.00  0.00

ATOM    470  OE2 GLU A  31      67.640  48.518  33.237  1.00  0.00

ATOM    471  C   GLU A  31      71.835  52.655  33.584  1.00  0.00

ATOM    472  O   GLU A  31      71.621  53.356  32.606  1.00  0.00

ATOM    473  N   LEU A  32      72.328  53.252  34.682  1.00  0.00

ATOM    474  H   LEU A  32      72.332  52.724  35.544  1.00  0.00

ATOM    475  CA  LEU A  32      72.818  54.605  34.788  1.00  0.00

ATOM    476  HA  LEU A  32      72.059  55.179  34.242  1.00  0.00

ATOM    477  CB  LEU A  32      72.751  54.966  36.267  1.00  0.00

ATOM    478  HB1 LEU A  32      73.394  54.315  36.867  1.00  0.00

ATOM    479  HB2 LEU A  32      71.753  54.719  36.636  1.00  0.00

ATOM    480  CG  LEU A  32      73.100  56.409  36.626  1.00  0.00

ATOM    481  HG  LEU A  32      74.077  56.683  36.224  1.00  0.00

ATOM    482  CD1 LEU A  32      72.071  57.405  36.099  1.00  0.00

ATOM    483 1HD1 LEU A  32      71.138  57.262  36.650  1.00  0.00

ATOM    484 2HD1 LEU A  32      72.376  58.441  36.229  1.00  0.00

ATOM    485 3HD1 LEU A  32      71.745  57.240  35.077  1.00  0.00

ATOM    486  CD2 LEU A  32      73.292  56.700  38.110  1.00  0.00

ATOM    487 1HD2 LEU A  32      72.421  56.430  38.706  1.00  0.00

ATOM    488 2HD2 LEU A  32      74.045  55.957  38.395  1.00  0.00

ATOM    489 3HD2 LEU A  32      73.737  57.684  38.248  1.00  0.00

ATOM    490  C   LEU A  32      74.105  54.833  34.019  1.00  0.00

ATOM    491  O   LEU A  32      74.273  55.752  33.214  1.00  0.00

ATOM    492  N   GLY A  33      74.936  53.788  34.088  1.00  0.00

ATOM    493  H   GLY A  33      74.780  53.084  34.793  1.00  0.00

ATOM    494  CA  GLY A  33      76.164  53.660  33.336  1.00  0.00

ATOM    495  HA1 GLY A  33      76.646  52.704  33.509  1.00  0.00

ATOM    496  HA2 GLY A  33      76.823  54.457  33.675  1.00  0.00

ATOM    497  C   GLY A  33      76.001  53.712  31.825  1.00  0.00

ATOM    498  O   GLY A  33      76.755  54.421  31.158  1.00  0.00

ATOM    499  N   THR A  34      74.920  53.097  31.325  1.00  0.00

ATOM    500  H   THR A  34      74.299  52.706  32.025  1.00  0.00

ATOM    501  CA  THR A  34      74.456  53.113  29.958  1.00  0.00

ATOM    502  HA  THR A  34      75.346  52.968  29.358  1.00  0.00

ATOM    503  CB  THR A  34      73.506  51.951  29.675  1.00  0.00

ATOM    504  HB  THR A  34      72.549  52.000  30.205  1.00  0.00

ATOM    505  CG2 THR A  34      73.152  51.780  28.201  1.00  0.00

ATOM    506 1HG2 THR A  34      73.922  51.521  27.476  1.00  0.00

ATOM    507 2HG2 THR A  34      72.430  50.972  28.134  1.00  0.00

ATOM    508 3HG2 THR A  34      72.570  52.618  27.828  1.00  0.00

ATOM    509  OG1 THR A  34      74.190  50.752  29.981  1.00  0.00

ATOM    510  HG1 THR A  34      75.035  50.851  29.552  1.00  0.00

ATOM    511  C   THR A  34      73.795  54.422  29.555  1.00  0.00

ATOM    512  O   THR A  34      74.081  54.866  28.440  1.00  0.00

ATOM    513  N   VAL A  35      72.978  55.101  30.364  1.00  0.00

ATOM    514  H   VAL A  35      72.691  54.681  31.229  1.00  0.00

ATOM    515  CA  VAL A  35      72.579  56.460  30.081  1.00  0.00

ATOM    516  HA  VAL A  35      71.978  56.449  29.170  1.00  0.00

ATOM    517  CB  VAL A  35      71.644  56.997  31.158  1.00  0.00

ATOM    518  HB  VAL A  35      72.142  57.103  32.116  1.00  0.00

ATOM    519  CG1 VAL A  35      71.234  58.422  30.776  1.00  0.00

ATOM    520 1HG1 VAL A  35      71.981  59.191  30.982  1.00  0.00

ATOM    521 2HG1 VAL A  35      71.021  58.499  29.711  1.00  0.00

ATOM    522 3HG1 VAL A  35      70.385  58.722  31.388  1.00  0.00

ATOM    523  CG2 VAL A  35      70.344  56.217  31.313  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.620  56.377  30.512  1.00  0.00

ATOM    525 2HG2 VAL A  35      70.483  55.137  31.395  1.00  0.00

ATOM    526 3HG2 VAL A  35      69.826  56.456  32.241  1.00  0.00

ATOM    527  C   VAL A  35      73.811  57.338  29.880  1.00  0.00

ATOM    528  O   VAL A  35      73.929  58.025  28.870  1.00  0.00

ATOM    529  N   MET A  36      74.858  57.207  30.702  1.00  0.00

ATOM    530  H   MET A  36      74.656  56.614  31.497  1.00  0.00

ATOM    531  CA  MET A  36      76.007  58.081  30.661  1.00  0.00

ATOM    532  HA  MET A  36      75.575  59.085  30.592  1.00  0.00

ATOM    533  CB  MET A  36      76.753  57.949  31.985  1.00  0.00

ATOM    534  HB1 MET A  36      77.749  58.339  31.756  1.00  0.00

ATOM    535  HB2 MET A  36      76.889  56.889  32.148  1.00  0.00

ATOM    536  CG  MET A  36      76.111  58.705  33.144  1.00  0.00

ATOM    537  HG1 MET A  36      75.143  58.328  33.472  1.00  0.00

ATOM    538  HG2 MET A  36      75.849  59.676  32.717  1.00  0.00

ATOM    539  SD  MET A  36      77.007  58.873  34.712  1.00  0.00

ATOM    540  CE  MET A  36      75.661  59.073  35.914  1.00  0.00

ATOM    541  HE1 MET A  36      75.462  60.132  36.067  1.00  0.00

ATOM    542  HE2 MET A  36      74.817  58.567  35.430  1.00  0.00

ATOM    543  HE3 MET A  36      76.036  58.541  36.795  1.00  0.00

ATOM    544  C   MET A  36      76.795  57.899  29.373  1.00  0.00

ATOM    545  O   MET A  36      77.122  58.891  28.725  1.00  0.00

ATOM    546  N   ARG A  37      77.081  56.627  29.077  1.00  0.00

ATOM    547  H   ARG A  37      76.798  55.972  29.801  1.00  0.00

ATOM    548  CA  ARG A  37      77.717  56.191  27.850  1.00  0.00

ATOM    549  HA  ARG A  37      78.548  56.836  27.561  1.00  0.00

ATOM    550  CB  ARG A  37      78.199  54.763  28.032  1.00  0.00

ATOM    551  HB1 ARG A  37      78.577  54.507  27.033  1.00  0.00

ATOM    552  HB2 ARG A  37      77.434  54.043  28.304  1.00  0.00

ATOM    553  CG  ARG A  37      79.457  54.633  28.891  1.00  0.00

ATOM    554  HG1 ARG A  37      79.340  55.117  29.855  1.00  0.00

ATOM    555  HG2 ARG A  37      80.251  55.217  28.412  1.00  0.00

ATOM    556  CD  ARG A  37      79.902  53.174  29.009  1.00  0.00

ATOM    557  HD1 ARG A  37      80.987  53.087  29.046  1.00  0.00

ATOM    558  HD2 ARG A  37      79.595  52.664  28.092  1.00  0.00

ATOM    559  NE  ARG A  37      79.232  52.581  30.171  1.00  0.00

ATOM    560  HE  ARG A  37      78.286  52.236  30.085  1.00  0.00

ATOM    561  CZ  ARG A  37      79.756  52.451  31.387  1.00  0.00

ATOM    562  NH1 ARG A  37      80.970  52.925  31.688  1.00  0.00

ATOM    563 1HH1 ARG A  37      81.505  53.317  30.927  1.00  0.00

ATOM    564 2HH1 ARG A  37      81.371  52.828  32.610  1.00  0.00

ATOM    565  NH2 ARG A  37      79.028  51.844  32.342  1.00  0.00

ATOM    566 1HH2 ARG A  37      78.165  51.401  32.073  1.00  0.00

ATOM    567 2HH2 ARG A  37      79.548  51.598  33.181  1.00  0.00

ATOM    568  C   ARG A  37      76.908  56.337  26.578  1.00  0.00

ATOM    569  O   ARG A  37      77.534  56.394  25.525  1.00  0.00

ATOM    570  N   SER A  38      75.575  56.482  26.517  1.00  0.00

ATOM    571  H   SER A  38      75.166  56.377  27.432  1.00  0.00

ATOM    572  CA  SER A  38      74.858  57.248  25.522  1.00  0.00

ATOM    573  HA  SER A  38      75.205  56.845  24.574  1.00  0.00

ATOM    574  CB  SER A  38      73.377  56.861  25.542  1.00  0.00

ATOM    575  HB1 SER A  38      72.903  56.997  24.569  1.00  0.00

ATOM    576  HB2 SER A  38      72.887  57.445  26.323  1.00  0.00

ATOM    577  OG  SER A  38      73.202  55.510  25.900  1.00  0.00

ATOM    578  HG  SER A  38      73.682  55.345  26.712  1.00  0.00

ATOM    579  C   SER A  38      75.056  58.753  25.471  1.00  0.00

ATOM    580  O   SER A  38      74.951  59.278  24.355  1.00  0.00

ATOM    581  N   LEU A  39      75.395  59.458  26.551  1.00  0.00

ATOM    582  H   LEU A  39      75.397  59.023  27.460  1.00  0.00

ATOM    583  CA  LEU A  39      75.600  60.888  26.643  1.00  0.00

ATOM    584  HA  LEU A  39      74.985  61.411  25.902  1.00  0.00

ATOM    585  CB  LEU A  39      75.112  61.286  28.030  1.00  0.00

ATOM    586  HB1 LEU A  39      75.815  62.041  28.409  1.00  0.00

ATOM    587  HB2 LEU A  39      75.085  60.400  28.664  1.00  0.00

ATOM    588  CG  LEU A  39      73.734  61.934  27.996  1.00  0.00

ATOM    589  HG  LEU A  39      73.222  61.439  27.163  1.00  0.00

ATOM    590  CD1 LEU A  39      72.824  61.857  29.219  1.00  0.00

ATOM    591 1HD1 LEU A  39      72.630  60.801  29.423  1.00  0.00

ATOM    592 2HD1 LEU A  39      73.282  62.261  30.121  1.00  0.00

ATOM    593 3HD1 LEU A  39      71.859  62.330  29.042  1.00  0.00

ATOM    594  CD2 LEU A  39      73.934  63.422  27.698  1.00  0.00

ATOM    595 1HD2 LEU A  39      72.984  63.915  27.870  1.00  0.00

ATOM    596 2HD2 LEU A  39      74.596  63.800  28.471  1.00  0.00

ATOM    597 3HD2 LEU A  39      74.268  63.587  26.670  1.00  0.00

ATOM    598  C   LEU A  39      77.045  61.317  26.434  1.00  0.00

ATOM    599  O   LEU A  39      77.325  62.479  26.712  1.00  0.00

ATOM    600  N   GLY A  40      77.930  60.432  25.979  1.00  0.00

ATOM    601  H   GLY A  40      77.604  59.527  25.675  1.00  0.00

ATOM    602  CA  GLY A  40      79.358  60.708  25.969  1.00  0.00

ATOM    603  HA1 GLY A  40      79.448  61.710  25.530  1.00  0.00

ATOM    604  HA2 GLY A  40      79.990  60.048  25.380  1.00  0.00

ATOM    605  C   GLY A  40      80.090  60.856  27.301  1.00  0.00

ATOM    606  O   GLY A  40      81.246  61.267  27.299  1.00  0.00

ATOM    607  N   GLN A  41      79.421  60.562  28.421  1.00  0.00

ATOM    608  H   GLN A  41      78.529  60.103  28.286  1.00  0.00

ATOM    609  CA  GLN A  41      79.985  60.574  29.747  1.00  0.00

ATOM    610  HA  GLN A  41      80.846  61.238  29.745  1.00  0.00

ATOM    611  CB  GLN A  41      78.929  60.976  30.775  1.00  0.00

ATOM    612  HB1 GLN A  41      79.395  61.089  31.759  1.00  0.00

ATOM    613  HB2 GLN A  41      78.160  60.208  30.899  1.00  0.00

ATOM    614  CG  GLN A  41      78.252  62.308  30.493  1.00  0.00

ATOM    615  HG1 GLN A  41      77.878  62.472  29.478  1.00  0.00

ATOM    616  HG2 GLN A  41      79.066  63.032  30.530  1.00  0.00

ATOM    617  CD  GLN A  41      77.067  62.598  31.400  1.00  0.00

ATOM    618  OE1 GLN A  41      76.116  61.849  31.632  1.00  0.00

ATOM    619  NE2 GLN A  41      77.137  63.794  31.977  1.00  0.00

ATOM    620 1HE2 GLN A  41      77.975  64.360  31.951  1.00  0.00

ATOM    621 2HE2 GLN A  41      76.251  63.981  32.426  1.00  0.00

ATOM    622  C   GLN A  41      80.595  59.217  30.067  1.00  0.00

ATOM    623  O   GLN A  41      80.182  58.224  29.483  1.00  0.00

ATOM    624  N   ASN A  42      81.632  59.282  30.918  1.00  0.00

ATOM    625  H   ASN A  42      81.712  60.138  31.439  1.00  0.00

ATOM    626  CA  ASN A  42      82.557  58.241  31.321  1.00  0.00

ATOM    627  HA  ASN A  42      82.210  57.291  30.900  1.00  0.00

ATOM    628  CB  ASN A  42      83.945  58.545  30.770  1.00  0.00

ATOM    629  HB1 ASN A  42      84.299  59.451  31.249  1.00  0.00

ATOM    630  HB2 ASN A  42      83.850  58.718  29.695  1.00  0.00

ATOM    631  CG  ASN A  42      84.951  57.446  31.040  1.00  0.00

ATOM    632  OD1 ASN A  42      84.632  56.281  30.801  1.00  0.00

ATOM    633  ND2 ASN A  42      86.137  57.873  31.469  1.00  0.00

ATOM    634 1HD2 ASN A  42      86.298  58.863  31.461  1.00  0.00

ATOM    635 2HD2 ASN A  42      86.745  57.192  31.917  1.00  0.00

ATOM    636  C   ASN A  42      82.617  58.080  32.833  1.00  0.00

ATOM    637  O   ASN A  42      83.553  58.541  33.480  1.00  0.00

ATOM    638  N   PRO A  43      81.663  57.397  33.473  1.00  0.00

ATOM    639  CD  PRO A  43      80.434  56.816  32.978  1.00  0.00

ATOM    640  HD1 PRO A  43      80.623  56.066  32.215  1.00  0.00

ATOM    641  HD2 PRO A  43      79.761  57.603  32.629  1.00  0.00

ATOM    642  CG  PRO A  43      79.743  56.176  34.189  1.00  0.00

ATOM    643  HG1 PRO A  43      79.987  55.113  34.247  1.00  0.00

ATOM    644  HG2 PRO A  43      78.675  56.241  33.987  1.00  0.00

ATOM    645  CB  PRO A  43      80.269  57.001  35.365  1.00  0.00

ATOM    646  HB1 PRO A  43      80.232  56.359  36.243  1.00  0.00

ATOM    647  HB2 PRO A  43      79.785  57.962  35.514  1.00  0.00

ATOM    648  CA  PRO A  43      81.714  57.167  34.903  1.00  0.00

ATOM    649  HA  PRO A  43      82.165  58.019  35.420  1.00  0.00

ATOM    650  C   PRO A  43      82.518  55.968  35.364  1.00  0.00

ATOM    651  O   PRO A  43      82.734  55.017  34.609  1.00  0.00

ATOM    652  N   THR A  44      83.040  55.889  36.599  1.00  0.00

ATOM    653  H   THR A  44      82.901  56.681  37.211  1.00  0.00

ATOM    654  CA  THR A  44      83.478  54.749  37.377  1.00  0.00

ATOM    655  HA  THR A  44      84.166  54.148  36.781  1.00  0.00

ATOM    656  CB  THR A  44      84.182  55.182  38.657  1.00  0.00

ATOM    657  HB  THR A  44      84.472  54.295  39.224  1.00  0.00

ATOM    658  CG2 THR A  44      85.531  55.800  38.305  1.00  0.00

ATOM    659 1HG2 THR A  44      85.362  56.600  37.583  1.00  0.00

ATOM    660 2HG2 THR A  44      85.918  56.198  39.249  1.00  0.00

ATOM    661 3HG2 THR A  44      86.217  55.020  37.975  1.00  0.00

ATOM    662  OG1 THR A  44      83.311  55.893  39.505  1.00  0.00

ATOM    663  HG1 THR A  44      83.019  56.686  39.049  1.00  0.00

ATOM    664  C   THR A  44      82.326  53.868  37.862  1.00  0.00

ATOM    665  O   THR A  44      81.199  54.316  37.689  1.00  0.00

ATOM    666  N   GLU A  45      82.596  52.788  38.592  1.00  0.00

ATOM    667  H   GLU A  45      83.539  52.448  38.519  1.00  0.00

ATOM    668  CA  GLU A  45      81.488  52.070  39.186  1.00  0.00

ATOM    669  HA  GLU A  45      80.642  52.112  38.494  1.00  0.00

ATOM    670  CB  GLU A  45      81.866  50.604  39.356  1.00  0.00

ATOM    671  HB1 GLU A  45      81.137  50.289  40.103  1.00  0.00

ATOM    672  HB2 GLU A  45      82.903  50.391  39.632  1.00  0.00

ATOM    673  CG  GLU A  45      81.580  49.756  38.123  1.00  0.00

ATOM    674  HG1 GLU A  45      80.584  49.952  37.705  1.00  0.00

ATOM    675  HG2 GLU A  45      81.650  48.690  38.316  1.00  0.00

ATOM    676  CD  GLU A  45      82.627  49.983  37.043  1.00  0.00

ATOM    677  OE1 GLU A  45      82.252  50.558  36.001  1.00  0.00

ATOM    678  OE2 GLU A  45      83.799  49.587  37.191  1.00  0.00

ATOM    679  C   GLU A  45      81.013  52.692  40.495  1.00  0.00

ATOM    680  O   GLU A  45      79.842  52.690  40.885  1.00  0.00

ATOM    681  N   ALA A  46      81.954  53.264  41.242  1.00  0.00

ATOM    682  H   ALA A  46      82.897  53.175  40.890  1.00  0.00

ATOM    683  CA  ALA A  46      81.830  53.856  42.564  1.00  0.00

ATOM    684  HA  ALA A  46      81.434  53.085  43.226  1.00  0.00

ATOM    685  CB  ALA A  46      83.179  54.358  43.061  1.00  0.00

ATOM    686  HB1 ALA A  46      83.516  53.561  43.728  1.00  0.00

ATOM    687  HB2 ALA A  46      84.002  54.528  42.364  1.00  0.00

ATOM    688  HB3 ALA A  46      83.033  55.307  43.563  1.00  0.00

ATOM    689  C   ALA A  46      80.893  55.047  42.605  1.00  0.00

ATOM    690  O   ALA A  46      79.939  55.193  43.378  1.00  0.00

ATOM    691  N   GLU A  47      81.091  56.011  41.703  1.00  0.00

ATOM    692  H   GLU A  47      81.923  55.993  41.134  1.00  0.00

ATOM    693  CA  GLU A  47      80.267  57.208  41.693  1.00  0.00

ATOM    694  HA  GLU A  47      80.212  57.687  42.672  1.00  0.00

ATOM    695  CB  GLU A  47      80.855  58.358  40.879  1.00  0.00

ATOM    696  HB1 GLU A  47      81.897  58.164  41.132  1.00  0.00

ATOM    697  HB2 GLU A  47      80.452  59.340  41.115  1.00  0.00

ATOM    698  CG  GLU A  47      80.749  58.201  39.371  1.00  0.00

ATOM    699  HG1 GLU A  47      79.861  58.619  38.887  1.00  0.00

ATOM    700  HG2 GLU A  47      80.819  57.175  39.005  1.00  0.00

ATOM    701  CD  GLU A  47      81.880  58.947  38.670  1.00  0.00

ATOM    702  OE1 GLU A  47      82.703  58.306  37.974  1.00  0.00

ATOM    703  OE2 GLU A  47      81.929  60.186  38.787  1.00  0.00

ATOM    704  C   GLU A  47      78.832  56.920  41.272  1.00  0.00

ATOM    705  O   GLU A  47      77.937  57.444  41.943  1.00  0.00

ATOM    706  N   LEU A  48      78.643  55.931  40.399  1.00  0.00

ATOM    707  H   LEU A  48      79.433  55.696  39.822  1.00  0.00

ATOM    708  CA  LEU A  48      77.383  55.261  40.140  1.00  0.00

ATOM    709  HA  LEU A  48      76.681  56.024  39.811  1.00  0.00

ATOM    710  CB  LEU A  48      77.333  54.233  39.010  1.00  0.00

ATOM    711  HB1 LEU A  48      76.274  54.008  38.868  1.00  0.00

ATOM    712  HB2 LEU A  48      77.987  53.391  39.229  1.00  0.00

ATOM    713  CG  LEU A  48      77.821  54.819  37.686  1.00  0.00

ATOM    714  HG  LEU A  48      78.780  55.304  37.806  1.00  0.00

ATOM    715  CD1 LEU A  48      78.091  53.716  36.667  1.00  0.00

ATOM    716 1HD1 LEU A  48      78.957  53.101  36.938  1.00  0.00

ATOM    717 2HD1 LEU A  48      77.252  53.030  36.490  1.00  0.00

ATOM    718 3HD1 LEU A  48      78.389  54.277  35.781  1.00  0.00

ATOM    719  CD2 LEU A  48      76.869  55.839  37.072  1.00  0.00

ATOM    720 1HD2 LEU A  48      75.858  55.480  36.903  1.00  0.00

ATOM    721 2HD2 LEU A  48      76.745  56.752  37.659  1.00  0.00

ATOM    722 3HD2 LEU A  48      77.352  56.184  36.153  1.00  0.00

ATOM    723  C   LEU A  48      76.758  54.697  41.406  1.00  0.00

ATOM    724  O   LEU A  48      75.578  54.904  41.682  1.00  0.00

ATOM    725  N   GLN A  49      77.434  53.781  42.104  1.00  0.00

ATOM    726  H   GLN A  49      78.387  53.679  41.779  1.00  0.00

ATOM    727  CA  GLN A  49      76.963  53.202  43.343  1.00  0.00

ATOM    728  HA  GLN A  49      76.135  52.567  43.046  1.00  0.00

ATOM    729  CB  GLN A  49      78.041  52.307  43.948  1.00  0.00

ATOM    730  HB1 GLN A  49      77.755  52.029  44.962  1.00  0.00

ATOM    731  HB2 GLN A  49      78.939  52.920  44.000  1.00  0.00

ATOM    732  CG  GLN A  49      78.434  50.996  43.256  1.00  0.00

ATOM    733  HG1 GLN A  49      78.430  51.127  42.179  1.00  0.00

ATOM    734  HG2 GLN A  49      77.606  50.312  43.407  1.00  0.00

ATOM    735  CD  GLN A  49      79.734  50.329  43.700  1.00  0.00

ATOM    736  OE1 GLN A  49      80.418  50.876  44.560  1.00  0.00

ATOM    737  NE2 GLN A  49      80.162  49.255  43.043  1.00  0.00

ATOM    738 1HE2 GLN A  49      79.597  48.823  42.330  1.00  0.00

ATOM    739 2HE2 GLN A  49      80.715  48.606  43.574  1.00  0.00

ATOM    740  C   GLN A  49      76.530  54.251  44.353  1.00  0.00

ATOM    741  O   GLN A  49      75.459  54.171  44.964  1.00  0.00

ATOM    742  N   ASP A  50      77.320  55.319  44.487  1.00  0.00

ATOM    743  H   ASP A  50      78.247  55.275  44.082  1.00  0.00

ATOM    744  CA  ASP A  50      76.999  56.510  45.242  1.00  0.00

ATOM    745  HA  ASP A  50      76.917  56.204  46.293  1.00  0.00

ATOM    746  CB  ASP A  50      78.201  57.443  45.283  1.00  0.00

ATOM    747  HB1 ASP A  50      78.671  57.729  44.341  1.00  0.00

ATOM    748  HB2 ASP A  50      79.065  56.959  45.748  1.00  0.00

ATOM    749  CG  ASP A  50      77.884  58.726  46.026  1.00  0.00

ATOM    750  OD1 ASP A  50      77.730  58.608  47.264  1.00  0.00

ATOM    751  OD2 ASP A  50      77.686  59.818  45.441  1.00  0.00

ATOM    752  C   ASP A  50      75.720  57.183  44.768  1.00  0.00

ATOM    753  O   ASP A  50      74.894  57.607  45.583  1.00  0.00

ATOM    754  N   MET A  51      75.565  57.352  43.455  1.00  0.00

ATOM    755  H   MET A  51      76.324  57.022  42.881  1.00  0.00

ATOM    756  CA  MET A  51      74.414  58.058  42.926  1.00  0.00

ATOM    757  HA  MET A  51      74.394  59.062  43.334  1.00  0.00

ATOM    758  CB  MET A  51      74.575  58.383  41.444  1.00  0.00

ATOM    759  HB1 MET A  51      73.616  58.408  40.923  1.00  0.00

ATOM    760  HB2 MET A  51      75.200  57.588  41.041  1.00  0.00

ATOM    761  CG  MET A  51      75.366  59.672  41.218  1.00  0.00

ATOM    762  HG1 MET A  51      76.323  59.555  41.730  1.00  0.00

ATOM    763  HG2 MET A  51      74.815  60.511  41.637  1.00  0.00

ATOM    764  SD  MET A  51      75.748  60.175  39.524  1.00  0.00

ATOM    765  CE  MET A  51      77.421  59.526  39.280  1.00  0.00

ATOM    766  HE1 MET A  51      77.424  58.438  39.202  1.00  0.00

ATOM    767  HE2 MET A  51      77.859  59.891  38.351  1.00  0.00

ATOM    768  HE3 MET A  51      78.068  59.846  40.096  1.00  0.00

ATOM    769  C   MET A  51      73.112  57.318  43.176  1.00  0.00

ATOM    770  O   MET A  51      72.072  57.924  43.392  1.00  0.00

ATOM    771  N   ILE A  52      73.187  55.988  43.102  1.00  0.00

ATOM    772  H   ILE A  52      74.140  55.687  42.985  1.00  0.00

ATOM    773  CA  ILE A  52      72.081  55.109  43.422  1.00  0.00

ATOM    774  HA  ILE A  52      71.187  55.609  43.028  1.00  0.00

ATOM    775  CB  ILE A  52      72.173  53.818  42.615  1.00  0.00

ATOM    776  HB  ILE A  52      72.703  54.008  41.678  1.00  0.00

ATOM    777  CG2 ILE A  52      72.918  52.680  43.299  1.00  0.00

ATOM    778 1HG2 ILE A  52      73.979  52.938  43.267  1.00  0.00

ATOM    779 2HG2 ILE A  52      72.569  52.529  44.313  1.00  0.00

ATOM    780 3HG2 ILE A  52      72.955  51.683  42.852  1.00  0.00

ATOM    781  CG1 ILE A  52      70.774  53.294  42.283  1.00  0.00

ATOM    782 1HG1 ILE A  52      70.163  54.129  41.944  1.00  0.00

ATOM    783 2HG1 ILE A  52      70.189  52.852  43.082  1.00  0.00

ATOM    784  CD  ILE A  52      70.687  52.212  41.218  1.00  0.00

ATOM    785  HD1 ILE A  52      71.162  51.277  41.508  1.00  0.00

ATOM    786  HD2 ILE A  52      69.618  52.041  41.077  1.00  0.00

ATOM    787  HD3 ILE A  52      71.146  52.614  40.317  1.00  0.00

ATOM    788  C   ILE A  52      71.795  54.977  44.908  1.00  0.00

ATOM    789  O   ILE A  52      70.639  54.786  45.300  1.00  0.00

ATOM    790  N   ASN A  53      72.822  55.158  45.733  1.00  0.00

ATOM    791  H   ASN A  53      73.746  55.136  45.309  1.00  0.00

ATOM    792  CA  ASN A  53      72.705  55.315  47.176  1.00  0.00

ATOM    793  HA  ASN A  53      72.138  54.446  47.506  1.00  0.00

ATOM    794  CB  ASN A  53      74.087  55.263  47.811  1.00  0.00

ATOM    795  HB1 ASN A  53      74.463  56.239  47.482  1.00  0.00

ATOM    796  HB2 ASN A  53      74.671  54.447  47.380  1.00  0.00

ATOM    797  CG  ASN A  53      74.081  55.035  49.312  1.00  0.00

ATOM    798  OD1 ASN A  53      74.178  55.954  50.120  1.00  0.00

ATOM    799  ND2 ASN A  53      73.913  53.774  49.734  1.00  0.00

ATOM    800 1HD2 ASN A  53      73.576  53.030  49.145  1.00  0.00

ATOM    801 2HD2 ASN A  53      73.868  53.563  50.724  1.00  0.00

ATOM    802  C   ASN A  53      72.048  56.610  47.610  1.00  0.00

ATOM    803  O   ASN A  53      71.304  56.592  48.588  1.00  0.00

ATOM    804  N   GLU A  54      71.972  57.687  46.836  1.00  0.00

ATOM    805  H   GLU A  54      72.480  57.573  45.971  1.00  0.00

ATOM    806  CA  GLU A  54      71.020  58.776  47.037  1.00  0.00

ATOM    807  HA  GLU A  54      71.080  59.043  48.092  1.00  0.00

ATOM    808  CB  GLU A  54      71.568  60.016  46.330  1.00  0.00

ATOM    809  HB1 GLU A  54      71.204  60.085  45.310  1.00  0.00

ATOM    810  HB2 GLU A  54      72.652  59.960  46.349  1.00  0.00

ATOM    811  CG  GLU A  54      71.165  61.288  47.066  1.00  0.00

ATOM    812  HG1 GLU A  54      72.028  61.623  47.642  1.00  0.00

ATOM    813  HG2 GLU A  54      70.384  61.046  47.790  1.00  0.00

ATOM    814  CD  GLU A  54      70.732  62.419  46.140  1.00  0.00

ATOM    815  OE1 GLU A  54      69.697  63.086  46.338  1.00  0.00

ATOM    816  OE2 GLU A  54      71.557  62.653  45.228  1.00  0.00

ATOM    817  C   GLU A  54      69.576  58.489  46.665  1.00  0.00

ATOM    818  O   GLU A  54      68.732  59.380  46.804  1.00  0.00

ATOM    819  N   VAL A  55      69.222  57.274  46.259  1.00  0.00

ATOM    820  H   VAL A  55      69.961  56.589  46.348  1.00  0.00

ATOM    821  CA  VAL A  55      67.889  56.870  45.867  1.00  0.00

ATOM    822  HA  VAL A  55      67.262  57.655  46.292  1.00  0.00

ATOM    823  CB  VAL A  55      67.613  56.752  44.364  1.00  0.00

ATOM    824  HB  VAL A  55      67.884  55.718  44.160  1.00  0.00

ATOM    825  CG1 VAL A  55      66.151  56.942  43.970  1.00  0.00

ATOM    826 1HG1 VAL A  55      65.931  57.154  42.924  1.00  0.00

ATOM    827 2HG1 VAL A  55      65.573  56.085  44.317  1.00  0.00

ATOM    828 3HG1 VAL A  55      65.755  57.805  44.509  1.00  0.00

ATOM    829  CG2 VAL A  55      68.374  57.680  43.422  1.00  0.00

ATOM    830 1HG2 VAL A  55      68.052  57.555  42.393  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.158  58.755  43.463  1.00  0.00

ATOM    832 3HG2 VAL A  55      69.438  57.464  43.475  1.00  0.00

ATOM    833  C   VAL A  55      67.372  55.663  46.620  1.00  0.00

ATOM    834  O   VAL A  55      66.263  55.747  47.146  1.00  0.00

ATOM    835  N   ASP A  56      68.154  54.580  46.607  1.00  0.00

ATOM    836  H   ASP A  56      69.073  54.641  46.207  1.00  0.00

ATOM    837  CA  ASP A  56      67.758  53.327  47.210  1.00  0.00

ATOM    838  HA  ASP A  56      66.765  53.142  46.811  1.00  0.00

ATOM    839  CB  ASP A  56      68.633  52.210  46.654  1.00  0.00

ATOM    840  HB1 ASP A  56      69.672  52.543  46.774  1.00  0.00

ATOM    841  HB2 ASP A  56      68.316  52.064  45.620  1.00  0.00

ATOM    842  CG  ASP A  56      68.411  50.935  47.463  1.00  0.00

ATOM    843  OD1 ASP A  56      67.528  50.138  47.083  1.00  0.00

ATOM    844  OD2 ASP A  56      69.127  50.681  48.455  1.00  0.00

ATOM    845  C   ASP A  56      67.615  53.480  48.720  1.00  0.00

ATOM    846  O   ASP A  56      68.479  54.122  49.322  1.00  0.00

ATOM    847  N   ALA A  57      66.558  52.924  49.323  1.00  0.00

ATOM    848  H   ALA A  57      65.901  52.386  48.772  1.00  0.00

ATOM    849  CA  ALA A  57      66.045  53.278  50.628  1.00  0.00

ATOM    850  HA  ALA A  57      66.713  54.030  51.056  1.00  0.00

ATOM    851  CB  ALA A  57      64.686  53.963  50.501  1.00  0.00

ATOM    852  HB1 ALA A  57      64.731  54.846  49.858  1.00  0.00

ATOM    853  HB2 ALA A  57      64.005  53.203  50.122  1.00  0.00

ATOM    854  HB3 ALA A  57      64.282  54.319  51.447  1.00  0.00

ATOM    855  C   ALA A  57      65.962  52.061  51.535  1.00  0.00

ATOM    856  O   ALA A  57      66.065  52.254  52.739  1.00  0.00

ATOM    857  N   ASP A  58      65.610  50.899  50.969  1.00  0.00

ATOM    858  H   ASP A  58      65.431  50.977  49.976  1.00  0.00

ATOM    859  CA  ASP A  58      65.682  49.610  51.620  1.00  0.00

ATOM    860  HA  ASP A  58      65.469  49.755  52.685  1.00  0.00

ATOM    861  CB  ASP A  58      64.608  48.633  51.161  1.00  0.00

ATOM    862  HB1 ASP A  58      63.703  49.234  51.050  1.00  0.00

ATOM    863  HB2 ASP A  58      64.383  47.984  52.004  1.00  0.00

ATOM    864  CG  ASP A  58      64.906  47.846  49.891  1.00  0.00

ATOM    865  OD1 ASP A  58      65.063  48.453  48.809  1.00  0.00

ATOM    866  OD2 ASP A  58      64.679  46.614  49.967  1.00  0.00

ATOM    867  C   ASP A  58      67.059  48.965  51.533  1.00  0.00

ATOM    868  O   ASP A  58      67.321  47.890  52.057  1.00  0.00

ATOM    869  N   GLY A  59      68.037  49.570  50.862  1.00  0.00

ATOM    870  H   GLY A  59      67.812  50.411  50.359  1.00  0.00

ATOM    871  CA  GLY A  59      69.425  49.138  50.818  1.00  0.00

ATOM    872  HA1 GLY A  59      69.729  48.785  51.798  1.00  0.00

ATOM    873  HA2 GLY A  59      70.019  50.040  50.646  1.00  0.00

ATOM    874  C   GLY A  59      69.754  47.999  49.867  1.00  0.00

ATOM    875  O   GLY A  59      70.844  47.429  49.854  1.00  0.00

ATOM    876  N   ASN A  60      68.891  47.721  48.889  1.00  0.00

ATOM    877  H   ASN A  60      68.012  48.214  48.763  1.00  0.00

ATOM    878  CA  ASN A  60      69.034  46.615  47.960  1.00  0.00

ATOM    879  HA  ASN A  60      69.721  45.925  48.459  1.00  0.00

ATOM    880  CB  ASN A  60      67.814  45.741  47.691  1.00  0.00

ATOM    881  HB1 ASN A  60      67.245  45.601  48.619  1.00  0.00

ATOM    882  HB2 ASN A  60      68.253  44.836  47.282  1.00  0.00

ATOM    883  CG  ASN A  60      66.915  46.305  46.599  1.00  0.00

ATOM    884  OD1 ASN A  60      66.934  47.457  46.177  1.00  0.00

ATOM    885  ND2 ASN A  60      65.940  45.501  46.172  1.00  0.00

ATOM    886 1HD2 ASN A  60      65.897  44.560  46.542  1.00  0.00

ATOM    887 2HD2 ASN A  60      65.319  45.820  45.443  1.00  0.00

ATOM    888  C   ASN A  60      69.809  47.000  46.713  1.00  0.00

ATOM    889  O   ASN A  60      69.755  46.175  45.809  1.00  0.00

ATOM    890  N   GLY A  61      70.405  48.189  46.575  1.00  0.00

ATOM    891  H   GLY A  61      70.092  48.762  47.351  1.00  0.00

ATOM    892  CA  GLY A  61      71.226  48.796  45.556  1.00  0.00

ATOM    893  HA1 GLY A  61      72.164  48.252  45.427  1.00  0.00

ATOM    894  HA2 GLY A  61      71.493  49.774  45.962  1.00  0.00

ATOM    895  C   GLY A  61      70.535  49.007  44.216  1.00  0.00

ATOM    896  O   GLY A  61      71.177  49.255  43.201  1.00  0.00

ATOM    897  N   THR A  62      69.207  49.099  44.213  1.00  0.00

ATOM    898  H   THR A  62      68.687  49.123  45.072  1.00  0.00

ATOM    899  CA  THR A  62      68.405  49.180  43.007  1.00  0.00

ATOM    900  HA  THR A  62      68.924  49.891  42.370  1.00  0.00

ATOM    901  CB  THR A  62      68.006  47.898  42.282  1.00  0.00

ATOM    902  HB  THR A  62      67.442  48.064  41.365  1.00  0.00

ATOM    903  CG2 THR A  62      69.214  47.061  41.862  1.00  0.00

ATOM    904 1HG2 THR A  62      69.695  47.630  41.071  1.00  0.00

ATOM    905 2HG2 THR A  62      69.900  46.818  42.670  1.00  0.00

ATOM    906 3HG2 THR A  62      68.829  46.162  41.387  1.00  0.00

ATOM    907  OG1 THR A  62      67.314  46.998  43.118  1.00  0.00

ATOM    908  HG1 THR A  62      67.914  46.766  43.834  1.00  0.00

ATOM    909  C   THR A  62      67.167  50.027  43.265  1.00  0.00

ATOM    910  O   THR A  62      66.418  49.805  44.210  1.00  0.00

ATOM    911  N   ILE A  63      66.785  50.920  42.343  1.00  0.00

ATOM    912  H   ILE A  63      67.305  50.998  41.485  1.00  0.00

ATOM    913  CA  ILE A  63      65.668  51.811  42.550  1.00  0.00

ATOM    914  HA  ILE A  63      65.643  52.128  43.595  1.00  0.00

ATOM    915  CB  ILE A  63      65.783  53.121  41.761  1.00  0.00

ATOM    916  HB  ILE A  63      65.624  52.805  40.734  1.00  0.00

ATOM    917  CG2 ILE A  63      64.715  54.121  42.182  1.00  0.00

ATOM    918 1HG2 ILE A  63      63.766  53.591  42.152  1.00  0.00

ATOM    919 2HG2 ILE A  63      64.786  54.303  43.255  1.00  0.00

ATOM    920 3HG2 ILE A  63      64.791  55.046  41.607  1.00  0.00

ATOM    921  CG1 ILE A  63      67.124  53.858  41.781  1.00  0.00

ATOM    922 1HG1 ILE A  63      67.897  53.172  41.423  1.00  0.00

ATOM    923 2HG1 ILE A  63      67.200  54.059  42.855  1.00  0.00

ATOM    924  CD  ILE A  63      67.259  55.033  40.812  1.00  0.00

ATOM    925  HD1 ILE A  63      66.581  54.875  39.974  1.00  0.00

ATOM    926  HD2 ILE A  63      66.932  55.985  41.220  1.00  0.00

ATOM    927  HD3 ILE A  63      68.251  55.088  40.356  1.00  0.00

ATOM    928  C   ILE A  63      64.415  51.039  42.166  1.00  0.00

ATOM    929  O   ILE A  63      64.310  50.548  41.048  1.00  0.00

ATOM    930  N   ASP A  64      63.452  51.021  43.089  1.00  0.00

ATOM    931  H   ASP A  64      63.723  51.488  43.950  1.00  0.00

ATOM    932  CA  ASP A  64      62.066  50.667  42.892  1.00  0.00

ATOM    933  HA  ASP A  64      61.952  50.402  41.840  1.00  0.00

ATOM    934  CB  ASP A  64      61.564  49.426  43.623  1.00  0.00

ATOM    935  HB1 ASP A  64      62.207  48.616  43.265  1.00  0.00

ATOM    936  HB2 ASP A  64      60.550  49.235  43.277  1.00  0.00

ATOM    937  CG  ASP A  64      61.626  49.511  45.142  1.00  0.00

ATOM    938  OD1 ASP A  64      62.639  49.174  45.778  1.00  0.00

ATOM    939  OD2 ASP A  64      60.600  49.923  45.737  1.00  0.00

ATOM    940  C   ASP A  64      61.207  51.921  42.972  1.00  0.00

ATOM    941  O   ASP A  64      61.604  52.960  43.503  1.00  0.00

ATOM    942  N   PHE A  65      60.149  51.891  42.156  1.00  0.00

ATOM    943  H   PHE A  65      59.852  51.054  41.693  1.00  0.00

ATOM    944  CA  PHE A  65      59.410  53.055  41.706  1.00  0.00

ATOM    945  HA  PHE A  65      60.047  53.657  41.057  1.00  0.00

ATOM    946  CB  PHE A  65      58.129  52.716  40.944  1.00  0.00

ATOM    947  HB1 PHE A  65      57.496  51.902  41.300  1.00  0.00

ATOM    948  HB2 PHE A  65      58.489  52.309  40.001  1.00  0.00

ATOM    949  CG  PHE A  65      57.258  53.869  40.508  1.00  0.00

ATOM    950  CD1 PHE A  65      56.154  54.203  41.305  1.00  0.00

ATOM    951  HD1 PHE A  65      55.864  53.590  42.137  1.00  0.00

ATOM    952  CE1 PHE A  65      55.432  55.351  40.945  1.00  0.00

ATOM    953  HE1 PHE A  65      54.483  55.563  41.414  1.00  0.00

ATOM    954  CZ  PHE A  65      55.916  56.250  39.982  1.00  0.00

ATOM    955  HZ  PHE A  65      55.334  57.118  39.689  1.00  0.00

ATOM    956  CE2 PHE A  65      57.072  55.954  39.253  1.00  0.00

ATOM    957  HE2 PHE A  65      57.470  56.603  38.487  1.00  0.00

ATOM    958  CD2 PHE A  65      57.754  54.765  39.550  1.00  0.00

ATOM    959  HD2 PHE A  65      58.617  54.503  38.970  1.00  0.00

ATOM    960  C   PHE A  65      59.036  53.995  42.842  1.00  0.00

ATOM    961  O   PHE A  65      59.127  55.199  42.614  1.00  0.00

ATOM    962  N   PRO A  66      58.613  53.520  44.016  1.00  0.00

ATOM    963  CD  PRO A  66      57.881  52.309  44.302  1.00  0.00

ATOM    964  HD1 PRO A  66      58.550  51.435  44.334  1.00  0.00

ATOM    965  HD2 PRO A  66      57.241  52.019  43.464  1.00  0.00

ATOM    966  CG  PRO A  66      57.047  52.564  45.554  1.00  0.00

ATOM    967  HG1 PRO A  66      57.049  51.641  46.126  1.00  0.00

ATOM    968  HG2 PRO A  66      56.024  52.845  45.324  1.00  0.00

ATOM    969  CB  PRO A  66      57.871  53.604  46.288  1.00  0.00

ATOM    970  HB1 PRO A  66      58.705  53.156  46.838  1.00  0.00

ATOM    971  HB2 PRO A  66      57.293  54.250  46.950  1.00  0.00

ATOM    972  CA  PRO A  66      58.399  54.434  45.120  1.00  0.00

ATOM    973  HA  PRO A  66      57.620  55.123  44.784  1.00  0.00

ATOM    974  C   PRO A  66      59.555  55.257  45.633  1.00  0.00

ATOM    975  O   PRO A  66      59.462  56.466  45.866  1.00  0.00

ATOM    976  N   GLU A  67      60.710  54.617  45.858  1.00  0.00

ATOM    977  H   GLU A  67      60.771  53.643  45.590  1.00  0.00

ATOM    978  CA  GLU A  67      61.993  55.262  46.059  1.00  0.00

ATOM    979  HA  GLU A  67      61.879  55.704  47.049  1.00  0.00

ATOM    980  CB  GLU A  67      63.110  54.226  45.966  1.00  0.00

ATOM    981  HB1 GLU A  67      64.013  54.814  46.179  1.00  0.00

ATOM    982  HB2 GLU A  67      63.256  53.952  44.916  1.00  0.00

ATOM    983  CG  GLU A  67      62.942  53.149  47.029  1.00  0.00

ATOM    984  HG1 GLU A  67      61.969  52.676  47.039  1.00  0.00

ATOM    985  HG2 GLU A  67      63.142  53.600  48.010  1.00  0.00

ATOM    986  CD  GLU A  67      64.071  52.185  46.718  1.00  0.00

ATOM    987  OE1 GLU A  67      64.200  51.712  45.562  1.00  0.00

ATOM    988  OE2 GLU A  67      64.729  51.567  47.592  1.00  0.00

ATOM    989  C   GLU A  67      62.342  56.368  45.072  1.00  0.00

ATOM    990  O   GLU A  67      62.820  57.410  45.511  1.00  0.00

ATOM    991  N   PHE A  68      62.009  56.167  43.796  1.00  0.00

ATOM    992  H   PHE A  68      61.530  55.338  43.493  1.00  0.00

ATOM    993  CA  PHE A  68      62.092  57.171  42.752  1.00  0.00

ATOM    994  HA  PHE A  68      63.072  57.662  42.796  1.00  0.00

ATOM    995  CB  PHE A  68      62.088  56.537  41.372  1.00  0.00

ATOM    996  HB1 PHE A  68      61.131  56.009  41.346  1.00  0.00

ATOM    997  HB2 PHE A  68      62.867  55.790  41.501  1.00  0.00

ATOM    998  CG  PHE A  68      62.287  57.241  40.051  1.00  0.00

ATOM    999  CD1 PHE A  68      63.529  57.108  39.425  1.00  0.00

ATOM   1000  HD1 PHE A  68      64.360  56.641  39.929  1.00  0.00

ATOM   1001  CE1 PHE A  68      63.717  57.710  38.174  1.00  0.00

ATOM   1002  HE1 PHE A  68      64.670  57.611  37.683  1.00  0.00

ATOM   1003  CZ  PHE A  68      62.637  58.360  37.561  1.00  0.00

ATOM   1004  HZ  PHE A  68      62.697  58.691  36.524  1.00  0.00

ATOM   1005  CE2 PHE A  68      61.423  58.537  38.225  1.00  0.00

ATOM   1006  HE2 PHE A  68      60.575  59.078  37.814  1.00  0.00

ATOM   1007  CD2 PHE A  68      61.259  58.021  39.508  1.00  0.00

ATOM   1008  HD2 PHE A  68      60.334  58.340  39.980  1.00  0.00

ATOM   1009  C   PHE A  68      61.155  58.360  42.936  1.00  0.00

ATOM   1010  O   PHE A  68      61.585  59.500  43.066  1.00  0.00

ATOM   1011  N   LEU A  69      59.854  58.073  43.074  1.00  0.00

ATOM   1012  H   LEU A  69      59.574  57.179  42.695  1.00  0.00

ATOM   1013  CA  LEU A  69      58.787  59.023  43.333  1.00  0.00

ATOM   1014  HA  LEU A  69      58.574  59.641  42.465  1.00  0.00

ATOM   1015  CB  LEU A  69      57.485  58.254  43.501  1.00  0.00

ATOM   1016  HB1 LEU A  69      57.578  57.704  44.442  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.408  57.577  42.647  1.00  0.00

