Supplementary Figure 1. The genomic locations of the SERT DNA methylation assay utilized
in this study (adapted from UCSC NCBI36/hg18 Genome Browser).
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Supplementary Figure 2. The amplified DNA sequence of SERT DNA methylation assay.

TACTGCTAGGTCCCAGGAAGAAAGAGAGAGCAGCTTTCGGGATGGGGACGATGGGGAGGTGTCCGAGG
CpG Unit 1 2

TCAAGAGAAAGCGGCACGAGCAGACCCCTGTGTGCCGTCCTGTGGGCGCGGGGCGGCAGGGGAGGLGL
3 4

ACACCTGCTCCTTTGTGCAGCCTCCCCCCTCCCGCAAAGTTAAAGAGCAGGAAAGTCAGGATTCCTCG
5

CTCGGCCCTGCCCTGCCGGCTGCTCCGCGCTCCGCTCCTCCCTGCGAGCGTGTGTGTGTGTCGGGGGT

CCCTCCCCTCCTGGCTCTGGGGTCGGGCGCGCACCCCGCCCCGTAGCGCGGCCCCTCCCTGGCGAGCG
6 7

CAACCCCATCCAGCGGGAGCGCGGAGCCGCGGCCGCGGGGAAGCATTAAGTTTATTCGCCTCARAAGTG
8 9 10 11

ACGCAAAAATTCTTCAAGAGCTCTTTGGCGGCGGCTATCTAGACGATCAGACCATGTGAGGGCC
12

Note. The measured CpG units are underlined and highlighted in yellow and the primer
sequences highlighted in green.



