Online fit characteristics of models in the testing procedure
This table (see next page) shows the models which were tested with their fit characteristics. Model comparisons regarding the different specifications of the A C and E variance components were evaluated as follows: Nested models were compared by examining whether fit (-2 Log likelihood) decreased significantly following the removal of causal paths or simplex paths. Non-nested models were compared using the BIC criterion. Non-nested models included best-fitting models following the nested-model comparison (best causal factor model and simple causal model) and the correlated factor model. See table 2 for a detailed overview of the order of testing of these models. 

The table below does not provide complete information on the type and order of testing, but summarizes the details of the models that were in the testing procedure (-2 Log Likelihood, degrees of freedom, AIC and BIC values). 

	
	Best-fitting
	description
	-2LL
	df
	AIC
	BIC

	Saturated
	
	Means /var free
	10780.535
	3644
	3492.535
	-4889.287

	Saturated
	
	Means/var fixed
	10790.386
	3776
	3238.386
	-5256.727

	Cholesky 
	
	Means twin1 and 2 different
	10864.413
	3824
	3216.463
	-5355.095

	Cholesky
	Means same
	Means same
	10877.165
	3832
	3213.165
	-5371.311

	Cholesky start model 
	Thresholds same
	Thresholds same
	10934.858
	3850
	3234.858
	-5393.192

	
	
	
	
	
	
	

	A
	
	CF: LE <-> DS
	10934.698
	3874
	3186.698
	-5461.025

	A
	Causal factor model with causal paths LE -> DS
	CF: LE-> DS
	10935.432
	3875
	3185.432
	-5463.479

	A
	
	CF: LE <- DS
	10949.188
	3875
	3199.188
	-5456.601

	A
	
	SC: LE <-> DS
	10936.614
	3874
	3188.614
	-5460.067

	A
	
	SC: LE -> DS
	10937.018
	3875
	3187.018
	-5462.686

	A
	
	SC: LE <- DS
	10937.753
	3875
	3187.753
	-5462.318

	A
	
	Corr factor
	10939.443
	3875
	3189.443
	-5461.473

	A
	CF: LE-> DS

Without simplex
	CF: LE-> DS

Simplex paths
	10935.515
	3877
	3181.515
	-5469.080

	
	
	
	
	
	
	

	C
	
	CF: LE <-> DS
	10954.459
	3901
	3152.459
	-5527.310

	C
	
	CF: LE-> DS
	10963.657
	3902
	3159.657
	-5525.532

	C
	Causal factor model with causal paths LE <- DS
	CF: LE <- DS
	10954.477
	3902
	3150.477
	-5530.122

	C
	
	SC: LE <-> DS
	10955.115
	3901
	3153.115
	-5526.982

	C
	
	SC: LE -> DS
	10959.770
	3902
	3155.770
	-5527.476

	C
	
	SC: LE <- DS
	10962.909
	3902
	3158.909
	-5525.906

	C
	
	Corr factor
	10964.009
	3902
	3160.009
	-5525.356

	C
	CF: LE <- DS

Without simplex
	CF: LE <- DS

Simplex paths
	10954.371
	3904
	3146.371
	-5535.817

	
	
	
	
	
	
	

	E
	
	CF: LE <-> DS
	11040.907
	3920
	3206.536
	-5534.870

	E
	
	CF: LE-> DS
	11053.902
	3921
	3211.902
	-5534.008

	E
	
	CF: LE <- DS
	11043.102
	3921
	3201.102
	-5539.408

	E
	
	SC: LE <-> DS
	11091.971
	3928
	3235.971
	-5534.720

	E
	
	SC: LE -> DS
	11099.040
	3929
	3241.040
	-5534.006

	E
	
	SC: LE <- DS
	11101.807
	3929
	3243.807
	-5532.623

	E
	Correlated factor model with simplex paths
	Corr factor
	10998.747
	3921
	3156.747
	-5561.585

	E
	
	Corr factor

Simplex paths
	11007.896
	3923
	3161.896
	-5562.653


A = additive genetic variance component; C=shared environment variance component; E = individual-specific variance component

CF = causal factor model; SC = simple causal model; Corr factor = correlated factor model

LE= negative life events; DS = depressive symptoms

Simplex paths are within-phenotype cross-time paths (from time 1 to time 2, time 2 to time 3 and time 3 to time 4)

Causal paths are between-phenotype cross-time paths (from phenotype 1 time 1 to Phenotype 2 time 2, from phenotype 1 time 2 to phenotype 2 time 3 and from phenotype 1 time 3 to phenotype 2 time 4). The order of the phenotypes depends on the direction of the causal paths as indicated by the best-fitting model.