ATOM   1018  CG  LEU A  69      56.261  59.162  43.572  1.00  0.00

ATOM   1019  HG  LEU A  69      56.265  59.918  44.358  1.00  0.00

ATOM   1020  CD1 LEU A  69      55.988  59.974  42.303  1.00  0.00

ATOM   1021 1HD1 LEU A  69      55.061  60.557  42.342  1.00  0.00

ATOM   1022 2HD1 LEU A  69      56.765  60.711  42.093  1.00  0.00

ATOM   1023 3HD1 LEU A  69      55.959  59.286  41.458  1.00  0.00

ATOM   1024  CD2 LEU A  69      54.985  58.345  43.723  1.00  0.00

ATOM   1025 1HD2 LEU A  69      54.716  57.899  42.763  1.00  0.00

ATOM   1026 2HD2 LEU A  69      55.201  57.525  44.410  1.00  0.00

ATOM   1027 3HD2 LEU A  69      54.141  58.957  44.016  1.00  0.00

ATOM   1028  C   LEU A  69      59.084  59.931  44.513  1.00  0.00

ATOM   1029  O   LEU A  69      58.847  61.147  44.492  1.00  0.00

ATOM   1030  N   THR A  70      59.673  59.327  45.542  1.00  0.00

ATOM   1031  H   THR A  70      59.692  58.317  45.510  1.00  0.00

ATOM   1032  CA  THR A  70      60.092  59.939  46.785  1.00  0.00

ATOM   1033  HA  THR A  70      59.250  60.455  47.242  1.00  0.00

ATOM   1034  CB  THR A  70      60.395  58.877  47.834  1.00  0.00

ATOM   1035  HB  THR A  70      61.173  58.211  47.454  1.00  0.00

ATOM   1036  CG2 THR A  70      60.848  59.367  49.202  1.00  0.00

ATOM   1037 1HG2 THR A  70      61.781  59.913  49.075  1.00  0.00

ATOM   1038 2HG2 THR A  70      60.212  60.154  49.609  1.00  0.00

ATOM   1039 3HG2 THR A  70      60.874  58.609  49.982  1.00  0.00

ATOM   1040  OG1 THR A  70      59.242  58.074  47.975  1.00  0.00

ATOM   1041  HG1 THR A  70      59.214  57.424  47.278  1.00  0.00

ATOM   1042  C   THR A  70      61.289  60.867  46.606  1.00  0.00

ATOM   1043  O   THR A  70      61.079  62.050  46.868  1.00  0.00

ATOM   1044  N   MET A  71      62.372  60.328  46.048  1.00  0.00

ATOM   1045  H   MET A  71      62.325  59.335  45.893  1.00  0.00

ATOM   1046  CA  MET A  71      63.473  61.149  45.579  1.00  0.00

ATOM   1047  HA  MET A  71      64.018  61.512  46.447  1.00  0.00

ATOM   1048  CB  MET A  71      64.473  60.293  44.809  1.00  0.00

ATOM   1049  HB1 MET A  71      63.935  59.773  44.030  1.00  0.00

ATOM   1050  HB2 MET A  71      64.962  59.645  45.536  1.00  0.00

ATOM   1051  CG  MET A  71      65.667  61.093  44.285  1.00  0.00

ATOM   1052  HG1 MET A  71      66.584  60.501  44.348  1.00  0.00

ATOM   1053  HG2 MET A  71      65.891  61.914  44.957  1.00  0.00

ATOM   1054  SD  MET A  71      65.711  61.828  42.629  1.00  0.00

ATOM   1055  CE  MET A  71      65.585  60.344  41.600  1.00  0.00

ATOM   1056  HE1 MET A  71      64.637  59.803  41.668  1.00  0.00

ATOM   1057  HE2 MET A  71      65.628  60.720  40.576  1.00  0.00

ATOM   1058  HE3 MET A  71      66.370  59.635  41.864  1.00  0.00

ATOM   1059  C   MET A  71      63.124  62.352  44.701  1.00  0.00

ATOM   1060  O   MET A  71      63.748  63.396  44.853  1.00  0.00

ATOM   1061  N   MET A  72      62.245  62.160  43.718  1.00  0.00

ATOM   1062  H   MET A  72      61.939  61.206  43.620  1.00  0.00

ATOM   1063  CA  MET A  72      61.804  63.130  42.732  1.00  0.00

ATOM   1064  HA  MET A  72      62.617  63.678  42.262  1.00  0.00

ATOM   1065  CB  MET A  72      61.133  62.317  41.624  1.00  0.00

ATOM   1066  HB1 MET A  72      60.576  62.980  40.963  1.00  0.00

ATOM   1067  HB2 MET A  72      60.410  61.565  41.929  1.00  0.00

ATOM   1068  CG  MET A  72      62.074  61.477  40.772  1.00  0.00

ATOM   1069  HG1 MET A  72      61.406  60.975  40.065  1.00  0.00

ATOM   1070  HG2 MET A  72      62.633  60.783  41.406  1.00  0.00

ATOM   1071  SD  MET A  72      63.205  62.554  39.846  1.00  0.00

ATOM   1072  CE  MET A  72      62.336  62.688  38.268  1.00  0.00

ATOM   1073  HE1 MET A  72      61.358  63.053  38.559  1.00  0.00

ATOM   1074  HE2 MET A  72      62.904  63.368  37.627  1.00  0.00

ATOM   1075  HE3 MET A  72      62.269  61.726  37.751  1.00  0.00

ATOM   1076  C   MET A  72      60.988  64.284  43.299  1.00  0.00

ATOM   1077  O   MET A  72      61.250  65.449  43.045  1.00  0.00

ATOM   1078  N   ALA A  73      60.090  64.055  44.267  1.00  0.00

ATOM   1079  H   ALA A  73      59.958  63.096  44.531  1.00  0.00

ATOM   1080  CA  ALA A  73      59.326  65.020  45.031  1.00  0.00

ATOM   1081  HA  ALA A  73      58.849  65.706  44.336  1.00  0.00

ATOM   1082  CB  ALA A  73      58.261  64.288  45.836  1.00  0.00

ATOM   1083  HB1 ALA A  73      57.740  64.983  46.501  1.00  0.00

ATOM   1084  HB2 ALA A  73      57.589  63.756  45.160  1.00  0.00

ATOM   1085  HB3 ALA A  73      58.813  63.586  46.461  1.00  0.00

ATOM   1086  C   ALA A  73      60.239  65.790  45.979  1.00  0.00

ATOM   1087  O   ALA A  73      60.051  67.003  45.991  1.00  0.00

ATOM   1088  N   ARG A  74      61.306  65.287  46.615  1.00  0.00

ATOM   1089  H   ARG A  74      61.367  64.286  46.687  1.00  0.00

ATOM   1090  CA  ARG A  74      62.366  66.027  47.272  1.00  0.00

ATOM   1091  HA  ARG A  74      61.868  66.927  47.630  1.00  0.00

ATOM   1092  CB  ARG A  74      62.961  65.265  48.457  1.00  0.00

ATOM   1093  HB1 ARG A  74      62.153  64.979  49.122  1.00  0.00

ATOM   1094  HB2 ARG A  74      63.579  65.986  48.981  1.00  0.00

ATOM   1095  CG  ARG A  74      63.816  64.046  48.118  1.00  0.00

ATOM   1096  HG1 ARG A  74      64.409  64.334  47.241  1.00  0.00

ATOM   1097  HG2 ARG A  74      63.129  63.234  47.890  1.00  0.00

ATOM   1098  CD  ARG A  74      64.742  63.640  49.261  1.00  0.00

ATOM   1099  HD1 ARG A  74      64.230  63.630  50.223  1.00  0.00

ATOM   1100  HD2 ARG A  74      65.523  64.391  49.383  1.00  0.00

ATOM   1101  NE  ARG A  74      65.292  62.328  48.895  1.00  0.00

ATOM   1102  HE  ARG A  74      64.858  61.528  49.328  1.00  0.00

ATOM   1103  CZ  ARG A  74      66.331  62.091  48.084  1.00  0.00

ATOM   1104  NH1 ARG A  74      66.813  60.840  48.066  1.00  0.00

ATOM   1105 1HH1 ARG A  74      66.299  60.140  48.591  1.00  0.00

ATOM   1106 2HH1 ARG A  74      67.416  60.435  47.366  1.00  0.00

ATOM   1107  NH2 ARG A  74      66.979  62.969  47.309  1.00  0.00

ATOM   1108 1HH2 ARG A  74      66.799  63.964  47.390  1.00  0.00

ATOM   1109 2HH2 ARG A  74      67.895  62.743  46.963  1.00  0.00

ATOM   1110  C   ARG A  74      63.453  66.581  46.357  1.00  0.00

ATOM   1111  O   ARG A  74      64.449  67.051  46.889  1.00  0.00

ATOM   1112  N   LYS A  75      63.235  66.632  45.037  1.00  0.00

ATOM   1113  H   LYS A  75      62.390  66.238  44.644  1.00  0.00

ATOM   1114  CA  LYS A  75      63.878  67.596  44.164  1.00  0.00

ATOM   1115  HA  LYS A  75      64.745  68.003  44.670  1.00  0.00

ATOM   1116  CB  LYS A  75      64.554  67.018  42.923  1.00  0.00

ATOM   1117  HB1 LYS A  75      64.968  67.855  42.361  1.00  0.00

ATOM   1118  HB2 LYS A  75      63.737  66.527  42.396  1.00  0.00

ATOM   1119  CG  LYS A  75      65.583  65.905  43.082  1.00  0.00

ATOM   1120  HG1 LYS A  75      65.926  65.657  42.078  1.00  0.00

ATOM   1121  HG2 LYS A  75      65.070  65.062  43.535  1.00  0.00

ATOM   1122  CD  LYS A  75      66.881  66.137  43.857  1.00  0.00

ATOM   1123  HD1 LYS A  75      66.739  66.616  44.820  1.00  0.00

ATOM   1124  HD2 LYS A  75      67.433  66.871  43.252  1.00  0.00

ATOM   1125  CE  LYS A  75      67.710  64.875  44.022  1.00  0.00

ATOM   1126  HE1 LYS A  75      68.081  64.497  43.067  1.00  0.00

ATOM   1127  HE2 LYS A  75      67.172  64.118  44.596  1.00  0.00

ATOM   1128  NZ  LYS A  75      68.872  65.240  44.853  1.00  0.00

ATOM   1129  HZ1 LYS A  75      69.567  65.906  44.529  1.00  0.00

ATOM   1130  HZ2 LYS A  75      68.610  65.666  45.732  1.00  0.00

ATOM   1131  HZ3 LYS A  75      69.290  64.359  45.141  1.00  0.00

ATOM   1132  C   LYS A  75      63.023  68.805  43.805  1.00  0.00

ATOM   1133  O   LYS A  75      63.371  69.560  42.886  1.00  0.00

ATOM   1134  N   MET A  76      62.055  69.097  44.668  1.00  0.00

ATOM   1135  H   MET A  76      61.784  68.298  45.226  1.00  0.00

ATOM   1136  CA  MET A  76      61.281  70.310  44.803  1.00  0.00

ATOM   1137  HA  MET A  76      60.567  70.144  45.606  1.00  0.00

ATOM   1138  CB  MET A  76      62.155  71.444  45.339  1.00  0.00

ATOM   1139  HB1 MET A  76      61.596  72.372  45.441  1.00  0.00

ATOM   1140  HB2 MET A  76      63.010  71.555  44.664  1.00  0.00

ATOM   1141  CG  MET A  76      62.730  71.074  46.701  1.00  0.00

ATOM   1142  HG1 MET A  76      62.113  70.366  47.250  1.00  0.00

ATOM   1143  HG2 MET A  76      62.720  72.001  47.283  1.00  0.00

ATOM   1144  SD  MET A  76      64.442  70.503  46.803  1.00  0.00

ATOM   1145  CE  MET A  76      64.694  71.188  48.462  1.00  0.00

ATOM   1146  HE1 MET A  76      64.040  70.741  49.215  1.00  0.00

ATOM   1147  HE2 MET A  76      65.717  70.936  48.751  1.00  0.00

ATOM   1148  HE3 MET A  76      64.482  72.262  48.512  1.00  0.00

ATOM   1149  C   MET A  76      60.442  70.503  43.540  1.00  0.00

ATOM   1150  O   MET A  76      60.088  69.518  42.885  1.00  0.00

ATOM   1151  N   LYS A  77      60.156  71.746  43.169  1.00  0.00

ATOM   1152  H   LYS A  77      60.582  72.543  43.613  1.00  0.00

ATOM   1153  CA  LYS A  77      59.240  72.169  42.133  1.00  0.00

ATOM   1154  HA  LYS A  77      58.244  71.770  42.318  1.00  0.00

ATOM   1155  CB  LYS A  77      59.033  73.686  42.058  1.00  0.00

ATOM   1156  HB1 LYS A  77      58.344  73.981  41.269  1.00  0.00

ATOM   1157  HB2 LYS A  77      60.009  74.040  41.734  1.00  0.00

ATOM   1158  CG  LYS A  77      58.576  74.325  43.372  1.00  0.00

ATOM   1159  HG1 LYS A  77      59.347  74.206  44.134  1.00  0.00

ATOM   1160  HG2 LYS A  77      57.568  74.000  43.593  1.00  0.00

ATOM   1161  CD  LYS A  77      58.544  75.843  43.239  1.00  0.00

ATOM   1162  HD1 LYS A  77      57.895  76.272  42.470  1.00  0.00

ATOM   1163  HD2 LYS A  77      59.567  76.134  43.018  1.00  0.00

ATOM   1164  CE  LYS A  77      58.097  76.448  44.566  1.00  0.00

ATOM   1165  HE1 LYS A  77      58.437  77.488  44.648  1.00  0.00

ATOM   1166  HE2 LYS A  77      58.583  75.892  45.361  1.00  0.00

ATOM   1167  NZ  LYS A  77      56.643  76.249  44.696  1.00  0.00

ATOM   1168  HZ1 LYS A  77      56.230  76.982  45.261  1.00  0.00

ATOM   1169  HZ2 LYS A  77      56.160  76.117  43.828  1.00  0.00

ATOM   1170  HZ3 LYS A  77      56.538  75.342  45.132  1.00  0.00

ATOM   1171  C   LYS A  77      59.567  71.726  40.715  1.00  0.00

ATOM   1172  O   LYS A  77      58.785  71.149  39.973  1.00  0.00

ATOM   1173  N   ASP A  78      60.866  71.943  40.491  1.00  0.00

ATOM   1174  H   ASP A  78      61.404  72.413  41.199  1.00  0.00

ATOM   1175  CA  ASP A  78      61.471  71.608  39.224  1.00  0.00

ATOM   1176  HA  ASP A  78      60.959  70.758  38.769  1.00  0.00

ATOM   1177  CB  ASP A  78      61.340  72.833  38.316  1.00  0.00

ATOM   1178  HB1 ASP A  78      61.917  72.673  37.403  1.00  0.00

ATOM   1179  HB2 ASP A  78      61.804  73.694  38.784  1.00  0.00

ATOM   1180  CG  ASP A  78      59.879  72.921  37.876  1.00  0.00

ATOM   1181  OD1 ASP A  78      59.199  73.672  38.608  1.00  0.00

ATOM   1182  OD2 ASP A  78      59.529  72.506  36.758  1.00  0.00

ATOM   1183  C   ASP A  78      62.940  71.225  39.371  1.00  0.00

ATOM   1184  O   ASP A  78      63.513  70.687  38.436  1.00  0.00

ATOM   1185  N   THR A  79      63.624  71.594  40.453  1.00  0.00

ATOM   1186  H   THR A  79      63.139  72.167  41.130  1.00  0.00

ATOM   1187  CA  THR A  79      64.984  71.233  40.784  1.00  0.00

ATOM   1188  HA  THR A  79      65.094  70.152  40.691  1.00  0.00

ATOM   1189  CB  THR A  79      65.966  71.823  39.778  1.00  0.00

ATOM   1190  HB  THR A  79      65.712  71.590  38.749  1.00  0.00

ATOM   1191  CG2 THR A  79      66.007  73.341  39.888  1.00  0.00

ATOM   1192 1HG2 THR A  79      65.022  73.805  39.885  1.00  0.00

ATOM   1193 2HG2 THR A  79      66.667  73.504  40.735  1.00  0.00

ATOM   1194 3HG2 THR A  79      66.559  73.690  39.016  1.00  0.00

ATOM   1195  OG1 THR A  79      67.256  71.315  40.057  1.00  0.00

ATOM   1196  HG1 THR A  79      67.555  71.850  40.804  1.00  0.00

ATOM   1197  C   THR A  79      65.379  71.560  42.225  1.00  0.00

ATOM   1198  O   THR A  79      65.152  72.673  42.696  1.00  0.00

ATOM   1199  N   ASP A  80      66.162  70.732  42.917  1.00  0.00

ATOM   1200  H   ASP A  80      66.378  69.921  42.356  1.00  0.00

ATOM   1201  CA  ASP A  80      67.076  71.233  43.922  1.00  0.00

ATOM   1202  HA  ASP A  80      66.418  71.433  44.765  1.00  0.00

ATOM   1203  CB  ASP A  80      67.965  70.106  44.430  1.00  0.00

ATOM   1204  HB1 ASP A  80      68.505  69.770  43.546  1.00  0.00

ATOM   1205  HB2 ASP A  80      67.341  69.270  44.746  1.00  0.00

ATOM   1206  CG  ASP A  80      68.828  70.504  45.611  1.00  0.00

ATOM   1207  OD1 ASP A  80      70.070  70.383  45.472  1.00  0.00

ATOM   1208  OD2 ASP A  80      68.286  70.951  46.653  1.00  0.00

ATOM   1209  C   ASP A  80      67.885  72.440  43.467  1.00  0.00

ATOM   1210  O   ASP A  80      68.375  72.498  42.344  1.00  0.00

ATOM   1211  N   SER A  81      68.057  73.307  44.478  1.00  0.00

ATOM   1212  H   SER A  81      67.691  73.029  45.374  1.00  0.00

ATOM   1213  CA  SER A  81      68.279  74.718  44.238  1.00  0.00

ATOM   1214  HA  SER A  81      67.488  75.187  43.650  1.00  0.00

ATOM   1215  CB  SER A  81      68.371  75.434  45.577  1.00  0.00

ATOM   1216  HB1 SER A  81      68.610  76.490  45.419  1.00  0.00

ATOM   1217  HB2 SER A  81      69.163  74.924  46.138  1.00  0.00

ATOM   1218  OG  SER A  81      67.230  75.428  46.406  1.00  0.00

ATOM   1219  HG  SER A  81      66.484  75.168  45.874  1.00  0.00

ATOM   1220  C   SER A  81      69.609  75.017  43.547  1.00  0.00

ATOM   1221  O   SER A  81      69.661  75.952  42.752  1.00  0.00

ATOM   1222  N   GLU A  82      70.704  74.327  43.882  1.00  0.00

ATOM   1223  H   GLU A  82      70.718  73.494  44.460  1.00  0.00

ATOM   1224  CA  GLU A  82      72.005  74.743  43.405  1.00  0.00

ATOM   1225  HA  GLU A  82      71.900  75.325  42.496  1.00  0.00

ATOM   1226  CB  GLU A  82      72.671  75.494  44.553  1.00  0.00

ATOM   1227  HB1 GLU A  82      72.542  74.914  45.470  1.00  0.00

ATOM   1228  HB2 GLU A  82      71.974  76.298  44.803  1.00  0.00

ATOM   1229  CG  GLU A  82      74.145  75.854  44.390  1.00  0.00

ATOM   1230  HG1 GLU A  82      74.658  74.993  43.974  1.00  0.00

ATOM   1231  HG2 GLU A  82      74.460  76.073  45.411  1.00  0.00

ATOM   1232  CD  GLU A  82      74.346  77.044  43.458  1.00  0.00

ATOM   1233  OE1 GLU A  82      73.424  77.535  42.777  1.00  0.00

ATOM   1234  OE2 GLU A  82      75.477  77.564  43.426  1.00  0.00

ATOM   1235  C   GLU A  82      72.891  73.569  43.014  1.00  0.00

ATOM   1236  O   GLU A  82      73.396  73.532  41.895  1.00  0.00

ATOM   1237  N   GLU A  83      73.141  72.554  43.838  1.00  0.00

ATOM   1238  H   GLU A  83      72.696  72.509  44.743  1.00  0.00

ATOM   1239  CA  GLU A  83      74.363  71.814  43.590  1.00  0.00

ATOM   1240  HA  GLU A  83      75.258  72.410  43.431  1.00  0.00

ATOM   1241  CB  GLU A  83      74.757  71.025  44.841  1.00  0.00

ATOM   1242  HB1 GLU A  83      73.964  70.292  44.992  1.00  0.00

ATOM   1243  HB2 GLU A  83      74.699  71.681  45.709  1.00  0.00

ATOM   1244  CG  GLU A  83      76.154  70.427  44.750  1.00  0.00

ATOM   1245  HG1 GLU A  83      76.907  71.180  44.554  1.00  0.00

ATOM   1246  HG2 GLU A  83      76.218  69.707  43.926  1.00  0.00

ATOM   1247  CD  GLU A  83      76.487  69.804  46.104  1.00  0.00

ATOM   1248  OE1 GLU A  83      75.672  68.989  46.598  1.00  0.00

ATOM   1249  OE2 GLU A  83      77.552  70.062  46.689  1.00  0.00

ATOM   1250  C   GLU A  83      74.186  70.867  42.417  1.00  0.00

ATOM   1251  O   GLU A  83      75.102  70.638  41.629  1.00  0.00

ATOM   1252  N   GLU A  84      72.943  70.419  42.210  1.00  0.00

ATOM   1253  H   GLU A  84      72.211  70.691  42.843  1.00  0.00

ATOM   1254  CA  GLU A  84      72.606  69.726  40.987  1.00  0.00

ATOM   1255  HA  GLU A  84      73.316  68.940  40.711  1.00  0.00

ATOM   1256  CB  GLU A  84      71.309  68.944  41.195  1.00  0.00

ATOM   1257  HB1 GLU A  84      70.769  68.817  40.254  1.00  0.00

ATOM   1258  HB2 GLU A  84      70.596  69.499  41.809  1.00  0.00

ATOM   1259  CG  GLU A  84      71.581  67.529  41.663  1.00  0.00

ATOM   1260  HG1 GLU A  84      72.552  67.114  41.402  1.00  0.00

ATOM   1261  HG2 GLU A  84      70.842  66.834  41.252  1.00  0.00

ATOM   1262  CD  GLU A  84      71.569  67.436  43.183  1.00  0.00

ATOM   1263  OE1 GLU A  84      72.507  67.834  43.909  1.00  0.00

ATOM   1264  OE2 GLU A  84      70.552  67.014  43.783  1.00  0.00

ATOM   1265  C   GLU A  84      72.527  70.585  39.723  1.00  0.00

ATOM   1266  O   GLU A  84      72.836  70.142  38.621  1.00  0.00

ATOM   1267  N   ILE A  85      72.161  71.870  39.802  1.00  0.00

ATOM   1268  H   ILE A  85      71.841  72.186  40.705  1.00  0.00

ATOM   1269  CA  ILE A  85      72.303  72.849  38.750  1.00  0.00

ATOM   1270  HA  ILE A  85      71.732  72.440  37.922  1.00  0.00

ATOM   1271  CB  ILE A  85      71.469  74.084  39.081  1.00  0.00

ATOM   1272  HB  ILE A  85      72.055  74.552  39.866  1.00  0.00

ATOM   1273  CG2 ILE A  85      71.415  75.059  37.908  1.00  0.00

ATOM   1274 1HG2 ILE A  85      72.414  75.418  37.652  1.00  0.00

ATOM   1275 2HG2 ILE A  85      70.948  74.710  36.984  1.00  0.00

ATOM   1276 3HG2 ILE A  85      70.931  75.977  38.240  1.00  0.00

ATOM   1277  CG1 ILE A  85      70.101  73.683  39.623  1.00  0.00

ATOM   1278 1HG1 ILE A  85      70.242  73.244  40.611  1.00  0.00

ATOM   1279 2HG1 ILE A  85      69.671  72.909  38.995  1.00  0.00

ATOM   1280  CD  ILE A  85      69.276  74.959  39.788  1.00  0.00

ATOM   1281  HD1 ILE A  85      68.946  75.317  38.821  1.00  0.00

ATOM   1282  HD2 ILE A  85      68.397  74.731  40.394  1.00  0.00

ATOM   1283  HD3 ILE A  85      69.878  75.757  40.219  1.00  0.00

ATOM   1284  C   ILE A  85      73.735  73.162  38.335  1.00  0.00

ATOM   1285  O   ILE A  85      74.001  73.294  37.135  1.00  0.00

ATOM   1286  N   ARG A  86      74.643  73.316  39.299  1.00  0.00

ATOM   1287  H   ARG A  86      74.295  73.361  40.248  1.00  0.00

ATOM   1288  CA  ARG A  86      76.074  73.410  39.101  1.00  0.00

ATOM   1289  HA  ARG A  86      76.344  74.180  38.364  1.00  0.00

ATOM   1290  CB  ARG A  86      76.789  73.716  40.415  1.00  0.00

ATOM   1291  HB1 ARG A  86      77.842  73.877  40.176  1.00  0.00

ATOM   1292  HB2 ARG A  86      76.679  72.919  41.143  1.00  0.00

ATOM   1293  CG  ARG A  86      76.348  74.998  41.115  1.00  0.00

ATOM   1294  HG1 ARG A  86      76.541  75.028  42.180  1.00  0.00

ATOM   1295  HG2 ARG A  86      75.278  75.164  41.003  1.00  0.00

ATOM   1296  CD  ARG A  86      77.237  76.125  40.581  1.00  0.00

ATOM   1297  HD1 ARG A  86      77.272  76.185  39.500  1.00  0.00

ATOM   1298  HD2 ARG A  86      78.247  75.836  40.859  1.00  0.00

ATOM   1299  NE  ARG A  86      76.928  77.397  41.230  1.00  0.00

ATOM   1300  HE  ARG A  86      76.159  77.359  41.885  1.00  0.00

ATOM   1301  CZ  ARG A  86      77.779  78.430  41.343  1.00  0.00

ATOM   1302  NH1 ARG A  86      78.794  78.641  40.486  1.00  0.00

ATOM   1303 1HH1 ARG A  86      79.005  77.915  39.826  1.00  0.00

ATOM   1304 2HH1 ARG A  86      79.209  79.561  40.497  1.00  0.00

ATOM   1305  NH2 ARG A  86      77.518  79.359  42.271  1.00  0.00

ATOM   1306 1HH2 ARG A  86      76.694  79.293  42.849  1.00  0.00

ATOM   1307 2HH2 ARG A  86      78.100  80.189  42.272  1.00  0.00

ATOM   1308  C   ARG A  86      76.588  72.163  38.395  1.00  0.00

ATOM   1309  O   ARG A  86      77.201  72.223  37.338  1.00  0.00

ATOM   1310  N   GLU A  87      76.245  70.971  38.915  1.00  0.00

ATOM   1311  H   GLU A  87      75.809  71.027  39.817  1.00  0.00

ATOM   1312  CA  GLU A  87      76.616  69.715  38.295  1.00  0.00

ATOM   1313  HA  GLU A  87      77.696  69.579  38.273  1.00  0.00

ATOM   1314  CB  GLU A  87      76.196  68.546  39.185  1.00  0.00

ATOM   1315  HB1 GLU A  87      75.153  68.318  38.936  1.00  0.00

ATOM   1316  HB2 GLU A  87      76.184  68.901  40.217  1.00  0.00

ATOM   1317  CG  GLU A  87      76.940  67.226  39.062  1.00  0.00

ATOM   1318  HG1 GLU A  87      77.062  67.009  38.007  1.00  0.00

ATOM   1319  HG2 GLU A  87      76.458  66.385  39.555  1.00  0.00

ATOM   1320  CD  GLU A  87      78.340  67.283  39.658  1.00  0.00

ATOM   1321  OE1 GLU A  87      78.431  67.448  40.897  1.00  0.00

ATOM   1322  OE2 GLU A  87      79.326  67.201  38.900  1.00  0.00

ATOM   1323  C   GLU A  87      76.174  69.542  36.850  1.00  0.00

ATOM   1324  O   GLU A  87      76.855  69.040  35.959  1.00  0.00

ATOM   1325  N   ALA A  88      74.997  70.076  36.512  1.00  0.00

ATOM   1326  H   ALA A  88      74.367  70.405  37.237  1.00  0.00

ATOM   1327  CA  ALA A  88      74.487  70.113  35.156  1.00  0.00

ATOM   1328  HA  ALA A  88      74.802  69.165  34.721  1.00  0.00

ATOM   1329  CB  ALA A  88      72.963  70.157  35.193  1.00  0.00

ATOM   1330  HB1 ALA A  88      72.653  71.136  35.553  1.00  0.00

ATOM   1331  HB2 ALA A  88      72.616  69.925  34.184  1.00  0.00

ATOM   1332  HB3 ALA A  88      72.573  69.324  35.779  1.00  0.00

ATOM   1333  C   ALA A  88      75.133  71.189  34.307  1.00  0.00

ATOM   1334  O   ALA A  88      75.424  70.956  33.140  1.00  0.00

ATOM   1335  N   PHE A  89      75.449  72.359  34.891  1.00  0.00

ATOM   1336  H   PHE A  89      75.161  72.441  35.850  1.00  0.00

ATOM   1337  CA  PHE A  89      75.925  73.503  34.150  1.00  0.00

ATOM   1338  HA  PHE A  89      75.224  73.524  33.322  1.00  0.00

ATOM   1339  CB  PHE A  89      75.687  74.661  35.117  1.00  0.00

ATOM   1340  HB1 PHE A  89      76.174  74.461  36.076  1.00  0.00

ATOM   1341  HB2 PHE A  89      74.629  74.842  35.234  1.00  0.00

ATOM   1342  CG  PHE A  89      76.225  75.982  34.612  1.00  0.00

ATOM   1343  CD1 PHE A  89      77.457  76.418  35.131  1.00  0.00

ATOM   1344  HD1 PHE A  89      78.024  75.824  35.829  1.00  0.00

ATOM   1345  CE1 PHE A  89      77.950  77.646  34.669  1.00  0.00

ATOM   1346  HE1 PHE A  89      78.932  77.937  35.020  1.00  0.00

ATOM   1347  CZ  PHE A  89      77.211  78.497  33.848  1.00  0.00

ATOM   1348  HZ  PHE A  89      77.639  79.361  33.349  1.00  0.00

ATOM   1349  CE2 PHE A  89      75.988  78.038  33.333  1.00  0.00

ATOM   1350  HE2 PHE A  89      75.476  78.711  32.664  1.00  0.00

ATOM   1351  CD2 PHE A  89      75.494  76.801  33.751  1.00  0.00

ATOM   1352  HD2 PHE A  89      74.543  76.514  33.320  1.00  0.00

ATOM   1353  C   PHE A  89      77.280  73.282  33.494  1.00  0.00

ATOM   1354  O   PHE A  89      77.573  73.654  32.355  1.00  0.00

ATOM   1355  N   ARG A  90      78.056  72.506  34.263  1.00  0.00

ATOM   1356  H   ARG A  90      77.735  72.370  35.210  1.00  0.00

ATOM   1357  CA  ARG A  90      79.327  71.910  33.887  1.00  0.00

ATOM   1358  HA  ARG A  90      79.945  72.767  33.643  1.00  0.00

ATOM   1359  CB  ARG A  90      79.906  71.223  35.121  1.00  0.00

ATOM   1360  HB1 ARG A  90      79.100  70.602  35.524  1.00  0.00

ATOM   1361  HB2 ARG A  90      80.191  71.977  35.857  1.00  0.00

ATOM   1362  CG  ARG A  90      81.178  70.398  34.972  1.00  0.00

ATOM   1363  HG1 ARG A  90      81.787  71.128  34.440  1.00  0.00

ATOM   1364  HG2 ARG A  90      81.093  69.472  34.401  1.00  0.00

ATOM   1365  CD  ARG A  90      81.740  70.173  36.380  1.00  0.00

ATOM   1366  HD1 ARG A  90      80.974  69.704  37.004  1.00  0.00

ATOM   1367  HD2 ARG A  90      81.975  71.181  36.705  1.00  0.00

ATOM   1368  NE  ARG A  90      82.922  69.314  36.434  1.00  0.00

ATOM   1369  HE  ARG A  90      83.785  69.778  36.716  1.00  0.00

ATOM   1370  CZ  ARG A  90      83.003  67.995  36.226  1.00  0.00

ATOM   1371  NH1 ARG A  90      82.055  67.133  35.835  1.00  0.00

ATOM   1372 1HH1 ARG A  90      81.097  67.398  35.674  1.00  0.00

ATOM   1373 2HH1 ARG A  90      82.339  66.220  35.506  1.00  0.00

ATOM   1374  NH2 ARG A  90      84.187  67.391  36.376  1.00  0.00

ATOM   1375 1HH2 ARG A  90      84.950  68.044  36.506  1.00  0.00

ATOM   1376 2HH2 ARG A  90      84.266  66.390  36.252  1.00  0.00

ATOM   1377  C   ARG A  90      79.296  71.086  32.608  1.00  0.00

ATOM   1378  O   ARG A  90      80.306  70.956  31.921  1.00  0.00

ATOM   1379  N   VAL A  91      78.130  70.539  32.276  1.00  0.00

ATOM   1380  H   VAL A  91      77.367  70.561  32.937  1.00  0.00

ATOM   1381  CA  VAL A  91      77.947  69.873  31.008  1.00  0.00

ATOM   1382  HA  VAL A  91      78.921  69.436  30.765  1.00  0.00

ATOM   1383  CB  VAL A  91      77.081  68.633  31.197  1.00  0.00

ATOM   1384  HB  VAL A  91      76.020  68.868  31.189  1.00  0.00

ATOM   1385  CG1 VAL A  91      77.397  67.675  30.041  1.00  0.00

ATOM   1386 1HG1 VAL A  91      78.432  67.513  29.726  1.00  0.00

ATOM   1387 2HG1 VAL A  91      77.096  66.662  30.332  1.00  0.00

ATOM   1388 3HG1 VAL A  91      76.735  67.924  29.212  1.00  0.00

ATOM   1389  CG2 VAL A  91      77.385  67.895  32.495  1.00  0.00

ATOM   1390 1HG2 VAL A  91      76.741  67.018  32.505  1.00  0.00

ATOM   1391 2HG2 VAL A  91      78.429  67.571  32.554  1.00  0.00

ATOM   1392 3HG2 VAL A  91      77.217  68.567  33.338  1.00  0.00

ATOM   1393  C   VAL A  91      77.541  70.756  29.829  1.00  0.00

ATOM   1394  O   VAL A  91      77.829  70.379  28.701  1.00  0.00

ATOM   1395  N   PHE A  92      76.788  71.818  30.124  1.00  0.00

ATOM   1396  H   PHE A  92      76.849  72.199  31.060  1.00  0.00

ATOM   1397  CA  PHE A  92      76.342  72.809  29.165  1.00  0.00

ATOM   1398  HA  PHE A  92      76.115  72.343  28.206  1.00  0.00

ATOM   1399  CB  PHE A  92      75.060  73.551  29.497  1.00  0.00

ATOM   1400  HB1 PHE A  92      75.037  74.419  28.838  1.00  0.00

ATOM   1401  HB2 PHE A  92      75.109  74.027  30.483  1.00  0.00

ATOM   1402  CG  PHE A  92      73.773  72.762  29.402  1.00  0.00

ATOM   1403  CD1 PHE A  92      73.271  72.100  30.523  1.00  0.00

ATOM   1404  HD1 PHE A  92      73.863  72.093  31.424  1.00  0.00

ATOM   1405  CE1 PHE A  92      72.006  71.501  30.408  1.00  0.00

ATOM   1406  HE1 PHE A  92      71.579  70.930  31.219  1.00  0.00

ATOM   1407  CZ  PHE A  92      71.355  71.477  29.165  1.00  0.00

ATOM   1408  HZ  PHE A  92      70.417  70.945  29.086  1.00  0.00

ATOM   1409  CE2 PHE A  92      71.954  71.983  28.013  1.00  0.00

ATOM   1410  HE2 PHE A  92      71.441  72.168  27.076  1.00  0.00

ATOM   1411  CD2 PHE A  92      73.115  72.749  28.163  1.00  0.00

ATOM   1412  HD2 PHE A  92      73.389  73.458  27.394  1.00  0.00

ATOM   1413  C   PHE A  92      77.418  73.828  28.810  1.00  0.00

ATOM   1414  O   PHE A  92      77.536  74.220  27.654  1.00  0.00

ATOM   1415  N   ASP A  93      78.262  74.244  29.758  1.00  0.00

ATOM   1416  H   ASP A  93      78.222  73.930  30.711  1.00  0.00

ATOM   1417  CA  ASP A  93      79.398  75.115  29.501  1.00  0.00

ATOM   1418  HA  ASP A  93      79.310  75.715  28.596  1.00  0.00

ATOM   1419  CB  ASP A  93      79.464  76.098  30.662  1.00  0.00

ATOM   1420  HB1 ASP A  93      79.457  75.571  31.619  1.00  0.00

ATOM   1421  HB2 ASP A  93      78.551  76.689  30.586  1.00  0.00

ATOM   1422  CG  ASP A  93      80.450  77.239  30.440  1.00  0.00

ATOM   1423  OD1 ASP A  93      81.105  77.381  29.385  1.00  0.00

ATOM   1424  OD2 ASP A  93      80.480  78.100  31.348  1.00  0.00

ATOM   1425  C   ASP A  93      80.659  74.282  29.355  1.00  0.00

ATOM   1426  O   ASP A  93      81.097  73.632  30.304  1.00  0.00

ATOM   1427  N   LYS A  94      81.350  74.295  28.224  1.00  0.00

ATOM   1428  H   LYS A  94      81.163  74.935  27.469  1.00  0.00

ATOM   1429  CA  LYS A  94      82.423  73.364  27.921  1.00  0.00

ATOM   1430  HA  LYS A  94      82.277  72.404  28.413  1.00  0.00

ATOM   1431  CB  LYS A  94      82.538  73.187  26.410  1.00  0.00

ATOM   1432  HB1 LYS A  94      83.300  72.418  26.279  1.00  0.00

ATOM   1433  HB2 LYS A  94      82.893  74.128  26.008  1.00  0.00

ATOM   1434  CG  LYS A  94      81.264  72.692  25.736  1.00  0.00

