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Supplementary Figure 1. PCA results for ipyrad ddRAD-seq output data for Chordodes 2 

formosanus.  3 
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 4 

Supplementary Figure 2. AIC and BIC values from snapclust analyses for ipyrad ddRAD-5 

seq output data for Chordodes formosanus. 6 
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 7 

Supplementary Figure 3. Co-ancestry matrix for Chordodes formosanus based on ipyrad 8 

ddRAD-seq output data. 9 
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Supplementary Figure 4. Original Stairway plot for Chordodes formosanus. 12 
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Supplementary Figure 5. Stairway plot for Acutogordius taiwanensis. 15 
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Supplementary Figure 6. Stairway plot for Gordius chiashanus. 17 
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