[bookmark: _GoBack]Supplementary Table S2. Model fitting and parameter estimates
	Model
	-2LL
	df
	Δ-2LL       
	Δdf  
	P-value
	A (95% CI)
	C (95% CI)
	E (95% CI)

	1. ACE with varying heritability over timea
	11617.60 
	14672
	NA
	NA
	NA
	0.32 (0.19,0.40)
	0.00 (0.00,0.11)
	0.68 (0.60,0.76)

	2. AE with varying heritability over timea
	11617.60
	14674
	<0.01      
	2
	>0.999
	0.32 (0.24,0.40)
	NA
	0.68 (0.60,0.76)

	3. AE without varying heritability over time
	11618.66
	14675
	1.06     
	3
	0.787
	0.33 (0.25,0.40)
	NA
	0.67 (0.60,0.75)


-2LL, minus 2 log likelihood. df, degrees of freedom. Δ-2LL, difference in minus 2 log likelihood compared to model 1. Δdf, difference in degrees of freedom compared to model 1. P-value, statistical significance of likelihood ratio test compared to model 1. A, variance explained by additive genetic (heritability). C, variance explained by shared environment. E, variance explained by non-shared environment. CI, confidence interval. NA, not applicable. 
a Variance parameters shows explained variance for men born 1940.