ATOM   1435  HG1 LYS A  94      81.587  72.592  24.692  1.00  0.00

ATOM   1436  HG2 LYS A  94      80.519  73.480  25.707  1.00  0.00

ATOM   1437  CD  LYS A  94      80.637  71.461  26.392  1.00  0.00

ATOM   1438  HD1 LYS A  94      80.390  71.727  27.422  1.00  0.00

ATOM   1439  HD2 LYS A  94      81.380  70.663  26.399  1.00  0.00

ATOM   1440  CE  LYS A  94      79.387  71.002  25.657  1.00  0.00

ATOM   1441  HE1 LYS A  94      79.670  70.809  24.620  1.00  0.00

ATOM   1442  HE2 LYS A  94      78.648  71.807  25.748  1.00  0.00

ATOM   1443  NZ  LYS A  94      78.947  69.809  26.376  1.00  0.00

ATOM   1444  HZ1 LYS A  94      78.301  69.279  25.799  1.00  0.00

ATOM   1445  HZ2 LYS A  94      79.690  69.151  26.577  1.00  0.00

ATOM   1446  HZ3 LYS A  94      78.521  70.006  27.279  1.00  0.00

ATOM   1447  C   LYS A  94      83.728  73.884  28.528  1.00  0.00

ATOM   1448  O   LYS A  94      84.651  73.084  28.652  1.00  0.00

ATOM   1449  N   ASP A  95      83.827  75.180  28.839  1.00  0.00

ATOM   1450  H   ASP A  95      82.984  75.677  28.598  1.00  0.00

ATOM   1451  CA  ASP A  95      85.097  75.860  28.973  1.00  0.00

ATOM   1452  HA  ASP A  95      85.841  75.089  29.181  1.00  0.00

ATOM   1453  CB  ASP A  95      85.344  76.573  27.653  1.00  0.00

ATOM   1454  HB1 ASP A  95      85.491  75.855  26.836  1.00  0.00

ATOM   1455  HB2 ASP A  95      86.252  77.162  27.808  1.00  0.00

ATOM   1456  CG  ASP A  95      84.238  77.553  27.303  1.00  0.00

ATOM   1457  OD1 ASP A  95      83.911  78.426  28.144  1.00  0.00

ATOM   1458  OD2 ASP A  95      83.747  77.633  26.154  1.00  0.00

ATOM   1459  C   ASP A  95      85.181  76.672  30.249  1.00  0.00

ATOM   1460  O   ASP A  95      86.170  77.375  30.448  1.00  0.00

ATOM   1461  N   GLY A  96      84.148  76.702  31.099  1.00  0.00

ATOM   1462  H   GLY A  96      83.334  76.123  30.947  1.00  0.00

ATOM   1463  CA  GLY A  96      84.172  77.374  32.386  1.00  0.00

ATOM   1464  HA1 GLY A  96      85.058  77.028  32.902  1.00  0.00

ATOM   1465  HA2 GLY A  96      83.284  77.149  32.974  1.00  0.00

ATOM   1466  C   GLY A  96      84.277  78.882  32.234  1.00  0.00

ATOM   1467  O   GLY A  96      84.994  79.577  32.953  1.00  0.00

ATOM   1468  N   ASN A  97      83.626  79.459  31.229  1.00  0.00

ATOM   1469  H   ASN A  97      83.246  78.870  30.502  1.00  0.00

ATOM   1470  CA  ASN A  97      83.570  80.910  31.122  1.00  0.00

ATOM   1471  HA  ASN A  97      84.316  81.385  31.768  1.00  0.00

ATOM   1472  CB  ASN A  97      83.937  81.320  29.699  1.00  0.00

ATOM   1473  HB1 ASN A  97      84.608  80.534  29.364  1.00  0.00

ATOM   1474  HB2 ASN A  97      84.487  82.262  29.651  1.00  0.00

ATOM   1475  CG  ASN A  97      82.713  81.474  28.805  1.00  0.00

ATOM   1476  OD1 ASN A  97      81.827  80.630  28.886  1.00  0.00

ATOM   1477  ND2 ASN A  97      82.675  82.422  27.865  1.00  0.00

ATOM   1478 1HD2 ASN A  97      83.501  82.953  27.642  1.00  0.00

ATOM   1479 2HD2 ASN A  97      81.864  82.547  27.277  1.00  0.00

ATOM   1480  C   ASN A  97      82.368  81.630  31.701  1.00  0.00

ATOM   1481  O   ASN A  97      82.106  82.831  31.635  1.00  0.00

ATOM   1482  N   GLY A  98      81.524  80.850  32.378  1.00  0.00

ATOM   1483  H   GLY A  98      81.725  79.858  32.410  1.00  0.00

ATOM   1484  CA  GLY A  98      80.266  81.285  32.949  1.00  0.00

ATOM   1485  HA1 GLY A  98      80.503  82.239  33.421  1.00  0.00

ATOM   1486  HA2 GLY A  98      80.012  80.612  33.768  1.00  0.00

ATOM   1487  C   GLY A  98      79.116  81.495  31.973  1.00  0.00

ATOM   1488  O   GLY A  98      78.023  81.874  32.373  1.00  0.00

ATOM   1489  N   TYR A  99      79.314  81.244  30.669  1.00  0.00

ATOM   1490  H   TYR A  99      80.175  80.792  30.410  1.00  0.00

ATOM   1491  CA  TYR A  99      78.360  81.297  29.584  1.00  0.00

ATOM   1492  HA  TYR A  99      77.366  81.407  30.007  1.00  0.00

ATOM   1493  CB  TYR A  99      78.693  82.577  28.814  1.00  0.00

ATOM   1494  HB1 TYR A  99      77.972  82.510  28.007  1.00  0.00

ATOM   1495  HB2 TYR A  99      79.668  82.554  28.334  1.00  0.00

ATOM   1496  CG  TYR A  99      78.486  83.897  29.511  1.00  0.00

ATOM   1497  CD1 TYR A  99      79.540  84.494  30.220  1.00  0.00

ATOM   1498  HD1 TYR A  99      80.425  83.946  30.524  1.00  0.00

ATOM   1499  CE1 TYR A  99      79.385  85.784  30.734  1.00  0.00

ATOM   1500  HE1 TYR A  99      80.249  86.234  31.213  1.00  0.00

ATOM   1501  CZ  TYR A  99      78.228  86.528  30.456  1.00  0.00

ATOM   1502  OH  TYR A  99      78.122  87.851  30.775  1.00  0.00

ATOM   1503  HH  TYR A  99      77.295  88.281  30.552  1.00  0.00

ATOM   1504  CE2 TYR A  99      77.131  85.856  29.880  1.00  0.00

ATOM   1505  HE2 TYR A  99      76.196  86.333  29.623  1.00  0.00

ATOM   1506  CD2 TYR A  99      77.248  84.544  29.391  1.00  0.00

ATOM   1507  HD2 TYR A  99      76.450  84.059  28.855  1.00  0.00

ATOM   1508  C   TYR A  99      78.247  80.043  28.732  1.00  0.00

ATOM   1509  O   TYR A  99      79.268  79.496  28.333  1.00  0.00

ATOM   1510  N   ILE A 100      77.022  79.707  28.321  1.00  0.00

ATOM   1511  H   ILE A 100      76.357  80.367  28.704  1.00  0.00

ATOM   1512  CA  ILE A 100      76.603  78.710  27.352  1.00  0.00

ATOM   1513  HA  ILE A 100      77.372  77.982  27.123  1.00  0.00

ATOM   1514  CB  ILE A 100      75.369  77.951  27.822  1.00  0.00

ATOM   1515  HB  ILE A 100      74.549  78.662  27.928  1.00  0.00

ATOM   1516  CG2 ILE A 100      74.926  76.795  26.922  1.00  0.00

ATOM   1517 1HG2 ILE A 100      75.694  76.035  26.800  1.00  0.00

ATOM   1518 2HG2 ILE A 100      73.976  76.423  27.310  1.00  0.00

ATOM   1519 3HG2 ILE A 100      74.705  77.211  25.945  1.00  0.00

ATOM   1520  CG1 ILE A 100      75.514  77.392  29.225  1.00  0.00

ATOM   1521 1HG1 ILE A 100      76.004  78.110  29.885  1.00  0.00

ATOM   1522 2HG1 ILE A 100      76.245  76.586  29.281  1.00  0.00

ATOM   1523  CD  ILE A 100      74.289  76.944  30.016  1.00  0.00

ATOM   1524  HD1 ILE A 100      73.581  77.774  30.042  1.00  0.00

ATOM   1525  HD2 ILE A 100      73.715  76.172  29.488  1.00  0.00

ATOM   1526  HD3 ILE A 100      74.569  76.546  30.990  1.00  0.00

ATOM   1527  C   ILE A 100      76.366  79.392  26.006  1.00  0.00

ATOM   1528  O   ILE A 100      75.779  80.472  26.028  1.00  0.00

ATOM   1529  N   SER A 101      76.780  78.822  24.875  1.00  0.00

ATOM   1530  H   SER A 101      77.354  78.009  25.056  1.00  0.00

ATOM   1531  CA  SER A 101      76.657  79.324  23.521  1.00  0.00

ATOM   1532  HA  SER A 101      75.832  80.039  23.475  1.00  0.00

ATOM   1533  CB  SER A 101      77.957  80.045  23.182  1.00  0.00

ATOM   1534  HB1 SER A 101      78.092  80.844  23.913  1.00  0.00

ATOM   1535  HB2 SER A 101      77.846  80.558  22.222  1.00  0.00

ATOM   1536  OG  SER A 101      79.138  79.279  23.236  1.00  0.00

ATOM   1537  HG  SER A 101      79.292  78.860  24.077  1.00  0.00

ATOM   1538  C   SER A 101      76.231  78.289  22.484  1.00  0.00

ATOM   1539  O   SER A 101      76.163  77.089  22.756  1.00  0.00

ATOM   1540  N   ALA A 102      75.756  78.776  21.344  1.00  0.00

ATOM   1541  H   ALA A 102      75.730  79.789  21.291  1.00  0.00

ATOM   1542  CA  ALA A 102      75.039  78.035  20.320  1.00  0.00

ATOM   1543  HA  ALA A 102      74.073  77.708  20.699  1.00  0.00

ATOM   1544  CB  ALA A 102      74.808  78.999  19.161  1.00  0.00

ATOM   1545  HB1 ALA A 102      75.736  79.225  18.633  1.00  0.00

ATOM   1546  HB2 ALA A 102      74.079  78.501  18.515  1.00  0.00

ATOM   1547  HB3 ALA A 102      74.477  79.920  19.645  1.00  0.00

ATOM   1548  C   ALA A 102      75.778  76.794  19.844  1.00  0.00

ATOM   1549  O   ALA A 102      75.173  75.746  19.639  1.00  0.00

ATOM   1550  N   ALA A 103      77.114  76.773  19.830  1.00  0.00

ATOM   1551  H   ALA A 103      77.626  77.627  19.977  1.00  0.00

ATOM   1552  CA  ALA A 103      77.841  75.585  19.421  1.00  0.00

ATOM   1553  HA  ALA A 103      77.202  75.201  18.626  1.00  0.00

ATOM   1554  CB  ALA A 103      79.173  75.934  18.757  1.00  0.00

ATOM   1555  HB1 ALA A 103      79.542  75.036  18.270  1.00  0.00

ATOM   1556  HB2 ALA A 103      79.213  76.768  18.055  1.00  0.00

ATOM   1557  HB3 ALA A 103      79.966  76.140  19.482  1.00  0.00

ATOM   1558  C   ALA A 103      78.071  74.570  20.531  1.00  0.00

ATOM   1559  O   ALA A 103      78.488  73.441  20.226  1.00  0.00

ATOM   1560  N   GLU A 104      77.898  75.000  21.779  1.00  0.00

ATOM   1561  H   GLU A 104      77.622  75.965  21.911  1.00  0.00

ATOM   1562  CA  GLU A 104      77.873  74.267  23.028  1.00  0.00

ATOM   1563  HA  GLU A 104      78.659  73.524  22.889  1.00  0.00

ATOM   1564  CB  GLU A 104      78.316  75.132  24.202  1.00  0.00

ATOM   1565  HB1 GLU A 104      78.310  74.462  25.064  1.00  0.00

ATOM   1566  HB2 GLU A 104      77.517  75.859  24.301  1.00  0.00

ATOM   1567  CG  GLU A 104      79.699  75.779  24.071  1.00  0.00

ATOM   1568  HG1 GLU A 104      79.682  76.626  23.385  1.00  0.00

ATOM   1569  HG2 GLU A 104      80.494  75.033  23.950  1.00  0.00

ATOM   1570  CD  GLU A 104      80.075  76.576  25.301  1.00  0.00

ATOM   1571  OE1 GLU A 104      79.662  77.758  25.378  1.00  0.00

ATOM   1572  OE2 GLU A 104      80.790  76.129  26.214  1.00  0.00

ATOM   1573  C   GLU A 104      76.575  73.497  23.206  1.00  0.00

ATOM   1574  O   GLU A 104      76.542  72.378  23.704  1.00  0.00

ATOM   1575  N   LEU A 105      75.445  74.163  22.928  1.00  0.00

ATOM   1576  H   LEU A 105      75.547  75.129  22.622  1.00  0.00

ATOM   1577  CA  LEU A 105      74.117  73.586  22.954  1.00  0.00

ATOM   1578  HA  LEU A 105      73.866  73.238  23.955  1.00  0.00

ATOM   1579  CB  LEU A 105      73.110  74.714  22.809  1.00  0.00

ATOM   1580  HB1 LEU A 105      73.219  75.187  21.833  1.00  0.00

ATOM   1581  HB2 LEU A 105      73.322  75.527  23.508  1.00  0.00

ATOM   1582  CG  LEU A 105      71.639  74.323  22.924  1.00  0.00

ATOM   1583  HG  LEU A 105      71.519  73.729  22.011  1.00  0.00

ATOM   1584  CD1 LEU A 105      71.405  73.627  24.262  1.00  0.00

ATOM   1585 1HD1 LEU A 105      71.836  74.296  25.009  1.00  0.00

ATOM   1586 2HD1 LEU A 105      70.325  73.577  24.372  1.00  0.00

ATOM   1587 3HD1 LEU A 105      71.937  72.673  24.280  1.00  0.00

ATOM   1588  CD2 LEU A 105      70.761  75.555  22.788  1.00  0.00

ATOM   1589 1HD2 LEU A 105      69.753  75.122  22.730  1.00  0.00

ATOM   1590 2HD2 LEU A 105      71.015  76.201  23.624  1.00  0.00

ATOM   1591 3HD2 LEU A 105      70.903  76.071  21.835  1.00  0.00

ATOM   1592  C   LEU A 105      74.019  72.497  21.894  1.00  0.00

ATOM   1593  O   LEU A 105      73.505  71.420  22.196  1.00  0.00

ATOM   1594  N   ARG A 106      74.576  72.777  20.712  1.00  0.00

ATOM   1595  H   ARG A 106      74.709  73.746  20.470  1.00  0.00

ATOM   1596  CA  ARG A 106      74.821  71.824  19.644  1.00  0.00

ATOM   1597  HA  ARG A 106      73.906  71.416  19.227  1.00  0.00

ATOM   1598  CB  ARG A 106      75.452  72.458  18.406  1.00  0.00

ATOM   1599  HB1 ARG A 106      76.495  72.685  18.654  1.00  0.00

ATOM   1600  HB2 ARG A 106      74.980  73.412  18.206  1.00  0.00

ATOM   1601  CG  ARG A 106      75.551  71.696  17.085  1.00  0.00

ATOM   1602  HG1 ARG A 106      74.563  71.686  16.639  1.00  0.00

ATOM   1603  HG2 ARG A 106      75.975  70.722  17.360  1.00  0.00

ATOM   1604  CD  ARG A 106      76.560  72.351  16.152  1.00  0.00

ATOM   1605  HD1 ARG A 106      76.517  71.811  15.210  1.00  0.00

ATOM   1606  HD2 ARG A 106      77.542  72.199  16.614  1.00  0.00

ATOM   1607  NE  ARG A 106      76.184  73.726  15.816  1.00  0.00

ATOM   1608  HE  ARG A 106      75.213  73.963  15.690  1.00  0.00

ATOM   1609  CZ  ARG A 106      76.981  74.787  15.614  1.00  0.00

ATOM   1610  NH1 ARG A 106      78.302  74.807  15.855  1.00  0.00

ATOM   1611 1HH1 ARG A 106      78.867  73.978  15.884  1.00  0.00

ATOM   1612 2HH1 ARG A 106      78.735  75.705  15.656  1.00  0.00

ATOM   1613  NH2 ARG A 106      76.503  75.952  15.166  1.00  0.00

ATOM   1614 1HH2 ARG A 106      75.499  76.042  15.038  1.00  0.00

ATOM   1615 2HH2 ARG A 106      77.064  76.787  15.167  1.00  0.00

ATOM   1616  C   ARG A 106      75.548  70.591  20.148  1.00  0.00

ATOM   1617  O   ARG A 106      75.209  69.464  19.779  1.00  0.00

ATOM   1618  N   HIS A 107      76.475  70.690  21.108  1.00  0.00

ATOM   1619  H   HIS A 107      76.657  71.628  21.426  1.00  0.00

ATOM   1620  CA  HIS A 107      77.221  69.535  21.568  1.00  0.00

ATOM   1621  HA  HIS A 107      77.501  68.836  20.781  1.00  0.00

ATOM   1622  CB  HIS A 107      78.512  70.058  22.193  1.00  0.00

ATOM   1623  HB1 HIS A 107      78.181  70.489  23.137  1.00  0.00

ATOM   1624  HB2 HIS A 107      78.986  70.790  21.546  1.00  0.00

ATOM   1625  CG  HIS A 107      79.583  69.096  22.627  1.00  0.00

ATOM   1626  ND1 HIS A 107      79.391  67.713  22.658  1.00  0.00

ATOM   1627  CE1 HIS A 107      80.582  67.287  23.070  1.00  0.00

ATOM   1628  HE1 HIS A 107      80.801  66.249  23.230  1.00  0.00

ATOM   1629  NE2 HIS A 107      81.427  68.277  23.401  1.00  0.00

ATOM   1630  HE2 HIS A 107      82.412  68.149  23.623  1.00  0.00

ATOM   1631  CD2 HIS A 107      80.844  69.465  23.004  1.00  0.00

ATOM   1632  HD2 HIS A 107      81.298  70.440  22.883  1.00  0.00

ATOM   1633  C   HIS A 107      76.287  68.680  22.421  1.00  0.00

ATOM   1634  O   HIS A 107      76.333  67.448  22.405  1.00  0.00

ATOM   1635  N   VAL A 108      75.446  69.281  23.264  1.00  0.00

ATOM   1636  H   VAL A 108      75.480  70.289  23.337  1.00  0.00

ATOM   1637  CA  VAL A 108      74.397  68.639  24.040  1.00  0.00

ATOM   1638  HA  VAL A 108      74.870  67.773  24.504  1.00  0.00

ATOM   1639  CB  VAL A 108      73.800  69.488  25.156  1.00  0.00

ATOM   1640  HB  VAL A 108      73.005  70.139  24.801  1.00  0.00

ATOM   1641  CG1 VAL A 108      73.231  68.545  26.218  1.00  0.00

ATOM   1642 1HG1 VAL A 108      72.635  69.207  26.836  1.00  0.00

ATOM   1643 2HG1 VAL A 108      72.435  67.956  25.758  1.00  0.00

ATOM   1644 3HG1 VAL A 108      74.003  68.029  26.788  1.00  0.00

ATOM   1645  CG2 VAL A 108      74.923  70.191  25.912  1.00  0.00

ATOM   1646 1HG2 VAL A 108      74.454  70.676  26.782  1.00  0.00

ATOM   1647 2HG2 VAL A 108      75.594  69.515  26.442  1.00  0.00

ATOM   1648 3HG2 VAL A 108      75.508  70.867  25.285  1.00  0.00

ATOM   1649  C   VAL A 108      73.333  67.995  23.164  1.00  0.00

ATOM   1650  O   VAL A 108      72.865  66.898  23.454  1.00  0.00

ATOM   1651  N   MET A 109      72.922  68.692  22.109  1.00  0.00

ATOM   1652  H   MET A 109      73.351  69.592  21.924  1.00  0.00

ATOM   1653  CA  MET A 109      71.822  68.293  21.258  1.00  0.00

ATOM   1654  HA  MET A 109      70.926  67.988  21.795  1.00  0.00

ATOM   1655  CB  MET A 109      71.527  69.534  20.426  1.00  0.00

ATOM   1656  HB1 MET A 109      72.409  69.710  19.824  1.00  0.00

ATOM   1657  HB2 MET A 109      71.263  70.365  21.089  1.00  0.00

ATOM   1658  CG  MET A 109      70.405  69.399  19.406  1.00  0.00

ATOM   1659  HG1 MET A 109      70.041  70.401  19.152  1.00  0.00

ATOM   1660  HG2 MET A 109      69.560  68.960  19.948  1.00  0.00

ATOM   1661  SD  MET A 109      70.516  68.340  17.945  1.00  0.00

ATOM   1662  CE  MET A 109      71.729  69.276  16.975  1.00  0.00

ATOM   1663  HE1 MET A 109      72.777  69.234  17.288  1.00  0.00

ATOM   1664  HE2 MET A 109      71.678  69.007  15.915  1.00  0.00

ATOM   1665  HE3 MET A 109      71.342  70.288  17.019  1.00  0.00

ATOM   1666  C   MET A 109      72.169  67.035  20.471  1.00  0.00

ATOM   1667  O   MET A 109      71.327  66.186  20.199  1.00  0.00

ATOM   1668  N   THR A 110      73.461  66.874  20.173  1.00  0.00

ATOM   1669  H   THR A 110      74.064  67.644  20.455  1.00  0.00

ATOM   1670  CA  THR A 110      74.125  65.798  19.463  1.00  0.00

ATOM   1671  HA  THR A 110      73.422  65.480  18.695  1.00  0.00

ATOM   1672  CB  THR A 110      75.381  66.380  18.840  1.00  0.00

ATOM   1673  HB  THR A 110      76.082  66.616  19.643  1.00  0.00

ATOM   1674  CG2 THR A 110      76.221  65.420  17.998  1.00  0.00

ATOM   1675 1HG2 THR A 110      76.946  66.061  17.491  1.00  0.00

ATOM   1676 2HG2 THR A 110      76.676  64.678  18.651  1.00  0.00

ATOM   1677 3HG2 THR A 110      75.567  64.998  17.238  1.00  0.00

ATOM   1678  OG1 THR A 110      75.043  67.497  18.046  1.00  0.00

ATOM   1679  HG1 THR A 110      75.189  68.266  18.603  1.00  0.00

ATOM   1680  C   THR A 110      74.374  64.607  20.366  1.00  0.00

ATOM   1681  O   THR A 110      74.323  63.466  19.919  1.00  0.00

ATOM   1682  N   ASN A 111      74.645  64.801  21.659  1.00  0.00

ATOM   1683  H   ASN A 111      74.871  65.761  21.894  1.00  0.00

ATOM   1684  CA  ASN A 111      74.921  63.838  22.699  1.00  0.00

ATOM   1685  HA  ASN A 111      75.511  63.063  22.215  1.00  0.00

ATOM   1686  CB  ASN A 111      75.805  64.438  23.784  1.00  0.00

ATOM   1687  HB1 ASN A 111      75.735  63.874  24.721  1.00  0.00

ATOM   1688  HB2 ASN A 111      75.482  65.475  23.925  1.00  0.00

ATOM   1689  CG  ASN A 111      77.258  64.263  23.355  1.00  0.00

ATOM   1690  OD1 ASN A 111      77.692  63.114  23.449  1.00  0.00

ATOM   1691  ND2 ASN A 111      77.893  65.255  22.733  1.00  0.00

ATOM   1692 1HD2 ASN A 111      77.469  66.175  22.673  1.00  0.00

ATOM   1693 2HD2 ASN A 111      78.599  65.021  22.051  1.00  0.00

ATOM   1694  C   ASN A 111      73.650  63.139  23.182  1.00  0.00

ATOM   1695  O   ASN A 111      73.698  61.914  23.333  1.00  0.00

ATOM   1696  N   LEU A 112      72.556  63.884  23.152  1.00  0.00

ATOM   1697  H   LEU A 112      72.695  64.861  22.964  1.00  0.00

ATOM   1698  CA  LEU A 112      71.148  63.521  23.242  1.00  0.00

ATOM   1699  HA  LEU A 112      71.055  62.719  23.983  1.00  0.00

ATOM   1700  CB  LEU A 112      70.382  64.715  23.802  1.00  0.00

ATOM   1701  HB1 LEU A 112      69.331  64.435  23.749  1.00  0.00

ATOM   1702  HB2 LEU A 112      70.426  65.568  23.122  1.00  0.00

ATOM   1703  CG  LEU A 112      70.766  65.168  25.208  1.00  0.00

ATOM   1704  HG  LEU A 112      71.810  65.463  25.099  1.00  0.00

ATOM   1705  CD1 LEU A 112      69.949  66.398  25.574  1.00  0.00

ATOM   1706 1HD1 LEU A 112      68.948  66.161  25.957  1.00  0.00

ATOM   1707 2HD1 LEU A 112      70.468  66.922  26.385  1.00  0.00

ATOM   1708 3HD1 LEU A 112      69.876  67.025  24.688  1.00  0.00

ATOM   1709  CD2 LEU A 112      70.662  64.097  26.286  1.00  0.00

ATOM   1710 1HD2 LEU A 112      69.649  63.694  26.345  1.00  0.00

ATOM   1711 2HD2 LEU A 112      71.303  63.222  26.164  1.00  0.00

ATOM   1712 3HD2 LEU A 112      70.794  64.533  27.273  1.00  0.00

ATOM   1713  C   LEU A 112      70.577  62.944  21.950  1.00  0.00

ATOM   1714  O   LEU A 112      69.497  62.351  22.006  1.00  0.00

ATOM   1715  N   GLY A 113      71.181  63.152  20.783  1.00  0.00

ATOM   1716  H   GLY A 113      72.132  63.467  20.730  1.00  0.00

ATOM   1717  CA  GLY A 113      70.648  62.648  19.538  1.00  0.00

ATOM   1718  HA1 GLY A 113      70.476  61.587  19.720  1.00  0.00

ATOM   1719  HA2 GLY A 113      71.403  62.671  18.744  1.00  0.00

ATOM   1720  C   GLY A 113      69.341  63.236  19.022  1.00  0.00

ATOM   1721  O   GLY A 113      68.556  62.534  18.377  1.00  0.00

ATOM   1722  N   GLU A 114      69.030  64.472  19.402  1.00  0.00

ATOM   1723  H   GLU A 114      69.771  65.054  19.776  1.00  0.00

ATOM   1724  CA  GLU A 114      67.778  65.115  19.067  1.00  0.00

ATOM   1725  HA  GLU A 114      66.985  64.392  19.285  1.00  0.00

ATOM   1726  CB  GLU A 114      67.590  66.199  20.124  1.00  0.00

ATOM   1727  HB1 GLU A 114      66.709  66.796  19.901  1.00  0.00

ATOM   1728  HB2 GLU A 114      68.409  66.914  20.036  1.00  0.00

ATOM   1729  CG  GLU A 114      67.277  65.623  21.502  1.00  0.00

ATOM   1730  HG1 GLU A 114      67.284  66.494  22.146  1.00  0.00

ATOM   1731  HG2 GLU A 114      68.100  65.036  21.906  1.00  0.00

ATOM   1732  CD  GLU A 114      65.967  64.885  21.733  1.00  0.00

ATOM   1733  OE1 GLU A 114      64.970  65.005  20.974  1.00  0.00

ATOM   1734  OE2 GLU A 114      65.801  64.239  22.791  1.00  0.00

ATOM   1735  C   GLU A 114      67.585  65.726  17.681  1.00  0.00

ATOM   1736  O   GLU A 114      66.466  66.113  17.342  1.00  0.00

ATOM   1737  N   LYS A 115      68.628  65.704  16.849  1.00  0.00

ATOM   1738  H   LYS A 115      69.519  65.359  17.164  1.00  0.00

ATOM   1739  CA  LYS A 115      68.612  66.007  15.433  1.00  0.00

ATOM   1740  HA  LYS A 115      69.682  66.041  15.193  1.00  0.00

ATOM   1741  CB  LYS A 115      67.965  64.907  14.600  1.00  0.00

ATOM   1742  HB1 LYS A 115      66.927  65.141  14.338  1.00  0.00

ATOM   1743  HB2 LYS A 115      67.792  63.984  15.164  1.00  0.00

ATOM   1744  CG  LYS A 115      68.715  64.704  13.294  1.00  0.00

ATOM   1745  HG1 LYS A 115      69.707  64.357  13.584  1.00  0.00

ATOM   1746  HG2 LYS A 115      68.654  65.580  12.643  1.00  0.00

ATOM   1747  CD  LYS A 115      68.073  63.540  12.549  1.00  0.00

ATOM   1748  HD1 LYS A 115      67.073  63.956  12.536  1.00  0.00

ATOM   1749  HD2 LYS A 115      68.223  62.663  13.193  1.00  0.00

ATOM   1750  CE  LYS A 115      68.750  63.426  11.188  1.00  0.00

ATOM   1751  HE1 LYS A 115      69.824  63.237  11.317  1.00  0.00

ATOM   1752  HE2 LYS A 115      68.726  64.404  10.709  1.00  0.00

ATOM   1753  NZ  LYS A 115      68.102  62.440  10.302  1.00  0.00

ATOM   1754  HZ1 LYS A 115      67.110  62.618  10.300  1.00  0.00

ATOM   1755  HZ2 LYS A 115      68.532  62.437   9.387  1.00  0.00

ATOM   1756  HZ3 LYS A 115      68.212  61.555  10.775  1.00  0.00

ATOM   1757  C   LYS A 115      68.072  67.360  15.003  1.00  0.00

ATOM   1758  O   LYS A 115      67.705  67.638  13.856  1.00  0.00

ATOM   1759  N   LEU A 116      68.133  68.348  15.892  1.00  0.00

ATOM   1760  H   LEU A 116      68.624  68.180  16.753  1.00  0.00

ATOM   1761  CA  LEU A 116      67.726  69.719  15.635  1.00  0.00

ATOM   1762  HA  LEU A 116      66.685  69.749  15.317  1.00  0.00

ATOM   1763  CB  LEU A 116      67.951  70.561  16.884  1.00  0.00

ATOM   1764  HB1 LEU A 116      67.980  71.606  16.555  1.00  0.00

ATOM   1765  HB2 LEU A 116      68.895  70.386  17.395  1.00  0.00

ATOM   1766  CG  LEU A 116      66.869  70.794  17.936  1.00  0.00

ATOM   1767  HG  LEU A 116      65.916  71.073  17.476  1.00  0.00

ATOM   1768  CD1 LEU A 116      66.472  69.559  18.741  1.00  0.00

ATOM   1769 1HD1 LEU A 116      67.334  69.299  19.356  1.00  0.00

ATOM   1770 2HD1 LEU A 116      65.641  69.750  19.420  1.00  0.00

ATOM   1771 3HD1 LEU A 116      66.201  68.791  18.020  1.00  0.00

ATOM   1772  CD2 LEU A 116      67.179  71.938  18.895  1.00  0.00

ATOM   1773 1HD2 LEU A 116      67.341  72.855  18.314  1.00  0.00

ATOM   1774 2HD2 LEU A 116      66.269  72.109  19.464  1.00  0.00

ATOM   1775 3HD2 LEU A 116      68.130  71.670  19.370  1.00  0.00

ATOM   1776  C   LEU A 116      68.421  70.398  14.461  1.00  0.00

ATOM   1777  O   LEU A 116      69.636  70.336  14.331  1.00  0.00

ATOM   1778  N   THR A 117      67.730  71.177  13.632  1.00  0.00

ATOM   1779  H   THR A 117      66.740  71.146  13.825  1.00  0.00

ATOM   1780  CA  THR A 117      68.408  72.223  12.886  1.00  0.00

ATOM   1781  HA  THR A 117      69.249  71.739  12.389  1.00  0.00

ATOM   1782  CB  THR A 117      67.456  72.910  11.911  1.00  0.00

ATOM   1783  HB  THR A 117      67.997  73.707  11.396  1.00  0.00

ATOM   1784  CG2 THR A 117      66.810  72.050  10.829  1.00  0.00

ATOM   1785 1HG2 THR A 117      66.042  72.606  10.296  1.00  0.00

ATOM   1786 2HG2 THR A 117      67.592  71.747  10.127  1.00  0.00

ATOM   1787 3HG2 THR A 117      66.372  71.129  11.216  1.00  0.00

ATOM   1788  OG1 THR A 117      66.433  73.545  12.642  1.00  0.00

ATOM   1789  HG1 THR A 117      66.018  72.813  13.107  1.00  0.00

ATOM   1790  C   THR A 117      69.196  73.197  13.740  1.00  0.00

ATOM   1791  O   THR A 117      69.175  73.234  14.970  1.00  0.00

ATOM   1792  N   ASP A 118      69.869  74.131  13.060  1.00  0.00

ATOM   1793  H   ASP A 118      69.736  74.188  12.055  1.00  0.00

ATOM   1794  CA  ASP A 118      70.688  75.185  13.611  1.00  0.00

ATOM   1795  HA  ASP A 118      71.141  74.901  14.564  1.00  0.00

ATOM   1796  CB  ASP A 118      71.761  75.590  12.596  1.00  0.00

ATOM   1797  HB1 ASP A 118      71.334  75.950  11.662  1.00  0.00

ATOM   1798  HB2 ASP A 118      72.378  74.766  12.215  1.00  0.00

ATOM   1799  CG  ASP A 118      72.700  76.584  13.261  1.00  0.00

ATOM   1800  OD1 ASP A 118      72.828  77.742  12.802  1.00  0.00

ATOM   1801  OD2 ASP A 118      73.435  76.204  14.207  1.00  0.00

ATOM   1802  C   ASP A 118      69.865  76.395  14.022  1.00  0.00

ATOM   1803  O   ASP A 118      70.100  77.074  15.014  1.00  0.00

ATOM   1804  N   GLU A 119      68.850  76.643  13.188  1.00  0.00

ATOM   1805  H   GLU A 119      68.671  76.029  12.399  1.00  0.00

ATOM   1806  CA  GLU A 119      67.814  77.584  13.564  1.00  0.00

ATOM   1807  HA  GLU A 119      68.291  78.538  13.783  1.00  0.00

ATOM   1808  CB  GLU A 119      66.922  77.912  12.363  1.00  0.00

ATOM   1809  HB1 GLU A 119      66.022  78.422  12.725  1.00  0.00

ATOM   1810  HB2 GLU A 119      66.562  77.018  11.843  1.00  0.00

ATOM   1811  CG  GLU A 119      67.490  78.784  11.259  1.00  0.00

ATOM   1812  HG1 GLU A 119      68.543  78.574  11.096  1.00  0.00

ATOM   1813  HG2 GLU A 119      67.558  79.778  11.691  1.00  0.00

ATOM   1814  CD  GLU A 119      66.674  78.716   9.975  1.00  0.00

ATOM   1815  OE1 GLU A 119      67.038  78.063   8.967  1.00  0.00

ATOM   1816  OE2 GLU A 119      65.632  79.400   9.870  1.00  0.00

ATOM   1817  C   GLU A 119      67.015  77.174  14.796  1.00  0.00

ATOM   1818  O   GLU A 119      66.574  78.097  15.474  1.00  0.00

ATOM   1819  N   GLU A 120      66.920  75.887  15.125  1.00  0.00

ATOM   1820  H   GLU A 120      67.207  75.154  14.486  1.00  0.00

ATOM   1821  CA  GLU A 120      66.330  75.429  16.367  1.00  0.00

ATOM   1822  HA  GLU A 120      65.414  75.976  16.563  1.00  0.00

ATOM   1823  CB  GLU A 120      65.894  73.983  16.180  1.00  0.00

ATOM   1824  HB1 GLU A 120      65.665  73.568  17.163  1.00  0.00

ATOM   1825  HB2 GLU A 120      66.671  73.296  15.831  1.00  0.00

ATOM   1826  CG  GLU A 120      64.573  73.869  15.420  1.00  0.00

ATOM   1827  HG1 GLU A 120      64.357  74.538  14.593  1.00  0.00

ATOM   1828  HG2 GLU A 120      63.874  74.296  16.144  1.00  0.00

ATOM   1829  CD  GLU A 120      64.264  72.449  14.990  1.00  0.00

ATOM   1830  OE1 GLU A 120      63.276  71.838  15.455  1.00  0.00

ATOM   1831  OE2 GLU A 120      64.976  71.960  14.087  1.00  0.00

ATOM   1832  C   GLU A 120      67.178  75.593  17.625  1.00  0.00

ATOM   1833  O   GLU A 120      66.693  75.985  18.690  1.00  0.00

ATOM   1834  N   VAL A 121      68.475  75.347  17.469  1.00  0.00

ATOM   1835  H   VAL A 121      68.744  74.836  16.643  1.00  0.00

ATOM   1836  CA  VAL A 121      69.419  75.646  18.535  1.00  0.00

ATOM   1837  HA  VAL A 121      68.980  75.230  19.436  1.00  0.00

ATOM   1838  CB  VAL A 121      70.785  75.048  18.193  1.00  0.00

ATOM   1839  HB  VAL A 121      71.039  75.304  17.169  1.00  0.00

ATOM   1840  CG1 VAL A 121      71.916  75.522  19.095  1.00  0.00

ATOM   1841 1HG1 VAL A 121      71.921  76.619  19.115  1.00  0.00

ATOM   1842 2HG1 VAL A 121      71.919  75.064  20.088  1.00  0.00

ATOM   1843 3HG1 VAL A 121      72.817  75.178  18.588  1.00  0.00

ATOM   1844  CG2 VAL A 121      70.844  73.527  18.126  1.00  0.00

ATOM   1845 1HG2 VAL A 121      70.273  73.231  17.244  1.00  0.00

ATOM   1846 2HG2 VAL A 121      71.857  73.130  18.014  1.00  0.00

ATOM   1847 3HG2 VAL A 121      70.290  73.107  18.980  1.00  0.00

ATOM   1848  C   VAL A 121      69.522  77.136  18.834  1.00  0.00

ATOM   1849  O   VAL A 121      69.479  77.507  20.004  1.00  0.00

ATOM   1850  N   ASP A 122      69.656  77.964  17.790  1.00  0.00

