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Table S1: Summary of LCA Model Fit Indices by Class Solutions with Different Fixed DX 0-1 Class Specifications (Twin1 & Twin 2)
a. Wave 1
	Classes
(DX 0-1)
	N
	Log Likelihood
	 Par
	AIC
	BIC
	SABIC
	Entropy

	2 (1-1)
	8978
	-76876.8
	69
	153891.6
	154381.7
	154162.4
	0.999

	
	
	
	
	
	
	
	

	3 (2-1)
	8978
	-74780.9
	104
	149769.9
	150508.6
	150178.1
	0.930

	3 (1-2)
	8978
	-73461.9
	104
	147131.8
	147870.5
	147540.0
	0.973

	
	
	
	
	
	
	
	

	4 (3-1)
	8978
	-74227.0
	139
	148732.0
	149719.2
	149277.5
	0.888

	4 (1-3)
	8978
	-72533.2
	139
	145344.5
	146331.7
	145890.1
	0.958

	4 (2-2)
	8978
	-71420.7
	139
	143119.4
	144106.6
	143664.9
	0.924

	
	
	
	
	
	
	
	

	5 (4-1)
	8978
	-73983.6
	174
	148315.2
	149551.1
	148998.1
	0.903

	5 (3-2)
	8978
	-70870.7
	174
	142089.5
	143325.3
	142772.4
	0.886

	5 (2-3)
	8978
	-70498.2
	174
	141344.3
	142580.2
	142027.3
	0.916

	5 (1-4)
	8978
	-72148.1
	174
	144644.2
	145880.1
	145327.1
	0.937

	
	
	
	
	
	
	
	

	6 (5-1)
	8978
	-73868.8
	209
	148155.5
	149639.9
	148975.7
	0.888

	6 (4-2)
	8978
	-70627.2
	209
	141672.6
	143157.0
	142492.8
	0.897

	6 (3-3)
	8978
	-69951.9
	209
	140321.9
	141806.3
	141142.2
	0.882

	6 (2-4)
	8978
	-70112.4
	209
	140642.8
	142127.2
	141463.1
	0.901

	6 (1-5)
	8978
	-71852.7
	209
	144123.4
	145607.9
	144943.7
	0.940


b. Wave 2 
	Classes
(DX 0-1)
	N
	Log Likelihood
	 Par
	AIC
	BIC
	SABIC
	Entropy

	2 (1-1)
	7625
	-58570.0
	69
	117278.1
	117756.9
	117537.6
	0.999

	
	
	
	
	
	
	
	

	3 (2-1)
	7625
	-57481.2
	104
	115170.5
	115892.2
	115561.7
	0.944

	3 (1-2)
	7625
	-55002.8
	104
	110213.7
	110935.4
	110604.9
	0.968

	
	
	
	
	
	
	
	

	4 (3-1)
	7625
	-57133.8
	139
	114545.7
	115510.2
	115068.5
	0.949

	4 (1-3)
	7625
	-54109.4
	139
	108496.8
	109461.3
	109019.6
	0.946

	4 (2-2)
	7625
	-53948.4
	139
	108174.9
	109139.4
	108697.7
	0.930

	
	
	
	
	
	
	
	

	5 (4-1)
	7625
	-57025.5
	174
	114399.0
	115606.4
	115053.5
	0.954

	5 (3-2)
	7625
	-53601.4
	174
	107550.9
	108758.3
	108205.4
	0.935

	5 (2-3)
	7625
	-53053.8
	174
	106455.6
	107663.1
	107110.1
	0.916

	5 (1-4)
	7625
	-53701.9
	174
	107751.9
	108959.3
	108406.4
	0.940

	
	
	
	
	
	
	
	

	6 (5-1)
	7625
	-56934.5
	209
	114287.1
	115737.3
	115073.1
	0.949

	6 (4-2)
	7625
	-53500.1
	209
	107418.2
	108868.5
	108204.3
	0.931

	6 (3-3)
	7625
	-52707.1
	209
	105832.3
	107282.6
	106618.4
	0.920

	6 (2-4)
	7625
	-52644.9
	209
	105707.8
	107158.1
	106494.0
	0.912

	6 (1-5)
	7625
	-53414.0
	209
	107246.1
	108696.3
	108032.2
	0.932


Abbreviations: N = total sample size, Par = Number of parameters, AIC = Akaike’s Information Criteria, BIC = Bayesian Information Criteria, SABIC = sample-adjusted BIC; DX 0-1 indicates the numbers of classes constrained to absence or presence, respectively, of any lifetime diagnoses (ALTDX).

The best-fit model within each total latent class group is shown in bold.
Table S2. Twin model fitting results for three-level ordinal phenotype NOR: MAD: ALTDX
	
	
	Parameter Estimates
	Model Fit

	Model
	Description
	Female
	Male
	rg
	-2LL
	df
	AIC

	
	
	a2
	c2
	e2
	a2
	c2
	e2
	
	
	
	

	I
	Full Model
	0.13
	0.23
	0.64
	0.30
	0.04
	0.66
	0.03
	16407.1
	8935
	-1462.9

	IIa
	Constrain Afemale to zero
	NA
	0.33
	0.67
	0.31
	0.03
	0.66
	NA
	16407.8
	8936
	-1464.2

	IIb
	Constrain Amale to zero
	0.34
	0.04
	0.62
	NA
	0.26
	0.74
	NA
	16415.5
	8936
	-1456.5

	IIIa
	Constrain Cfemale to zero
	0.39
	NA
	0.61
	0.34
	0.00
	0.66
	0.56
	16408.7
	8936
	-1463.3

	IIIb
	Constrain Cmale to zero
	0.16
	0.20
	0.64
	0.34
	NA
	0.66
	0.87
	16406.6
	8936
	-1465.3

	IV
	AE model only
	0.39
	NA
	0.61
	0.34
	NA
	0.66
	0.55
	16408.7
	8937
	-1465.3

	IVa †
	Constrain M=F,  rg free
	0.36
	NA
	0.64
	0.36
	NA
	0.64
	0.55
	16409.1
	8938
	-1466.9

	IVb
	Constrain M=F, | rg | to 1
	0.34
	NA
	0.66
	0.34
	NA
	0.66
	1.0
	16413.1
	8939
	-1464.9


Abbreviations: A = additive genetic effects, C = common environment effects, E = individual specific environment effects, a2 = additive genetic variance, c2 = common environmental variance, e2 = individual specific environmental variance, rg = male-female genetic correlation, -2LL = -2 times the log-likelihood, df = degrees of freedom, AIC = Akaike’s Information Criterion.

† Best-fit model by AIC.
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