ATOM   1851  H   ASP A 122      69.641  77.582  16.855  1.00  0.00

ATOM   1852  CA  ASP A 122      69.468  79.393  17.795  1.00  0.00

ATOM   1853  HA  ASP A 122      70.234  79.738  18.494  1.00  0.00

ATOM   1854  CB  ASP A 122      69.848  79.943  16.428  1.00  0.00

ATOM   1855  HB1 ASP A 122      69.228  79.544  15.634  1.00  0.00

ATOM   1856  HB2 ASP A 122      70.862  79.599  16.223  1.00  0.00

ATOM   1857  CG  ASP A 122      69.862  81.469  16.408  1.00  0.00

ATOM   1858  OD1 ASP A 122      70.920  82.138  16.460  1.00  0.00

ATOM   1859  OD2 ASP A 122      68.737  82.009  16.267  1.00  0.00

ATOM   1860  C   ASP A 122      68.212  79.929  18.465  1.00  0.00

ATOM   1861  O   ASP A 122      68.276  80.845  19.277  1.00  0.00

ATOM   1862  N   GLU A 123      67.080  79.216  18.397  1.00  0.00

ATOM   1863  H   GLU A 123      67.022  78.460  17.735  1.00  0.00

ATOM   1864  CA  GLU A 123      65.811  79.416  19.077  1.00  0.00

ATOM   1865  HA  GLU A 123      65.688  80.501  19.143  1.00  0.00

ATOM   1866  CB  GLU A 123      64.730  78.766  18.219  1.00  0.00

ATOM   1867  HB1 GLU A 123      64.838  77.684  18.238  1.00  0.00

ATOM   1868  HB2 GLU A 123      64.916  78.945  17.161  1.00  0.00

ATOM   1869  CG  GLU A 123      63.305  79.192  18.567  1.00  0.00

ATOM   1870  HG1 GLU A 123      63.196  80.238  18.301  1.00  0.00

ATOM   1871  HG2 GLU A 123      63.198  79.097  19.655  1.00  0.00

ATOM   1872  CD  GLU A 123      62.241  78.404  17.806  1.00  0.00

ATOM   1873  OE1 GLU A 123      62.524  77.790  16.752  1.00  0.00

ATOM   1874  OE2 GLU A 123      61.079  78.388  18.268  1.00  0.00

ATOM   1875  C   GLU A 123      65.779  78.888  20.498  1.00  0.00

ATOM   1876  O   GLU A 123      65.288  79.561  21.400  1.00  0.00

ATOM   1877  N   MET A 124      66.407  77.743  20.781  1.00  0.00

ATOM   1878  H   MET A 124      66.715  77.150  20.027  1.00  0.00

ATOM   1879  CA  MET A 124      66.383  77.183  22.117  1.00  0.00

ATOM   1880  HA  MET A 124      65.356  77.281  22.453  1.00  0.00

ATOM   1881  CB  MET A 124      66.759  75.702  22.009  1.00  0.00

ATOM   1882  HB1 MET A 124      67.795  75.642  21.695  1.00  0.00

ATOM   1883  HB2 MET A 124      66.113  75.309  21.228  1.00  0.00

ATOM   1884  CG  MET A 124      66.459  74.848  23.236  1.00  0.00

ATOM   1885  HG1 MET A 124      65.453  74.889  23.644  1.00  0.00

ATOM   1886  HG2 MET A 124      67.007  75.262  24.087  1.00  0.00

ATOM   1887  SD  MET A 124      67.062  73.163  22.989  1.00  0.00

ATOM   1888  CE  MET A 124      67.164  72.731  24.737  1.00  0.00

ATOM   1889  HE1 MET A 124      66.263  72.673  25.361  1.00  0.00

ATOM   1890  HE2 MET A 124      67.662  71.765  24.713  1.00  0.00

ATOM   1891  HE3 MET A 124      67.798  73.460  25.244  1.00  0.00

ATOM   1892  C   MET A 124      67.291  77.933  23.087  1.00  0.00

ATOM   1893  O   MET A 124      66.983  77.892  24.274  1.00  0.00

ATOM   1894  N   ILE A 125      68.322  78.626  22.580  1.00  0.00

ATOM   1895  H   ILE A 125      68.568  78.575  21.611  1.00  0.00

ATOM   1896  CA  ILE A 125      69.193  79.491  23.350  1.00  0.00

ATOM   1897  HA  ILE A 125      69.183  79.056  24.352  1.00  0.00

ATOM   1898  CB  ILE A 125      70.619  79.427  22.791  1.00  0.00

ATOM   1899  HB  ILE A 125      70.682  78.345  22.742  1.00  0.00

ATOM   1900  CG2 ILE A 125      70.965  80.046  21.437  1.00  0.00

ATOM   1901 1HG2 ILE A 125      70.996  81.137  21.467  1.00  0.00

ATOM   1902 2HG2 ILE A 125      71.857  79.558  21.071  1.00  0.00

ATOM   1903 3HG2 ILE A 125      70.157  79.916  20.717  1.00  0.00

ATOM   1904  CG1 ILE A 125      71.641  79.882  23.829  1.00  0.00

ATOM   1905 1HG1 ILE A 125      71.349  79.534  24.816  1.00  0.00

ATOM   1906 2HG1 ILE A 125      71.615  80.965  23.862  1.00  0.00

ATOM   1907  CD  ILE A 125      73.078  79.452  23.531  1.00  0.00

ATOM   1908  HD1 ILE A 125      73.683  79.503  24.434  1.00  0.00

ATOM   1909  HD2 ILE A 125      73.108  78.414  23.182  1.00  0.00

ATOM   1910  HD3 ILE A 125      73.487  80.109  22.761  1.00  0.00

ATOM   1911  C   ILE A 125      68.597  80.878  23.491  1.00  0.00

ATOM   1912  O   ILE A 125      68.753  81.503  24.535  1.00  0.00

ATOM   1913  N   ARG A 126      67.878  81.379  22.475  1.00  0.00

ATOM   1914  H   ARG A 126      68.026  80.969  21.562  1.00  0.00

ATOM   1915  CA  ARG A 126      67.141  82.614  22.629  1.00  0.00

ATOM   1916  HA  ARG A 126      67.759  83.283  23.225  1.00  0.00

ATOM   1917  CB  ARG A 126      66.893  83.309  21.301  1.00  0.00

ATOM   1918  HB1 ARG A 126      66.046  82.835  20.800  1.00  0.00

ATOM   1919  HB2 ARG A 126      67.770  83.147  20.682  1.00  0.00

ATOM   1920  CG  ARG A 126      66.810  84.834  21.457  1.00  0.00

ATOM   1921  HG1 ARG A 126      67.661  85.120  22.077  1.00  0.00

ATOM   1922  HG2 ARG A 126      65.995  85.166  22.101  1.00  0.00

ATOM   1923  CD  ARG A 126      66.842  85.546  20.114  1.00  0.00

ATOM   1924  HD1 ARG A 126      65.912  85.287  19.622  1.00  0.00

ATOM   1925  HD2 ARG A 126      67.737  85.267  19.539  1.00  0.00

ATOM   1926  NE  ARG A 126      67.000  86.973  20.392  1.00  0.00

ATOM   1927  HE  ARG A 126      67.424  87.210  21.278  1.00  0.00

ATOM   1928  CZ  ARG A 126      66.425  87.969  19.702  1.00  0.00

ATOM   1929  NH1 ARG A 126      65.775  87.758  18.547  1.00  0.00

ATOM   1930 1HH1 ARG A 126      65.831  86.912  17.998  1.00  0.00

ATOM   1931 2HH1 ARG A 126      65.394  88.542  18.030  1.00  0.00

ATOM   1932  NH2 ARG A 126      66.471  89.256  20.069  1.00  0.00

ATOM   1933 1HH2 ARG A 126      66.954  89.583  20.895  1.00  0.00

ATOM   1934 2HH2 ARG A 126      65.868  89.825  19.496  1.00  0.00

ATOM   1935  C   ARG A 126      65.905  82.444  23.503  1.00  0.00

ATOM   1936  O   ARG A 126      65.464  83.451  24.048  1.00  0.00

ATOM   1937  N   GLU A 127      65.394  81.225  23.688  1.00  0.00

ATOM   1938  H   GLU A 127      65.657  80.455  23.088  1.00  0.00

ATOM   1939  CA  GLU A 127      64.235  81.048  24.537  1.00  0.00

ATOM   1940  HA  GLU A 127      63.561  81.884  24.349  1.00  0.00

ATOM   1941  CB  GLU A 127      63.487  79.791  24.085  1.00  0.00

ATOM   1942  HB1 GLU A 127      64.088  78.958  24.472  1.00  0.00

ATOM   1943  HB2 GLU A 127      63.347  79.769  23.007  1.00  0.00

ATOM   1944  CG  GLU A 127      62.071  79.719  24.633  1.00  0.00

ATOM   1945  HG1 GLU A 127      61.594  80.683  24.514  1.00  0.00

ATOM   1946  HG2 GLU A 127      62.249  79.528  25.701  1.00  0.00

ATOM   1947  CD  GLU A 127      61.270  78.559  24.050  1.00  0.00

ATOM   1948  OE1 GLU A 127      60.622  78.787  23.002  1.00  0.00

ATOM   1949  OE2 GLU A 127      61.165  77.475  24.663  1.00  0.00

ATOM   1950  C   GLU A 127      64.550  81.013  26.026  1.00  0.00

ATOM   1951  O   GLU A 127      63.694  81.424  26.809  1.00  0.00

ATOM   1952  N   ALA A 128      65.800  80.759  26.410  1.00  0.00

ATOM   1953  H   ALA A 128      66.408  80.436  25.662  1.00  0.00

ATOM   1954  CA  ALA A 128      66.321  80.730  27.761  1.00  0.00

ATOM   1955  HA  ALA A 128      65.494  80.439  28.412  1.00  0.00

ATOM   1956  CB  ALA A 128      67.287  79.551  27.819  1.00  0.00

ATOM   1957  HB1 ALA A 128      67.535  79.446  28.876  1.00  0.00

ATOM   1958  HB2 ALA A 128      66.934  78.635  27.349  1.00  0.00

ATOM   1959  HB3 ALA A 128      68.313  79.628  27.471  1.00  0.00

ATOM   1960  C   ALA A 128      67.009  82.022  28.190  1.00  0.00

ATOM   1961  O   ALA A 128      67.280  82.104  29.392  1.00  0.00

ATOM   1962  N   ASP A 129      67.453  82.919  27.311  1.00  0.00

ATOM   1963  H   ASP A 129      67.242  82.778  26.329  1.00  0.00

ATOM   1964  CA  ASP A 129      68.159  84.136  27.646  1.00  0.00

ATOM   1965  HA  ASP A 129      68.758  83.779  28.490  1.00  0.00

ATOM   1966  CB  ASP A 129      69.078  84.456  26.470  1.00  0.00

ATOM   1967  HB1 ASP A 129      68.581  85.024  25.693  1.00  0.00

ATOM   1968  HB2 ASP A 129      69.392  83.539  25.972  1.00  0.00

ATOM   1969  CG  ASP A 129      70.280  85.290  26.885  1.00  0.00

ATOM   1970  OD1 ASP A 129      71.413  84.763  26.825  1.00  0.00

ATOM   1971  OD2 ASP A 129      70.076  86.450  27.285  1.00  0.00

ATOM   1972  C   ASP A 129      67.282  85.296  28.109  1.00  0.00

ATOM   1973  O   ASP A 129      66.167  85.387  27.611  1.00  0.00

ATOM   1974  N   ILE A 130      67.740  85.995  29.157  1.00  0.00

ATOM   1975  H   ILE A 130      68.615  85.836  29.634  1.00  0.00

ATOM   1976  CA  ILE A 130      66.937  87.033  29.759  1.00  0.00

ATOM   1977  HA  ILE A 130      65.869  86.882  29.586  1.00  0.00

ATOM   1978  CB  ILE A 130      67.159  87.112  31.260  1.00  0.00

ATOM   1979  HB  ILE A 130      68.228  87.190  31.467  1.00  0.00

ATOM   1980  CG2 ILE A 130      66.290  88.237  31.803  1.00  0.00

ATOM   1981 1HG2 ILE A 130      66.715  89.211  31.551  1.00  0.00

ATOM   1982 2HG2 ILE A 130      65.293  88.208  31.370  1.00  0.00

ATOM   1983 3HG2 ILE A 130      66.271  88.225  32.894  1.00  0.00

ATOM   1984  CG1 ILE A 130      66.802  85.777  31.913  1.00  0.00

ATOM   1985 1HG1 ILE A 130      67.004  85.826  32.988  1.00  0.00

ATOM   1986 2HG1 ILE A 130      67.524  85.020  31.624  1.00  0.00

ATOM   1987  CD  ILE A 130      65.375  85.236  31.834  1.00  0.00

ATOM   1988  HD1 ILE A 130      65.139  84.927  30.809  1.00  0.00

ATOM   1989  HD2 ILE A 130      65.312  84.448  32.585  1.00  0.00

ATOM   1990  HD3 ILE A 130      64.682  86.039  32.070  1.00  0.00

ATOM   1991  C   ILE A 130      67.110  88.359  29.034  1.00  0.00

ATOM   1992  O   ILE A 130      66.104  88.977  28.683  1.00  0.00

ATOM   1993  N   ASP A 131      68.347  88.726  28.658  1.00  0.00

ATOM   1994  H   ASP A 131      68.983  87.952  28.761  1.00  0.00

ATOM   1995  CA  ASP A 131      68.650  89.648  27.593  1.00  0.00

ATOM   1996  HA  ASP A 131      68.333  90.662  27.827  1.00  0.00

ATOM   1997  CB  ASP A 131      70.158  89.836  27.437  1.00  0.00

ATOM   1998  HB1 ASP A 131      70.298  90.647  26.720  1.00  0.00

ATOM   1999  HB2 ASP A 131      70.511  88.931  26.945  1.00  0.00

ATOM   2000  CG  ASP A 131      70.916  90.072  28.735  1.00  0.00

ATOM   2001  OD1 ASP A 131      71.587  89.109  29.163  1.00  0.00

ATOM   2002  OD2 ASP A 131      70.655  91.096  29.409  1.00  0.00

ATOM   2003  C   ASP A 131      68.121  89.187  26.241  1.00  0.00

ATOM   2004  O   ASP A 131      67.964  90.048  25.378  1.00  0.00

ATOM   2005  N   GLY A 132      67.979  87.890  25.961  1.00  0.00

ATOM   2006  H   GLY A 132      68.312  87.217  26.634  1.00  0.00

ATOM   2007  CA  GLY A 132      67.623  87.480  24.614  1.00  0.00

ATOM   2008  HA1 GLY A 132      66.917  88.194  24.182  1.00  0.00

ATOM   2009  HA2 GLY A 132      67.359  86.434  24.552  1.00  0.00

ATOM   2010  C   GLY A 132      68.765  87.632  23.625  1.00  0.00

ATOM   2011  O   GLY A 132      68.567  87.984  22.465  1.00  0.00

ATOM   2012  N   ASP A 133      69.998  87.514  24.122  1.00  0.00

ATOM   2013  H   ASP A 133      70.080  87.274  25.106  1.00  0.00

ATOM   2014  CA  ASP A 133      71.231  87.876  23.460  1.00  0.00

ATOM   2015  HA  ASP A 133      71.009  88.221  22.442  1.00  0.00

ATOM   2016  CB  ASP A 133      72.059  88.999  24.092  1.00  0.00

ATOM   2017  HB1 ASP A 133      71.390  89.838  24.289  1.00  0.00

ATOM   2018  HB2 ASP A 133      72.852  89.279  23.400  1.00  0.00

ATOM   2019  CG  ASP A 133      72.843  88.583  25.321  1.00  0.00

ATOM   2020  OD1 ASP A 133      72.532  87.586  26.005  1.00  0.00

ATOM   2021  OD2 ASP A 133      73.911  89.195  25.538  1.00  0.00

ATOM   2022  C   ASP A 133      72.089  86.667  23.143  1.00  0.00

ATOM   2023  O   ASP A 133      73.276  86.808  22.840  1.00  0.00

ATOM   2024  N   GLY A 134      71.506  85.466  23.219  1.00  0.00

ATOM   2025  H   GLY A 134      70.550  85.456  23.543  1.00  0.00

ATOM   2026  CA  GLY A 134      72.116  84.213  22.833  1.00  0.00

ATOM   2027  HA1 GLY A 134      72.514  84.280  21.820  1.00  0.00

ATOM   2028  HA2 GLY A 134      71.343  83.447  22.805  1.00  0.00

ATOM   2029  C   GLY A 134      73.254  83.598  23.644  1.00  0.00

ATOM   2030  O   GLY A 134      74.060  82.824  23.139  1.00  0.00

ATOM   2031  N   GLN A 135      73.535  84.047  24.864  1.00  0.00

ATOM   2032  H   GLN A 135      72.901  84.785  25.132  1.00  0.00

ATOM   2033  CA  GLN A 135      74.607  83.754  25.789  1.00  0.00

ATOM   2034  HA  GLN A 135      75.127  82.838  25.507  1.00  0.00

ATOM   2035  CB  GLN A 135      75.607  84.910  25.705  1.00  0.00

ATOM   2036  HB1 GLN A 135      76.300  84.696  26.513  1.00  0.00

ATOM   2037  HB2 GLN A 135      75.027  85.789  25.999  1.00  0.00

ATOM   2038  CG  GLN A 135      76.339  85.142  24.394  1.00  0.00

ATOM   2039  HG1 GLN A 135      76.748  86.156  24.397  1.00  0.00

ATOM   2040  HG2 GLN A 135      75.741  85.243  23.484  1.00  0.00

ATOM   2041  CD  GLN A 135      77.485  84.150  24.271  1.00  0.00

ATOM   2042  OE1 GLN A 135      78.337  84.052  25.142  1.00  0.00

ATOM   2043  NE2 GLN A 135      77.530  83.398  23.164  1.00  0.00

ATOM   2044 1HE2 GLN A 135      76.822  83.337  22.451  1.00  0.00

ATOM   2045 2HE2 GLN A 135      78.276  82.724  23.074  1.00  0.00

ATOM   2046  C   GLN A 135      74.093  83.583  27.218  1.00  0.00

ATOM   2047  O   GLN A 135      74.020  84.521  27.995  1.00  0.00

ATOM   2048  N   VAL A 136      73.744  82.354  27.604  1.00  0.00

ATOM   2049  H   VAL A 136      73.923  81.667  26.886  1.00  0.00

ATOM   2050  CA  VAL A 136      73.098  82.093  28.873  1.00  0.00

ATOM   2051  HA  VAL A 136      72.327  82.832  29.071  1.00  0.00

ATOM   2052  CB  VAL A 136      72.348  80.769  28.778  1.00  0.00

ATOM   2053  HB  VAL A 136      73.072  80.000  28.498  1.00  0.00

ATOM   2054  CG1 VAL A 136      71.650  80.365  30.075  1.00  0.00

ATOM   2055 1HG1 VAL A 136      72.399  80.231  30.845  1.00  0.00

ATOM   2056 2HG1 VAL A 136      70.887  81.102  30.336  1.00  0.00

ATOM   2057 3HG1 VAL A 136      71.100  79.438  29.882  1.00  0.00

ATOM   2058  CG2 VAL A 136      71.342  80.866  27.634  1.00  0.00

ATOM   2059 1HG2 VAL A 136      70.829  79.963  27.294  1.00  0.00

ATOM   2060 2HG2 VAL A 136      70.653  81.635  27.964  1.00  0.00

ATOM   2061 3HG2 VAL A 136      71.777  81.201  26.691  1.00  0.00

ATOM   2062  C   VAL A 136      74.177  82.124  29.944  1.00  0.00

ATOM   2063  O   VAL A 136      75.156  81.375  29.926  1.00  0.00

ATOM   2064  N   ASN A 137      73.933  82.944  30.961  1.00  0.00

ATOM   2065  H   ASN A 137      73.130  83.552  30.870  1.00  0.00

ATOM   2066  CA  ASN A 137      74.701  83.014  32.190  1.00  0.00

ATOM   2067  HA  ASN A 137      75.589  82.443  31.948  1.00  0.00

ATOM   2068  CB  ASN A 137      74.868  84.500  32.482  1.00  0.00

ATOM   2069  HB1 ASN A 137      73.939  84.945  32.838  1.00  0.00

ATOM   2070  HB2 ASN A 137      75.246  85.012  31.598  1.00  0.00

ATOM   2071  CG  ASN A 137      75.840  84.771  33.620  1.00  0.00

ATOM   2072  OD1 ASN A 137      75.531  85.349  34.660  1.00  0.00

ATOM   2073  ND2 ASN A 137      77.049  84.238  33.414  1.00  0.00

ATOM   2074 1HD2 ASN A 137      77.354  83.636  32.659  1.00  0.00

ATOM   2075 2HD2 ASN A 137      77.771  84.451  34.083  1.00  0.00

ATOM   2076  C   ASN A 137      74.070  82.208  33.320  1.00  0.00

ATOM   2077  O   ASN A 137      72.931  81.764  33.232  1.00  0.00

ATOM   2078  N   TYR A 138      74.848  81.766  34.316  1.00  0.00

ATOM   2079  H   TYR A 138      75.836  81.828  34.127  1.00  0.00

ATOM   2080  CA  TYR A 138      74.435  80.950  35.433  1.00  0.00

ATOM   2081  HA  TYR A 138      74.201  80.006  34.939  1.00  0.00

ATOM   2082  CB  TYR A 138      75.542  80.678  36.444  1.00  0.00

ATOM   2083  HB1 TYR A 138      76.018  81.515  36.948  1.00  0.00

ATOM   2084  HB2 TYR A 138      76.387  80.245  35.907  1.00  0.00

ATOM   2085  CG  TYR A 138      75.034  79.701  37.485  1.00  0.00

ATOM   2086  CD1 TYR A 138      74.669  80.103  38.773  1.00  0.00

ATOM   2087  HD1 TYR A 138      74.664  81.169  38.949  1.00  0.00

ATOM   2088  CE1 TYR A 138      74.196  79.141  39.668  1.00  0.00

ATOM   2089  HE1 TYR A 138      73.899  79.544  40.626  1.00  0.00

ATOM   2090  CZ  TYR A 138      74.157  77.770  39.331  1.00  0.00

ATOM   2091  OH  TYR A 138      73.611  76.866  40.189  1.00  0.00

ATOM   2092  HH  TYR A 138      73.505  77.194  41.085  1.00  0.00

ATOM   2093  CE2 TYR A 138      74.531  77.365  38.039  1.00  0.00

ATOM   2094  HE2 TYR A 138      74.509  76.328  37.747  1.00  0.00

ATOM   2095  CD2 TYR A 138      74.987  78.352  37.144  1.00  0.00

ATOM   2096  HD2 TYR A 138      75.295  78.071  36.152  1.00  0.00

ATOM   2097  C   TYR A 138      73.162  81.449  36.107  1.00  0.00

ATOM   2098  O   TYR A 138      72.360  80.652  36.575  1.00  0.00

ATOM   2099  N   GLU A 139      72.932  82.764  36.172  1.00  0.00

ATOM   2100  H   GLU A 139      73.621  83.451  35.875  1.00  0.00

ATOM   2101  CA  GLU A 139      71.681  83.301  36.664  1.00  0.00

ATOM   2102  HA  GLU A 139      71.584  82.805  37.632  1.00  0.00

ATOM   2103  CB  GLU A 139      71.831  84.780  37.018  1.00  0.00

ATOM   2104  HB1 GLU A 139      72.645  85.054  37.686  1.00  0.00

ATOM   2105  HB2 GLU A 139      70.953  85.222  37.505  1.00  0.00

ATOM   2106  CG  GLU A 139      72.222  85.612  35.802  1.00  0.00

ATOM   2107  HG1 GLU A 139      71.398  85.527  35.095  1.00  0.00

ATOM   2108  HG2 GLU A 139      73.120  85.145  35.391  1.00  0.00

ATOM   2109  CD  GLU A 139      72.533  87.065  36.102  1.00  0.00

ATOM   2110  OE1 GLU A 139      73.382  87.369  36.968  1.00  0.00

ATOM   2111  OE2 GLU A 139      71.965  87.977  35.465  1.00  0.00

ATOM   2112  C   GLU A 139      70.512  83.053  35.718  1.00  0.00

ATOM   2113  O   GLU A 139      69.417  82.734  36.179  1.00  0.00

ATOM   2114  N   GLU A 140      70.710  83.038  34.399  1.00  0.00

ATOM   2115  H   GLU A 140      71.652  83.104  34.044  1.00  0.00

ATOM   2116  CA  GLU A 140      69.664  82.803  33.421  1.00  0.00

ATOM   2117  HA  GLU A 140      68.735  83.300  33.706  1.00  0.00

ATOM   2118  CB  GLU A 140      70.009  83.443  32.081  1.00  0.00

ATOM   2119  HB1 GLU A 140      69.113  83.434  31.471  1.00  0.00

ATOM   2120  HB2 GLU A 140      70.670  82.807  31.492  1.00  0.00

ATOM   2121  CG  GLU A 140      70.526  84.872  32.185  1.00  0.00

ATOM   2122  HG1 GLU A 140      71.509  84.924  32.649  1.00  0.00

ATOM   2123  HG2 GLU A 140      69.808  85.533  32.669  1.00  0.00

ATOM   2124  CD  GLU A 140      70.897  85.321  30.776  1.00  0.00

ATOM   2125  OE1 GLU A 140      71.744  84.758  30.045  1.00  0.00

ATOM   2126  OE2 GLU A 140      70.312  86.336  30.337  1.00  0.00

ATOM   2127  C   GLU A 140      69.409  81.314  33.301  1.00  0.00

ATOM   2128  O   GLU A 140      68.283  80.869  33.075  1.00  0.00

ATOM   2129  N   PHE A 141      70.404  80.463  33.596  1.00  0.00

ATOM   2130  H   PHE A 141      71.350  80.776  33.745  1.00  0.00

ATOM   2131  CA  PHE A 141      70.293  79.020  33.682  1.00  0.00

ATOM   2132  HA  PHE A 141      69.827  78.618  32.784  1.00  0.00

ATOM   2133  CB  PHE A 141      71.709  78.485  33.812  1.00  0.00

ATOM   2134  HB1 PHE A 141      72.124  78.712  34.800  1.00  0.00

ATOM   2135  HB2 PHE A 141      72.355  79.065  33.145  1.00  0.00

ATOM   2136  CG  PHE A 141      71.791  76.992  33.593  1.00  0.00

ATOM   2137  CD1 PHE A 141      72.212  76.159  34.638  1.00  0.00

ATOM   2138  HD1 PHE A 141      72.647  76.547  35.548  1.00  0.00

ATOM   2139  CE1 PHE A 141      72.205  74.767  34.494  1.00  0.00

ATOM   2140  HE1 PHE A 141      72.543  74.082  35.253  1.00  0.00

ATOM   2141  CZ  PHE A 141      71.837  74.184  33.276  1.00  0.00

ATOM   2142  HZ  PHE A 141      71.905  73.125  33.061  1.00  0.00

ATOM   2143  CE2 PHE A 141      71.315  74.998  32.263  1.00  0.00

ATOM   2144  HE2 PHE A 141      71.012  74.601  31.303  1.00  0.00

ATOM   2145  CD2 PHE A 141      71.346  76.395  32.408  1.00  0.00

ATOM   2146  HD2 PHE A 141      71.073  77.056  31.606  1.00  0.00

ATOM   2147  C   PHE A 141      69.522  78.552  34.905  1.00  0.00

ATOM   2148  O   PHE A 141      68.605  77.750  34.761  1.00  0.00

ATOM   2149  N   VAL A 142      69.837  79.159  36.051  1.00  0.00

ATOM   2150  H   VAL A 142      70.655  79.740  36.069  1.00  0.00

ATOM   2151  CA  VAL A 142      68.991  79.017  37.227  1.00  0.00

ATOM   2152  HA  VAL A 142      68.991  77.947  37.417  1.00  0.00

ATOM   2153  CB  VAL A 142      69.602  79.792  38.391  1.00  0.00

ATOM   2154  HB  VAL A 142      70.008  80.740  38.044  1.00  0.00

ATOM   2155  CG1 VAL A 142      68.570  80.105  39.463  1.00  0.00

ATOM   2156 1HG1 VAL A 142      68.075  79.218  39.858  1.00  0.00

ATOM   2157 2HG1 VAL A 142      69.135  80.568  40.279  1.00  0.00

ATOM   2158 3HG1 VAL A 142      67.863  80.869  39.148  1.00  0.00

ATOM   2159  CG2 VAL A 142      70.765  79.031  39.018  1.00  0.00

ATOM   2160 1HG2 VAL A 142      71.534  78.731  38.310  1.00  0.00

ATOM   2161 2HG2 VAL A 142      71.175  79.673  39.805  1.00  0.00

ATOM   2162 3HG2 VAL A 142      70.426  78.086  39.434  1.00  0.00

ATOM   2163  C   VAL A 142      67.531  79.369  36.995  1.00  0.00

ATOM   2164  O   VAL A 142      66.725  78.523  37.359  1.00  0.00

ATOM   2165  N   GLN A 143      67.165  80.480  36.334  1.00  0.00

ATOM   2166  H   GLN A 143      67.914  81.112  36.092  1.00  0.00

ATOM   2167  CA  GLN A 143      65.772  80.674  35.987  1.00  0.00

ATOM   2168  HA  GLN A 143      65.100  80.538  36.840  1.00  0.00

ATOM   2169  CB  GLN A 143      65.605  82.106  35.496  1.00  0.00

ATOM   2170  HB1 GLN A 143      64.623  82.319  35.074  1.00  0.00

ATOM   2171  HB2 GLN A 143      66.320  82.272  34.693  1.00  0.00

ATOM   2172  CG  GLN A 143      65.745  83.123  36.628  1.00  0.00

ATOM   2173  HG1 GLN A 143      66.662  82.811  37.123  1.00  0.00

ATOM   2174  HG2 GLN A 143      64.900  83.133  37.313  1.00  0.00

ATOM   2175  CD  GLN A 143      66.146  84.486  36.102  1.00  0.00

ATOM   2176  OE1 GLN A 143      65.356  85.362  35.750  1.00  0.00

ATOM   2177  NE2 GLN A 143      67.468  84.666  35.963  1.00  0.00

ATOM   2178 1HE2 GLN A 143      68.080  83.875  36.097  1.00  0.00

ATOM   2179 2HE2 GLN A 143      67.701  85.503  35.450  1.00  0.00

ATOM   2180  C   GLN A 143      65.242  79.725  34.930  1.00  0.00

ATOM   2181  O   GLN A 143      64.097  79.290  35.034  1.00  0.00

ATOM   2182  N   MET A 144      66.021  79.181  33.979  1.00  0.00

ATOM   2183  H   MET A 144      66.983  79.462  33.917  1.00  0.00

ATOM   2184  CA  MET A 144      65.493  78.157  33.100  1.00  0.00

ATOM   2185  HA  MET A 144      64.450  78.411  32.887  1.00  0.00

ATOM   2186  CB  MET A 144      66.327  77.964  31.845  1.00  0.00

ATOM   2187  HB1 MET A 144      67.125  77.243  32.024  1.00  0.00

ATOM   2188  HB2 MET A 144      66.886  78.894  31.681  1.00  0.00

ATOM   2189  CG  MET A 144      65.579  77.520  30.595  1.00  0.00

ATOM   2190  HG1 MET A 144      65.318  76.460  30.685  1.00  0.00

ATOM   2191  HG2 MET A 144      66.342  77.541  29.819  1.00  0.00

ATOM   2192  SD  MET A 144      64.145  78.416  29.954  1.00  0.00

ATOM   2193  CE  MET A 144      63.603  77.683  28.398  1.00  0.00

ATOM   2194  HE1 MET A 144      63.810  76.633  28.209  1.00  0.00

ATOM   2195  HE2 MET A 144      62.552  77.858  28.157  1.00  0.00

ATOM   2196  HE3 MET A 144      64.094  78.169  27.547  1.00  0.00

ATOM   2197  C   MET A 144      65.236  76.820  33.773  1.00  0.00

ATOM   2198  O   MET A 144      64.150  76.273  33.561  1.00  0.00

ATOM   2199  N   MET A 145      66.068  76.325  34.694  1.00  0.00

ATOM   2200  H   MET A 145      66.911  76.835  34.936  1.00  0.00

ATOM   2201  CA  MET A 145      65.889  75.112  35.469  1.00  0.00

ATOM   2202  HA  MET A 145      65.415  74.370  34.832  1.00  0.00

ATOM   2203  CB  MET A 145      67.245  74.546  35.888  1.00  0.00

ATOM   2204  HB1 MET A 145      67.196  73.624  36.473  1.00  0.00

ATOM   2205  HB2 MET A 145      67.793  75.272  36.478  1.00  0.00

ATOM   2206  CG  MET A 145      68.131  74.206  34.691  1.00  0.00

ATOM   2207  HG1 MET A 145      69.049  73.702  34.996  1.00  0.00

ATOM   2208  HG2 MET A 145      68.491  75.046  34.109  1.00  0.00

ATOM   2209  SD  MET A 145      67.367  72.921  33.678  1.00  0.00

ATOM   2210  CE  MET A 145      68.690  72.377  32.567  1.00  0.00

ATOM   2211  HE1 MET A 145      69.118  73.261  32.081  1.00  0.00

ATOM   2212  HE2 MET A 145      69.451  71.985  33.245  1.00  0.00

ATOM   2213  HE3 MET A 145      68.341  71.522  31.981  1.00  0.00

ATOM   2214  C   MET A 145      64.962  75.277  36.663  1.00  0.00

ATOM   2215  O   MET A 145      64.505  74.275  37.214  1.00  0.00

ATOM   2216  N   THR A 146      64.752  76.487  37.171  1.00  0.00

ATOM   2217  H   THR A 146      65.339  77.220  36.804  1.00  0.00

ATOM   2218  CA  THR A 146      63.838  76.701  38.277  1.00  0.00

ATOM   2219  HA  THR A 146      63.809  75.735  38.781  1.00  0.00

ATOM   2220  CB  THR A 146      64.309  77.746  39.284  1.00  0.00

ATOM   2221  HB  THR A 146      64.230  78.776  38.925  1.00  0.00

ATOM   2222  CG2 THR A 146      63.702  77.690  40.681  1.00  0.00

ATOM   2223 1HG2 THR A 146      62.622  77.805  40.712  1.00  0.00

ATOM   2224 2HG2 THR A 146      63.883  76.786  41.263  1.00  0.00

ATOM   2225 3HG2 THR A 146      64.110  78.573  41.188  1.00  0.00

ATOM   2226  OG1 THR A 146      65.655  77.441  39.562  1.00  0.00

ATOM   2227  HG1 THR A 146      66.069  77.779  38.762  1.00  0.00

ATOM   2228  C   THR A 146      62.390  76.949  37.906  1.00  0.00

ATOM   2229  O   THR A 146      61.528  76.643  38.726  1.00  0.00

ATOM   2230  N   ALA A 147      62.058  77.394  36.685  1.00  0.00

ATOM   2231  H   ALA A 147      62.786  77.432  35.993  1.00  0.00

ATOM   2232  CA  ALA A 147      60.773  77.884  36.213  1.00  0.00

ATOM   2233  HA  ALA A 147      60.233  78.220  37.097  1.00  0.00

ATOM   2234  CB  ALA A 147      60.964  79.116  35.335  1.00  0.00

ATOM   2235  HB1 ALA A 147      61.510  79.884  35.876  1.00  0.00

ATOM   2236  HB2 ALA A 147      61.475  78.828  34.415  1.00  0.00

ATOM   2237  HB3 ALA A 147      60.018  79.515  34.975  1.00  0.00

ATOM   2238  C   ALA A 147      60.008  76.768  35.520  1.00  0.00

ATOM   2239  O   ALA A 147      60.654  75.825  35.066  1.00  0.00

ATOM   2240  N   CLY A 148      58.713  77.028  35.368  1.00  0.00

ATOM   2241  H   CLY A 148      58.328  77.902  35.693  1.00  0.00

ATOM   2242  CA  CLY A 148      57.802  76.298  34.500  1.00  0.00

ATOM   2243  HA  CLY A 148      58.293  75.421  34.092  1.00  0.00

ATOM   2244  CB  CLY A 148      56.586  75.807  35.282  1.00  0.00

ATOM   2245  HB1 CLY A 148      55.763  75.669  34.579  1.00  0.00

ATOM   2246  HB2 CLY A 148      56.280  76.564  36.011  1.00  0.00

ATOM   2247  CG  CLY A 148      56.797  74.444  35.927  1.00  0.00

ATOM   2248  HG1 CLY A 148      57.633  74.456  36.620  1.00  0.00

ATOM   2249  HG2 CLY A 148      57.023  73.748  35.121  1.00  0.00

ATOM   2250  CD  CLY A 148      55.575  73.772  36.568  1.00  0.00

ATOM   2251  HD1 CLY A 148      54.814  73.775  35.788  1.00  0.00

ATOM   2252  HD2 CLY A 148      55.198  74.463  37.322  1.00  0.00

ATOM   2253  CE  CLY A 148      55.913  72.362  37.029  1.00  0.00

ATOM   2254  HE1 CLY A 148      56.408  71.840  36.209  1.00  0.00

ATOM   2255  HE2 CLY A 148      54.996  71.841  37.295  1.00  0.00

ATOM   2256  NZ  CLY A 148      56.780  72.461  38.215  1.00  0.00

ATOM   2257  HZ1 CLY A 148      57.639  72.884  37.875  1.00  0.00

ATOM   2258  HZ2 CLY A 148      56.387  72.836  39.059  1.00  0.00

ATOM   2259  HZ3 CLY A 148      56.993  71.534  38.570  1.00  0.00

ATOM   2260  C   CLY A 148      57.303  77.333  33.504  1.00  0.00

ATOM   2261  OC1 CLY A 148      57.033  77.075  32.313  1.00  0.00

ATOM   2262  OC2 CLY A 148      57.196  78.521  33.907  1.00  0.00

ATOM   2263  CA  CA  A 501      66.139  46.983  34.663  1.00  0.00

ATOM   2264  CA  CA  A 502      65.069  49.333  46.326  1.00  0.00

ATOM   2265  CA  CA  A 503      81.460  78.678  27.246  1.00  0.00

ATOM   2266  CA  CA  A 504      72.547  86.610  28.412  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL

MODEL        7

ATOM      1  N   NAL A   1      54.629  70.546  45.234  1.00  0.00

ATOM      2  H1  NAL A   1      55.343  69.878  45.007  1.00  0.00

ATOM      3  H2  NAL A   1      54.680  71.271  44.534  1.00  0.00

ATOM      4  H3  NAL A   1      54.937  70.970  46.101  1.00  0.00

ATOM      5  CA  NAL A   1      53.296  69.945  45.340  1.00  0.00

ATOM      6  HA  NAL A   1      52.761  70.553  46.072  1.00  0.00

ATOM      7  CB  NAL A   1      52.630  69.760  43.976  1.00  0.00

ATOM      8  HB1 NAL A   1      53.250  69.351  43.174  1.00  0.00

ATOM      9  HB2 NAL A   1      51.773  69.100  44.058  1.00  0.00

ATOM     10  HB3 NAL A   1      52.354  70.771  43.661  1.00  0.00

ATOM     11  C   NAL A   1      53.592  68.598  45.988  1.00  0.00

ATOM     12  O   NAL A   1      54.336  67.768  45.480  1.00  0.00

ATOM     13  N   ASP A   2      52.889  68.384  47.104  1.00  0.00

ATOM     14  H   ASP A   2      52.226  69.112  47.303  1.00  0.00

ATOM     15  CA  ASP A   2      52.973  67.187  47.920  1.00  0.00

ATOM     16  HA  ASP A   2      54.000  66.820  47.989  1.00  0.00

ATOM     17  CB  ASP A   2      52.307  67.521  49.250  1.00  0.00

ATOM     18  HB1 ASP A   2      51.264  67.795  49.057  1.00  0.00

ATOM     19  HB2 ASP A   2      52.765  68.427  49.642  1.00  0.00

ATOM     20  CG  ASP A   2      52.467  66.335  50.189  1.00  0.00

ATOM     21  OD1 ASP A   2      53.607  65.986  50.571  1.00  0.00

ATOM     22  OD2 ASP A   2      51.490  65.626  50.537  1.00  0.00

ATOM     23  C   ASP A   2      52.332  65.943  47.311  1.00  0.00

ATOM     24  O   ASP A   2      52.882  64.853  47.449  1.00  0.00

ATOM     25  N   GLN A   3      51.293  66.192  46.513  1.00  0.00

ATOM     26  H   GLN A   3      50.886  67.120  46.467  1.00  0.00

ATOM     27  CA  GLN A   3      50.456  65.177  45.910  1.00  0.00

ATOM     28  HA  GLN A   3      50.522  64.353  46.613  1.00  0.00

ATOM     29  CB  GLN A   3      49.000  65.640  45.814  1.00  0.00

ATOM     30  HB1 GLN A   3      48.657  66.104  46.736  1.00  0.00

ATOM     31  HB2 GLN A   3      48.492  64.698  45.630  1.00  0.00

ATOM     32  CG  GLN A   3      48.678  66.608  44.683  1.00  0.00

ATOM     33  HG1 GLN A   3      47.641  66.410  44.421  1.00  0.00

ATOM     34  HG2 GLN A   3      49.226  66.285  43.793  1.00  0.00

ATOM     35  CD  GLN A   3      48.989  68.073  44.906  1.00  0.00

ATOM     36  OE1 GLN A   3      49.330  68.595  45.971  1.00  0.00

ATOM     37  NE2 GLN A   3      48.811  68.826  43.810  1.00  0.00

ATOM     38 1HE2 GLN A   3      48.322  68.479  42.994  1.00  0.00

ATOM     39 2HE2 GLN A   3      48.950  69.820  43.847  1.00  0.00

ATOM     40  C   GLN A   3      50.998  64.506  44.646  1.00  0.00

ATOM     41  O   GLN A   3      52.032  64.928  44.135  1.00  0.00

ATOM     42  N   LEU A   4      50.302  63.455  44.225  1.00  0.00

ATOM     43  H   LEU A   4      49.458  63.174  44.707  1.00  0.00

ATOM     44  CA  LEU A   4      50.502  62.791  42.955  1.00  0.00

ATOM     45  HA  LEU A   4      51.042  63.490  42.317  1.00  0.00

ATOM     46  CB  LEU A   4      51.341  61.528  43.156  1.00  0.00

ATOM     47  HB1 LEU A   4      51.296  60.833  42.312  1.00  0.00

ATOM     48  HB2 LEU A   4      50.848  61.011  43.977  1.00  0.00

ATOM     49  CG  LEU A   4      52.794  61.690  43.560  1.00  0.00

ATOM     50  HG  LEU A   4      52.936  62.334  44.435  1.00  0.00

ATOM     51  CD1 LEU A   4      53.381  60.309  43.864  1.00  0.00

ATOM     52 1HD1 LEU A   4      53.454  59.710  42.956  1.00  0.00

ATOM     53 2HD1 LEU A   4      54.338  60.340  44.380  1.00  0.00

ATOM     54 3HD1 LEU A   4      52.771  59.798  44.618  1.00  0.00

ATOM     55  CD2 LEU A   4      53.613  62.177  42.370  1.00  0.00

ATOM     56 1HD2 LEU A   4      53.155  61.802  41.459  1.00  0.00

ATOM     57 2HD2 LEU A   4      53.626  63.268  42.368  1.00  0.00

ATOM     58 3HD2 LEU A   4      54.644  61.828  42.335  1.00  0.00

ATOM     59  C   LEU A   4      49.141  62.518  42.319  1.00  0.00

ATOM     60  O   LEU A   4      48.219  62.232  43.074  1.00  0.00

ATOM     61  N   THR A   5      49.001  62.469  40.999  1.00  0.00

ATOM     62  H   THR A   5      49.872  62.473  40.485  1.00  0.00

ATOM     63  CA  THR A   5      47.813  62.021  40.309  1.00  0.00

ATOM     64  HA  THR A   5      47.226  61.526  41.086  1.00  0.00

ATOM     65  CB  THR A   5      46.926  63.106  39.714  1.00  0.00

ATOM     66  HB  THR A   5      46.168  62.674  39.058  1.00  0.00

ATOM     67  CG2 THR A   5      46.118  63.965  40.692  1.00  0.00

ATOM     68 1HG2 THR A   5      45.463  64.536  40.025  1.00  0.00

ATOM     69 2HG2 THR A   5      45.449  63.447  41.374  1.00  0.00

ATOM     70 3HG2 THR A   5      46.600  64.827  41.136  1.00  0.00

ATOM     71  OG1 THR A   5      47.724  64.029  39.010  1.00  0.00

ATOM     72  HG1 THR A   5      47.445  63.909  38.098  1.00  0.00

ATOM     73  C   THR A   5      48.163  60.885  39.350  1.00  0.00

ATOM     74  O   THR A   5      49.351  60.690  39.095  1.00  0.00

ATOM     75  N   GLU A   6      47.218  60.153  38.763  1.00  0.00

ATOM     76  H   GLU A   6      46.283  60.512  38.823  1.00  0.00

ATOM     77  CA  GLU A   6      47.393  58.961  37.953  1.00  0.00

ATOM     78  HA  GLU A   6      47.996  58.256  38.525  1.00  0.00

ATOM     79  CB  GLU A   6      46.118  58.119  37.916  1.00  0.00

ATOM     80  HB1 GLU A   6      45.382  58.644  37.311  1.00  0.00

ATOM     81  HB2 GLU A   6      45.739  58.016  38.929  1.00  0.00

ATOM     82  CG  GLU A   6      46.295  56.740  37.290  1.00  0.00

ATOM     83  HG1 GLU A   6      47.152  56.320  37.813  1.00  0.00

ATOM     84  HG2 GLU A   6      46.482  56.848  36.225  1.00  0.00

ATOM     85  CD  GLU A   6      45.115  55.821  37.586  1.00  0.00

ATOM     86  OE1 GLU A   6      44.016  56.046  37.044  1.00  0.00

ATOM     87  OE2 GLU A   6      45.344  54.917  38.434  1.00  0.00

ATOM     88  C   GLU A   6      48.025  59.223  36.597  1.00  0.00

ATOM     89  O   GLU A   6      48.954  58.572  36.121  1.00  0.00

ATOM     90  N   GLU A   7      47.652  60.276  35.864  1.00  0.00

ATOM     91  H   GLU A   7      46.825  60.809  36.095  1.00  0.00

ATOM     92  CA  GLU A   7      48.359  60.824  34.722  1.00  0.00

ATOM     93  HA  GLU A   7      48.595  59.945  34.125  1.00  0.00

ATOM     94  CB  GLU A   7      47.460  61.722  33.871  1.00  0.00

ATOM     95  HB1 GLU A   7      46.476  61.257  33.790  1.00  0.00

ATOM     96  HB2 GLU A   7      47.805  61.774  32.838  1.00  0.00

ATOM     97  CG  GLU A   7      47.262  63.139  34.386  1.00  0.00

ATOM     98  HG1 GLU A   7      46.768  63.826  33.706  1.00  0.00

ATOM     99  HG2 GLU A   7      48.220  63.597  34.627  1.00  0.00

ATOM    100  CD  GLU A   7      46.431  63.069  35.663  1.00  0.00

ATOM    101  OE1 GLU A   7      45.370  62.417  35.715  1.00  0.00

ATOM    102  OE2 GLU A   7      46.790  63.771  36.635  1.00  0.00

ATOM    103  C   GLU A   7      49.697  61.461  35.038  1.00  0.00

ATOM    104  O   GLU A   7      50.578  61.396  34.181  1.00  0.00

ATOM    105  N   GLN A   8      49.967  61.766  36.314  1.00  0.00

ATOM    106  H   GLN A   8      49.296  61.621  37.053  1.00  0.00

ATOM    107  CA  GLN A   8      51.342  62.043  36.686  1.00  0.00

ATOM    108  HA  GLN A   8      51.833  62.510  35.830  1.00  0.00

ATOM    109  CB  GLN A   8      51.437  63.041  37.836  1.00  0.00

ATOM    110  HB1 GLN A   8      51.269  62.490  38.770  1.00  0.00

ATOM    111  HB2 GLN A   8      50.651  63.790  37.715  1.00  0.00

ATOM    112  CG  GLN A   8      52.749  63.797  37.999  1.00  0.00

ATOM    113  HG1 GLN A   8      52.669  64.597  37.260  1.00  0.00

ATOM    114  HG2 GLN A   8      53.577  63.092  37.903  1.00  0.00

ATOM    115  CD  GLN A   8      52.859  64.567  39.295  1.00  0.00

ATOM    116  OE1 GLN A   8      51.876  64.746  40.025  1.00  0.00

ATOM    117  NE2 GLN A   8      54.033  65.108  39.609  1.00  0.00

ATOM    118 1HE2 GLN A   8      54.859  65.007  39.027  1.00  0.00

ATOM    119 2HE2 GLN A   8      54.211  65.523  40.511  1.00  0.00

ATOM    120  C   GLN A   8      52.160  60.754  36.791  1.00  0.00

ATOM    121  O   GLN A   8      53.353  60.776  36.491  1.00  0.00

ATOM    122  N   ILE A   9      51.590  59.602  37.115  1.00  0.00

ATOM    123  H   ILE A   9      50.585  59.567  37.260  1.00  0.00

ATOM    124  CA  ILE A   9      52.313  58.349  37.238  1.00  0.00

ATOM    125  HA  ILE A   9      53.249  58.619  37.702  1.00  0.00

ATOM    126  CB  ILE A   9      51.546  57.320  38.068  1.00  0.00

ATOM    127  HB  ILE A   9      50.672  57.019  37.503  1.00  0.00

ATOM    128  CG2 ILE A   9      52.363  56.036  38.097  1.00  0.00

ATOM    129 1HG2 ILE A   9      51.837  55.304  38.701  1.00  0.00

ATOM    130 2HG2 ILE A   9      52.342  55.594  37.105  1.00  0.00

ATOM    131 3HG2 ILE A   9      53.406  56.125  38.411  1.00  0.00

ATOM    132  CG1 ILE A   9      51.195  57.693  39.507  1.00  0.00

ATOM    133 1HG1 ILE A   9      50.784  56.835  40.056  1.00  0.00

ATOM    134 2HG1 ILE A   9      50.307  58.318  39.430  1.00  0.00

ATOM    135  CD  ILE A   9      52.350  58.188  40.369  1.00  0.00

ATOM    136  HD1 ILE A   9      52.053  58.340  41.405  1.00  0.00

ATOM    137  HD2 ILE A   9      53.000  57.320  40.450  1.00  0.00

ATOM    138  HD3 ILE A   9      52.895  59.063  40.014  1.00  0.00

ATOM    139  C   ILE A   9      52.628  57.857  35.826  1.00  0.00

ATOM    140  O   ILE A   9      53.767  57.470  35.608  1.00  0.00

ATOM    141  N   ALA A  10      51.681  57.990  34.894  1.00  0.00

ATOM    142  H   ALA A  10      50.774  58.184  35.288  1.00  0.00

ATOM    143  CA  ALA A  10      52.037  57.825  33.495  1.00  0.00

ATOM    144  HA  ALA A  10      52.379  56.809  33.273  1.00  0.00

ATOM    145  CB  ALA A  10      50.840  58.194  32.628  1.00  0.00

ATOM    146  HB1 ALA A  10      50.995  58.046  31.562  1.00  0.00

ATOM    147  HB2 ALA A  10      49.966  57.605  32.918  1.00  0.00

ATOM    148  HB3 ALA A  10      50.592  59.249  32.753  1.00  0.00

ATOM    149  C   ALA A  10      53.252  58.660  33.123  1.00  0.00

ATOM    150  O   ALA A  10      54.208  58.066  32.635  1.00  0.00

ATOM    151  N   GLU A  11      53.319  59.940  33.488  1.00  0.00

ATOM    152  H   GLU A  11      52.513  60.388  33.920  1.00  0.00

ATOM    153  CA  GLU A  11      54.544  60.684  33.290  1.00  0.00

ATOM    154  HA  GLU A  11      54.803  60.757  32.236  1.00  0.00

ATOM    155  CB  GLU A  11      54.208  62.155  33.519  1.00  0.00

ATOM    156  HB1 GLU A  11      53.893  62.243  34.556  1.00  0.00

ATOM    157  HB2 GLU A  11      53.358  62.266  32.856  1.00  0.00

ATOM    158  CG  GLU A  11      55.421  63.047  33.240  1.00  0.00

ATOM    159  HG1 GLU A  11      55.821  62.799  32.251  1.00  0.00

ATOM    160  HG2 GLU A  11      56.256  62.852  33.918  1.00  0.00

ATOM    161  CD  GLU A  11      54.991  64.508  33.198  1.00  0.00

ATOM    162  OE1 GLU A  11      54.008  64.927  32.557  1.00  0.00

ATOM    163  OE2 GLU A  11      55.737  65.363  33.708  1.00  0.00

ATOM    164  C   GLU A  11      55.781  60.150  33.989  1.00  0.00

ATOM    165  O   GLU A  11      56.763  59.902  33.284  1.00  0.00

ATOM    166  N   PHE A  12      55.756  59.725  35.259  1.00  0.00

ATOM    167  H   PHE A  12      54.988  60.088  35.817  1.00  0.00

ATOM    168  CA  PHE A  12      56.866  59.115  35.963  1.00  0.00

ATOM    169  HA  PHE A  12      57.727  59.750  35.748  1.00  0.00

ATOM    170  CB  PHE A  12      56.520  59.049  37.450  1.00  0.00

ATOM    171  HB1 PHE A  12      57.235  58.382  37.940  1.00  0.00

ATOM    172  HB2 PHE A  12      55.529  58.661  37.694  1.00  0.00

ATOM    173  CG  PHE A  12      56.907  60.339  38.136  1.00  0.00

ATOM    174  CD1 PHE A  12      55.981  61.023  38.930  1.00  0.00

ATOM    175  HD1 PHE A  12      54.961  60.676  38.929  1.00  0.00

ATOM    176  CE1 PHE A  12      56.344  62.166  39.645  1.00  0.00

ATOM    177  HE1 PHE A  12      55.655  62.627  40.333  1.00  0.00

ATOM    178  CZ  PHE A  12      57.664  62.645  39.627  1.00  0.00

ATOM    179  HZ  PHE A  12      57.982  63.382  40.348  1.00  0.00

ATOM    180  CE2 PHE A  12      58.632  62.029  38.817  1.00  0.00

ATOM    181  HE2 PHE A  12      59.656  62.356  38.832  1.00  0.00

ATOM    182  CD2 PHE A  12      58.210  60.875  38.151  1.00  0.00

ATOM    183  HD2 PHE A  12      58.957  60.276  37.660  1.00  0.00

ATOM    184  C   PHE A  12      57.237  57.722  35.475  1.00  0.00

ATOM    185  O   PHE A  12      58.439  57.472  35.590  1.00  0.00

ATOM    186  N   LYS A  13      56.346  56.900  34.925  1.00  0.00

ATOM    187  H   LYS A  13      55.411  57.273  34.913  1.00  0.00

ATOM    188  CA  LYS A  13      56.598  55.695  34.149  1.00  0.00

ATOM    189  HA  LYS A  13      57.300  55.077  34.704  1.00  0.00

ATOM    190  CB  LYS A  13      55.295  54.927  33.960  1.00  0.00

ATOM    191  HB1 LYS A  13      55.546  54.085  33.305  1.00  0.00

ATOM    192  HB2 LYS A  13      54.544  55.488  33.402  1.00  0.00

ATOM    193  CG  LYS A  13      54.757  54.325  35.260  1.00  0.00

ATOM    194  HG1 LYS A  13      53.715  54.031  35.210  1.00  0.00

ATOM    195  HG2 LYS A  13      54.782  55.054  36.070  1.00  0.00

ATOM    196  CD  LYS A  13      55.599  53.061  35.416  1.00  0.00

ATOM    197  HD1 LYS A  13      56.644  53.345  35.528  1.00  0.00

ATOM    198  HD2 LYS A  13      55.378  52.491  34.501  1.00  0.00

ATOM    199  CE  LYS A  13      55.125  52.203  36.579  1.00  0.00

ATOM    200  HE1 LYS A  13      54.038  52.090  36.558  1.00  0.00

ATOM    201  HE2 LYS A  13      55.343  52.700  37.527  1.00  0.00

ATOM    202  NZ  LYS A  13      55.832  50.914  36.648  1.00  0.00

ATOM    203  HZ1 LYS A  13      55.649  50.333  35.849  1.00  0.00

ATOM    204  HZ2 LYS A  13      56.810  51.152  36.523  1.00  0.00

ATOM    205  HZ3 LYS A  13      55.622  50.412  37.505  1.00  0.00

ATOM    206  C   LYS A  13      57.344  56.050  32.871  1.00  0.00

ATOM    207  O   LYS A  13      58.268  55.293  32.582  1.00  0.00

ATOM    208  N   GLU A  14      56.990  57.158  32.224  1.00  0.00

ATOM    209  H   GLU A  14      56.330  57.810  32.613  1.00  0.00

ATOM    210  CA  GLU A  14      57.939  57.650  31.233  1.00  0.00

ATOM    211  HA  GLU A  14      58.135  56.824  30.551  1.00  0.00

ATOM    212  CB  GLU A  14      57.221  58.653  30.335  1.00  0.00

ATOM    213  HB1 GLU A  14      57.148  59.583  30.913  1.00  0.00

ATOM    214  HB2 GLU A  14      56.178  58.439  30.086  1.00  0.00

ATOM    215  CG  GLU A  14      57.957  58.849  29.016  1.00  0.00

ATOM    216  HG1 GLU A  14      58.353  57.947  28.544  1.00  0.00

ATOM    217  HG2 GLU A  14      58.911  59.327  29.242  1.00  0.00

ATOM    218  CD  GLU A  14      57.252  59.764  28.035  1.00  0.00

ATOM    219  OE1 GLU A  14      57.707  60.843  27.597  1.00  0.00

ATOM    220  OE2 GLU A  14      56.118  59.413  27.648  1.00  0.00

ATOM    221  C   GLU A  14      59.308  58.059  31.755  1.00  0.00

ATOM    222  O   GLU A  14      60.303  57.761  31.096  1.00  0.00

ATOM    223  N   ALA A  15      59.347  58.752  32.899  1.00  0.00

ATOM    224  H   ALA A  15      58.476  58.954  33.372  1.00  0.00

ATOM    225  CA  ALA A  15      60.574  59.207  33.511  1.00  0.00

ATOM    226  HA  ALA A  15      61.050  59.875  32.788  1.00  0.00

ATOM    227  CB  ALA A  15      60.150  60.021  34.732  1.00  0.00

ATOM    228  HB1 ALA A  15      61.015  60.581  35.066  1.00  0.00

ATOM    229  HB2 ALA A  15      59.367  60.745  34.499  1.00  0.00

ATOM    230  HB3 ALA A  15      59.743  59.394  35.522  1.00  0.00

ATOM    231  C   ALA A  15      61.498  58.107  34.006  1.00  0.00

ATOM    232  O   ALA A  15      62.718  58.191  33.953  1.00  0.00

ATOM    233  N   PHE A  16      61.015  57.023  34.626  1.00  0.00

ATOM    234  H   PHE A  16      60.018  56.991  34.808  1.00  0.00

ATOM    235  CA  PHE A  16      61.685  55.758  34.845  1.00  0.00

ATOM    236  HA  PHE A  16      62.574  55.841  35.470  1.00  0.00

ATOM    237  CB  PHE A  16      60.651  54.838  35.498  1.00  0.00

ATOM    238  HB1 PHE A  16      59.989  54.419  34.746  1.00  0.00

ATOM    239  HB2 PHE A  16      60.073  55.407  36.237  1.00  0.00

ATOM    240  CG  PHE A  16      61.216  53.721  36.333  1.00  0.00

ATOM    241  CD1 PHE A  16      61.743  53.975  37.608  1.00  0.00

ATOM    242  HD1 PHE A  16      61.487  54.939  38.004  1.00  0.00

ATOM    243  CE1 PHE A  16      62.375  52.940  38.316  1.00  0.00

ATOM    244  HE1 PHE A  16      62.826  53.160  39.266  1.00  0.00

ATOM    245  CZ  PHE A  16      62.642  51.722  37.671  1.00  0.00

ATOM    246  HZ  PHE A  16      63.116  50.933  38.244  1.00  0.00

ATOM    247  CE2 PHE A  16      62.098  51.450  36.418  1.00  0.00

ATOM    248  HE2 PHE A  16      62.320  50.514  35.915  1.00  0.00

ATOM    249  CD2 PHE A  16      61.441  52.473  35.721  1.00  0.00

ATOM    250  HD2 PHE A  16      61.119  52.286  34.713  1.00  0.00

ATOM    251  C   PHE A  16      62.139  55.132  33.537  1.00  0.00

ATOM    252  O   PHE A  16      63.155  54.442  33.612  1.00  0.00

ATOM    253  N   SER A  17      61.545  55.401  32.374  1.00  0.00

ATOM    254  H   SER A  17      60.719  55.975  32.254  1.00  0.00

ATOM    255  CA  SER A  17      61.939  54.582  31.245  1.00  0.00

ATOM    256  HA  SER A  17      62.249  53.566  31.510  1.00  0.00

ATOM    257  CB  SER A  17      60.719  54.502  30.346  1.00  0.00

ATOM    258  HB1 SER A  17      61.048  54.024  29.415  1.00  0.00

ATOM    259  HB2 SER A  17      60.409  55.495  30.015  1.00  0.00

ATOM    260  OG  SER A  17      59.670  53.759  30.931  1.00  0.00

ATOM    261  HG  SER A  17      59.294  54.297  31.633  1.00  0.00

ATOM    262  C   SER A  17      63.129  55.187  30.504  1.00  0.00

ATOM    263  O   SER A  17      63.711  54.524  29.656  1.00  0.00

ATOM    264  N   LEU A  18      63.363  56.483  30.689  1.00  0.00

ATOM    265  H   LEU A  18      62.717  57.174  31.043  1.00  0.00

ATOM    266  CA  LEU A  18      64.632  57.144  30.429  1.00  0.00

ATOM    267  HA  LEU A  18      64.563  57.382  29.368  1.00  0.00

ATOM    268  CB  LEU A  18      64.530  58.460  31.188  1.00  0.00

ATOM    269  HB1 LEU A  18      64.837  58.242  32.210  1.00  0.00

ATOM    270  HB2 LEU A  18      63.525  58.867  31.120  1.00  0.00

ATOM    271  CG  LEU A  18      65.498  59.525  30.688  1.00  0.00

ATOM    272  HG  LEU A  18      66.506  59.242  31.004  1.00  0.00

ATOM    273  CD1 LEU A  18      65.600  59.787  29.182  1.00  0.00

ATOM    274 1HD1 LEU A  18      64.642  60.022  28.732  1.00  0.00

ATOM    275 2HD1 LEU A  18      66.260  60.643  29.012  1.00  0.00

ATOM    276 3HD1 LEU A  18      66.048  59.019  28.558  1.00  0.00

ATOM    277  CD2 LEU A  18      65.275  60.801  31.492  1.00  0.00

ATOM    278 1HD2 LEU A  18      65.942  61.585  31.122  1.00  0.00

ATOM    279 2HD2 LEU A  18      64.252  61.111  31.309  1.00  0.00

ATOM    280 3HD2 LEU A  18      65.224  60.621  32.565  1.00  0.00

ATOM    281  C   LEU A  18      65.817  56.248  30.761  1.00  0.00

ATOM    282  O   LEU A  18      66.871  56.198  30.128  1.00  0.00

ATOM    283  N   PHE A  19      65.644  55.559  31.899  1.00  0.00

ATOM    284  H   PHE A  19      64.776  55.796  32.344  1.00  0.00

ATOM    285  CA  PHE A  19      66.591  54.703  32.579  1.00  0.00

ATOM    286  HA  PHE A  19      67.614  54.928  32.255  1.00  0.00

ATOM    287  CB  PHE A  19      66.606  54.919  34.082  1.00  0.00

ATOM    288  HB1 PHE A  19      67.463  54.340  34.443  1.00  0.00

ATOM    289  HB2 PHE A  19      65.760  54.456  34.582  1.00  0.00

ATOM    290  CG  PHE A  19      66.814  56.330  34.595  1.00  0.00

ATOM    291  CD1 PHE A  19      65.676  57.102  34.867  1.00  0.00

ATOM    292  HD1 PHE A  19      64.713  56.632  34.765  1.00  0.00

ATOM    293  CE1 PHE A  19      65.912  58.473  35.041  1.00  0.00

ATOM    294  HE1 PHE A  19      64.996  59.055  35.017  1.00  0.00

ATOM    295  CZ  PHE A  19      67.171  59.068  35.163  1.00  0.00

ATOM    296  HZ  PHE A  19      67.282  60.092  35.488  1.00  0.00

ATOM    297  CE2 PHE A  19      68.330  58.285  35.081  1.00  0.00

ATOM    298  HE2 PHE A  19      69.333  58.604  35.302  1.00  0.00

ATOM    299  CD2 PHE A  19      68.054  56.944  34.755  1.00  0.00

ATOM    300  HD2 PHE A  19      68.957  56.389  34.531  1.00  0.00

ATOM    301  C   PHE A  19      66.440  53.251  32.117  1.00  0.00

ATOM    302  O   PHE A  19      67.269  52.662  31.434  1.00  0.00

ATOM    303  N   ASP A  20      65.309  52.620  32.454  1.00  0.00

ATOM    304  H   ASP A  20      64.509  53.132  32.782  1.00  0.00

ATOM    305  CA  ASP A  20      65.047  51.201  32.297  1.00  0.00

ATOM    306  HA  ASP A  20      65.933  50.587  32.446  1.00  0.00

ATOM    307  CB  ASP A  20      64.159  50.710  33.436  1.00  0.00

ATOM    308  HB1 ASP A  20      63.131  51.050  33.288  1.00  0.00

ATOM    309  HB2 ASP A  20      64.437  51.259  34.343  1.00  0.00

ATOM    310  CG  ASP A  20      64.183  49.218  33.712  1.00  0.00

ATOM    311  OD1 ASP A  20      64.680  48.557  32.767  1.00  0.00

ATOM    312  OD2 ASP A  20      64.013  48.756  34.854  1.00  0.00

ATOM    313  C   ASP A  20      64.426  50.789  30.974  1.00  0.00

ATOM    314  O   ASP A  20      63.259  50.945  30.621  1.00  0.00

ATOM    315  N   LYS A  21      65.226  50.123  30.138  1.00  0.00

ATOM    316  H   LYS A  21      66.134  49.921  30.548  1.00  0.00

ATOM    317  CA  LYS A  21      64.931  49.677  28.793  1.00  0.00

ATOM    318  HA  LYS A  21      64.131  50.285  28.369  1.00  0.00

ATOM    319  CB  LYS A  21      66.100  49.891  27.835  1.00  0.00

ATOM    320  HB1 LYS A  21      65.935  49.458  26.850  1.00  0.00

ATOM    321  HB2 LYS A  21      66.889  49.286  28.281  1.00  0.00

ATOM    322  CG  LYS A  21      66.567  51.339  27.883  1.00  0.00

ATOM    323  HG1 LYS A  21      67.373  51.491  27.176  1.00  0.00

ATOM    324  HG2 LYS A  21      67.083  51.493  28.840  1.00  0.00

ATOM    325  CD  LYS A  21      65.562  52.477  27.735  1.00  0.00

ATOM    326  HD1 LYS A  21      65.069  52.542  28.699  1.00  0.00

ATOM    327  HD2 LYS A  21      64.876  52.312  26.903  1.00  0.00

ATOM    328  CE  LYS A  21      66.217  53.843  27.516  1.00  0.00

ATOM    329  HE1 LYS A  21      66.723  53.858  26.547  1.00  0.00

ATOM    330  HE2 LYS A  21      66.790  54.138  28.394  1.00  0.00

ATOM    331  NZ  LYS A  21      65.203  54.895  27.428  1.00  0.00

ATOM    332  HZ1 LYS A  21      64.715  54.991  28.307  1.00  0.00

ATOM    333  HZ2 LYS A  21      65.635  55.780  27.199  1.00  0.00

ATOM    334  HZ3 LYS A  21      64.527  54.620  26.716  1.00  0.00

ATOM    335  C   LYS A  21      64.416  48.247  28.755  1.00  0.00

ATOM    336  O   LYS A  21      64.035  47.737  27.709  1.00  0.00

ATOM    337  N   ASP A  22      64.487  47.530  29.877  1.00  0.00

ATOM    338  H   ASP A  22      64.865  47.966  30.709  1.00  0.00

ATOM    339  CA  ASP A  22      64.143  46.135  30.027  1.00  0.00

ATOM    340  HA  ASP A  22      63.826  45.727  29.065  1.00  0.00

ATOM    341  CB  ASP A  22      65.369  45.412  30.582  1.00  0.00

ATOM    342  HB1 ASP A  22      66.152  45.622  29.841  1.00  0.00

ATOM    343  HB2 ASP A  22      65.177  44.355  30.471  1.00  0.00

ATOM    344  CG  ASP A  22      65.698  45.821  32.008  1.00  0.00

ATOM    345  OD1 ASP A  22      64.956  45.492  32.961  1.00  0.00

ATOM    346  OD2 ASP A  22      66.763  46.430  32.239  1.00  0.00

ATOM    347  C   ASP A  22      62.882  45.886  30.848  1.00  0.00

ATOM    348  O   ASP A  22      62.439  44.753  30.961  1.00  0.00

ATOM    349  N   GLY A  23      62.300  46.893  31.517  1.00  0.00

ATOM    350  H   GLY A  23      62.800  47.773  31.581  1.00  0.00

ATOM    351  CA  GLY A  23      60.929  46.881  31.996  1.00  0.00

ATOM    352  HA1 GLY A  23      60.226  46.540  31.248  1.00  0.00

ATOM    353  HA2 GLY A  23      60.496  47.864  32.194  1.00  0.00

ATOM    354  C   GLY A  23      60.632  46.042  33.218  1.00  0.00

ATOM    355  O   GLY A  23      59.436  45.932  33.511  1.00  0.00

ATOM    356  N   ASP A  24      61.627  45.554  33.964  1.00  0.00

ATOM    357  H   ASP A  24      62.575  45.745  33.676  1.00  0.00

ATOM    358  CA  ASP A  24      61.424  44.781  35.169  1.00  0.00

ATOM    359  HA  ASP A  24      60.589  44.073  35.088  1.00  0.00

ATOM    360  CB  ASP A  24      62.702  43.992  35.380  1.00  0.00

ATOM    361  HB1 ASP A  24      63.206  43.789  34.433  1.00  0.00

ATOM    362  HB2 ASP A  24      62.474  42.983  35.732  1.00  0.00

ATOM    363  CG  ASP A  24      63.669  44.662  36.348  1.00  0.00

ATOM    364  OD1 ASP A  24      64.124  45.741  35.909  1.00  0.00

ATOM    365  OD2 ASP A  24      63.820  44.196  37.502  1.00  0.00

ATOM    366  C   ASP A  24      61.099  45.677  36.360  1.00  0.00

ATOM    367  O   ASP A  24      60.478  45.304  37.343  1.00  0.00

ATOM    368  N   GLY A  25      61.432  46.968  36.239  1.00  0.00

ATOM    369  H   GLY A  25      62.094  47.120  35.490  1.00  0.00

ATOM    370  CA  GLY A  25      61.051  48.020  37.153  1.00  0.00

ATOM    371  HA1 GLY A  25      60.203  47.646  37.727  1.00  0.00

ATOM    372  HA2 GLY A  25      60.939  48.941  36.574  1.00  0.00

ATOM    373  C   GLY A  25      62.128  48.332  38.183  1.00  0.00

ATOM    374  O   GLY A  25      61.837  48.841  39.260  1.00  0.00

ATOM    375  N   THR A  26      63.378  48.030  37.814  1.00  0.00

ATOM    376  H   THR A  26      63.457  47.537  36.944  1.00  0.00

ATOM    377  CA  THR A  26      64.480  48.075  38.749  1.00  0.00

ATOM    378  HA  THR A  26      64.417  48.546  39.724  1.00  0.00

ATOM    379  CB  THR A  26      64.870  46.673  39.213  1.00  0.00

ATOM    380  HB  THR A  26      65.407  46.158  38.411  1.00  0.00

ATOM    381  CG2 THR A  26      65.776  46.743  40.442  1.00  0.00

ATOM    382 1HG2 THR A  26      65.249  47.198  41.286  1.00  0.00

ATOM    383 2HG2 THR A  26      66.144  45.770  40.773  1.00  0.00

ATOM    384 3HG2 THR A  26      66.680  47.328  40.280  1.00  0.00

ATOM    385  OG1 THR A  26      63.747  45.886  39.538  1.00  0.00

ATOM    386  HG1 THR A  26      63.494  45.451  38.711  1.00  0.00

ATOM    387  C   THR A  26      65.722  48.721  38.151  1.00  0.00

ATOM    388  O   THR A  26      66.301  48.226  37.177  1.00  0.00

ATOM    389  N   ILE A  27      66.197  49.841  38.700  1.00  0.00

ATOM    390  H   ILE A  27      65.643  50.272  39.426  1.00  0.00

ATOM    391  CA  ILE A  27      67.428  50.527  38.364  1.00  0.00

ATOM    392  HA  ILE A  27      67.607  50.292  37.321  1.00  0.00

ATOM    393  CB  ILE A  27      67.181  52.037  38.430  1.00  0.00

ATOM    394  HB  ILE A  27      66.701  52.289  39.381  1.00  0.00

ATOM    395  CG2 ILE A  27      68.476  52.817  38.263  1.00  0.00

ATOM    396 1HG2 ILE A  27      69.165  52.510  39.048  1.00  0.00

ATOM    397 2HG2 ILE A  27      69.040  52.615  37.352  1.00  0.00

ATOM    398 3HG2 ILE A  27      68.269  53.891  38.216  1.00  0.00

ATOM    399  CG1 ILE A  27      66.045  52.412  37.477  1.00  0.00

ATOM    400 1HG1 ILE A  27      65.210  51.718  37.436  1.00  0.00

ATOM    401 2HG1 ILE A  27      66.515  52.442  36.495  1.00  0.00

ATOM    402  CD  ILE A  27      65.568  53.826  37.818  1.00  0.00

ATOM    403  HD1 ILE A  27      64.506  53.878  37.597  1.00  0.00

ATOM    404  HD2 ILE A  27      65.659  54.094  38.869  1.00  0.00

ATOM    405  HD3 ILE A  27      65.893  54.495  37.029  1.00  0.00

ATOM    406  C   ILE A  27      68.705  49.999  38.986  1.00  0.00

ATOM    407  O   ILE A  27      68.785  50.066  40.212  1.00  0.00

ATOM    408  N   THR A  28      69.628  49.363  38.259  1.00  0.00

ATOM    409  H   THR A  28      69.341  49.343  37.289  1.00  0.00

ATOM    410  CA  THR A  28      70.946  48.847  38.569  1.00  0.00

ATOM    411  HA  THR A  28      71.113  48.697  39.636  1.00  0.00

ATOM    412  CB  THR A  28      71.276  47.535  37.851  1.00  0.00

ATOM    413  HB  THR A  28      72.241  47.130  38.135  1.00  0.00

ATOM    414  CG2 THR A  28      70.272  46.458  38.236  1.00  0.00

ATOM    415 1HG2 THR A  28      70.321  46.263  39.313  1.00  0.00

ATOM    416 2HG2 THR A  28      69.232  46.596  37.926  1.00  0.00

ATOM    417 3HG2 THR A  28      70.585  45.482  37.881  1.00  0.00

ATOM    418  OG1 THR A  28      71.123  47.783  36.473  1.00  0.00

ATOM    419  HG1 THR A  28      70.209  47.624  36.233  1.00  0.00

ATOM    420  C   THR A  28      72.014  49.864  38.204  1.00  0.00

ATOM    421  O   THR A  28      71.749  50.717  37.359  1.00  0.00

ATOM    422  N   THR A  29      73.270  49.631  38.597  1.00  0.00

ATOM    423  H   THR A  29      73.422  48.814  39.176  1.00  0.00

ATOM    424  CA  THR A  29      74.389  50.368  38.036  1.00  0.00

ATOM    425  HA  THR A  29      74.185  51.428  38.151  1.00  0.00

ATOM    426  CB  THR A  29      75.667  49.947  38.763  1.00  0.00

ATOM    427  HB  THR A  29      76.554  50.295  38.242  1.00  0.00

ATOM    428  CG2 THR A  29      75.663  50.694  40.091  1.00  0.00

ATOM    429 1HG2 THR A  29      76.641  50.565  40.549  1.00  0.00

ATOM    430 2HG2 THR A  29      75.301  51.721  39.988  1.00  0.00

ATOM    431 3HG2 THR A  29      74.984  50.221  40.802  1.00  0.00

ATOM    432  OG1 THR A  29      75.711  48.561  39.046  1.00  0.00

ATOM    433  HG1 THR A  29      76.657  48.413  39.085  1.00  0.00

ATOM    434  C   THR A  29      74.563  49.990  36.578  1.00  0.00

ATOM    435  O   THR A  29      74.993  50.796  35.762  1.00  0.00

ATOM    436  N   LYS A  30      74.225  48.747  36.204  1.00  0.00

ATOM    437  H   LYS A  30      73.795  48.160  36.906  1.00  0.00

ATOM    438  CA  LYS A  30      74.457  48.245  34.870  1.00  0.00

ATOM    439  HA  LYS A  30      75.493  48.513  34.659  1.00  0.00

ATOM    440  CB  LYS A  30      74.338  46.725  34.776  1.00  0.00

ATOM    441  HB1 LYS A  30      74.948  46.380  33.944  1.00  0.00

ATOM    442  HB2 LYS A  30      73.314  46.462  34.499  1.00  0.00

ATOM    443  CG  LYS A  30      74.774  45.882  35.966  1.00  0.00

ATOM    444  HG1 LYS A  30      74.547  44.844  35.722  1.00  0.00

ATOM    445  HG2 LYS A  30      74.040  46.203  36.703  1.00  0.00

ATOM    446  CD  LYS A  30      76.206  46.101  36.448  1.00  0.00

ATOM    447  HD1 LYS A  30      76.513  47.144  36.510  1.00  0.00

ATOM    448  HD2 LYS A  30      76.913  45.691  35.720  1.00  0.00

ATOM    449  CE  LYS A  30      76.358  45.407  37.801  1.00  0.00

ATOM    450  HE1 LYS A  30      76.150  44.363  37.558  1.00  0.00

ATOM    451  HE2 LYS A  30      75.583  45.846  38.437  1.00  0.00

ATOM    452  NZ  LYS A  30      77.708  45.547  38.363  1.00  0.00

ATOM    453  HZ1 LYS A  30      77.675  44.961  39.187  1.00  0.00

ATOM    454  HZ2 LYS A  30      78.386  45.233  37.684  1.00  0.00

ATOM    455  HZ3 LYS A  30      77.914  46.493  38.662  1.00  0.00

ATOM    456  C   LYS A  30      73.698  48.934  33.752  1.00  0.00

ATOM    457  O   LYS A  30      74.211  48.999  32.638  1.00  0.00

ATOM    458  N   GLU A  31      72.453  49.360  33.988  1.00  0.00

ATOM    459  H   GLU A  31      72.196  49.305  34.960  1.00  0.00

ATOM    460  CA  GLU A  31      71.686  50.187  33.076  1.00  0.00

ATOM    461  HA  GLU A  31      72.037  50.084  32.052  1.00  0.00

ATOM    462  CB  GLU A  31      70.221  49.736  33.042  1.00  0.00

ATOM    463  HB1 GLU A  31      70.218  48.680  32.793  1.00  0.00

ATOM    464  HB2 GLU A  31      69.796  50.296  32.218  1.00  0.00

ATOM    465  CG  GLU A  31      69.387  50.109  34.263  1.00  0.00

ATOM    466  HG1 GLU A  31      69.102  51.151  34.162  1.00  0.00

ATOM    467  HG2 GLU A  31      69.938  49.946  35.195  1.00  0.00

ATOM    468  CD  GLU A  31      68.331  49.018  34.362  1.00  0.00

ATOM    469  OE1 GLU A  31      67.181  49.202  33.902  1.00  0.00

ATOM    470  OE2 GLU A  31      68.679  47.987  34.976  1.00  0.00

ATOM    471  C   GLU A  31      71.802  51.699  33.166  1.00  0.00

ATOM    472  O   GLU A  31      71.987  52.357  32.150  1.00  0.00

ATOM    473  N   LEU A  32      71.921  52.257  34.378  1.00  0.00

ATOM    474  H   LEU A  32      71.819  51.631  35.157  1.00  0.00

ATOM    475  CA  LEU A  32      72.250  53.652  34.640  1.00  0.00

ATOM    476  HA  LEU A  32      71.372  54.139  34.222  1.00  0.00

ATOM    477  CB  LEU A  32      72.256  53.661  36.170  1.00  0.00

ATOM    478  HB1 LEU A  32      73.140  53.145  36.532  1.00  0.00

ATOM    479  HB2 LEU A  32      71.340  53.261  36.605  1.00  0.00

ATOM    480  CG  LEU A  32      72.442  55.060  36.762  1.00  0.00

ATOM    481  HG  LEU A  32      73.262  55.577  36.259  1.00  0.00

ATOM    482  CD1 LEU A  32      71.247  55.961  36.452  1.00  0.00

ATOM    483 1HD1 LEU A  32      70.944  55.866  35.411  1.00  0.00

ATOM    484 2HD1 LEU A  32      70.340  55.781  37.034  1.00  0.00

ATOM    485 3HD1 LEU A  32      71.516  57.005  36.596  1.00  0.00

ATOM    486  CD2 LEU A  32      72.565  55.036  38.280  1.00  0.00

ATOM    487 1HD2 LEU A  32      72.658  56.071  38.617  1.00  0.00

ATOM    488 2HD2 LEU A  32      71.679  54.608  38.754  1.00  0.00

ATOM    489 3HD2 LEU A  32      73.436  54.523  38.685  1.00  0.00

ATOM    490  C   LEU A  32      73.553  54.103  34.011  1.00  0.00

ATOM    491  O   LEU A  32      73.579  55.156  33.377  1.00  0.00

ATOM    492  N   GLY A  33      74.614  53.297  34.021  1.00  0.00

ATOM    493  H   GLY A  33      74.440  52.389  34.441  1.00  0.00

ATOM    494  CA  GLY A  33      75.851  53.525  33.297  1.00  0.00

ATOM    495  HA1 GLY A  33      76.452  52.615  33.326  1.00  0.00

ATOM    496  HA2 GLY A  33      76.314  54.374  33.798  1.00  0.00

ATOM    497  C   GLY A  33      75.611  53.803  31.813  1.00  0.00

ATOM    498  O   GLY A  33      76.244  54.713  31.280  1.00  0.00

ATOM    499  N   THR A  34      74.660  53.165  31.133  1.00  0.00

ATOM    500  H   THR A  34      74.016  52.514  31.568  1.00  0.00

ATOM    501  CA  THR A  34      74.394  53.301  29.713  1.00  0.00

ATOM    502  HA  THR A  34      75.352  53.316  29.201  1.00  0.00

ATOM    503  CB  THR A  34      73.651  52.063  29.207  1.00  0.00

ATOM    504  HB  THR A  34      72.651  52.055  29.635  1.00  0.00

ATOM    505  CG2 THR A  34      73.752  51.991  27.682  1.00  0.00

ATOM    506 1HG2 THR A  34      74.793  51.889  27.382  1.00  0.00

ATOM    507 2HG2 THR A  34      73.159  51.119  27.400  1.00  0.00

ATOM    508 3HG2 THR A  34      73.284  52.894  27.309  1.00  0.00

ATOM    509  OG1 THR A  34      74.298  50.903  29.682  1.00  0.00

ATOM    510  HG1 THR A  34      73.626  50.223  29.739  1.00  0.00

ATOM    511  C   THR A  34      73.579  54.556  29.447  1.00  0.00

ATOM    512  O   THR A  34      73.857  55.173  28.422  1.00  0.00

ATOM    513  N   VAL A  35      72.753  55.015  30.384  1.00  0.00

ATOM    514  H   VAL A  35      72.634  54.506  31.257  1.00  0.00

ATOM    515  CA  VAL A  35      72.172  56.338  30.301  1.00  0.00

ATOM    516  HA  VAL A  35      71.575  56.385  29.395  1.00  0.00

ATOM    517  CB  VAL A  35      71.162  56.613  31.417  1.00  0.00

ATOM    518  HB  VAL A  35      71.705  56.606  32.362  1.00  0.00

ATOM    519  CG1 VAL A  35      70.462  57.962  31.230  1.00  0.00

ATOM    520 1HG1 VAL A  35      69.898  58.163  32.140  1.00  0.00

ATOM    521 2HG1 VAL A  35      71.137  58.776  30.977  1.00  0.00

ATOM    522 3HG1 VAL A  35      69.665  57.982  30.492  1.00  0.00

ATOM    523  CG2 VAL A  35      70.175  55.508  31.759  1.00  0.00

ATOM    524 1HG2 VAL A  35      69.686  55.757  32.697  1.00  0.00

ATOM    525 2HG2 VAL A  35      69.460  55.323  30.957  1.00  0.00

ATOM    526 3HG2 VAL A  35      70.777  54.607  31.928  1.00  0.00

ATOM    527  C   VAL A  35      73.240  57.417  30.379  1.00  0.00

ATOM    528  O   VAL A  35      73.274  58.333  29.560  1.00  0.00

ATOM    529  N   MET A  36      74.196  57.201  31.286  1.00  0.00

ATOM    530  H   MET A  36      74.067  56.452  31.958  1.00  0.00

ATOM    531  CA  MET A  36      75.259  58.155  31.496  1.00  0.00

ATOM    532  HA  MET A  36      74.897  59.187  31.518  1.00  0.00

ATOM    533  CB  MET A  36      76.035  57.904  32.784  1.00  0.00

ATOM    534  HB1 MET A  36      76.942  58.507  32.766  1.00  0.00

ATOM    535  HB2 MET A  36      76.291  56.842  32.669  1.00  0.00

ATOM    536  CG  MET A  36      75.194  58.083  34.050  1.00  0.00

ATOM    537  HG1 MET A  36      75.845  57.882  34.897  1.00  0.00

ATOM    538  HG2 MET A  36      74.331  57.412  34.047  1.00  0.00

ATOM    539  SD  MET A  36      74.321  59.645  34.271  1.00  0.00

ATOM    540  CE  MET A  36      72.611  59.167  33.957  1.00  0.00

ATOM    541  HE1 MET A  36      72.486  59.277  32.881  1.00  0.00

ATOM    542  HE2 MET A  36      72.431  58.162  34.366  1.00  0.00

ATOM    543  HE3 MET A  36      71.948  59.769  34.581  1.00  0.00

ATOM    544  C   MET A  36      76.257  58.196  30.354  1.00  0.00

ATOM    545  O   MET A  36      76.709  59.284  29.987  1.00  0.00

ATOM    546  N   ARG A  37      76.585  57.099  29.666  1.00  0.00

ATOM    547  H   ARG A  37      76.181  56.211  29.911  1.00  0.00

ATOM    548  CA  ARG A  37      77.410  57.031  28.481  1.00  0.00

ATOM    549  HA  ARG A  37      78.292  57.670  28.631  1.00  0.00

ATOM    550  CB  ARG A  37      77.881  55.647  28.063  1.00  0.00

ATOM    551  HB1 ARG A  37      78.343  55.833  27.095  1.00  0.00

ATOM    552  HB2 ARG A  37      76.980  55.037  27.979  1.00  0.00

ATOM    553  CG  ARG A  37      78.953  55.039  28.962  1.00  0.00

ATOM    554  HG1 ARG A  37      78.520  54.848  29.946  1.00  0.00

ATOM    555  HG2 ARG A  37      79.685  55.805  29.227  1.00  0.00

ATOM    556  CD  ARG A  37      79.508  53.704  28.473  1.00  0.00

ATOM    557  HD1 ARG A  37      80.146  53.246  29.222  1.00  0.00

ATOM    558  HD2 ARG A  37      80.215  53.880  27.655  1.00  0.00

ATOM    559  NE  ARG A  37      78.443  52.755  28.187  1.00  0.00

ATOM    560  HE  ARG A  37      78.032  52.864  27.272  1.00  0.00

ATOM    561  CZ  ARG A  37      77.849  51.890  29.017  1.00  0.00

ATOM    562  NH1 ARG A  37      78.010  51.942  30.344  1.00  0.00

ATOM    563 1HH1 ARG A  37      78.720  52.557  30.713  1.00  0.00

ATOM    564 2HH1 ARG A  37      77.560  51.249  30.926  1.00  0.00

ATOM    565  NH2 ARG A  37      76.972  50.947  28.629  1.00  0.00

ATOM    566 1HH2 ARG A  37      76.885  50.850  27.623  1.00  0.00

ATOM    567 2HH2 ARG A  37      76.353  50.438  29.247  1.00  0.00

ATOM    568  C   ARG A  37      76.676  57.643  27.300  1.00  0.00

ATOM    569  O   ARG A  37      77.334  58.304  26.502  1.00  0.00

ATOM    570  N   SER A  38      75.347  57.702  27.282  1.00  0.00

ATOM    571  H   SER A  38      74.816  57.149  27.944  1.00  0.00

ATOM    572  CA  SER A  38      74.514  58.399  26.319  1.00  0.00

ATOM    573  HA  SER A  38      74.912  58.175  25.328  1.00  0.00

ATOM    574  CB  SER A  38      73.113  57.813  26.181  1.00  0.00

ATOM    575  HB1 SER A  38      72.629  58.217  25.284  1.00  0.00

ATOM    576  HB2 SER A  38      72.449  58.201  26.953  1.00  0.00

ATOM    577  OG  SER A  38      73.007  56.409  26.098  1.00  0.00

ATOM    578  HG  SER A  38      73.229  56.108  26.985  1.00  0.00

ATOM    579  C   SER A  38      74.447  59.899  26.565  1.00  0.00

ATOM    580  O   SER A  38      73.748  60.627  25.859  1.00  0.00

ATOM    581  N   LEU A  39      75.037  60.353  27.664  1.00  0.00

ATOM    582  H   LEU A  39      75.370  59.689  28.353  1.00  0.00

ATOM    583  CA  LEU A  39      75.212  61.737  28.089  1.00  0.00

ATOM    584  HA  LEU A  39      74.578  62.348  27.445  1.00  0.00

ATOM    585  CB  LEU A  39      74.692  62.056  29.490  1.00  0.00

ATOM    586  HB1 LEU A  39      74.895  63.092  29.773  1.00  0.00

ATOM    587  HB2 LEU A  39      75.087  61.319  30.181  1.00  0.00

ATOM    588  CG  LEU A  39      73.188  61.891  29.656  1.00  0.00

ATOM    589  HG  LEU A  39      72.837  60.931  29.297  1.00  0.00

ATOM    590  CD1 LEU A  39      72.858  62.231  31.107  1.00  0.00

ATOM    591 1HD1 LEU A  39      71.786  62.425  31.219  1.00  0.00

ATOM    592 2HD1 LEU A  39      73.114  61.403  31.771  1.00  0.00

ATOM    593 3HD1 LEU A  39      73.350  63.192  31.285  1.00  0.00

ATOM    594  CD2 LEU A  39      72.422  62.881  28.786  1.00  0.00

ATOM    595 1HD2 LEU A  39      71.386  63.037  29.090  1.00  0.00

ATOM    596 2HD2 LEU A  39      72.903  63.864  28.814  1.00  0.00

ATOM    597 3HD2 LEU A  39      72.344  62.553  27.755  1.00  0.00

ATOM    598  C   LEU A  39      76.651  62.139  27.782  1.00  0.00

ATOM    599  O   LEU A  39      76.975  63.321  27.878  1.00  0.00

ATOM    600  N   GLY A  40      77.474  61.174  27.364  1.00  0.00

ATOM    601  H   GLY A  40      77.101  60.262  27.167  1.00  0.00

ATOM    602  CA  GLY A  40      78.808  61.369  26.837  1.00  0.00

ATOM    603  HA1 GLY A  40      78.808  62.202  26.130  1.00  0.00

ATOM    604  HA2 GLY A  40      78.996  60.448  26.300  1.00  0.00

ATOM    605  C   GLY A  40      79.844  61.694  27.908  1.00  0.00

ATOM    606  O   GLY A  40      80.526  62.716  27.786  1.00  0.00

ATOM    607  N   GLN A  41      79.842  60.936  29.008  1.00  0.00

ATOM    608  H   GLN A  41      79.222  60.143  29.058  1.00  0.00

ATOM    609  CA  GLN A  41      80.791  60.895  30.094  1.00  0.00

ATOM    610  HA  GLN A  41      81.678  61.518  30.025  1.00  0.00

ATOM    611  CB  GLN A  41      80.170  61.379  31.402  1.00  0.00

ATOM    612  HB1 GLN A  41      80.846  61.301  32.266  1.00  0.00

ATOM    613  HB2 GLN A  41      79.290  60.815  31.713  1.00  0.00

ATOM    614  CG  GLN A  41      79.674  62.817  31.323  1.00  0.00

ATOM    615  HG1 GLN A  41      79.160  63.023  32.269  1.00  0.00

ATOM    616  HG2 GLN A  41      79.000  62.942  30.481  1.00  0.00

ATOM    617  CD  GLN A  41      80.818  63.803  31.184  1.00  0.00

ATOM    618  OE1 GLN A  41      81.262  64.102  30.073  1.00  0.00

ATOM    619  NE2 GLN A  41      81.349  64.405  32.249  1.00  0.00

ATOM    620 1HE2 GLN A  41      80.869  64.237  33.121  1.00  0.00

ATOM    621 2HE2 GLN A  41      82.081  65.068  32.040  1.00  0.00

ATOM    622  C   GLN A  41      81.269  59.458  30.270  1.00  0.00

ATOM    623  O   GLN A  41      80.539  58.529  29.920  1.00  0.00

ATOM    624  N   ASN A  42      82.436  59.144  30.820  1.00  0.00

ATOM    625  H   ASN A  42      83.031  59.945  30.969  1.00  0.00

ATOM    626  CA  ASN A  42      82.908  57.801  31.128  1.00  0.00

ATOM    627  HA  ASN A  42      82.162  57.054  30.857  1.00  0.00

ATOM    628  CB  ASN A  42      84.153  57.459  30.325  1.00  0.00

ATOM    629  HB1 ASN A  42      84.927  58.203  30.521  1.00  0.00

ATOM    630  HB2 ASN A  42      83.865  57.411  29.275  1.00  0.00

ATOM    631  CG  ASN A  42      84.716  56.085  30.694  1.00  0.00

ATOM    632  OD1 ASN A  42      84.133  55.198  31.315  1.00  0.00

ATOM    633  ND2 ASN A  42      85.880  55.752  30.135  1.00  0.00

ATOM    634 1HD2 ASN A  42      86.419  56.401  29.575  1.00  0.00

ATOM    635 2HD2 ASN A  42      86.307  54.847  30.263  1.00  0.00

ATOM    636  C   ASN A  42      82.981  57.600  32.633  1.00  0.00

ATOM    637  O   ASN A  42      84.036  57.812  33.219  1.00  0.00

ATOM    638  N   PRO A  43      81.831  57.319  33.261  1.00  0.00

ATOM    639  CD  PRO A  43      80.539  57.283  32.625  1.00  0.00

ATOM    640  HD1 PRO A  43      80.463  56.648  31.746  1.00  0.00

ATOM    641  HD2 PRO A  43      80.226  58.314  32.445  1.00  0.00

ATOM    642  CG  PRO A  43      79.541  56.866  33.695  1.00  0.00

ATOM    643  HG1 PRO A  43      79.419  55.784  33.779  1.00  0.00

ATOM    644  HG2 PRO A  43      78.641  57.462  33.546  1.00  0.00

ATOM    645  CB  PRO A  43      80.218  57.146  35.026  1.00  0.00

ATOM    646  HB1 PRO A  43      80.089  56.444  35.854  1.00  0.00

ATOM    647  HB2 PRO A  43      80.016  58.169  35.349  1.00  0.00

ATOM    648  CA  PRO A  43      81.708  57.179  34.695  1.00  0.00

ATOM    649  HA  PRO A  43      82.174  58.055  35.142  1.00  0.00

ATOM    650  C   PRO A  43      82.421  55.935  35.213  1.00  0.00

ATOM    651  O   PRO A  43      82.641  54.963  34.491  1.00  0.00

ATOM    652  N   THR A  44      82.749  55.906  36.506  1.00  0.00

ATOM    653  H   THR A  44      82.461  56.675  37.097  1.00  0.00

ATOM    654  CA  THR A  44      83.109  54.690  37.205  1.00  0.00

ATOM    655  HA  THR A  44      83.579  53.925  36.588  1.00  0.00

ATOM    656  CB  THR A  44      84.089  54.919  38.355  1.00  0.00

ATOM    657  HB  THR A  44      84.504  53.952  38.654  1.00  0.00

ATOM    658  CG2 THR A  44      85.270  55.741  37.846  1.00  0.00

ATOM    659 1HG2 THR A  44      86.202  55.704  38.415  1.00  0.00

ATOM    660 2HG2 THR A  44      85.492  55.313  36.869  1.00  0.00

ATOM    661 3HG2 THR A  44      84.966  56.783  37.729  1.00  0.00

ATOM    662  OG1 THR A  44      83.565  55.450  39.548  1.00  0.00

ATOM    663  HG1 THR A  44      84.276  55.700  40.133  1.00  0.00

ATOM    664  C   THR A  44      81.893  53.991  37.807  1.00  0.00

ATOM    665  O   THR A  44      80.859  54.644  37.947  1.00  0.00

ATOM    666  N   GLU A  45      82.016  52.740  38.238  1.00  0.00

ATOM    667  H   GLU A  45      82.907  52.273  38.096  1.00  0.00

ATOM    668  CA  GLU A  45      80.941  52.093  38.962  1.00  0.00

ATOM    669  HA  GLU A  45      80.001  52.304  38.460  1.00  0.00

ATOM    670  CB  GLU A  45      81.038  50.571  38.903  1.00  0.00

ATOM    671  HB1 GLU A  45      81.832  50.090  39.462  1.00  0.00

ATOM    672  HB2 GLU A  45      81.051  50.296  37.838  1.00  0.00

ATOM    673  CG  GLU A  45      79.808  49.950  39.560  1.00  0.00

ATOM    674  HG1 GLU A  45      78.942  50.563  39.314  1.00  0.00

ATOM    675  HG2 GLU A  45      79.923  49.987  40.645  1.00  0.00

ATOM    676  CD  GLU A  45      79.457  48.538  39.140  1.00  0.00

ATOM    677  OE1 GLU A  45      80.304  47.905  38.464  1.00  0.00

ATOM    678  OE2 GLU A  45      78.313  48.073  39.338  1.00  0.00

ATOM    679  C   GLU A  45      80.779  52.579  40.404  1.00  0.00

ATOM    680  O   GLU A  45      79.717  52.561  41.016  1.00  0.00

ATOM    681  N   ALA A  46      81.888  53.106  40.934  1.00  0.00

ATOM    682  H   ALA A  46      82.703  53.223  40.359  1.00  0.00

ATOM    683  CA  ALA A  46      81.836  53.839  42.177  1.00  0.00

ATOM    684  HA  ALA A  46      81.467  53.248  43.015  1.00  0.00

ATOM    685  CB  ALA A  46      83.221  54.290  42.654  1.00  0.00

ATOM    686  HB1 ALA A  46      83.346  54.292  43.736  1.00  0.00

ATOM    687  HB2 ALA A  46      83.885  53.534  42.218  1.00  0.00

ATOM    688  HB3 ALA A  46      83.533  55.261  42.292  1.00  0.00

ATOM    689  C   ALA A  46      81.002  55.091  41.995  1.00  0.00

ATOM    690  O   ALA A  46      80.233  55.505  42.857  1.00  0.00

ATOM    691  N   GLU A  47      81.037  55.815  40.877  1.00  0.00

ATOM    692  H   GLU A  47      81.529  55.434  40.081  1.00  0.00

ATOM    693  CA  GLU A  47      80.151  56.938  40.635  1.00  0.00

ATOM    694  HA  GLU A  47      80.146  57.582  41.512  1.00  0.00

ATOM    695  CB  GLU A  47      80.436  57.762  39.382  1.00  0.00

ATOM    696  HB1 GLU A  47      79.597  58.456  39.325  1.00  0.00

ATOM    697  HB2 GLU A  47      80.532  57.081  38.531  1.00  0.00

ATOM    698  CG  GLU A  47      81.682  58.616  39.541  1.00  0.00

ATOM    699  HG1 GLU A  47      81.535  59.207  38.636  1.00  0.00

ATOM    700  HG2 GLU A  47      82.625  58.064  39.473  1.00  0.00

ATOM    701  CD  GLU A  47      81.693  59.494  40.787  1.00  0.00

ATOM    702  OE1 GLU A  47      80.793  60.318  41.022  1.00  0.00

ATOM    703  OE2 GLU A  47      82.623  59.458  41.625  1.00  0.00

ATOM    704  C   GLU A  47      78.704  56.477  40.477  1.00  0.00

ATOM    705  O   GLU A  47      77.841  57.235  40.915  1.00  0.00

ATOM    706  N   LEU A  48      78.375  55.338  39.872  1.00  0.00

ATOM    707  H   LEU A  48      79.159  54.831  39.498  1.00  0.00

ATOM    708  CA  LEU A  48      77.046  54.847  39.581  1.00  0.00

ATOM    709  HA  LEU A  48      76.528  55.704  39.142  1.00  0.00

ATOM    710  CB  LEU A  48      77.036  53.769  38.502  1.00  0.00

ATOM    711  HB1 LEU A  48      76.054  53.299  38.497  1.00  0.00

ATOM    712  HB2 LEU A  48      77.752  53.003  38.779  1.00  0.00

ATOM    713  CG  LEU A  48      77.464  54.253  37.124  1.00  0.00

ATOM    714  HG  LEU A  48      78.402  54.815  37.217  1.00  0.00

ATOM    715  CD1 LEU A  48      77.650  53.016  36.262  1.00  0.00

ATOM    716 1HD1 LEU A  48      78.497  52.450  36.649  1.00  0.00

ATOM    717 2HD1 LEU A  48      76.802  52.340  36.193  1.00  0.00

ATOM    718 3HD1 LEU A  48      77.916  53.427  35.286  1.00  0.00

ATOM    719  CD2 LEU A  48      76.578  55.282  36.436  1.00  0.00

ATOM    720 1HD2 LEU A  48      76.469  56.148  37.089  1.00  0.00

ATOM    721 2HD2 LEU A  48      77.038  55.660  35.521  1.00  0.00

ATOM    722 3HD2 LEU A  48      75.606  54.818  36.213  1.00  0.00

ATOM    723  C   LEU A  48      76.339  54.373  40.846  1.00  0.00

ATOM    724  O   LEU A  48      75.332  54.973  41.213  1.00  0.00

ATOM    725  N   GLN A  49      76.983  53.461  41.579  1.00  0.00

ATOM    726  H   GLN A  49      77.733  52.908  41.199  1.00  0.00

ATOM    727  CA  GLN A  49      76.537  52.996  42.883  1.00  0.00

ATOM    728  HA  GLN A  49      75.586  52.507  42.698  1.00  0.00

ATOM    729  CB  GLN A  49      77.535  51.994  43.440  1.00  0.00

ATOM    730  HB1 GLN A  49      78.432  52.564  43.673  1.00  0.00

ATOM    731  HB2 GLN A  49      77.820  51.269  42.677  1.00  0.00

ATOM    732  CG  GLN A  49      77.058  51.170  44.629  1.00  0.00

ATOM    733  HG1 GLN A  49      76.591  51.748  45.430  1.00  0.00

ATOM    734  HG2 GLN A  49      77.940  50.757  45.127  1.00  0.00

ATOM    735  CD  GLN A  49      76.117  50.017  44.276  1.00  0.00

ATOM    736  OE1 GLN A  49      76.641  49.083  43.672  1.00  0.00

ATOM    737  NE2 GLN A  49      74.799  50.115  44.380  1.00  0.00

ATOM    738 1HE2 GLN A  49      74.381  50.856  44.930  1.00  0.00

ATOM    739 2HE2 GLN A  49      74.229  49.368  44.002  1.00  0.00

ATOM    740  C   GLN A  49      76.331  54.136  43.876  1.00  0.00

ATOM    741  O   GLN A  49      75.300  54.165  44.538  1.00  0.00

ATOM    742  N   ASP A  50      77.200  55.137  43.952  1.00  0.00

ATOM    743  H   ASP A  50      77.957  55.169  43.280  1.00  0.00

ATOM    744  CA  ASP A  50      77.082  56.266  44.858  1.00  0.00

ATOM    745  HA  ASP A  50      77.105  55.935  45.900  1.00  0.00

ATOM    746  CB  ASP A  50      78.336  57.095  44.615  1.00  0.00

ATOM    747  HB1 ASP A  50      78.458  57.156  43.537  1.00  0.00

ATOM    748  HB2 ASP A  50      79.234  56.649  45.057  1.00  0.00

ATOM    749  CG  ASP A  50      78.226  58.510  45.183  1.00  0.00

ATOM    750  OD1 ASP A  50      78.373  58.734  46.405  1.00  0.00

ATOM    751  OD2 ASP A  50      77.979  59.433  44.373  1.00  0.00

ATOM    752  C   ASP A  50      75.875  57.100  44.459  1.00  0.00

ATOM    753  O   ASP A  50      75.195  57.642  45.320  1.00  0.00

ATOM    754  N   MET A  51      75.597  57.267  43.163  1.00  0.00

ATOM    755  H   MET A  51      76.030  56.736  42.420  1.00  0.00

ATOM    756  CA  MET A  51      74.413  58.006  42.781  1.00  0.00

ATOM    757  HA  MET A  51      74.507  59.073  42.965  1.00  0.00

ATOM    758  CB  MET A  51      74.351  57.985  41.255  1.00  0.00

ATOM    759  HB1 MET A  51      73.906  57.061  40.892  1.00  0.00

ATOM    760  HB2 MET A  51      75.344  58.153  40.855  1.00  0.00

ATOM    761  CG  MET A  51      73.478  59.090  40.683  1.00  0.00

ATOM    762  HG1 MET A  51      73.703  60.068  41.113  1.00  0.00

ATOM    763  HG2 MET A  51      72.525  58.947  41.194  1.00  0.00

ATOM    764  SD  MET A  51      73.301  59.279  38.892  1.00  0.00

ATOM    765  CE  MET A  51      74.948  59.597  38.199  1.00  0.00

ATOM    766  HE1 MET A  51      74.977  59.444  37.115  1.00  0.00

ATOM    767  HE2 MET A  51      75.259  60.620  38.388  1.00  0.00

ATOM    768  HE3 MET A  51      75.557  58.862  38.714  1.00  0.00

ATOM    769  C   MET A  51      73.110  57.415  43.302  1.00  0.00

ATOM    770  O   MET A  51      72.172  58.088  43.718  1.00  0.00

ATOM    771  N   ILE A  52      73.166  56.082  43.388  1.00  0.00

ATOM    772  H   ILE A  52      74.045  55.655  43.149  1.00  0.00

ATOM    773  CA  ILE A  52      72.114  55.246  43.929  1.00  0.00

ATOM    774  HA  ILE A  52      71.138  55.664  43.693  1.00  0.00

ATOM    775  CB  ILE A  52      72.234  53.851  43.317  1.00  0.00

ATOM    776  HB  ILE A  52      73.306  53.643  43.390  1.00  0.00

ATOM    777  CG2 ILE A  52      71.488  52.834  44.180  1.00  0.00

ATOM    778 1HG2 ILE A  52      72.106  52.591  45.034  1.00  0.00

ATOM    779 2HG2 ILE A  52      70.515  53.242  44.478  1.00  0.00

ATOM    780 3HG2 ILE A  52      71.330  51.883  43.665  1.00  0.00

ATOM    781  CG1 ILE A  52      71.935  53.708  41.830  1.00  0.00

ATOM    782 1HG1 ILE A  52      72.569  54.451  41.333  1.00  0.00

ATOM    783 2HG1 ILE A  52      70.922  54.043  41.615  1.00  0.00

ATOM    784  CD  ILE A  52      72.259  52.338  41.229  1.00  0.00

ATOM    785  HD1 ILE A  52      71.562  51.600  41.613  1.00  0.00

ATOM    786  HD2 ILE A  52      72.033  52.431  40.167  1.00  0.00

ATOM    787  HD3 ILE A  52      73.261  51.969  41.448  1.00  0.00

ATOM    788  C   ILE A  52      72.160  55.355  45.447  1.00  0.00

ATOM    789  O   ILE A  52      71.098  55.370  46.062  1.00  0.00

ATOM    790  N   ASN A  53      73.362  55.385  46.027  1.00  0.00

ATOM    791  H   ASN A  53      74.168  55.249  45.435  1.00  0.00

ATOM    792  CA  ASN A  53      73.479  55.175  47.460  1.00  0.00

ATOM    793  HA  ASN A  53      72.925  54.274  47.711  1.00  0.00

ATOM    794  CB  ASN A  53      74.918  54.899  47.896  1.00  0.00

ATOM    795  HB1 ASN A  53      75.561  55.764  47.715  1.00  0.00

ATOM    796  HB2 ASN A  53      75.447  54.084  47.392  1.00  0.00

ATOM    797  CG  ASN A  53      75.142  54.751  49.402  1.00  0.00

ATOM    798  OD1 ASN A  53      74.365  54.074  50.066  1.00  0.00

ATOM    799  ND2 ASN A  53      76.149  55.433  49.946  1.00  0.00

ATOM    800 1HD2 ASN A  53      76.916  55.746  49.372  1.00  0.00

ATOM    801 2HD2 ASN A  53      76.412  55.218  50.893  1.00  0.00

ATOM    802  C   ASN A  53      72.865  56.345  48.208  1.00  0.00

ATOM    803  O   ASN A  53      72.645  56.234  49.410  1.00  0.00

ATOM    804  N   GLU A  54      72.630  57.512  47.592  1.00  0.00

ATOM    805  H   GLU A  54      72.745  57.613  46.598  1.00  0.00

ATOM    806  CA  GLU A  54      71.944  58.596  48.274  1.00  0.00

ATOM    807  HA  GLU A  54      72.321  58.823  49.268  1.00  0.00

ATOM    808  CB  GLU A  54      72.113  59.943  47.581  1.00  0.00

ATOM    809  HB1 GLU A  54      71.490  60.683  48.075  1.00  0.00

ATOM    810  HB2 GLU A  54      71.793  59.793  46.545  1.00  0.00

ATOM    811  CG  GLU A  54      73.543  60.460  47.504  1.00  0.00

ATOM    812  HG1 GLU A  54      74.154  59.640  47.128  1.00  0.00

ATOM    813  HG2 GLU A  54      73.839  60.669  48.528  1.00  0.00

ATOM    814  CD  GLU A  54      73.614  61.766  46.715  1.00  0.00

ATOM    815  OE1 GLU A  54      73.527  62.844  47.346  1.00  0.00

ATOM    816  OE2 GLU A  54      73.480  61.799  45.478  1.00  0.00

ATOM    817  C   GLU A  54      70.454  58.348  48.484  1.00  0.00

ATOM    818  O   GLU A  54      69.969  58.489  49.608  1.00  0.00

ATOM    819  N   VAL A  55      69.786  57.889  47.432  1.00  0.00

ATOM    820  H   VAL A  55      70.335  57.566  46.653  1.00  0.00

ATOM    821  CA  VAL A  55      68.365  58.030  47.185  1.00  0.00

ATOM    822  HA  VAL A  55      67.947  58.515  48.077  1.00  0.00

ATOM    823  CB  VAL A  55      68.120  59.008  46.042  1.00  0.00

ATOM    824  HB  VAL A  55      67.053  58.818  45.912  1.00  0.00

ATOM    825  CG1 VAL A  55      68.303  60.459  46.488  1.00  0.00

ATOM    826 1HG1 VAL A  55      69.288  60.806  46.168  1.00  0.00

ATOM    827 2HG1 VAL A  55      67.555  61.076  45.979  1.00  0.00

ATOM    828 3HG1 VAL A  55      68.114  60.594  47.552  1.00  0.00

ATOM    829  CG2 VAL A  55      68.802  58.758  44.698  1.00  0.00

ATOM    830 1HG2 VAL A  55      69.846  58.460  44.802  1.00  0.00

ATOM    831 2HG2 VAL A  55      68.334  57.878  44.260  1.00  0.00

ATOM    832 3HG2 VAL A  55      68.795  59.560  43.964  1.00  0.00

ATOM    833  C   VAL A  55      67.628  56.702  47.032  1.00  0.00

ATOM    834  O   VAL A  55      66.408  56.701  46.876  1.00  0.00

ATOM    835  N   ASP A  56      68.230  55.574  47.399  1.00  0.00

ATOM    836  H   ASP A  56      69.236  55.622  47.294  1.00  0.00

ATOM    837  CA  ASP A  56      67.587  54.322  47.750  1.00  0.00

ATOM    838  HA  ASP A  56      66.834  54.162  46.985  1.00  0.00

ATOM    839  CB  ASP A  56      68.711  53.288  47.838  1.00  0.00

ATOM    840  HB1 ASP A  56      69.337  53.606  48.670  1.00  0.00

ATOM    841  HB2 ASP A  56      69.257  53.343  46.906  1.00  0.00

ATOM    842  CG  ASP A  56      68.149  51.873  47.908  1.00  0.00

ATOM    843  OD1 ASP A  56      66.957  51.669  48.204  1.00  0.00

ATOM    844  OD2 ASP A  56      68.899  50.934  47.564  1.00  0.00

ATOM    845  C   ASP A  56      66.989  54.445  49.145  1.00  0.00

ATOM    846  O   ASP A  56      67.700  54.733  50.105  1.00  0.00

ATOM    847  N   ALA A  57      65.749  53.999  49.308  1.00  0.00

ATOM    848  H   ALA A  57      65.269  53.555  48.540  1.00  0.00

ATOM    849  CA  ALA A  57      65.045  54.004  50.580  1.00  0.00

ATOM    850  HA  ALA A  57      65.292  54.938  51.084  1.00  0.00

ATOM    851  CB  ALA A  57      63.565  54.279  50.370  1.00  0.00

ATOM    852  HB1 ALA A  57      63.092  54.379  51.344  1.00  0.00

ATOM    853  HB2 ALA A  57      63.311  55.176  49.794  1.00  0.00

ATOM    854  HB3 ALA A  57      63.159  53.404  49.847  1.00  0.00

ATOM    855  C   ALA A  57      65.322  52.816  51.487  1.00  0.00

ATOM    856  O   ALA A  57      65.570  53.020  52.678  1.00  0.00

ATOM    857  N   ASP A  58      65.443  51.575  51.002  1.00  0.00

ATOM    858  H   ASP A  58      65.509  51.434  50.010  1.00  0.00

ATOM    859  CA  ASP A  58      65.855  50.469  51.842  1.00  0.00

ATOM    860  HA  ASP A  58      65.485  50.652  52.854  1.00  0.00

ATOM    861  CB  ASP A  58      65.093  49.246  51.362  1.00  0.00

ATOM    862  HB1 ASP A  58      64.160  49.437  50.830  1.00  0.00

ATOM    863  HB2 ASP A  58      64.928  48.568  52.205  1.00  0.00

ATOM    864  CG  ASP A  58      65.871  48.331  50.419  1.00  0.00

ATOM    865  OD1 ASP A  58      66.407  48.794  49.391  1.00  0.00

ATOM    866  OD2 ASP A  58      65.832  47.090  50.571  1.00  0.00

ATOM    867  C   ASP A  58      67.363  50.246  51.892  1.00  0.00

ATOM    868  O   ASP A  58      67.804  49.687  52.887  1.00  0.00

ATOM    869  N   GLY A  59      68.104  50.697  50.881  1.00  0.00

ATOM    870  H   GLY A  59      67.630  51.178  50.123  1.00  0.00

ATOM    871  CA  GLY A  59      69.541  50.858  50.866  1.00  0.00

ATOM    872  HA1 GLY A  59      69.945  51.040  51.868  1.00  0.00

ATOM    873  HA2 GLY A  59      69.764  51.733  50.262  1.00  0.00

ATOM    874  C   GLY A  59      70.277  49.652  50.285  1.00  0.00

ATOM    875  O   GLY A  59      71.498  49.592  50.335  1.00  0.00

ATOM    876  N   ASN A  60      69.520  48.712  49.723  1.00  0.00

ATOM    877  H   ASN A  60      68.518  48.792  49.618  1.00  0.00

ATOM    878  CA  ASN A  60      70.137  47.485  49.240  1.00  0.00

ATOM    879  HA  ASN A  60      70.511  46.991  50.139  1.00  0.00

ATOM    880  CB  ASN A  60      69.033  46.603  48.662  1.00  0.00

ATOM    881  HB1 ASN A  60      68.192  46.577  49.363  1.00  0.00

ATOM    882  HB2 ASN A  60      69.420  45.583  48.740  1.00  0.00

ATOM    883  CG  ASN A  60      68.512  46.948  47.270  1.00  0.00

ATOM    884  OD1 ASN A  60      68.100  48.068  46.964  1.00  0.00

ATOM    885  ND2 ASN A  60      68.468  46.006  46.325  1.00  0.00

ATOM    886 1HD2 ASN A  60      68.893  45.105  46.488  1.00  0.00

ATOM    887 2HD2 ASN A  60      68.205  46.341  45.411  1.00  0.00

ATOM    888  C   ASN A  60      71.207  47.765  48.202  1.00  0.00

ATOM    889  O   ASN A  60      72.257  47.135  48.323  1.00  0.00

ATOM    890  N   GLY A  61      70.969  48.490  47.102  1.00  0.00

ATOM    891  H   GLY A  61      70.157  49.097  47.045  1.00  0.00

ATOM    892  CA  GLY A  61      71.924  48.729  46.041  1.00  0.00

ATOM    893  HA1 GLY A  61      72.597  47.887  45.949  1.00  0.00

ATOM    894  HA2 GLY A  61      72.532  49.600  46.271  1.00  0.00

ATOM    895  C   GLY A  61      71.221  48.931  44.701  1.00  0.00

ATOM    896  O   GLY A  61      71.951  49.222  43.761  1.00  0.00

ATOM    897  N   THR A  62      69.898  48.830  44.567  1.00  0.00

ATOM    898  H   THR A  62      69.372  48.676  45.412  1.00  0.00

ATOM    899  CA  THR A  62      69.104  49.203  43.408  1.00  0.00

ATOM    900  HA  THR A  62      69.708  49.829  42.750  1.00  0.00

ATOM    901  CB  THR A  62      68.623  47.968  42.659  1.00  0.00

ATOM    902  HB  THR A  62      68.041  48.299  41.797  1.00  0.00

ATOM    903  CG2 THR A  62      69.780  47.121  42.144  1.00  0.00

ATOM    904 1HG2 THR A  62      70.362  46.618  42.916  1.00  0.00

ATOM    905 2HG2 THR A  62      69.461  46.295  41.505  1.00  0.00

ATOM    906 3HG2 THR A  62      70.462  47.602  41.437  1.00  0.00

ATOM    907  OG1 THR A  62      67.928  47.090  43.518  1.00  0.00

ATOM    908  HG1 THR A  62      67.810  46.281  43.021  1.00  0.00

ATOM    909  C   THR A  62      67.889  50.049  43.731  1.00  0.00

ATOM    910  O   THR A  62      67.477  50.053  44.887  1.00  0.00

ATOM    911  N   ILE A  63      67.368  50.804  42.751  1.00  0.00

ATOM    912  H   ILE A  63      67.835  50.743  41.861  1.00  0.00

ATOM    913  CA  ILE A  63      66.185  51.632  42.892  1.00  0.00

ATOM    914  HA  ILE A  63      65.973  51.796  43.953  1.00  0.00

ATOM    915  CB  ILE A  63      66.409  53.047  42.378  1.00  0.00

ATOM    916  HB  ILE A  63      66.568  52.911  41.308  1.00  0.00

ATOM    917  CG2 ILE A  63      65.237  54.015  42.508  1.00  0.00

ATOM    918 1HG2 ILE A  63      64.384  53.614  41.969  1.00  0.00

ATOM    919 2HG2 ILE A  63      64.930  54.026  43.556  1.00  0.00

ATOM    920 3HG2 ILE A  63      65.394  55.021  42.128  1.00  0.00

ATOM    921  CG1 ILE A  63      67.676  53.723  42.921  1.00  0.00

ATOM    922 1HG1 ILE A  63      67.669  54.730  42.505  1.00  0.00

ATOM    923 2HG1 ILE A  63      68.620  53.310  42.580  1.00  0.00

ATOM    924  CD  ILE A  63      67.777  53.770  44.444  1.00  0.00

ATOM    925  HD1 ILE A  63      66.885  54.034  45.009  1.00  0.00

ATOM    926  HD2 ILE A  63      68.090  52.804  44.834  1.00  0.00

ATOM    927  HD3 ILE A  63      68.508  54.513  44.754  1.00  0.00

ATOM    928  C   ILE A  63      64.935  51.085  42.222  1.00  0.00

ATOM    929  O   ILE A  63      65.025  50.820  41.033  1.00  0.00

ATOM    930  N   ASP A  64      63.886  50.836  43.011  1.00  0.00

ATOM    931  H   ASP A  64      64.062  50.879  44.011  1.00  0.00

ATOM    932  CA  ASP A  64      62.588  50.261  42.687  1.00  0.00

ATOM    933  HA  ASP A  64      62.665  49.675  41.774  1.00  0.00

ATOM    934  CB  ASP A  64      62.239  49.330  43.844  1.00  0.00

ATOM    935  HB1 ASP A  64      62.490  49.733  44.824  1.00  0.00

ATOM    936  HB2 ASP A  64      62.886  48.463  43.724  1.00  0.00

ATOM    937  CG  ASP A  64      60.795  48.831  43.894  1.00  0.00

ATOM    938  OD1 ASP A  64      60.245  48.622  42.791  1.00  0.00

ATOM    939  OD2 ASP A  64      60.176  48.751  44.977  1.00  0.00

ATOM    940  C   ASP A  64      61.570  51.366  42.454  1.00  0.00

ATOM    941  O   ASP A  64      61.712  52.476  42.959  1.00  0.00

ATOM    942  N   PHE A  65      60.440  51.190  41.767  1.00  0.00

ATOM    943  H   PHE A  65      60.265  50.226  41.533  1.00  0.00

ATOM    944  CA  PHE A  65      59.646  52.300  41.259  1.00  0.00

ATOM    945  HA  PHE A  65      60.230  52.926  40.586  1.00  0.00

ATOM    946  CB  PHE A  65      58.620  51.655  40.336  1.00  0.00

ATOM    947  HB1 PHE A  65      57.842  51.118  40.883  1.00  0.00

ATOM    948  HB2 PHE A  65      59.155  50.992  39.667  1.00  0.00

ATOM    949  CG  PHE A  65      57.946  52.776  39.568  1.00  0.00

ATOM    950  CD1 PHE A  65      58.521  53.512  38.528  1.00  0.00

ATOM    951  HD1 PHE A  65      59.486  53.204  38.173  1.00  0.00

ATOM    952  CE1 PHE A  65      57.931  54.670  37.987  1.00  0.00

ATOM    953  HE1 PHE A  65      58.429  55.354  37.310  1.00  0.00

ATOM    954  CZ  PHE A  65      56.752  55.082  38.623  1.00  0.00

ATOM    955  HZ  PHE A  65      56.325  55.950  38.142  1.00  0.00

ATOM    956  CE2 PHE A  65      56.028  54.342  39.561  1.00  0.00

ATOM    957  HE2 PHE A  65      55.185  54.699  40.123  1.00  0.00

ATOM    958  CD2 PHE A  65      56.714  53.213  40.047  1.00  0.00

ATOM    959  HD2 PHE A  65      56.300  52.812  40.962  1.00  0.00

ATOM    960  C   PHE A  65      59.011  53.229  42.285  1.00  0.00

ATOM    961  O   PHE A  65      59.148  54.423  42.043  1.00  0.00

ATOM    962  N   PRO A  66      58.429  52.780  43.399  1.00  0.00

ATOM    963  CD  PRO A  66      58.002  51.432  43.698  1.00  0.00

ATOM    964  HD1 PRO A  66      58.868  50.790  43.616  1.00  0.00

ATOM    965  HD2 PRO A  66      57.282  51.040  42.990  1.00  0.00

ATOM    966  CG  PRO A  66      57.384  51.375  45.095  1.00  0.00

ATOM    967  HG1 PRO A  66      58.149  51.099  45.831  1.00  0.00

ATOM    968  HG2 PRO A  66      56.509  50.735  45.215  1.00  0.00

ATOM    969  CB  PRO A  66      57.087  52.858  45.282  1.00  0.00

ATOM    970  HB1 PRO A  66      57.190  53.067  46.353  1.00  0.00

ATOM    971  HB2 PRO A  66      56.046  53.048  45.028  1.00  0.00

ATOM    972  CA  PRO A  66      58.060  53.703  44.469  1.00  0.00

ATOM    973  HA  PRO A  66      57.494  54.495  44.001  1.00  0.00

ATOM    974  C   PRO A  66      59.193  54.348  45.248  1.00  0.00

ATOM    975  O   PRO A  66      59.007  55.427  45.813  1.00  0.00

ATOM    976  N   GLU A  67      60.427  53.828  45.180  1.00  0.00

ATOM    977  H   GLU A  67      60.524  53.147  44.441  1.00  0.00

ATOM    978  CA  GLU A  67      61.590  54.557  45.646  1.00  0.00

ATOM    979  HA  GLU A  67      61.272  54.972  46.607  1.00  0.00

ATOM    980  CB  GLU A  67      62.775  53.623  45.848  1.00  0.00

ATOM    981  HB1 GLU A  67      63.520  54.195  46.396  1.00  0.00

ATOM    982  HB2 GLU A  67      63.273  53.469  44.900  1.00  0.00

ATOM    983  CG  GLU A  67      62.469  52.316  46.573  1.00  0.00

ATOM    984  HG1 GLU A  67      61.736  51.741  46.003  1.00  0.00

ATOM    985  HG2 GLU A  67      62.099  52.526  47.575  1.00  0.00

ATOM    986  CD  GLU A  67      63.676  51.408  46.736  1.00  0.00

ATOM    987  OE1 GLU A  67      64.505  51.180  45.816  1.00  0.00

ATOM    988  OE2 GLU A  67      63.824  50.798  47.813  1.00  0.00

ATOM    989  C   GLU A  67      61.920  55.695  44.680  1.00  0.00

ATOM    990  O   GLU A  67      62.269  56.782  45.130  1.00  0.00

ATOM    991  N   PHE A  68      61.747  55.534  43.368  1.00  0.00

ATOM    992  H   PHE A  68      61.462  54.648  42.968  1.00  0.00

ATOM    993  CA  PHE A  68      62.086  56.562  42.410  1.00  0.00

ATOM    994  HA  PHE A  68      63.099  56.911  42.613  1.00  0.00

ATOM    995  CB  PHE A  68      62.099  55.937  41.017  1.00  0.00

ATOM    996  HB1 PHE A  68      61.166  55.449  40.757  1.00  0.00

ATOM    997  HB2 PHE A  68      62.837  55.128  41.010  1.00  0.00

ATOM    998  CG  PHE A  68      62.431  56.795  39.812  1.00  0.00

ATOM    999  CD1 PHE A  68      63.751  56.780  39.365  1.00  0.00

ATOM   1000  HD1 PHE A  68      64.475  56.198  39.908  1.00  0.00

ATOM   1001  CE1 PHE A  68      64.075  57.518  38.216  1.00  0.00

ATOM   1002  HE1 PHE A  68      65.094  57.581  37.874  1.00  0.00

ATOM   1003  CZ  PHE A  68      63.117  58.312  37.573  1.00  0.00

ATOM   1004  HZ  PHE A  68      63.459  58.873  36.716  1.00  0.00

ATOM   1005  CE2 PHE A  68      61.830  58.434  38.131  1.00  0.00

ATOM   1006  HE2 PHE A  68      61.071  59.086  37.736  1.00  0.00

ATOM   1007  CD2 PHE A  68      61.467  57.609  39.199  1.00  0.00

ATOM   1008  HD2 PHE A  68      60.488  57.720  39.652  1.00  0.00

ATOM   1009  C   PHE A  68      61.135  57.755  42.422  1.00  0.00

ATOM   1010  O   PHE A  68      61.528  58.907  42.341  1.00  0.00

ATOM   1011  N   LEU A  69      59.875  57.417  42.698  1.00  0.00

ATOM   1012  H   LEU A  69      59.583  56.449  42.707  1.00  0.00

ATOM   1013  CA  LEU A  69      58.796  58.377  42.800  1.00  0.00

ATOM   1014  HA  LEU A  69      58.759  58.987  41.893  1.00  0.00

ATOM   1015  CB  LEU A  69      57.567  57.513  43.009  1.00  0.00

ATOM   1016  HB1 LEU A  69      57.440  57.248  44.060  1.00  0.00

ATOM   1017  HB2 LEU A  69      57.724  56.666  42.342  1.00  0.00

ATOM   1018  CG  LEU A  69      56.328  58.132  42.371  1.00  0.00

ATOM   1019  HG  LEU A  69      56.217  59.193  42.619  1.00  0.00

ATOM   1020  CD1 LEU A  69      56.383  58.082  40.846  1.00  0.00

ATOM   1021 1HD1 LEU A  69      57.356  58.405  40.467  1.00  0.00

ATOM   1022 2HD1 LEU A  69      56.293  57.023  40.644  1.00  0.00

ATOM   1023 3HD1 LEU A  69      55.514  58.669  40.542  1.00  0.00

ATOM   1024  CD2 LEU A  69      55.090  57.336  42.789  1.00  0.00

ATOM   1025 1HD2 LEU A  69      55.249  56.275  42.585  1.00  0.00

ATOM   1026 2HD2 LEU A  69      54.988  57.418  43.869  1.00  0.00

ATOM   1027 3HD2 LEU A  69      54.135  57.720  42.430  1.00  0.00

ATOM   1028  C   LEU A  69      59.071  59.345  43.943  1.00  0.00

ATOM   1029  O   LEU A  69      59.144  60.563  43.798  1.00  0.00

ATOM   1030  N   THR A  70      59.480  58.833  45.109  1.00  0.00

ATOM   1031  H   THR A  70      59.490  57.819  45.220  1.00  0.00

ATOM   1032  CA  THR A  70      59.651  59.697  46.260  1.00  0.00

ATOM   1033  HA  THR A  70      58.715  60.112  46.638  1.00  0.00

ATOM   1034  CB  THR A  70      60.126  58.880  47.449  1.00  0.00

ATOM   1035  HB  THR A  70      61.075  58.386  47.263  1.00  0.00

ATOM   1036  CG2 THR A  70      60.362  59.684  48.732  1.00  0.00

ATOM   1037 1HG2 THR A  70      61.412  59.985  48.718  1.00  0.00

ATOM   1038 2HG2 THR A  70      59.647  60.492  48.597  1.00  0.00

ATOM   1039 3HG2 THR A  70      60.157  59.097  49.618  1.00  0.00

ATOM   1040  OG1 THR A  70      59.166  57.897  47.764  1.00  0.00

ATOM   1041  HG1 THR A  70      58.310  58.261  47.529  1.00  0.00

ATOM   1042  C   THR A  70      60.637  60.831  46.020  1.00  0.00

ATOM   1043  O   THR A  70      60.375  61.978  46.375  1.00  0.00

ATOM   1044  N   MET A  71      61.788  60.515  45.433  1.00  0.00

ATOM   1045  H   MET A  71      61.851  59.598  45.016  1.00  0.00

ATOM   1046  CA  MET A  71      62.872  61.477  45.303  1.00  0.00

ATOM   1047  HA  MET A  71      62.770  62.080  46.196  1.00  0.00

ATOM   1048  CB  MET A  71      64.231  60.790  45.410  1.00  0.00

ATOM   1049  HB1 MET A  71      64.279  60.181  46.308  1.00  0.00

ATOM   1050  HB2 MET A  71      65.001  61.573  45.399  1.00  0.00

ATOM   1051  CG  MET A  71      64.299  59.899  44.176  1.00  0.00

ATOM   1052  HG1 MET A  71      63.574  60.155  43.394  1.00  0.00

ATOM   1053  HG2 MET A  71      64.082  58.900  44.546  1.00  0.00

ATOM   1054  SD  MET A  71      65.923  59.819  43.374  1.00  0.00

ATOM   1055  CE  MET A  71      65.971  58.244  42.496  1.00  0.00

ATOM   1056  HE1 MET A  71      65.970  57.337  43.101  1.00  0.00

ATOM   1057  HE2 MET A  71      65.063  58.036  41.921  1.00  0.00

ATOM   1058  HE3 MET A  71      66.893  58.018  41.956  1.00  0.00

ATOM   1059  C   MET A  71      62.840  62.561  44.233  1.00  0.00

ATOM   1060  O   MET A  71      63.729  63.411  44.167  1.00  0.00

ATOM   1061  N   MET A  72      61.834  62.400  43.367  1.00  0.00

ATOM   1062  H   MET A  72      61.224  61.604  43.531  1.00  0.00

ATOM   1063  CA  MET A  72      61.465  63.446  42.442  1.00  0.00

ATOM   1064  HA  MET A  72      62.200  64.258  42.459  1.00  0.00

ATOM   1065  CB  MET A  72      61.374  62.922  41.016  1.00  0.00

ATOM   1066  HB1 MET A  72      61.037  63.722  40.355  1.00  0.00

ATOM   1067  HB2 MET A  72      60.651  62.116  40.892  1.00  0.00

ATOM   1068  CG  MET A  72      62.758  62.446  40.586  1.00  0.00

ATOM   1069  HG1 MET A  72      63.046  61.618  41.234  1.00  0.00

ATOM   1070  HG2 MET A  72      63.401  63.321  40.544  1.00  0.00

ATOM   1071  SD  MET A  72      62.776  61.787  38.898  1.00  0.00

ATOM   1072  CE  MET A  72      64.515  61.307  38.801  1.00  0.00

ATOM   1073  HE1 MET A  72      64.706  60.632  37.962  1.00  0.00

ATOM   1074  HE2 MET A  72      65.125  62.215  38.779  1.00  0.00

ATOM   1075  HE3 MET A  72      64.849  60.736  39.667  1.00  0.00

ATOM   1076  C   MET A  72      60.146  64.145  42.764  1.00  0.00

ATOM   1077  O   MET A  72      59.937  65.304  42.419  1.00  0.00

ATOM   1078  N   ALA A  73      59.236  63.446  43.444  1.00  0.00

ATOM   1079  H   ALA A  73      59.374  62.480  43.694  1.00  0.00

ATOM   1080  CA  ALA A  73      57.935  63.963  43.799  1.00  0.00

ATOM   1081  HA  ALA A  73      57.623  64.681  43.039  1.00  0.00

ATOM   1082  CB  ALA A  73      56.890  62.855  43.836  1.00  0.00

ATOM   1083  HB1 ALA A  73      56.980  62.278  42.920  1.00  0.00

ATOM   1084  HB2 ALA A  73      57.077  62.164  44.671  1.00  0.00

ATOM   1085  HB3 ALA A  73      55.898  63.249  44.057  1.00  0.00

ATOM   1086  C   ALA A  73      57.823  64.667  45.151  1.00  0.00

ATOM   1087  O   ALA A  73      56.903  65.469  45.305  1.00  0.00

ATOM   1088  N   ARG A  74      58.692  64.425  46.128  1.00  0.00

ATOM   1089  H   ARG A  74      59.402  63.726  45.964  1.00  0.00

ATOM   1090  CA  ARG A  74      58.702  65.099  47.414  1.00  0.00

ATOM   1091  HA  ARG A  74      58.004  65.916  47.231  1.00  0.00

ATOM   1092  CB  ARG A  74      58.202  64.309  48.614  1.00  0.00

ATOM   1093  HB1 ARG A  74      58.561  64.871  49.477  1.00  0.00

ATOM   1094  HB2 ARG A  74      58.558  63.275  48.645  1.00  0.00

ATOM   1095  CG  ARG A  74      56.677  64.374  48.701  1.00  0.00

ATOM   1096  HG1 ARG A  74      56.203  64.147  47.753  1.00  0.00

ATOM   1097  HG2 ARG A  74      56.368  65.315  49.143  1.00  0.00

ATOM   1098  CD  ARG A  74      56.180  63.257  49.618  1.00  0.00

ATOM   1099  HD1 ARG A  74      56.728  63.229  50.555  1.00  0.00

ATOM   1100  HD2 ARG A  74      56.295  62.264  49.188  1.00  0.00

ATOM   1101  NE  ARG A  74      54.792  63.496  50.039  1.00  0.00

ATOM   1102  HE  ARG A  74      54.498  64.461  50.024  1.00  0.00

ATOM   1103  CZ  ARG A  74      54.021  62.677  50.774  1.00  0.00

ATOM   1104  NH1 ARG A  74      52.814  63.130  51.142  1.00  0.00

ATOM   1105 1HH1 ARG A  74      52.498  64.036  50.826  1.00  0.00

ATOM   1106 2HH1 ARG A  74      52.211  62.555  51.723  1.00  0.00

ATOM   1107  NH2 ARG A  74      54.417  61.455  51.154  1.00  0.00

ATOM   1108 1HH2 ARG A  74      55.283  61.036  50.860  1.00  0.00

ATOM   1109 2HH2 ARG A  74      53.909  60.960  51.870  1.00  0.00

ATOM   1110  C   ARG A  74      59.992  65.871  47.647  1.00  0.00

ATOM   1111  O   ARG A  74      61.057  65.283  47.858  1.00  0.00

ATOM   1112  N   LYS A  75      60.050  67.171  47.346  1.00  0.00

ATOM   1113  H   LYS A  75      59.271  67.489  46.783  1.00  0.00

ATOM   1114  CA  LYS A  75      61.216  68.030  47.244  1.00  0.00

ATOM   1115  HA  LYS A  75      62.092  67.530  47.644  1.00  0.00

ATOM   1116  CB  LYS A  75      61.578  68.338  45.793  1.00  0.00

ATOM   1117  HB1 LYS A  75      62.522  68.884  45.757  1.00  0.00

ATOM   1118  HB2 LYS A  75      60.811  68.988  45.362  1.00  0.00

ATOM   1119  CG  LYS A  75      61.825  67.172  44.831  1.00  0.00

ATOM   1120  HG1 LYS A  75      60.900  66.629  44.649  1.00  0.00

ATOM   1121  HG2 LYS A  75      62.647  66.538  45.159  1.00  0.00

ATOM   1122  CD  LYS A  75      62.248  67.560  43.420  1.00  0.00

ATOM   1123  HD1 LYS A  75      61.549  68.195  42.873  1.00  0.00

ATOM   1124  HD2 LYS A  75      62.375  66.615  42.891  1.00  0.00

ATOM   1125  CE  LYS A  75      63.645  68.170  43.445  1.00  0.00

ATOM   1126  HE1 LYS A  75      64.385  67.668  44.072  1.00  0.00

ATOM   1127  HE2 LYS A  75      63.649  69.198  43.815  1.00  0.00

ATOM   1128  NZ  LYS A  75      64.109  68.309  42.051  1.00  0.00

ATOM   1129  HZ1 LYS A  75      64.924  68.878  41.896  1.00  0.00

ATOM   1130  HZ2 LYS A  75      64.174  67.396  41.625  1.00  0.00

ATOM   1131  HZ3 LYS A  75      63.414  68.817  41.526  1.00  0.00

ATOM   1132  C   LYS A  75      61.021  69.344  47.982  1.00  0.00

ATOM   1133  O   LYS A  75      60.007  69.996  47.755  1.00  0.00

ATOM   1134  N   MET A  76      61.966  69.728  48.847  1.00  0.00

ATOM   1135  H   MET A  76      62.761  69.130  49.005  1.00  0.00

ATOM   1136  CA  MET A  76      61.865  70.945  49.617  1.00  0.00

ATOM   1137  HA  MET A  76      60.957  70.985  50.221  1.00  0.00

ATOM   1138  CB  MET A  76      63.035  71.124  50.572  1.00  0.00

ATOM   1139  HB1 MET A  76      63.008  72.087  51.086  1.00  0.00

ATOM   1140  HB2 MET A  76      63.895  71.046  49.907  1.00  0.00

ATOM   1141  CG  MET A  76      63.043  70.028  51.632  1.00  0.00

ATOM   1142  HG1 MET A  76      62.788  69.078  51.163  1.00  0.00

ATOM   1143  HG2 MET A  76      62.297  70.310  52.382  1.00  0.00

ATOM   1144  SD  MET A  76      64.573  69.703  52.547  1.00  0.00

ATOM   1145  CE  MET A  76      64.567  71.158  53.615  1.00  0.00

ATOM   1146  HE1 MET A  76      63.627  71.249  54.157  1.00  0.00

ATOM   1147  HE2 MET A  76      65.447  71.248  54.253  1.00  0.00

ATOM   1148  HE3 MET A  76      64.536  72.056  52.999  1.00  0.00

ATOM   1149  C   MET A  76      61.798  72.183  48.734  1.00  0.00

ATOM   1150  O   MET A  76      60.904  72.997  48.988  1.00  0.00

ATOM   1151  N   LYS A  77      62.430  72.172  47.555  1.00  0.00

ATOM   1152  H   LYS A  77      63.094  71.421  47.514  1.00  0.00

ATOM   1153  CA  LYS A  77      62.357  73.048  46.393  1.00  0.00

ATOM   1154  HA  LYS A  77      61.469  73.622  46.618  1.00  0.00

ATOM   1155  CB  LYS A  77      63.605  73.893  46.144  1.00  0.00

ATOM   1156  HB1 LYS A  77      63.384  74.631  45.368  1.00  0.00

ATOM   1157  HB2 LYS A  77      64.462  73.276  45.882  1.00  0.00

ATOM   1158  CG  LYS A  77      63.984  74.645  47.413  1.00  0.00

ATOM   1159  HG1 LYS A  77      63.991  73.992  48.282  1.00  0.00

ATOM   1160  HG2 LYS A  77      63.212  75.377  47.679  1.00  0.00

ATOM   1161  CD  LYS A  77      65.241  75.501  47.340  1.00  0.00

ATOM   1162  HD1 LYS A  77      65.276  76.046  48.281  1.00  0.00

ATOM   1163  HD2 LYS A  77      65.126  76.288  46.599  1.00  0.00

ATOM   1164  CE  LYS A  77      66.463  74.644  47.014  1.00  0.00

ATOM   1165  HE1 LYS A  77      66.407  74.096  46.067  1.00  0.00

ATOM   1166  HE2 LYS A  77      66.521  73.892  47.804  1.00  0.00

ATOM   1167  NZ  LYS A  77      67.667  75.483  47.135  1.00  0.00

ATOM   1168  HZ1 LYS A  77      67.548  76.252  46.497  1.00  0.00

ATOM   1169  HZ2 LYS A  77      67.748  75.763  48.100  1.00  0.00

ATOM   1170  HZ3 LYS A  77      68.486  74.975  46.836  1.00  0.00

ATOM   1171  C   LYS A  77      62.042  72.268  45.125  1.00  0.00

ATOM   1172  O   LYS A  77      62.611  71.204  44.887  1.00  0.00

ATOM   1173  N   ASP A  78      61.179  72.773  44.236  1.00  0.00

ATOM   1174  H   ASP A  78      60.651  73.592  44.507  1.00  0.00

ATOM   1175  CA  ASP A  78      60.706  72.024  43.095  1.00  0.00

ATOM   1176  HA  ASP A  78      60.373  71.060  43.477  1.00  0.00

ATOM   1177  CB  ASP A  78      59.457  72.600  42.434  1.00  0.00

ATOM   1178  HB1 ASP A  78      59.623  73.631  42.157  1.00  0.00

ATOM   1179  HB2 ASP A  78      58.666  72.760  43.174  1.00  0.00

ATOM   1180  CG  ASP A  78      58.958  71.663  41.335  1.00  0.00

ATOM   1181  OD1 ASP A  78      58.628  70.516  41.668  1.00  0.00

ATOM   1182  OD2 ASP A  78      58.786  72.093  40.171  1.00  0.00

ATOM   1183  C   ASP A  78      61.717  71.721  41.989  1.00  0.00

ATOM   1184  O   ASP A  78      61.857  70.568  41.593  1.00  0.00

ATOM   1185  N   THR A  79      62.380  72.804  41.576  1.00  0.00

ATOM   1186  H   THR A  79      62.080  73.688  41.971  1.00  0.00

ATOM   1187  CA  THR A  79      63.546  72.894  40.729  1.00  0.00

ATOM   1188  HA  THR A  79      64.045  71.921  40.752  1.00  0.00

ATOM   1189  CB  THR A  79      63.270  73.047  39.236  1.00  0.00

ATOM   1190  HB  THR A  79      62.598  73.894  39.095  1.00  0.00

ATOM   1191  CG2 THR A  79      64.487  73.150  38.316  1.00  0.00

ATOM   1192 1HG2 THR A  79      64.150  73.047  37.287  1.00  0.00

ATOM   1193 2HG2 THR A  79      65.022  74.094  38.440  1.00  0.00

ATOM   1194 3HG2 THR A  79      65.197  72.335  38.491  1.00  0.00

ATOM   1195  OG1 THR A  79      62.574  71.908  38.763  1.00  0.00

ATOM   1196  HG1 THR A  79      62.005  72.262  38.072  1.00  0.00

ATOM   1197  C   THR A  79      64.531  73.997  41.113  1.00  0.00

ATOM   1198  O   THR A  79      64.143  75.152  41.019  1.00  0.00

ATOM   1199  N   ASP A  80      65.692  73.708  41.707  1.00  0.00

ATOM   1200  H   ASP A  80      65.964  72.763  41.917  1.00  0.00

ATOM   1201  CA  ASP A  80      66.632  74.786  41.935  1.00  0.00

ATOM   1202  HA  ASP A  80      66.068  75.727  41.939  1.00  0.00

ATOM   1203  CB  ASP A  80      67.328  74.637  43.287  1.00  0.00

ATOM   1204  HB1 ASP A  80      67.899  73.708  43.234  1.00  0.00

ATOM   1205  HB2 ASP A  80      66.614  74.430  44.078  1.00  0.00

ATOM   1206  CG  ASP A  80      68.175  75.840  43.676  1.00  0.00

ATOM   1207  OD1 ASP A  80      67.943  76.504  44.714  1.00  0.00

ATOM   1208  OD2 ASP A  80      69.097  76.242  42.941  1.00  0.00

ATOM   1209  C   ASP A  80      67.551  75.082  40.758  1.00  0.00

ATOM   1210  O   ASP A  80      68.259  74.182  40.312  1.00  0.00

ATOM   1211  N   SER A  81      67.609  76.331  40.289  1.00  0.00

ATOM   1212  H   SER A  81      67.335  77.058  40.931  1.00  0.00

ATOM   1213  CA  SER A  81      68.343  76.704  39.095  1.00  0.00

ATOM   1214  HA  SER A  81      67.999  76.188  38.201  1.00  0.00

ATOM   1215  CB  SER A  81      68.183  78.198  38.813  1.00  0.00

ATOM   1216  HB1 SER A  81      68.639  78.437  37.856  1.00  0.00

ATOM   1217  HB2 SER A  81      68.716  78.812  39.536  1.00  0.00

ATOM   1218  OG  SER A  81      66.857  78.666  38.804  1.00  0.00

ATOM   1219  HG  SER A  81      66.993  79.618  38.854  1.00  0.00

ATOM   1220  C   SER A  81      69.824  76.354  39.159  1.00  0.00

ATOM   1221  O   SER A  81      70.388  75.552  38.411  1.00  0.00

ATOM   1222  N   GLU A  82      70.508  76.921  40.151  1.00  0.00

ATOM   1223  H   GLU A  82      69.967  77.362  40.874  1.00  0.00

ATOM   1224  CA  GLU A  82      71.939  76.753  40.310  1.00  0.00

ATOM   1225  HA  GLU A  82      72.373  76.794  39.303  1.00  0.00

ATOM   1226  CB  GLU A  82      72.505  77.884  41.176  1.00  0.00

ATOM   1227  HB1 GLU A  82      73.581  77.861  41.335  1.00  0.00

ATOM   1228  HB2 GLU A  82      72.050  77.942  42.157  1.00  0.00

ATOM   1229  CG  GLU A  82      72.198  79.229  40.536  1.00  0.00

ATOM   1230  HG1 GLU A  82      72.712  79.882  41.239  1.00  0.00

ATOM   1231  HG2 GLU A  82      71.138  79.457  40.509  1.00  0.00

ATOM   1232  CD  GLU A  82      72.807  79.401  39.144  1.00  0.00

ATOM   1233  OE1 GLU A  82      72.030  79.681  38.205  1.00  0.00

ATOM   1234  OE2 GLU A  82      74.034  79.320  38.939  1.00  0.00

ATOM   1235  C   GLU A  82      72.425  75.430  40.888  1.00  0.00

ATOM   1236  O   GLU A  82      73.602  75.098  40.792  1.00  0.00

ATOM   1237  N   GLU A  83      71.526  74.620  41.441  1.00  0.00

ATOM   1238  H   GLU A  83      70.589  75.003  41.479  1.00  0.00

ATOM   1239  CA  GLU A  83      71.700  73.206  41.696  1.00  0.00

ATOM   1240  HA  GLU A  83      72.722  73.008  42.020  1.00  0.00

ATOM   1241  CB  GLU A  83      70.820  72.828  42.878  1.00  0.00

ATOM   1242  HB1 GLU A  83      70.583  71.775  42.938  1.00  0.00

ATOM   1243  HB2 GLU A  83      69.820  73.202  42.650  1.00  0.00

ATOM   1244  CG  GLU A  83      71.201  73.432  44.235  1.00  0.00

ATOM   1245  HG1 GLU A  83      71.243  74.500  44.061  1.00  0.00

ATOM   1246  HG2 GLU A  83      72.140  73.030  44.594  1.00  0.00

ATOM   1247  CD  GLU A  83      70.178  73.268  45.360  1.00  0.00

ATOM   1248  OE1 GLU A  83      70.128  74.126  46.269  1.00  0.00

ATOM   1249  OE2 GLU A  83      69.422  72.272  45.333  1.00  0.00

ATOM   1250  C   GLU A  83      71.382  72.207  40.586  1.00  0.00

ATOM   1251  O   GLU A  83      72.100  71.217  40.447  1.00  0.00

ATOM   1252  N   GLU A  84      70.334  72.468  39.814  1.00  0.00

ATOM   1253  H   GLU A  84      69.924  73.388  39.898  1.00  0.00

ATOM   1254  CA  GLU A  84      69.698  71.464  38.980  1.00  0.00

ATOM   1255  HA  GLU A  84      70.441  70.667  38.946  1.00  0.00

ATOM   1256  CB  GLU A  84      68.319  71.087  39.525  1.00  0.00

ATOM   1257  HB1 GLU A  84      67.934  70.266  38.930  1.00  0.00

ATOM   1258  HB2 GLU A  84      67.589  71.875  39.367  1.00  0.00

ATOM   1259  CG  GLU A  84      68.245  70.616  40.975  1.00  0.00

ATOM   1260  HG1 GLU A  84      68.341  71.548  41.535  1.00  0.00

ATOM   1261  HG2 GLU A  84      69.107  69.980  41.198  1.00  0.00

ATOM   1262  CD  GLU A  84      66.953  69.938  41.436  1.00  0.00

ATOM   1263  OE1 GLU A  84      65.896  70.589  41.591  1.00  0.00

ATOM   1264  OE2 GLU A  84      66.972  68.723  41.736  1.00  0.00

ATOM   1265  C   GLU A  84      69.692  71.791  37.490  1.00  0.00

ATOM   1266  O   GLU A  84      70.063  70.900  36.738  1.00  0.00

ATOM   1267  N   ILE A  85      69.472  73.069  37.186  1.00  0.00

ATOM   1268  H   ILE A  85      69.372  73.797  37.879  1.00  0.00

ATOM   1269  CA  ILE A  85      69.486  73.576  35.829  1.00  0.00

ATOM   1270  HA  ILE A  85      69.042  72.768  35.238  1.00  0.00

ATOM   1271  CB  ILE A  85      68.660  74.844  35.611  1.00  0.00

ATOM   1272  HB  ILE A  85      69.094  75.627  36.233  1.00  0.00

ATOM   1273  CG2 ILE A  85      68.691  75.267  34.140  1.00  0.00

ATOM   1274 1HG2 ILE A  85      68.058  74.630  33.531  1.00  0.00

ATOM   1275 2HG2 ILE A  85      68.411  76.302  33.958  1.00  0.00

ATOM   1276 3HG2 ILE A  85      69.730  75.254  33.802  1.00  0.00

ATOM   1277  CG1 ILE A  85      67.204  74.526  35.920  1.00  0.00

ATOM   1278 1HG1 ILE A  85      67.138  74.215  36.963  1.00  0.00

ATOM   1279 2HG1 ILE A  85      66.811  73.661  35.393  1.00  0.00

ATOM   1280  CD  ILE A  85      66.201  75.664  35.749  1.00  0.00

ATOM   1281  HD1 ILE A  85      65.172  75.319  35.860  1.00  0.00

ATOM   1282  HD2 ILE A  85      66.430  76.478  36.430  1.00  0.00

ATOM   1283  HD3 ILE A  85      66.310  76.101  34.751  1.00  0.00

ATOM   1284  C   ILE A  85      70.944  73.735  35.448  1.00  0.00

ATOM   1285  O   ILE A  85      71.316  73.226  34.399  1.00  0.00

ATOM   1286  N   ARG A  86      71.803  74.349  36.264  1.00  0.00

ATOM   1287  H   ARG A  86      71.468  74.656  37.173  1.00  0.00

ATOM   1288  CA  ARG A  86      73.231  74.493  36.061  1.00  0.00

ATOM   1289  HA  ARG A  86      73.479  75.087  35.187  1.00  0.00

ATOM   1290  CB  ARG A  86      73.762  75.123  37.340  1.00  0.00

ATOM   1291  HB1 ARG A  86      73.563  74.376  38.110  1.00  0.00

ATOM   1292  HB2 ARG A  86      73.058  75.946  37.484  1.00  0.00

ATOM   1293  CG  ARG A  86      75.194  75.649  37.401  1.00  0.00

ATOM   1294  HG1 ARG A  86      75.809  74.749  37.427  1.00  0.00

ATOM   1295  HG2 ARG A  86      75.451  76.036  38.386  1.00  0.00

ATOM   1296  CD  ARG A  86      75.477  76.702  36.331  1.00  0.00

ATOM   1297  HD1 ARG A  86      75.330  76.292  35.337  1.00  0.00

ATOM   1298  HD2 ARG A  86      76.544  76.928  36.343  1.00  0.00

ATOM   1299  NE  ARG A  86      74.750  77.951  36.597  1.00  0.00

ATOM   1300  HE  ARG A  86      74.354  78.188  37.493  1.00  0.00

ATOM   1301  CZ  ARG A  86      74.903  79.042  35.829  1.00  0.00

ATOM   1302  NH1 ARG A  86      75.569  79.081  34.670  1.00  0.00

ATOM   1303 1HH1 ARG A  86      76.009  78.213  34.403  1.00  0.00

ATOM   1304 2HH1 ARG A  86      75.353  79.739  33.936  1.00  0.00

ATOM   1305  NH2 ARG A  86      74.260  80.169  36.159  1.00  0.00

ATOM   1306 1HH2 ARG A  86      73.613  80.115  36.934  1.00  0.00

ATOM   1307 2HH2 ARG A  86      74.420  81.040  35.662  1.00  0.00

ATOM   1308  C   ARG A  86      73.910  73.137  35.869  1.00  0.00

ATOM   1309  O   ARG A  86      74.788  73.026  35.013  1.00  0.00

ATOM   1310  N   GLU A  87      73.468  72.116  36.595  1.00  0.00

ATOM   1311  H   GLU A  87      72.862  72.348  37.375  1.00  0.00

ATOM   1312  CA  GLU A  87      73.976  70.767  36.470  1.00  0.00

ATOM   1313  HA  GLU A  87      75.045  70.923  36.350  1.00  0.00

ATOM   1314  CB  GLU A  87      73.571  69.997  37.722  1.00  0.00

ATOM   1315  HB1 GLU A  87      72.497  69.833  37.636  1.00  0.00

ATOM   1316  HB2 GLU A  87      73.770  70.620  38.589  1.00  0.00

ATOM   1317  CG  GLU A  87      74.465  68.774  37.908  1.00  0.00

ATOM   1318  HG1 GLU A  87      75.495  69.142  37.977  1.00  0.00

ATOM   1319  HG2 GLU A  87      74.513  68.075  37.072  1.00  0.00

ATOM   1320  CD  GLU A  87      74.265  68.088  39.255  1.00  0.00

ATOM   1321  OE1 GLU A  87      74.928  68.409  40.265  1.00  0.00

ATOM   1322  OE2 GLU A  87      73.459  67.139  39.227  1.00  0.00

ATOM   1323  C   GLU A  87      73.530  70.039  35.209  1.00  0.00

ATOM   1324  O   GLU A  87      74.247  69.207  34.649  1.00  0.00

ATOM   1325  N   ALA A  88      72.318  70.287  34.720  1.00  0.00

ATOM   1326  H   ALA A  88      71.703  70.833  35.318  1.00  0.00

ATOM   1327  CA  ALA A  88      71.877  69.818  33.422  1.00  0.00

ATOM   1328  HA  ALA A  88      72.160  68.767  33.385  1.00  0.00

ATOM   1329  CB  ALA A  88      70.368  69.998  33.230  1.00  0.00

ATOM   1330  HB1 ALA A  88      70.035  71.031  33.169  1.00  0.00

ATOM   1331  HB2 ALA A  88      70.069  69.395  32.372  1.00  0.00

ATOM   1332  HB3 ALA A  88      69.834  69.600  34.085  1.00  0.00

ATOM   1333  C   ALA A  88      72.557  70.476  32.235  1.00  0.00

ATOM   1334  O   ALA A  88      72.783  69.772  31.256  1.00  0.00

ATOM   1335  N   PHE A  89      72.959  71.743  32.309  1.00  0.00

ATOM   1336  H   PHE A  89      72.683  72.200  33.164  1.00  0.00

ATOM   1337  CA  PHE A  89      73.336  72.605  31.205  1.00  0.00

ATOM   1338  HA  PHE A  89      72.573  72.514  30.424  1.00  0.00

ATOM   1339  CB  PHE A  89      73.323  74.062  31.645  1.00  0.00

ATOM   1340  HB1 PHE A  89      74.174  74.273  32.287  1.00  0.00

ATOM   1341  HB2 PHE A  89      72.421  74.226  32.228  1.00  0.00

ATOM   1342  CG  PHE A  89      73.311  74.954  30.424  1.00  0.00

ATOM   1343  CD1 PHE A  89      74.532  75.419  29.940  1.00  0.00

ATOM   1344  HD1 PHE A  89      75.471  75.022  30.312  1.00  0.00

ATOM   1345  CE1 PHE A  89      74.619  76.292  28.845  1.00  0.00

ATOM   1346  HE1 PHE A  89      75.521  76.677  28.401  1.00  0.00

ATOM   1347  CZ  PHE A  89      73.392  76.693  28.311  1.00  0.00

ATOM   1348  HZ  PHE A  89      73.470  77.512  27.615  1.00  0.00

ATOM   1349  CE2 PHE A  89      72.149  76.215  28.762  1.00  0.00

ATOM   1350  HE2 PHE A  89      71.237  76.684  28.440  1.00  0.00

ATOM   1351  CD2 PHE A  89      72.092  75.381  29.881  1.00  0.00

ATOM   1352  HD2 PHE A  89      71.150  75.026  30.286  1.00  0.00

ATOM   1353  C   PHE A  89      74.721  72.255  30.687  1.00  0.00

ATOM   1354  O   PHE A  89      75.031  72.318  29.494  1.00  0.00

ATOM   1355  N   ARG A  90      75.558  71.692  31.566  1.00  0.00

ATOM   1356  H   ARG A  90      75.234  71.507  32.510  1.00  0.00

ATOM   1357  CA  ARG A  90      76.892  71.259  31.234  1.00  0.00

ATOM   1358  HA  ARG A  90      77.340  72.106  30.711  1.00  0.00

ATOM   1359  CB  ARG A  90      77.786  71.108  32.472  1.00  0.00

ATOM   1360  HB1 ARG A  90      77.416  71.821  33.210  1.00  0.00

ATOM   1361  HB2 ARG A  90      78.844  71.151  32.219  1.00  0.00

ATOM   1362  CG  ARG A  90      77.608  69.768  33.176  1.00  0.00

ATOM   1363  HG1 ARG A  90      77.793  68.909  32.521  1.00  0.00

ATOM   1364  HG2 ARG A  90      76.593  69.769  33.571  1.00  0.00

ATOM   1365  CD  ARG A  90      78.358  69.613  34.492  1.00  0.00

ATOM   1366  HD1 ARG A  90      78.050  70.438  35.139  1.00  0.00

ATOM   1367  HD2 ARG A  90      79.424  69.732  34.287  1.00  0.00

ATOM   1368  NE  ARG A  90      78.106  68.313  35.109  1.00  0.00

ATOM   1369  HE  ARG A  90      77.702  67.577  34.538  1.00  0.00

ATOM   1370  CZ  ARG A  90      78.100  68.111  36.428  1.00  0.00

ATOM   1371  NH1 ARG A  90      78.057  69.125  37.298  1.00  0.00

ATOM   1372 1HH1 ARG A  90      78.047  70.064  36.929  1.00  0.00

ATOM   1373 2HH1 ARG A  90      78.469  68.983  38.209  1.00  0.00

ATOM   1374  NH2 ARG A  90      78.156  66.875  36.952  1.00  0.00

ATOM   1375 1HH2 ARG A  90      78.202  66.089  36.333  1.00  0.00

ATOM   1376 2HH2 ARG A  90      78.320  66.764  37.946  1.00  0.00

ATOM   1377  C   ARG A  90      77.038  70.126  30.232  1.00  0.00

ATOM   1378  O   ARG A  90      78.114  69.921  29.668  1.00  0.00

ATOM   1379  N   VAL A  91      75.988  69.364  29.911  1.00  0.00

ATOM   1380  H   VAL A  91      75.122  69.610  30.361  1.00  0.00

ATOM   1381  CA  VAL A  91      75.984  68.353  28.876  1.00  0.00

ATOM   1382  HA  VAL A  91      76.957  67.886  28.987  1.00  0.00

ATOM   1383  CB  VAL A  91      74.819  67.406  29.151  1.00  0.00

ATOM   1384  HB  VAL A  91      73.893  67.991  29.126  1.00  0.00

ATOM   1385  CG1 VAL A  91      74.694  66.222  28.200  1.00  0.00

ATOM   1386 1HG1 VAL A  91      74.912  66.441  27.149  1.00  0.00

ATOM   1387 2HG1 VAL A  91      75.364  65.395  28.440  1.00  0.00

ATOM   1388 3HG1 VAL A  91      73.648  65.929  28.330  1.00  0.00

ATOM   1389  CG2 VAL A  91      74.909  66.804  30.555  1.00  0.00

ATOM   1390 1HG2 VAL A  91      75.918  66.456  30.774  1.00  0.00

ATOM   1391 2HG2 VAL A  91      74.500  67.570  31.208  1.00  0.00

ATOM   1392 3HG2 VAL A  91      74.156  66.017  30.590  1.00  0.00

ATOM   1393  C   VAL A  91      75.957  68.914  27.455  1.00  0.00

ATOM   1394  O   VAL A  91      76.561  68.440  26.496  1.00  0.00

ATOM   1395  N   PHE A  92      75.095  69.918  27.255  1.00  0.00

ATOM   1396  H   PHE A  92      74.317  69.916  27.902  1.00  0.00

ATOM   1397  CA  PHE A  92      74.961  70.551  25.968  1.00  0.00

ATOM   1398  HA  PHE A  92      75.105  69.801  25.185  1.00  0.00

ATOM   1399  CB  PHE A  92      73.638  71.317  25.960  1.00  0.00

ATOM   1400  HB1 PHE A  92      73.509  71.567  24.903  1.00  0.00

ATOM   1401  HB2 PHE A  92      73.679  72.167  26.639  1.00  0.00

ATOM   1402  CG  PHE A  92      72.363  70.573  26.249  1.00  0.00

ATOM   1403  CD1 PHE A  92      71.720  70.845  27.466  1.00  0.00

ATOM   1404  HD1 PHE A  92      72.140  71.510  28.210  1.00  0.00

ATOM   1405  CE1 PHE A  92      70.581  70.132  27.854  1.00  0.00

ATOM   1406  HE1 PHE A  92      70.185  70.322  28.841  1.00  0.00

ATOM   1407  CZ  PHE A  92      70.146  69.102  27.018  1.00  0.00

ATOM   1408  HZ  PHE A  92      69.314  68.487  27.339  1.00  0.00

ATOM   1409  CE2 PHE A  92      70.736  68.856  25.779  1.00  0.00

ATOM   1410  HE2 PHE A  92      70.258  68.076  25.194  1.00  0.00

ATOM   1411  CD2 PHE A  92      71.881  69.557  25.409  1.00  0.00

ATOM   1412  HD2 PHE A  92      72.443  69.254  24.541  1.00  0.00

ATOM   1413  C   PHE A  92      76.147  71.497  25.820  1.00  0.00

ATOM   1414  O   PHE A  92      76.773  71.539  24.765  1.00  0.00

ATOM   1415  N   ASP A  93      76.441  72.316  26.842  1.00  0.00

ATOM   1416  H   ASP A  93      75.800  72.424  27.614  1.00  0.00

ATOM   1417  CA  ASP A  93      77.611  73.170  26.929  1.00  0.00

ATOM   1418  HA  ASP A  93      77.971  73.390  25.920  1.00  0.00

ATOM   1419  CB  ASP A  93      77.228  74.496  27.575  1.00  0.00

ATOM   1420  HB1 ASP A  93      76.937  74.340  28.606  1.00  0.00

ATOM   1421  HB2 ASP A  93      76.409  74.877  26.975  1.00  0.00

ATOM   1422  CG  ASP A  93      78.388  75.492  27.523  1.00  0.00

ATOM   1423  OD1 ASP A  93      79.003  75.671  26.450  1.00  0.00

ATOM   1424  OD2 ASP A  93      78.678  76.149  28.549  1.00  0.00

ATOM   1425  C   ASP A  93      78.801  72.551  27.635  1.00  0.00

ATOM   1426  O   ASP A  93      78.969  72.592  28.846  1.00  0.00

ATOM   1427  N   LYS A  94      79.539  71.787  26.820  1.00  0.00

ATOM   1428  H   LYS A  94      79.340  71.848  25.828  1.00  0.00

ATOM   1429  CA  LYS A  94      80.726  71.076  27.259  1.00  0.00

ATOM   1430  HA  LYS A  94      80.622  70.525  28.184  1.00  0.00

ATOM   1431  CB  LYS A  94      81.067  69.970  26.267  1.00  0.00

ATOM   1432  HB1 LYS A  94      82.092  69.631  26.438  1.00  0.00

ATOM   1433  HB2 LYS A  94      81.191  70.390  25.275  1.00  0.00

ATOM   1434  CG  LYS A  94      80.056  68.838  26.066  1.00  0.00

ATOM   1435  HG1 LYS A  94      80.360  68.256  25.193  1.00  0.00

ATOM   1436  HG2 LYS A  94      79.112  69.335  25.839  1.00  0.00

ATOM   1437  CD  LYS A  94      79.871  67.906  27.258  1.00  0.00

ATOM   1438  HD1 LYS A  94      79.241  68.522  27.907  1.00  0.00

ATOM   1439  HD2 LYS A  94      80.803  67.674  27.783  1.00  0.00

ATOM   1440  CE  LYS A  94      79.158  66.622  26.851  1.00  0.00

ATOM   1441  HE1 LYS A  94      79.601  66.251  25.926  1.00  0.00

ATOM   1442  HE2 LYS A  94      78.128  66.878  26.574  1.00  0.00

ATOM   1443  NZ  LYS A  94      79.182  65.666  27.966  1.00  0.00

ATOM   1444  HZ1 LYS A  94      78.840  64.759  27.678  1.00  0.00

ATOM   1445  HZ2 LYS A  94      80.145  65.453  28.192  1.00  0.00

ATOM   1446  HZ3 LYS A  94      78.788  66.009  28.833  1.00  0.00

ATOM   1447  C   LYS A  94      81.941  71.990  27.384  1.00  0.00

ATOM   1448  O   LYS A  94      82.849  71.546  28.086  1.00  0.00

ATOM   1449  N   ASP A  95      81.953  73.122  26.693  1.00  0.00

ATOM   1450  H   ASP A  95      81.032  73.379  26.362  1.00  0.00

ATOM   1451  CA  ASP A  95      83.055  74.060  26.758  1.00  0.00

ATOM   1452  HA  ASP A  95      83.922  73.418  26.902  1.00  0.00

ATOM   1453  CB  ASP A  95      83.339  74.544  25.338  1.00  0.00

ATOM   1454  HB1 ASP A  95      83.583  73.659  24.751  1.00  0.00

ATOM   1455  HB2 ASP A  95      84.270  75.127  25.349  1.00  0.00

ATOM   1456  CG  ASP A  95      82.159  75.258  24.710  1.00  0.00

ATOM   1457  OD1 ASP A  95      81.420  74.694  23.875  1.00  0.00

ATOM   1458  OD2 ASP A  95      81.931  76.451  25.050  1.00  0.00

ATOM   1459  C   ASP A  95      82.953  75.175  27.796  1.00  0.00

ATOM   1460  O   ASP A  95      83.980  75.823  27.993  1.00  0.00

ATOM   1461  N   GLY A  96      81.768  75.435  28.350  1.00  0.00

ATOM   1462  H   GLY A  96      81.002  74.796  28.192  1.00  0.00

ATOM   1463  CA  GLY A  96      81.685  76.406  29.415  1.00  0.00

ATOM   1464  HA1 GLY A  96      82.491  76.224  30.126  1.00  0.00

ATOM   1465  HA2 GLY A  96      80.795  76.171  29.987  1.00  0.00

ATOM   1466  C   GLY A  96      81.619  77.901  29.154  1.00  0.00

ATOM   1467  O   GLY A  96      81.867  78.761  30.006  1.00  0.00

ATOM   1468  N   ASN A  97      81.397  78.271  27.885  1.00  0.00

ATOM   1469  H   ASN A  97      81.217  77.470  27.288  1.00  0.00

ATOM   1470  CA  ASN A  97      81.083  79.633  27.508  1.00  0.00

ATOM   1471  HA  ASN A  97      81.697  80.335  28.065  1.00  0.00

ATOM   1472  CB  ASN A  97      81.488  79.914  26.066  1.00  0.00

ATOM   1473  HB1 ASN A  97      82.532  79.644  25.891  1.00  0.00

ATOM   1474  HB2 ASN A  97      81.399  81.006  26.042  1.00  0.00

ATOM   1475  CG  ASN A  97      80.531  79.394  25.001  1.00  0.00

ATOM   1476  OD1 ASN A  97      79.689  78.544  25.246  1.00  0.00

ATOM   1477  ND2 ASN A  97      80.736  79.720  23.727  1.00  0.00

ATOM   1478 1HD2 ASN A  97      81.521  80.312  23.519  1.00  0.00

ATOM   1479 2HD2 ASN A  97      79.972  79.429  23.134  1.00  0.00

ATOM   1480  C   ASN A  97      79.637  80.028  27.787  1.00  0.00

ATOM   1481  O   ASN A  97      79.345  81.202  27.610  1.00  0.00

ATOM   1482  N   GLY A  98      78.778  79.104  28.230  1.00  0.00

ATOM   1483  H   GLY A  98      79.014  78.128  28.272  1.00  0.00

ATOM   1484  CA  GLY A  98      77.454  79.447  28.735  1.00  0.00

ATOM   1485  HA1 GLY A  98      77.433  80.398  29.267  1.00  0.00

ATOM   1486  HA2 GLY A  98      77.261  78.679  29.474  1.00  0.00

ATOM   1487  C   GLY A  98      76.331  79.519  27.715  1.00  0.00

ATOM   1488  O   GLY A  98      75.268  80.093  27.912  1.00  0.00

ATOM   1489  N   TYR A  99      76.617  78.993  26.516  1.00  0.00

ATOM   1490  H   TYR A  99      77.453  78.429  26.430  1.00  0.00

ATOM   1491  CA  TYR A  99      75.552  78.919  25.531  1.00  0.00

ATOM   1492  HA  TYR A  99      74.587  78.635  25.963  1.00  0.00

ATOM   1493  CB  TYR A  99      75.356  80.297  24.930  1.00  0.00

ATOM   1494  HB1 TYR A  99      75.227  81.057  25.709  1.00  0.00

ATOM   1495  HB2 TYR A  99      74.393  80.431  24.433  1.00  0.00

ATOM   1496  CG  TYR A  99      76.339  80.659  23.842  1.00  0.00

ATOM   1497  CD1 TYR A  99      76.112  80.509  22.468  1.00  0.00

ATOM   1498  HD1 TYR A  99      75.270  79.942  22.091  1.00  0.00

ATOM   1499  CE1 TYR A  99      77.021  80.981  21.515  1.00  0.00

ATOM   1500  HE1 TYR A  99      76.764  80.798  20.489  1.00  0.00

ATOM   1501  CZ  TYR A  99      78.131  81.758  21.912  1.00  0.00

ATOM   1502  OH  TYR A  99      78.954  82.301  20.973  1.00  0.00

ATOM   1503  HH  TYR A  99      79.488  83.064  21.226  1.00  0.00

ATOM   1504  CE2 TYR A  99      78.288  82.059  23.273  1.00  0.00

ATOM   1505  HE2 TYR A  99      79.089  82.753  23.464  1.00  0.00

ATOM   1506  CD2 TYR A  99      77.443  81.443  24.207  1.00  0.00

ATOM   1507  HD2 TYR A  99      77.672  81.573  25.259  1.00  0.00

ATOM   1508  C   TYR A  99      75.861  77.865  24.477  1.00  0.00

ATOM   1509  O   TYR A  99      76.938  77.273  24.420  1.00  0.00

ATOM   1510  N   ILE A 100      74.824  77.550  23.702  1.00  0.00

ATOM   1511  H   ILE A 100      73.930  77.883  24.039  1.00  0.00

ATOM   1512  CA  ILE A 100      74.796  76.397  22.821  1.00  0.00

ATOM   1513  HA  ILE A 100      75.784  75.990  22.604  1.00  0.00

ATOM   1514  CB  ILE A 100      74.021  75.230  23.406  1.00  0.00

ATOM   1515  HB  ILE A 100      73.830  74.540  22.577  1.00  0.00

ATOM   1516  CG2 ILE A 100      74.684  74.378  24.485  1.00  0.00

ATOM   1517 1HG2 ILE A 100      74.077  73.479  24.624  1.00  0.00

ATOM   1518 2HG2 ILE A 100      75.692  74.067  24.227  1.00  0.00

ATOM   1519 3HG2 ILE A 100      74.647  74.962  25.406  1.00  0.00

ATOM   1520  CG1 ILE A 100      72.665  75.661  23.979  1.00  0.00

ATOM   1521 1HG1 ILE A 100      72.272  76.407  23.292  1.00  0.00

ATOM   1522 2HG1 ILE A 100      72.751  76.112  24.966  1.00  0.00

ATOM   1523  CD  ILE A 100      71.551  74.629  24.103  1.00  0.00

ATOM   1524  HD1 ILE A 100      71.885  73.615  24.329  1.00  0.00

ATOM   1525  HD2 ILE A 100      70.917  74.827  24.963  1.00  0.00

ATOM   1526  HD3 ILE A 100      70.998  74.677  23.173  1.00  0.00

ATOM   1527  C   ILE A 100      74.152  76.732  21.487  1.00  0.00

ATOM   1528  O   ILE A 100      73.270  77.578  21.355  1.00  0.00

ATOM   1529  N   SER A 101      74.740  76.137  20.435  1.00  0.00

ATOM   1530  H   SER A 101      75.456  75.492  20.746  1.00  0.00

ATOM   1531  CA  SER A 101      74.280  76.050  19.072  1.00  0.00

ATOM   1532  HA  SER A 101      73.614  76.909  19.016  1.00  0.00

ATOM   1533  CB  SER A 101      75.536  76.277  18.229  1.00  0.00

ATOM   1534  HB1 SER A 101      76.093  77.144  18.558  1.00  0.00

ATOM   1535  HB2 SER A 101      75.425  76.513  17.169  1.00  0.00

ATOM   1536  OG  SER A 101      76.334  75.114  18.163  1.00  0.00

ATOM   1537  HG  SER A 101      77.199  75.469  18.404  1.00  0.00

ATOM   1538  C   SER A 101      73.626  74.716  18.778  1.00  0.00

ATOM   1539  O   SER A 101      73.652  73.779  19.566  1.00  0.00

ATOM   1540  N   ALA A 102      73.170  74.498  17.535  1.00  0.00

ATOM   1541  H   ALA A 102      73.133  75.314  16.947  1.00  0.00

ATOM   1542  CA  ALA A 102      72.671  73.260  16.982  1.00  0.00

ATOM   1543  HA  ALA A 102      71.800  72.949  17.557  1.00  0.00

ATOM   1544  CB  ALA A 102      72.025  73.506  15.619  1.00  0.00

ATOM   1545  HB1 ALA A 102      71.183  74.188  15.679  1.00  0.00

ATOM   1546  HB2 ALA A 102      72.766  73.910  14.923  1.00  0.00

ATOM   1547  HB3 ALA A 102      71.651  72.543  15.275  1.00  0.00

ATOM   1548  C   ALA A 102      73.720  72.155  16.976  1.00  0.00

ATOM   1549  O   ALA A 102      73.322  70.999  17.111  1.00  0.00

ATOM   1550  N   ALA A 103      74.983  72.510  16.732  1.00  0.00

ATOM   1551  H   ALA A 103      75.108  73.452  16.382  1.00  0.00

ATOM   1552  CA  ALA A 103      76.015  71.490  16.726  1.00  0.00

ATOM   1553  HA  ALA A 103      75.776  70.646  16.063  1.00  0.00

ATOM   1554  CB  ALA A 103      77.239  72.131  16.077  1.00  0.00

ATOM   1555  HB1 ALA A 103      77.634  72.874  16.773  1.00  0.00

ATOM   1556  HB2 ALA A 103      78.033  71.398  15.916  1.00  0.00

ATOM   1557  HB3 ALA A 103      77.041  72.439  15.053  1.00  0.00

ATOM   1558  C   ALA A 103      76.318  70.970  18.114  1.00  0.00

ATOM   1559  O   ALA A 103      76.361  69.747  18.237  1.00  0.00

ATOM   1560  N   GLU A 104      76.278  71.798  19.168  1.00  0.00

ATOM   1561  H   GLU A 104      76.018  72.753  18.976  1.00  0.00

ATOM   1562  CA  GLU A 104      76.347  71.285  20.519  1.00  0.00

ATOM   1563  HA  GLU A 104      77.198  70.611  20.621  1.00  0.00

ATOM   1564  CB  GLU A 104      76.587  72.492  21.415  1.00  0.00

ATOM   1565  HB1 GLU A 104      76.445  72.204  22.452  1.00  0.00

ATOM   1566  HB2 GLU A 104      75.947  73.334  21.133  1.00  0.00

ATOM   1567  CG  GLU A 104      77.986  73.074  21.203  1.00  0.00

ATOM   1568  HG1 GLU A 104      77.999  73.423  20.177  1.00  0.00

ATOM   1569  HG2 GLU A 104      78.700  72.281  21.401  1.00  0.00

ATOM   1570  CD  GLU A 104      78.210  74.160  22.254  1.00  0.00

ATOM   1571  OE1 GLU A 104      78.532  73.854  23.418  1.00  0.00

ATOM   1572  OE2 GLU A 104      78.139  75.377  21.954  1.00  0.00

ATOM   1573  C   GLU A 104      75.166  70.441  20.961  1.00  0.00

ATOM   1574  O   GLU A 104      75.349  69.504  21.738  1.00  0.00

ATOM   1575  N   LEU A 105      73.950  70.806  20.536  1.00  0.00

ATOM   1576  H   LEU A 105      73.789  71.630  19.969  1.00  0.00

ATOM   1577  CA  LEU A 105      72.724  70.072  20.783  1.00  0.00

ATOM   1578  HA  LEU A 105      72.645  69.943  21.862  1.00  0.00

ATOM   1579  CB  LEU A 105      71.547  70.911  20.292  1.00  0.00

ATOM   1580  HB1 LEU A 105      71.690  71.087  19.227  1.00  0.00

ATOM   1581  HB2 LEU A 105      71.614  71.870  20.791  1.00  0.00

ATOM   1582  CG  LEU A 105      70.150  70.343  20.522  1.00  0.00

ATOM   1583  HG  LEU A 105      70.057  69.494  19.844  1.00  0.00

ATOM   1584  CD1 LEU A 105      69.794  69.814  21.906  1.00  0.00

ATOM   1585 1HD1 LEU A 105      68.792  69.457  22.140  1.00  0.00

ATOM   1586 2HD1 LEU A 105      70.520  69.045  22.163  1.00  0.00

ATOM   1587 3HD1 LEU A 105      70.042  70.516  22.708  1.00  0.00

ATOM   1588  CD2 LEU A 105      69.102  71.349  20.069  1.00  0.00

ATOM   1589 1HD2 LEU A 105      68.127  70.872  19.962  1.00  0.00

ATOM   1590 2HD2 LEU A 105      69.023  72.132  20.824  1.00  0.00

ATOM   1591 3HD2 LEU A 105      69.398  71.719  19.092  1.00  0.00

ATOM   1592  C   LEU A 105      72.743  68.730  20.050  1.00  0.00

ATOM   1593  O   LEU A 105      72.240  67.712  20.528  1.00  0.00

ATOM   1594  N   ARG A 106      73.345  68.648  18.866  1.00  0.00

ATOM   1595  H   ARG A 106      73.704  69.549  18.572  1.00  0.00

ATOM   1596  CA  ARG A 106      73.462  67.495  18.005  1.00  0.00

ATOM   1597  HA  ARG A 106      72.541  66.919  17.910  1.00  0.00

ATOM   1598  CB  ARG A 106      73.848  68.016  16.624  1.00  0.00

ATOM   1599  HB1 ARG A 106      74.528  68.862  16.779  1.00  0.00

ATOM   1600  HB2 ARG A 106      72.952  68.536  16.284  1.00  0.00

ATOM   1601  CG  ARG A 106      74.396  66.981  15.642  1.00  0.00

ATOM   1602  HG1 ARG A 106      73.572  66.330  15.377  1.00  0.00

ATOM   1603  HG2 ARG A 106      75.214  66.390  16.045  1.00  0.00

ATOM   1604  CD  ARG A 106      74.960  67.654  14.392  1.00  0.00

ATOM   1605  HD1 ARG A 106      75.740  67.037  13.944  1.00  0.00

ATOM   1606  HD2 ARG A 106      75.503  68.563  14.669  1.00  0.00

ATOM   1607  NE  ARG A 106      74.038  67.967  13.301  1.00  0.00

ATOM   1608  HE  ARG A 106      73.485  67.232  12.889  1.00  0.00

ATOM   1609  CZ  ARG A 106      73.799  69.199  12.826  1.00  0.00

ATOM   1610  NH1 ARG A 106      74.439  70.300  13.223  1.00  0.00

ATOM   1611 1HH1 ARG A 106      75.248  70.168  13.811  1.00  0.00

ATOM   1612 2HH1 ARG A 106      74.278  71.207  12.807  1.00  0.00

ATOM   1613  NH2 ARG A 106      72.771  69.324  11.973  1.00  0.00

ATOM   1614 1HH2 ARG A 106      72.443  68.488  11.519  1.00  0.00

ATOM   1615 2HH2 ARG A 106      72.673  70.209  11.482  1.00  0.00

ATOM   1616  C   ARG A 106      74.450  66.507  18.611  1.00  0.00

ATOM   1617  O   ARG A 106      74.245  65.300  18.507  1.00  0.00

ATOM   1618  N   HIS A 107      75.479  67.047  19.263  1.00  0.00

ATOM   1619  H   HIS A 107      75.573  68.049  19.238  1.00  0.00

ATOM   1620  CA  HIS A 107      76.588  66.326  19.849  1.00  0.00

ATOM   1621  HA  HIS A 107      77.011  65.649  19.105  1.00  0.00

ATOM   1622  CB  HIS A 107      77.683  67.285  20.304  1.00  0.00

ATOM   1623  HB1 HIS A 107      77.238  68.090  20.900  1.00  0.00

ATOM   1624  HB2 HIS A 107      78.078  67.901  19.495  1.00  0.00

ATOM   1625  CG  HIS A 107      78.886  66.705  20.998  1.00  0.00

ATOM   1626  ND1 HIS A 107      80.116  66.506  20.369  1.00  0.00

ATOM   1627  CE1 HIS A 107      80.975  65.988  21.262  1.00  0.00

ATOM   1628  HE1 HIS A 107      82.004  65.685  21.159  1.00  0.00

ATOM   1629  NE2 HIS A 107      80.293  65.740  22.390  1.00  0.00

ATOM   1630  HE2 HIS A 107      80.751  65.566  23.274  1.00  0.00

ATOM   1631  CD2 HIS A 107      78.993  66.191  22.266  1.00  0.00

ATOM   1632  HD2 HIS A 107      78.253  66.215  23.046  1.00  0.00

ATOM   1633  C   HIS A 107      75.973  65.467  20.947  1.00  0.00

ATOM   1634  O   HIS A 107      76.275  64.304  21.166  1.00  0.00

ATOM   1635  N   VAL A 108      75.016  65.969  21.729  1.00  0.00

ATOM   1636  H   VAL A 108      74.812  66.945  21.560  1.00  0.00

ATOM   1637  CA  VAL A 108      74.177  65.277  22.698  1.00  0.00

ATOM   1638  HA  VAL A 108      74.938  64.759  23.278  1.00  0.00

ATOM   1639  CB  VAL A 108      73.489  66.194  23.707  1.00  0.00

ATOM   1640  HB  VAL A 108      72.818  66.923  23.277  1.00  0.00

ATOM   1641  CG1 VAL A 108      72.778  65.311  24.739  1.00  0.00

ATOM   1642 1HG1 VAL A 108      72.321  64.428  24.280  1.00  0.00

ATOM   1643 2HG1 VAL A 108      73.488  65.079  25.529  1.00  0.00

ATOM   1644 3HG1 VAL A 108      72.121  65.954  25.304  1.00  0.00

ATOM   1645  CG2 VAL A 108      74.469  67.121  24.413  1.00  0.00

ATOM   1646 1HG2 VAL A 108      74.910  67.817  23.696  1.00  0.00

ATOM   1647 2HG2 VAL A 108      74.014  67.584  25.299  1.00  0.00

ATOM   1648 3HG2 VAL A 108      75.181  66.445  24.900  1.00  0.00

ATOM   1649  C   VAL A 108      73.186  64.353  22.013  1.00  0.00

ATOM   1650  O   VAL A 108      73.282  63.128  22.113  1.00  0.00

ATOM   1651  N   MET A 109      72.340  64.839  21.108  1.00  0.00

ATOM   1652  H   MET A 109      72.360  65.843  20.977  1.00  0.00

ATOM   1653  CA  MET A 109      71.245  64.122  20.495  1.00  0.00

ATOM   1654  HA  MET A 109      70.641  63.888  21.376  1.00  0.00

ATOM   1655  CB  MET A 109      70.539  65.126  19.588  1.00  0.00

ATOM   1656  HB1 MET A 109      71.190  65.649  18.883  1.00  0.00

ATOM   1657  HB2 MET A 109      70.236  65.964  20.208  1.00  0.00

ATOM   1658  CG  MET A 109      69.220  64.642  18.965  1.00  0.00

ATOM   1659  HG1 MET A 109      68.573  65.500  18.812  1.00  0.00

ATOM   1660  HG2 MET A 109      68.731  64.049  19.730  1.00  0.00

ATOM   1661  SD  MET A 109      69.202  63.654  17.444  1.00  0.00

ATOM   1662  CE  MET A 109      70.248  64.728  16.438  1.00  0.00

ATOM   1663  HE1 MET A 109      69.843  65.706  16.180  1.00  0.00

ATOM   1664  HE2 MET A 109      71.209  64.813  16.957  1.00  0.00

ATOM   1665  HE3 MET A 109      70.466  64.194  15.512  1.00  0.00

ATOM   1666  C   MET A 109      71.599  62.822  19.787  1.00  0.00

ATOM   1667  O   MET A 109      70.807  61.902  19.943  1.00  0.00

ATOM   1668  N   THR A 110      72.720  62.799  19.069  1.00  0.00

ATOM   1669  H   THR A 110      73.277  63.644  19.084  1.00  0.00

ATOM   1670  CA  THR A 110      73.256  61.633  18.395  1.00  0.00

ATOM   1671  HA  THR A 110      72.582  61.306  17.604  1.00  0.00

ATOM   1672  CB  THR A 110      74.478  62.042  17.594  1.00  0.00

ATOM   1673  HB  THR A 110      75.016  61.159  17.241  1.00  0.00

ATOM   1674  CG2 THR A 110      74.119  62.848  16.348  1.00  0.00

ATOM   1675 1HG2 THR A 110      73.392  63.603  16.658  1.00  0.00

ATOM   1676 2HG2 THR A 110      74.990  63.298  15.881  1.00  0.00

ATOM   1677 3HG2 THR A 110      73.582  62.220  15.629  1.00  0.00

ATOM   1678  OG1 THR A 110      75.334  62.903  18.310  1.00  0.00

ATOM   1679  HG1 THR A 110      75.077  63.815  18.178  1.00  0.00

ATOM   1680  C   THR A 110      73.471  60.515  19.399  1.00  0.00

ATOM   1681  O   THR A 110      72.993  59.401  19.155  1.00  0.00

ATOM   1682  N   ASN A 111      74.211  60.795  20.475  1.00  0.00

ATOM   1683  H   ASN A 111      74.480  61.765  20.495  1.00  0.00

ATOM   1684  CA  ASN A 111      74.538  59.910  21.577  1.00  0.00

ATOM   1685  HA  ASN A 111      74.967  59.142  20.939  1.00  0.00

ATOM   1686  CB  ASN A 111      75.641  60.601  22.371  1.00  0.00

ATOM   1687  HB1 ASN A 111      75.178  61.411  22.943  1.00  0.00

ATOM   1688  HB2 ASN A 111      76.346  61.155  21.759  1.00  0.00

ATOM   1689  CG  ASN A 111      76.383  59.703  23.345  1.00  0.00

ATOM   1690  OD1 ASN A 111      76.326  58.476  23.276  1.00  0.00

ATOM   1691  ND2 ASN A 111      77.001  60.330  24.339  1.00  0.00

ATOM   1692 1HD2 ASN A 111      76.933  61.337  24.382  1.00  0.00

ATOM   1693 2HD2 ASN A 111      77.452  59.702  24.992  1.00  0.00

ATOM   1694  C   ASN A 111      73.313  59.530  22.390  1.00  0.00

ATOM   1695  O   ASN A 111      73.372  58.405  22.898  1.00  0.00

ATOM   1696  N   LEU A 112      72.302  60.386  22.572  1.00  0.00

ATOM   1697  H   LEU A 112      72.424  61.295  22.151  1.00  0.00

ATOM   1698  CA  LEU A 112      71.124  60.128  23.372  1.00  0.00

ATOM   1699  HA  LEU A 112      71.448  59.732  24.328  1.00  0.00

ATOM   1700  CB  LEU A 112      70.479  61.511  23.494  1.00  0.00

ATOM   1701  HB1 LEU A 112      70.042  61.688  22.503  1.00  0.00

ATOM   1702  HB2 LEU A 112      71.269  62.218  23.733  1.00  0.00

ATOM   1703  CG  LEU A 112      69.381  61.537  24.555  1.00  0.00

ATOM   1704  HG  LEU A 112      68.651  60.752  24.327  1.00  0.00

ATOM   1705  CD1 LEU A 112      69.961  61.435  25.959  1.00  0.00

ATOM   1706 1HD1 LEU A 112      70.770  62.160  26.042  1.00  0.00

ATOM   1707 2HD1 LEU A 112      69.299  61.772  26.764  1.00  0.00

ATOM   1708 3HD1 LEU A 112      70.403  60.469  26.197  1.00  0.00

ATOM   1709  CD2 LEU A 112      68.660  62.877  24.460  1.00  0.00

ATOM   1710 1HD2 LEU A 112      68.129  63.022  25.397  1.00  0.00

ATOM   1711 2HD2 LEU A 112      69.416  63.636  24.300  1.00  0.00

ATOM   1712 3HD2 LEU A 112      67.934  62.942  23.647  1.00  0.00

ATOM   1713  C   LEU A 112      70.156  59.178  22.681  1.00  0.00

ATOM   1714  O   LEU A 112      69.222  58.746  23.343  1.00  0.00

ATOM   1715  N   GLY A 113      70.342  58.760  21.431  1.00  0.00

ATOM   1716  H   GLY A 113      71.194  59.039  20.972  1.00  0.00

ATOM   1717  CA  GLY A 113      69.619  57.711  20.725  1.00  0.00

ATOM   1718  HA1 GLY A 113      69.110  57.017  21.384  1.00  0.00

ATOM   1719  HA2 GLY A 113      70.265  57.086  20.110  1.00  0.00

ATOM   1720  C   GLY A 113      68.544  58.227  19.784  1.00  0.00

ATOM   1721  O   GLY A 113      68.016  57.378  19.066  1.00  0.00

ATOM   1722  N   GLU A 114      68.263  59.519  19.640  1.00  0.00

ATOM   1723  H   GLU A 114      69.001  60.139  19.940  1.00  0.00

ATOM   1724  CA  GLU A 114      67.241  60.149  18.830  1.00  0.00

ATOM   1725  HA  GLU A 114      66.428  59.435  18.706  1.00  0.00

ATOM   1726  CB  GLU A 114      66.672  61.413  19.486  1.00  0.00

ATOM   1727  HB1 GLU A 114      65.721  61.549  18.980  1.00  0.00

ATOM   1728  HB2 GLU A 114      67.210  62.328  19.237  1.00  0.00

ATOM   1729  CG  GLU A 114      66.317  61.276  20.959  1.00  0.00

ATOM   1730  HG1 GLU A 114      65.841  62.214  21.262  1.00  0.00

ATOM   1731  HG2 GLU A 114      67.266  61.211  21.485  1.00  0.00

ATOM   1732  CD  GLU A 114      65.294  60.175  21.241  1.00  0.00

ATOM   1733  OE1 GLU A 114      65.136  59.719  22.388  1.00  0.00

ATOM   1734  OE2 GLU A 114      64.647  59.584  20.346  1.00  0.00

ATOM   1735  C   GLU A 114      67.722  60.376  17.413  1.00  0.00

ATOM   1736  O   GLU A 114      68.918  60.207  17.149  1.00  0.00

ATOM   1737  N   LYS A 115      66.834  60.791  16.511  1.00  0.00

ATOM   1738  H   LYS A 115      65.861  60.831  16.787  1.00  0.00

ATOM   1739  CA  LYS A 115      67.057  61.065  15.104  1.00  0.00

ATOM   1740  HA  LYS A 115      68.105  61.315  15.056  1.00  0.00

ATOM   1741  CB  LYS A 115      66.820  59.866  14.190  1.00  0.00

ATOM   1742  HB1 LYS A 115      66.241  60.206  13.332  1.00  0.00

ATOM   1743  HB2 LYS A 115      66.283  59.073  14.718  1.00  0.00

ATOM   1744  CG  LYS A 115      68.178  59.384  13.673  1.00  0.00

ATOM   1745  HG1 LYS A 115      68.886  59.063  14.432  1.00  0.00

ATOM   1746  HG2 LYS A 115      68.681  60.220  13.190  1.00  0.00

ATOM   1747  CD  LYS A 115      67.875  58.260  12.688  1.00  0.00

ATOM   1748  HD1 LYS A 115      67.419  58.778  11.849  1.00  0.00

ATOM   1749  HD2 LYS A 115      67.140  57.584  13.126  1.00  0.00

ATOM   1750  CE  LYS A 115      69.033  57.491  12.063  1.00  0.00

ATOM   1751  HE1 LYS A 115      69.646  58.217  11.520  1.00  0.00

ATOM   1752  HE2 LYS A 115      68.603  56.824  11.304  1.00  0.00

ATOM   1753  NZ  LYS A 115      69.736  56.735  13.116  1.00  0.00

ATOM   1754  HZ1 LYS A 115      70.356  57.333  13.627  1.00  0.00

ATOM   1755  HZ2 LYS A 115      69.087  56.355  13.787  1.00  0.00

ATOM   1756  HZ3 LYS A 115      70.351  56.035  12.728  1.00  0.00

ATOM   1757  C   LYS A 115      66.370  62.344  14.642  1.00  0.00

ATOM   1758  O   LYS A 115      65.243  62.241  14.168  1.00  0.00

ATOM   1759  N   LEU A 116      67.023  63.500  14.832  1.00  0.00

ATOM   1760  H   LEU A 116      67.999  63.414  15.096  1.00  0.00

ATOM   1761  CA  LEU A 116      66.531  64.746  14.296  1.00  0.00

ATOM   1762  HA  LEU A 116      65.517  64.662  13.912  1.00  0.00

ATOM   1763  CB  LEU A 116      66.432  65.837  15.357  1.00  0.00

ATOM   1764  HB1 LEU A 116      66.250  66.797  14.870  1.00  0.00

ATOM   1765  HB2 LEU A 116      67.367  65.772  15.913  1.00  0.00

ATOM   1766  CG  LEU A 116      65.211  65.759  16.275  1.00  0.00

ATOM   1767  HG  LEU A 116      64.313  65.683  15.662  1.00  0.00

ATOM   1768  CD1 LEU A 116      65.293  64.660  17.327  1.00  0.00

ATOM   1769 1HD1 LEU A 116      64.386  64.737  17.926  1.00  0.00

ATOM   1770 2HD1 LEU A 116      65.117  63.742  16.779  1.00  0.00

ATOM   1771 3HD1 LEU A 116      66.205  64.634  17.930  1.00  0.00

ATOM   1772  CD2 LEU A 116      65.132  67.081  17.032  1.00  0.00

ATOM   1773 1HD2 LEU A 116      66.092  67.413  17.428  1.00  0.00

ATOM   1774 2HD2 LEU A 116      64.860  67.834  16.296  1.00  0.00

ATOM   1775 3HD2 LEU A 116      64.412  66.969  17.843  1.00  0.00

ATOM   1776  C   LEU A 116      67.380  65.235  13.136  1.00  0.00

ATOM   1777  O   LEU A 116      68.585  65.384  13.345  1.00  0.00

ATOM   1778  N   THR A 117      66.840  65.702  12.009  1.00  0.00

ATOM   1779  H   THR A 117      65.863  65.459  11.986  1.00  0.00

ATOM   1780  CA  THR A 117      67.517  66.296  10.882  1.00  0.00

ATOM   1781  HA  THR A 117      68.452  65.741  10.777  1.00  0.00

ATOM   1782  CB  THR A 117      66.750  66.177   9.571  1.00  0.00

ATOM   1783  HB  THR A 117      67.444  66.543   8.815  1.00  0.00

ATOM   1784  CG2 THR A 117      66.324  64.764   9.168  1.00  0.00

ATOM   1785 1HG2 THR A 117      67.187  64.159   8.879  1.00  0.00

ATOM   1786 2HG2 THR A 117      65.720  64.278   9.934  1.00  0.00

ATOM   1787 3HG2 THR A 117      65.626  64.844   8.334  1.00  0.00

ATOM   1788  OG1 THR A 117      65.623  67.025   9.623  1.00  0.00

ATOM   1789  HG1 THR A 117      65.020  66.651  10.261  1.00  0.00

ATOM   1790  C   THR A 117      67.911  67.756  11.098  1.00  0.00

ATOM   1791  O   THR A 117      67.591  68.394  12.094  1.00  0.00

ATOM   1792  N   ASP A 118      68.785  68.237  10.209  1.00  0.00

ATOM   1793  H   ASP A 118      69.117  67.531   9.566  1.00  0.00

ATOM   1794  CA  ASP A 118      69.375  69.561  10.238  1.00  0.00

ATOM   1795  HA  ASP A 118      70.034  69.711  11.090  1.00  0.00

ATOM   1796  CB  ASP A 118      70.171  69.800   8.963  1.00  0.00

ATOM   1797  HB1 ASP A 118      69.575  69.706   8.061  1.00  0.00

ATOM   1798  HB2 ASP A 118      70.838  68.936   8.871  1.00  0.00

ATOM   1799  CG  ASP A 118      71.013  71.069   9.045  1.00  0.00

ATOM   1800  OD1 ASP A 118      70.476  72.137   8.675  1.00  0.00

ATOM   1801  OD2 ASP A 118      72.095  70.947   9.641  1.00  0.00

ATOM   1802  C   ASP A 118      68.385  70.709  10.311  1.00  0.00

ATOM   1803  O   ASP A 118      68.589  71.591  11.141  1.00  0.00

ATOM   1804  N   GLU A 119      67.208  70.570   9.686  1.00  0.00

ATOM   1805  H   GLU A 119      67.109  69.760   9.092  1.00  0.00

ATOM   1806  CA  GLU A 119      66.033  71.418   9.805  1.00  0.00

ATOM   1807  HA  GLU A 119      66.342  72.442  10.016  1.00  0.00

ATOM   1808  CB  GLU A 119      65.174  71.503   8.546  1.00  0.00

ATOM   1809  HB1 GLU A 119      65.564  72.143   7.758  1.00  0.00

ATOM   1810  HB2 GLU A 119      64.217  71.957   8.813  1.00  0.00

ATOM   1811  CG  GLU A 119      64.936  70.156   7.877  1.00  0.00

ATOM   1812  HG1 GLU A 119      64.705  69.450   8.670  1.00  0.00

ATOM   1813  HG2 GLU A 119      65.833  69.937   7.290  1.00  0.00

ATOM   1814  CD  GLU A 119      63.672  70.223   7.025  1.00  0.00

ATOM   1815  OE1 GLU A 119      63.578  71.069   6.113  1.00  0.00

ATOM   1816  OE2 GLU A 119      62.790  69.352   7.173  1.00  0.00

ATOM   1817  C   GLU A 119      65.229  71.150  11.076  1.00  0.00

ATOM   1818  O   GLU A 119      64.429  72.019  11.399  1.00  0.00

ATOM   1819  N   GLU A 120      65.389  70.042  11.793  1.00  0.00

ATOM   1820  H   GLU A 120      66.178  69.497  11.470  1.00  0.00

ATOM   1821  CA  GLU A 120      64.671  69.693  13.001  1.00  0.00

ATOM   1822  HA  GLU A 120      63.731  70.239  13.011  1.00  0.00

ATOM   1823  CB  GLU A 120      64.383  68.202  13.153  1.00  0.00

ATOM   1824  HB1 GLU A 120      63.983  67.947  14.137  1.00  0.00

ATOM   1825  HB2 GLU A 120      65.266  67.634  12.873  1.00  0.00

ATOM   1826  CG  GLU A 120      63.350  67.723  12.135  1.00  0.00

ATOM   1827  HG1 GLU A 120      63.609  68.145  11.163  1.00  0.00

ATOM   1828  HG2 GLU A 120      62.460  68.223  12.505  1.00  0.00

ATOM   1829  CD  GLU A 120      63.253  66.201  12.146  1.00  0.00

ATOM   1830  OE1 GLU A 120      62.410  65.678  12.899  1.00  0.00

ATOM   1831  OE2 GLU A 120      63.971  65.582  11.325  1.00  0.00

ATOM   1832  C   GLU A 120      65.356  70.170  14.278  1.00  0.00

ATOM   1833  O   GLU A 120      64.690  70.755  15.117  1.00  0.00

ATOM   1834  N   VAL A 121      66.692  70.035  14.330  1.00  0.00

ATOM   1835  H   VAL A 121      67.156  69.509  13.607  1.00  0.00

ATOM   1836  CA  VAL A 121      67.619  70.443  15.359  1.00  0.00

ATOM   1837  HA  VAL A 121      67.220  70.070  16.301  1.00  0.00

ATOM   1838  CB  VAL A 121      69.049  69.991  15.062  1.00  0.00

ATOM   1839  HB  VAL A 121      69.360  70.459  14.133  1.00  0.00

ATOM   1840  CG1 VAL A 121      70.048  70.308  16.166  1.00  0.00

ATOM   1841 1HG1 VAL A 121      71.076  70.214  15.811  1.00  0.00

ATOM   1842 2HG1 VAL A 121      70.006  71.391  16.294  1.00  0.00

ATOM   1843 3HG1 VAL A 121      69.884  69.718  17.060  1.00  0.00

ATOM   1844  CG2 VAL A 121      69.225  68.478  14.969  1.00  0.00

ATOM   1845 1HG2 VAL A 121      70.254  68.207  14.734  1.00  0.00

ATOM   1846 2HG2 VAL A 121      68.992  68.155  15.981  1.00  0.00

ATOM   1847 3HG2 VAL A 121      68.560  68.209  14.150  1.00  0.00

ATOM   1848  C   VAL A 121      67.647  71.957  15.396  1.00  0.00

ATOM   1849  O   VAL A 121      67.764  72.539  16.473  1.00  0.00

ATOM   1850  N   ASP A 122      67.453  72.692  14.299  1.00  0.00

ATOM   1851  H   ASP A 122      67.566  72.267  13.390  1.00  0.00

ATOM   1852  CA  ASP A 122      67.169  74.115  14.260  1.00  0.00

ATOM   1853  HA  ASP A 122      67.969  74.652  14.783  1.00  0.00

ATOM   1854  CB  ASP A 122      67.359  74.594  12.828  1.00  0.00

ATOM   1855  HB1 ASP A 122      66.722  74.056  12.117  1.00  0.00

ATOM   1856  HB2 ASP A 122      68.377  74.262  12.630  1.00  0.00

ATOM   1857  CG  ASP A 122      67.228  76.108  12.763  1.00  0.00

ATOM   1858  OD1 ASP A 122      66.148  76.588  12.365  1.00  0.00

ATOM   1859  OD2 ASP A 122      68.159  76.863  13.111  1.00  0.00

ATOM   1860  C   ASP A 122      65.816  74.517  14.820  1.00  0.00

ATOM   1861  O   ASP A 122      65.746  75.581  15.449  1.00  0.00

ATOM   1862  N   GLU A 123      64.742  73.734  14.709  1.00  0.00

ATOM   1863  H   GLU A 123      64.859  72.843  14.237  1.00  0.00

ATOM   1864  CA  GLU A 123      63.439  73.921  15.305  1.00  0.00

ATOM   1865  HA  GLU A 123      63.256  74.993  15.206  1.00  0.00

ATOM   1866  CB  GLU A 123      62.283  73.393  14.462  1.00  0.00

ATOM   1867  HB1 GLU A 123      62.240  72.307  14.337  1.00  0.00

ATOM   1868  HB2 GLU A 123      62.518  73.678  13.433  1.00  0.00

ATOM   1869  CG  GLU A 123      60.879  73.880  14.814  1.00  0.00

ATOM   1870  HG1 GLU A 123      60.841  74.966  14.776  1.00  0.00

ATOM   1871  HG2 GLU A 123      60.680  73.575  15.842  1.00  0.00

ATOM   1872  CD  GLU A 123      59.899  73.390  13.747  1.00  0.00

ATOM   1873  OE1 GLU A 123      59.243  72.383  14.096  1.00  0.00

ATOM   1874  OE2 GLU A 123      59.667  74.001  12.686  1.00  0.00

ATOM   1875  C   GLU A 123      63.367  73.575  16.779  1.00  0.00

ATOM   1876  O   GLU A 123      62.506  74.095  17.479  1.00  0.00

ATOM   1877  N   MET A 124      64.234  72.659  17.212  1.00  0.00

ATOM   1878  H   MET A 124      64.821  72.204  16.515  1.00  0.00

ATOM   1879  CA  MET A 124      64.483  72.462  18.623  1.00  0.00

ATOM   1880  HA  MET A 124      63.545  72.455  19.176  1.00  0.00

ATOM   1881  CB  MET A 124      65.179  71.106  18.716  1.00  0.00

ATOM   1882  HB1 MET A 124      66.181  71.085  18.298  1.00  0.00

ATOM   1883  HB2 MET A 124      64.578  70.404  18.128  1.00  0.00

ATOM   1884  CG  MET A 124      65.347  70.677  20.171  1.00  0.00

ATOM   1885  HG1 MET A 124      64.414  70.724  20.728  1.00  0.00

ATOM   1886  HG2 MET A 124      66.011  71.221  20.835  1.00  0.00

ATOM   1887  SD  MET A 124      65.879  68.949  20.304  1.00  0.00

ATOM   1888  CE  MET A 124      65.892  68.849  22.112  1.00  0.00

ATOM   1889  HE1 MET A 124      66.471  67.988  22.439  1.00  0.00

ATOM   1890  HE2 MET A 124      66.365  69.695  22.614  1.00  0.00

ATOM   1891  HE3 MET A 124      64.878  68.743  22.491  1.00  0.00

ATOM   1892  C   MET A 124      65.423  73.499  19.202  1.00  0.00

ATOM   1893  O   MET A 124      65.359  73.816  20.388  1.00  0.00

ATOM   1894  N   ILE A 125      66.294  74.140  18.408  1.00  0.00

ATOM   1895  H   ILE A 125      66.483  73.828  17.466  1.00  0.00

ATOM   1896  CA  ILE A 125      66.918  75.356  18.878  1.00  0.00

ATOM   1897  HA  ILE A 125      67.296  75.271  19.897  1.00  0.00

ATOM   1898  CB  ILE A 125      68.062  75.745  17.950  1.00  0.00

ATOM   1899  HB  ILE A 125      67.746  75.641  16.913  1.00  0.00

ATOM   1900  CG2 ILE A 125      68.342  77.243  18.035  1.00  0.00

ATOM   1901 1HG2 ILE A 125      68.138  77.787  18.957  1.00  0.00

ATOM   1902 2HG2 ILE A 125      69.341  77.358  17.623  1.00  0.00

ATOM   1903 3HG2 ILE A 125      67.719  77.669  17.252  1.00  0.00

ATOM   1904  CG1 ILE A 125      69.345  75.020  18.326  1.00  0.00

ATOM   1905 1HG1 ILE A 125      70.032  75.314  17.534  1.00  0.00

ATOM   1906 2HG1 ILE A 125      69.081  73.961  18.433  1.00  0.00

ATOM   1907  CD  ILE A 125      69.974  75.324  19.679  1.00  0.00

ATOM   1908  HD1 ILE A 125      70.224  76.364  19.907  1.00  0.00

ATOM   1909  HD2 ILE A 125      69.477  75.040  20.606  1.00  0.00

ATOM   1910  HD3 ILE A 125      70.927  74.801  19.705  1.00  0.00

ATOM   1911  C   ILE A 125      65.899  76.457  19.124  1.00  0.00

ATOM   1912  O   ILE A 125      65.723  76.905  20.244  1.00  0.00

ATOM   1913  N   ARG A 126      65.028  76.764  18.154  1.00  0.00

ATOM   1914  H   ARG A 126      65.211  76.398  17.231  1.00  0.00

ATOM   1915  CA  ARG A 126      63.868  77.640  18.189  1.00  0.00

ATOM   1916  HA  ARG A 126      64.157  78.670  18.420  1.00  0.00

ATOM   1917  CB  ARG A 126      63.241  77.690  16.796  1.00  0.00

ATOM   1918  HB1 ARG A 126      62.248  78.141  16.863  1.00  0.00

ATOM   1919  HB2 ARG A 126      63.064  76.703  16.383  1.00  0.00

ATOM   1920  CG  ARG A 126      64.072  78.496  15.810  1.00  0.00

ATOM   1921  HG1 ARG A 126      65.110  78.182  15.681  1.00  0.00

ATOM   1922  HG2 ARG A 126      64.184  79.526  16.149  1.00  0.00

ATOM   1923  CD  ARG A 126      63.417  78.601  14.436  1.00  0.00

ATOM   1924  HD1 ARG A 126      63.795  79.511  13.960  1.00  0.00

ATOM   1925  HD2 ARG A 126      62.347  78.790  14.512  1.00  0.00

ATOM   1926  NE  ARG A 126      63.717  77.387  13.677  1.00  0.00

ATOM   1927  HE  ARG A 126      64.699  77.149  13.604  1.00  0.00

ATOM   1928  CZ  ARG A 126      62.880  76.711  12.882  1.00  0.00

ATOM   1929  NH1 ARG A 126      61.549  76.882  12.892  1.00  0.00

ATOM   1930 1HH1 ARG A 126      61.117  77.357  13.677  1.00  0.00

ATOM   1931 2HH1 ARG A 126      61.070  76.439  12.124  1.00  0.00

ATOM   1932  NH2 ARG A 126      63.497  75.940  11.980  1.00  0.00

ATOM   1933 1HH2 ARG A 126      64.500  76.050  11.869  1.00  0.00

ATOM   1934 2HH2 ARG A 126      62.968  75.232  11.506  1.00  0.00

ATOM   1935  C   ARG A 126      62.873  77.385  19.300  1.00  0.00

ATOM   1936  O   ARG A 126      62.077  78.282  19.547  1.00  0.00

ATOM   1937  N   GLU A 127      62.895  76.215  19.958  1.00  0.00

ATOM   1938  H   GLU A 127      63.425  75.493  19.498  1.00  0.00

ATOM   1939  CA  GLU A 127      61.947  75.727  20.940  1.00  0.00

ATOM   1940  HA  GLU A 127      60.970  76.159  20.766  1.00  0.00

ATOM   1941  CB  GLU A 127      61.797  74.206  20.839  1.00  0.00

ATOM   1942  HB1 GLU A 127      62.739  73.696  21.048  1.00  0.00

ATOM   1943  HB2 GLU A 127      61.382  73.860  19.894  1.00  0.00

ATOM   1944  CG  GLU A 127      60.747  73.771  21.856  1.00  0.00

ATOM   1945  HG1 GLU A 127      61.016  73.964  22.901  1.00  0.00

ATOM   1946  HG2 GLU A 127      60.555  72.700  21.817  1.00  0.00

ATOM   1947  CD  GLU A 127      59.354  74.267  21.509  1.00  0.00

ATOM   1948  OE1 GLU A 127      58.544  74.586  22.397  1.00  0.00

ATOM   1949  OE2 GLU A 127      58.987  74.265  20.317  1.00  0.00

ATOM   1950  C   GLU A 127      62.415  76.268  22.288  1.00  0.00

ATOM   1951  O   GLU A 127      61.619  76.392  23.213  1.00  0.00

ATOM   1952  N   ALA A 128      63.668  76.678  22.459  1.00  0.00

ATOM   1953  H   ALA A 128      64.324  76.581  21.684  1.00  0.00

ATOM   1954  CA  ALA A 128      64.249  77.144  23.697  1.00  0.00

ATOM   1955  HA  ALA A 128      63.478  77.238  24.468  1.00  0.00

ATOM   1956  CB  ALA A 128      65.238  76.071  24.130  1.00  0.00

ATOM   1957  HB1 ALA A 128      65.892  76.437  24.922  1.00  0.00

ATOM   1958  HB2 ALA A 128      64.605  75.240  24.440  1.00  0.00

ATOM   1959  HB3 ALA A 128      65.823  75.743  23.278  1.00  0.00

ATOM   1960  C   ALA A 128      64.807  78.542  23.506  1.00  0.00

ATOM   1961  O   ALA A 128      65.009  79.276  24.469  1.00  0.00

ATOM   1962  N   ASP A 129      65.186  78.985  22.300  1.00  0.00

ATOM   1963  H   ASP A 129      65.167  78.301  21.557  1.00  0.00

ATOM   1964  CA  ASP A 129      65.538  80.354  21.972  1.00  0.00

ATOM   1965  HA  ASP A 129      66.277  80.704  22.687  1.00  0.00

ATOM   1966  CB  ASP A 129      66.167  80.450  20.584  1.00  0.00

ATOM   1967  HB1 ASP A 129      65.549  79.967  19.824  1.00  0.00

ATOM   1968  HB2 ASP A 129      67.120  79.923  20.597  1.00  0.00

ATOM   1969  CG  ASP A 129      66.566  81.847  20.156  1.00  0.00

ATOM   1970  OD1 ASP A 129      67.087  82.656  20.955  1.00  0.00

ATOM   1971  OD2 ASP A 129      66.348  82.142  18.965  1.00  0.00

ATOM   1972  C   ASP A 129      64.282  81.203  22.063  1.00  0.00

ATOM   1973  O   ASP A 129      63.320  81.015  21.317  1.00  0.00

ATOM   1974  N   ILE A 130      64.352  82.365  22.722  1.00  0.00

ATOM   1975  H   ILE A 130      65.166  82.563  23.272  1.00  0.00

ATOM   1976  CA  ILE A 130      63.217  83.258  22.893  1.00  0.00

ATOM   1977  HA  ILE A 130      62.355  83.018  22.269  1.00  0.00

ATOM   1978  CB  ILE A 130      62.612  83.141  24.288  1.00  0.00

ATOM   1979  HB  ILE A 130      62.041  84.056  24.413  1.00  0.00

ATOM   1980  CG2 ILE A 130      61.728  81.921  24.512  1.00  0.00

ATOM   1981 1HG2 ILE A 130      62.246  80.993  24.234  1.00  0.00

ATOM   1982 2HG2 ILE A 130      61.455  81.647  25.538  1.00  0.00

ATOM   1983 3HG2 ILE A 130      60.870  81.862  23.848  1.00  0.00

ATOM   1984  CG1 ILE A 130      63.599  83.219  25.460  1.00  0.00

ATOM   1985 1HG1 ILE A 130      64.274  84.062  25.310  1.00  0.00

ATOM   1986 2HG1 ILE A 130      64.180  82.297  25.434  1.00  0.00

ATOM   1987  CD  ILE A 130      62.961  83.513  26.811  1.00  0.00

ATOM   1988  HD1 ILE A 130      62.371  82.641  27.090  1.00  0.00

ATOM   1989  HD2 ILE A 130      63.760  83.710  27.525  1.00  0.00

ATOM   1990  HD3 ILE A 130      62.391  84.441  26.842  1.00  0.00

ATOM   1991  C   ILE A 130      63.589  84.686  22.529  1.00  0.00

ATOM   1992  O   ILE A 130      62.649  85.470  22.368  1.00  0.00

ATOM   1993  N   ASP A 131      64.833  85.075  22.251  1.00  0.00

ATOM   1994  H   ASP A 131      65.547  84.370  22.388  1.00  0.00

ATOM   1995  CA  ASP A 131      65.261  86.375  21.774  1.00  0.00

ATOM   1996  HA  ASP A 131      64.339  86.959  21.704  1.00  0.00

ATOM   1997  CB  ASP A 131      66.220  87.114  22.703  1.00  0.00

ATOM   1998  HB1 ASP A 131      66.085  86.734  23.711  1.00  0.00

ATOM   1999  HB2 ASP A 131      65.955  88.173  22.782  1.00  0.00

ATOM   2000  CG  ASP A 131      67.676  87.031  22.256  1.00  0.00

ATOM   2001  OD1 ASP A 131      68.200  85.920  22.020  1.00  0.00

ATOM   2002  OD2 ASP A 131      68.279  88.118  22.314  1.00  0.00

ATOM   2003  C   ASP A 131      65.724  86.459  20.333  1.00  0.00

ATOM   2004  O   ASP A 131      66.090  87.479  19.758  1.00  0.00

ATOM   2005  N   GLY A 132      65.598  85.312  19.646  1.00  0.00

ATOM   2006  H   GLY A 132      65.412  84.468  20.172  1.00  0.00

ATOM   2007  CA  GLY A 132      65.520  85.333  18.203  1.00  0.00

ATOM   2008  HA1 GLY A 132      64.739  86.053  17.935  1.00  0.00

ATOM   2009  HA2 GLY A 132      65.243  84.323  17.904  1.00  0.00

ATOM   2010  C   GLY A 132      66.822  85.561  17.449  1.00  0.00

ATOM   2011  O   GLY A 132      66.820  86.091  16.345  1.00  0.00

ATOM   2012  N   ASP A 133      67.890  85.028  18.045  1.00  0.00

ATOM   2013  H   ASP A 133      67.682  84.573  18.923  1.00  0.00

ATOM   2014  CA  ASP A 133      69.247  85.049  17.533  1.00  0.00

ATOM   2015  HA  ASP A 133      69.302  85.563  16.569  1.00  0.00

ATOM   2016  CB  ASP A 133      70.166  85.748  18.537  1.00  0.00

ATOM   2017  HB1 ASP A 133      69.706  86.659  18.931  1.00  0.00

ATOM   2018  HB2 ASP A 133      71.037  86.203  18.084  1.00  0.00

ATOM   2019  CG  ASP A 133      70.587  84.840  19.683  1.00  0.00

ATOM   2020  OD1 ASP A 133      69.763  83.985  20.064  1.00  0.00

ATOM   2021  OD2 ASP A 133      71.702  84.964  20.254  1.00  0.00

ATOM   2022  C   ASP A 133      69.679  83.685  17.026  1.00  0.00

ATOM   2023  O   ASP A 133      70.701  83.584  16.352  1.00  0.00

ATOM   2024  N   GLY A 134      68.919  82.616  17.279  1.00  0.00

ATOM   2025  H   GLY A 134      68.131  82.742  17.881  1.00  0.00

ATOM   2026  CA  GLY A 134      69.206  81.289  16.768  1.00  0.00

ATOM   2027  HA1 GLY A 134      69.575  81.353  15.746  1.00  0.00

ATOM   2028  HA2 GLY A 134      68.247  80.766  16.812  1.00  0.00

ATOM   2029  C   GLY A 134      70.202  80.503  17.602  1.00  0.00

ATOM   2030  O   GLY A 134      70.801  79.593  17.048  1.00  0.00

ATOM   2031  N   GLN A 135      70.444  80.988  18.831  1.00  0.00

ATOM   2032  H   GLN A 135      70.072  81.902  19.066  1.00  0.00

ATOM   2033  CA  GLN A 135      71.243  80.334  19.839  1.00  0.00

ATOM   2034  HA  GLN A 135      71.355  79.291  19.532  1.00  0.00

ATOM   2035  CB  GLN A 135      72.607  81.005  19.963  1.00  0.00

ATOM   2036  HB1 GLN A 135      73.032  80.930  20.964  1.00  0.00

ATOM   2037  HB2 GLN A 135      72.461  82.076  19.805  1.00  0.00

ATOM   2038  CG  GLN A 135      73.773  80.643  19.055  1.00  0.00

ATOM   2039  HG1 GLN A 135      74.089  79.607  19.177  1.00  0.00

ATOM   2040  HG2 GLN A 135      74.634  81.269  19.284  1.00  0.00

ATOM   2041  CD  GLN A 135      73.591  80.867  17.559  1.00  0.00

ATOM   2042  OE1 GLN A 135      73.778  79.997  16.720  1.00  0.00

ATOM   2043  NE2 GLN A 135      73.362  82.144  17.241  1.00  0.00

ATOM   2044 1HE2 GLN A 135      73.360  82.857  17.959  1.00  0.00

ATOM   2045 2HE2 GLN A 135      73.463  82.458  16.285  1.00  0.00

ATOM   2046  C   GLN A 135      70.570  80.330  21.204  1.00  0.00

ATOM   2047  O   GLN A 135      69.901  81.283  21.616  1.00  0.00

ATOM   2048  N   VAL A 136      70.770  79.332  22.069  1.00  0.00

ATOM   2049  H   VAL A 136      71.355  78.539  21.835  1.00  0.00

ATOM   2050  CA  VAL A 136      70.230  79.239  23.411  1.00  0.00

ATOM   2051  HA  VAL A 136      69.473  79.998  23.592  1.00  0.00

ATOM   2052  CB  VAL A 136      69.526  77.916  23.727  1.00  0.00

ATOM   2053  HB  VAL A 136      70.222  77.081  23.767  1.00  0.00

ATOM   2054  CG1 VAL A 136      68.797  78.068  25.061  1.00  0.00

ATOM   2055 1HG1 VAL A 136      68.088  78.888  25.012  1.00  0.00

ATOM   2056 2HG1 VAL A 136      68.236  77.155  25.227  1.00  0.00

ATOM   2057 3HG1 VAL A 136      69.377  78.147  25.976  1.00  0.00

ATOM   2058  CG2 VAL A 136      68.467  77.556  22.691  1.00  0.00

ATOM   2059 1HG2 VAL A 136      69.011  76.974  21.950  1.00  0.00

ATOM   2060 2HG2 VAL A 136      67.792  76.750  22.971  1.00  0.00

ATOM   2061 3HG2 VAL A 136      67.999  78.450  22.291  1.00  0.00

ATOM   2062  C   VAL A 136      71.165  79.728  24.501  1.00  0.00

ATOM   2063  O   VAL A 136      72.264  79.223  24.713  1.00  0.00

ATOM   2064  N   ASN A 137      70.733  80.631  25.392  1.00  0.00

ATOM   2065  H   ASN A 137      69.817  81.069  25.358  1.00  0.00

ATOM   2066  CA  ASN A 137      71.471  80.977  26.587  1.00  0.00

ATOM   2067  HA  ASN A 137      72.495  80.662  26.376  1.00  0.00

ATOM   2068  CB  ASN A 137      71.496  82.497  26.795  1.00  0.00

ATOM   2069  HB1 ASN A 137      70.531  82.950  27.025  1.00  0.00

ATOM   2070  HB2 ASN A 137      71.926  82.959  25.911  1.00  0.00

ATOM   2071  CG  ASN A 137      72.405  82.947  27.929  1.00  0.00

ATOM   2072  OD1 ASN A 137      72.052  82.948  29.108  1.00  0.00

ATOM   2073  ND2 ASN A 137      73.653  83.261  27.595  1.00  0.00

ATOM   2074 1HD2 ASN A 137      73.919  83.346  26.627  1.00  0.00

ATOM   2075 2HD2 ASN A 137      74.207  83.785  28.259  1.00  0.00

ATOM   2076  C   ASN A 137      70.923  80.197  27.769  1.00  0.00

ATOM   2077  O   ASN A 137      69.717  79.950  27.840  1.00  0.00

ATOM   2078  N   TYR A 138      71.742  80.058  28.816  1.00  0.00

ATOM   2079  H   TYR A 138      72.629  80.518  28.683  1.00  0.00

ATOM   2080  CA  TYR A 138      71.304  79.623  30.124  1.00  0.00

ATOM   2081  HA  TYR A 138      71.053  78.564  30.090  1.00  0.00

ATOM   2082  CB  TYR A 138      72.514  79.785  31.047  1.00  0.00

ATOM   2083  HB1 TYR A 138      72.772  80.842  31.128  1.00  0.00

ATOM   2084  HB2 TYR A 138      73.447  79.389  30.656  1.00  0.00

ATOM   2085  CG  TYR A 138      72.212  79.227  32.419  1.00  0.00

ATOM   2086  CD1 TYR A 138      71.744  80.020  33.475  1.00  0.00

ATOM   2087  HD1 TYR A 138      71.730  81.095  33.381  1.00  0.00

ATOM   2088  CE1 TYR A 138      71.562  79.487  34.762  1.00  0.00

ATOM   2089  HE1 TYR A 138      71.342  80.134  35.604  1.00  0.00

ATOM   2090  CZ  TYR A 138      71.636  78.097  34.927  1.00  0.00

ATOM   2091  OH  TYR A 138      71.479  77.567  36.174  1.00  0.00

ATOM   2092  HH  TYR A 138      71.335  78.400  36.637  1.00  0.00

ATOM   2093  CE2 TYR A 138      71.904  77.306  33.782  1.00  0.00

ATOM   2094  HE2 TYR A 138      71.927  76.243  33.940  1.00  0.00

ATOM   2095  CD2 TYR A 138      72.248  77.834  32.541  1.00  0.00

ATOM   2096  HD2 TYR A 138      72.759  77.159  31.862  1.00  0.00

ATOM   2097  C   TYR A 138      70.083  80.364  30.655  1.00  0.00

ATOM   2098  O   TYR A 138      69.156  79.725  31.135  1.00  0.00

ATOM   2099  N   GLU A 139      70.003  81.695  30.608  1.00  0.00

ATOM   2100  H   GLU A 139      70.794  82.183  30.220  1.00  0.00

ATOM   2101  CA  GLU A 139      68.854  82.396  31.137  1.00  0.00

ATOM   2102  HA  GLU A 139      68.656  82.012  32.140  1.00  0.00

ATOM   2103  CB  GLU A 139      69.201  83.874  31.227  1.00  0.00

ATOM   2104  HB1 GLU A 139      68.367  84.507  31.514  1.00  0.00

ATOM   2105  HB2 GLU A 139      69.480  84.253  30.240  1.00  0.00

ATOM   2106  CG  GLU A 139      70.292  84.127  32.255  1.00  0.00

ATOM   2107  HG1 GLU A 139      71.265  83.803  31.883  1.00  0.00

ATOM   2108  HG2 GLU A 139      70.018  83.462  33.080  1.00  0.00

ATOM   2109  CD  GLU A 139      70.366  85.605  32.612  1.00  0.00

ATOM   2110  OE1 GLU A 139      69.703  86.059  33.571  1.00  0.00

ATOM   2111  OE2 GLU A 139      71.064  86.366  31.913  1.00  0.00

ATOM   2112  C   GLU A 139      67.576  82.179  30.331  1.00  0.00

ATOM   2113  O   GLU A 139      66.529  82.483  30.890  1.00  0.00

ATOM   2114  N   GLU A 140      67.738  81.717  29.089  1.00  0.00

ATOM   2115  H   GLU A 140      68.660  81.570  28.686  1.00  0.00

ATOM   2116  CA  GLU A 140      66.608  81.200  28.347  1.00  0.00

ATOM   2117  HA  GLU A 140      65.766  81.840  28.624  1.00  0.00

ATOM   2118  CB  GLU A 140      66.887  81.244  26.847  1.00  0.00

ATOM   2119  HB1 GLU A 140      66.029  80.770  26.364  1.00  0.00

ATOM   2120  HB2 GLU A 140      67.752  80.602  26.653  1.00  0.00

ATOM   2121  CG  GLU A 140      67.049  82.640  26.266  1.00  0.00

ATOM   2122  HG1 GLU A 140      67.732  83.201  26.885  1.00  0.00

ATOM   2123  HG2 GLU A 140      66.146  83.251  26.313  1.00  0.00

ATOM   2124  CD  GLU A 140      67.566  82.624  24.835  1.00  0.00

ATOM   2125  OE1 GLU A 140      66.918  83.136  23.896  1.00  0.00

ATOM   2126  OE2 GLU A 140      68.736  82.243  24.637  1.00  0.00

ATOM   2127  C   GLU A 140      66.196  79.788  28.743  1.00  0.00

ATOM   2128  O   GLU A 140      65.029  79.568  29.059  1.00  0.00

ATOM   2129  N   PHE A 141      67.173  78.910  29.004  1.00  0.00

ATOM   2130  H   PHE A 141      68.091  79.174  28.698  1.00  0.00

ATOM   2131  CA  PHE A 141      66.969  77.563  29.509  1.00  0.00

ATOM   2132  HA  PHE A 141      66.197  77.125  28.870  1.00  0.00

ATOM   2133  CB  PHE A 141      68.306  76.840  29.382  1.00  0.00

ATOM   2134  HB1 PHE A 141      68.897  76.917  30.298  1.00  0.00

ATOM   2135  HB2 PHE A 141      68.950  77.379  28.694  1.00  0.00

ATOM   2136  CG  PHE A 141      68.191  75.370  29.054  1.00  0.00

ATOM   2137  CD1 PHE A 141      67.861  74.414  30.024  1.00  0.00

ATOM   2138  HD1 PHE A 141      67.534  74.700  31.015  1.00  0.00

ATOM   2139  CE1 PHE A 141      67.871  73.056  29.708  1.00  0.00

ATOM   2140  HE1 PHE A 141      67.717  72.272  30.437  1.00  0.00

ATOM   2141  CZ  PHE A 141      68.021  72.699  28.355  1.00  0.00

ATOM   2142  HZ  PHE A 141      67.944  71.664  28.078  1.00  0.00

ATOM   2143  CE2 PHE A 141      68.290  73.607  27.327  1.00  0.00

ATOM   2144  HE2 PHE A 141      68.520  73.307  26.321  1.00  0.00

ATOM   2145  CD2 PHE A 141      68.430  74.936  27.742  1.00  0.00

ATOM   2146  HD2 PHE A 141      68.747  75.663  27.000  1.00  0.00

ATOM   2147  C   PHE A 141      66.479  77.455  30.945  1.00  0.00

ATOM   2148  O   PHE A 141      65.733  76.521  31.240  1.00  0.00

ATOM   2149  N   VAL A 142      66.718  78.434  31.815  1.00  0.00

ATOM   2150  H   VAL A 142      67.509  78.991  31.537  1.00  0.00

ATOM   2151  CA  VAL A 142      66.100  78.535  33.128  1.00  0.00

ATOM   2152  HA  VAL A 142      66.032  77.592  33.657  1.00  0.00

ATOM   2153  CB  VAL A 142      66.885  79.598  33.887  1.00  0.00

ATOM   2154  HB  VAL A 142      67.084  80.518  33.343  1.00  0.00

ATOM   2155  CG1 VAL A 142      66.362  80.040  35.253  1.00  0.00

ATOM   2156 1HG1 VAL A 142      66.080  79.172  35.848  1.00  0.00

ATOM   2157 2HG1 VAL A 142      66.907  80.869  35.707  1.00  0.00

ATOM   2158 3HG1 VAL A 142      65.407  80.488  34.991  1.00  0.00

ATOM   2159  CG2 VAL A 142      68.221  79.007  34.336  1.00  0.00

ATOM   2160 1HG2 VAL A 142      68.063  78.201  35.043  1.00  0.00

ATOM   2161 2HG2 VAL A 142      68.763  78.760  33.411  1.00  0.00

ATOM   2162 3HG2 VAL A 142      68.834  79.733  34.870  1.00  0.00

ATOM   2163  C   VAL A 142      64.656  79.005  33.037  1.00  0.00

ATOM   2164  O   VAL A 142      63.836  78.666  33.891  1.00  0.00

ATOM   2165  N   GLN A 143      64.281  79.694  31.958  1.00  0.00

ATOM   2166  H   GLN A 143      64.961  79.999  31.283  1.00  0.00

ATOM   2167  CA  GLN A 143      62.931  80.127  31.625  1.00  0.00

ATOM   2168  HA  GLN A 143      62.391  80.275  32.561  1.00  0.00

ATOM   2169  CB  GLN A 143      62.931  81.453  30.875  1.00  0.00

ATOM   2170  HB1 GLN A 143      61.995  81.444  30.307  1.00  0.00

ATOM   2171  HB2 GLN A 143      63.799  81.555  30.237  1.00  0.00

ATOM   2172  CG  GLN A 143      62.885  82.580  31.908  1.00  0.00

ATOM   2173  HG1 GLN A 143      63.731  82.601  32.585  1.00  0.00

ATOM   2174  HG2 GLN A 143      61.999  82.446  32.527  1.00  0.00

ATOM   2175  CD  GLN A 143      62.716  83.844  31.092  1.00  0.00

ATOM   2176  OE1 GLN A 143      61.603  84.273  30.786  1.00  0.00

ATOM   2177  NE2 GLN A 143      63.744  84.598  30.675  1.00  0.00

ATOM   2178 1HE2 GLN A 143      64.687  84.418  31.002  1.00  0.00

ATOM   2179 2HE2 GLN A 143      63.527  85.354  30.043  1.00  0.00

ATOM   2180  C   GLN A 143      62.113  79.045  30.939  1.00  0.00

ATOM   2181  O   GLN A 143      60.975  78.756  31.286  1.00  0.00

ATOM   2182  N   MET A 144      62.741  78.192  30.126  1.00  0.00

ATOM   2183  H   MET A 144      63.578  78.573  29.699  1.00  0.00

ATOM   2184  CA  MET A 144      62.200  76.980  29.542  1.00  0.00

ATOM   2185  HA  MET A 144      61.413  77.184  28.823  1.00  0.00

ATOM   2186  CB  MET A 144      63.330  76.261  28.810  1.00  0.00

ATOM   2187  HB1 MET A 144      63.860  75.689  29.584  1.00  0.00

ATOM   2188  HB2 MET A 144      63.951  76.928  28.220  1.00  0.00

ATOM   2189  CG  MET A 144      62.872  75.261  27.748  1.00  0.00

ATOM   2190  HG1 MET A 144      62.372  75.871  26.997  1.00  0.00

ATOM   2191  HG2 MET A 144      62.200  74.497  28.125  1.00  0.00

ATOM   2192  SD  MET A 144      64.308  74.472  26.984  1.00  0.00

ATOM   2193  CE  MET A 144      64.661  73.169  28.192  1.00  0.00

ATOM   2194  HE1 MET A 144      63.742  72.798  28.639  1.00  0.00

ATOM   2195  HE2 MET A 144      65.226  72.400  27.672  1.00  0.00

ATOM   2196  HE3 MET A 144      65.400  73.673  28.831  1.00  0.00

ATOM   2197  C   MET A 144      61.771  75.955  30.582  1.00  0.00

ATOM   2198  O   MET A 144      60.971  75.041  30.370  1.00  0.00

ATOM   2199  N   MET A 145      62.307  76.113  31.793  1.00  0.00

ATOM   2200  H   MET A 145      62.978  76.868  31.882  1.00  0.00

ATOM   2201  CA  MET A 145      62.169  75.167  32.877  1.00  0.00

ATOM   2202  HA  MET A 145      61.519  74.368  32.526  1.00  0.00

ATOM   2203  CB  MET A 145      63.503  74.501  33.224  1.00  0.00

ATOM   2204  HB1 MET A 145      63.778  74.944  34.182  1.00  0.00

ATOM   2205  HB2 MET A 145      64.164  74.691  32.379  1.00  0.00

ATOM   2206  CG  MET A 145      63.440  73.016  33.573  1.00  0.00

ATOM   2207  HG1 MET A 145      62.605  72.942  34.276  1.00  0.00

ATOM   2208  HG2 MET A 145      64.304  72.757  34.183  1.00  0.00

ATOM   2209  SD  MET A 145      63.077  72.012  32.114  1.00  0.00

ATOM   2210  CE  MET A 145      64.790  71.808  31.556  1.00  0.00

ATOM   2211  HE1 MET A 145      65.184  72.797  31.277  1.00  0.00

ATOM   2212  HE2 MET A 145      65.336  71.204  32.274  1.00  0.00

ATOM   2213  HE3 MET A 145      64.743  71.165  30.679  1.00  0.00

ATOM   2214  C   MET A 145      61.456  75.672  34.118  1.00  0.00

ATOM   2215  O   MET A 145      61.011  74.941  34.998  1.00  0.00

ATOM   2216  N   THR A 146      61.384  77.006  34.220  1.00  0.00

ATOM   2217  H   THR A 146      61.788  77.666  33.567  1.00  0.00

ATOM   2218  CA  THR A 146      60.911  77.708  35.390  1.00  0.00

ATOM   2219  HA  THR A 146      60.139  77.098  35.873  1.00  0.00

ATOM   2220  CB  THR A 146      61.950  77.911  36.496  1.00  0.00

ATOM   2221  HB  THR A 146      61.430  78.290  37.374  1.00  0.00

ATOM   2222  CG2 THR A 146      62.694  76.639  36.918  1.00  0.00

ATOM   2223 1HG2 THR A 146      63.157  76.962  37.840  1.00  0.00

ATOM   2224 2HG2 THR A 146      61.944  75.869  37.096  1.00  0.00

ATOM   2225 3HG2 THR A 146      63.487  76.390  36.215  1.00  0.00

ATOM   2226  OG1 THR A 146      62.793  79.003  36.205  1.00  0.00

ATOM   2227  HG1 THR A 146      63.275  78.839  35.395  1.00  0.00

ATOM   2228  C   THR A 146      60.193  79.014  35.135  1.00  0.00

ATOM   2229  O   THR A 146      60.311  79.692  34.114  1.00  0.00

ATOM   2230  N   ALA A 147      59.448  79.548  36.113  1.00  0.00

ATOM   2231  H   ALA A 147      59.137  78.903  36.826  1.00  0.00

ATOM   2232  CA  ALA A 147      59.048  80.935  36.200  1.00  0.00

ATOM   2233  HA  ALA A 147      59.808  81.426  35.594  1.00  0.00

ATOM   2234  CB  ALA A 147      57.709  81.075  35.489  1.00  0.00

ATOM   2235  HB1 ALA A 147      57.906  80.729  34.476  1.00  0.00

ATOM   2236  HB2 ALA A 147      56.858  80.638  36.010  1.00  0.00

ATOM   2237  HB3 ALA A 147      57.345  82.102  35.408  1.00  0.00

ATOM   2238  C   ALA A 147      59.150  81.526  37.603  1.00  0.00

ATOM   2239  O   ALA A 147      59.229  80.796  38.587  1.00  0.00

ATOM   2240  N   CLY A 148      59.068  82.853  37.677  1.00  0.00

ATOM   2241  H   CLY A 148      59.040  83.317  36.784  1.00  0.00

ATOM   2242  CA  CLY A 148      59.156  83.695  38.866  1.00  0.00

ATOM   2243  HA  CLY A 148      59.157  83.016  39.722  1.00  0.00

ATOM   2244  CB  CLY A 148      60.440  84.491  38.649  1.00  0.00

ATOM   2245  HB1 CLY A 148      60.457  85.283  39.408  1.00  0.00

ATOM   2246  HB2 CLY A 148      60.407  85.031  37.700  1.00  0.00

ATOM   2247  CG  CLY A 148      61.751  83.721  38.786  1.00  0.00

ATOM   2248  HG1 CLY A 148      61.783  83.007  37.962  1.00  0.00

ATOM   2249  HG2 CLY A 148      61.675  83.287  39.782  1.00  0.00

ATOM   2250  CD  CLY A 148      62.896  84.725  38.700  1.00  0.00

ATOM   2251  HD1 CLY A 148      62.749  85.378  39.562  1.00  0.00

ATOM   2252  HD2 CLY A 148      62.776  85.257  37.763  1.00  0.00

ATOM   2253  CE  CLY A 148      64.298  84.109  38.782  1.00  0.00

ATOM   2254  HE1 CLY A 148      64.429  83.247  38.136  1.00  0.00

ATOM   2255  HE2 CLY A 148      64.325  83.795  39.833  1.00  0.00

ATOM   2256  NZ  CLY A 148      65.404  85.055  38.583  1.00  0.00

ATOM   2257  HZ1 CLY A 148      66.289  84.552  38.626  1.00  0.00

ATOM   2258  HZ2 CLY A 148      65.341  85.506  37.688  1.00  0.00

ATOM   2259  HZ3 CLY A 148      65.395  85.804  39.260  1.00  0.00

ATOM   2260  C   CLY A 148      57.908  84.545  38.993  1.00  0.00

ATOM   2261  OC1 CLY A 148      57.764  85.254  40.015  1.00  0.00

ATOM   2262  OC2 CLY A 148      57.083  84.551  38.052  1.00  0.00

ATOM   2263  CA  CA  A 501      65.937  47.095  34.707  1.00  0.00

ATOM   2264  CA  CA  A 502      65.992  49.582  47.059  1.00  0.00

ATOM   2265  CA  CA  A 503      79.411  76.291  23.941  1.00  0.00

ATOM   2266  CA  CA  A 504      69.041  83.563  22.404  1.00  0.00

TER    2267       CA A 504                                                      

ENDMDL
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