Table S2. PCR conditions and primers used in our study.

	Gene/target
	Primers
	Sequence 5’→ 3’
	
	PCR conditions °C/s
	No. of cycles
	Length of PCR product (bp)
	

	
	
	
	Denatu-ration
	Annealing
	Exten-sion
	
	
	References

	18S rDNA Apicomplexa
	EF
	GAAACTGCGAATGGCTCATT
	92/45
	58/45
	72/90
	30
	1500
	Kvičerová et al.   (2008)

	
	ER
	CTTGCGCCTACTAGGCATTC
	
	
	
	
	
	

	18S rDNA Haemococcidia
	BT-F1
	GGTTGATCCTGCCAGTAGT
	95/30
	58/45
	72/90
	40
	1050
	Megía-Palma et al. (2014)

	
	EimRodR
	GCATTTCCCTATCTCTAGTCGG
	
	
	
	
	
	

	
	Hep600F1
	TCGTAGTTGGATTTCTGTCG
	95/30
	58/45
	72/90
	40
	1003
	Megía-Palma et al. (2013)

	
	Hep1600R
	AAAGGGCAGGGACGTAATCGG
	
	
	
	
	
	

	
	Sbol2F
	CGTAGTTGGATTTCTGTCGAGG
	95/30
	58/45
	72/90
	40
	429
	Megía-Palma et al. (2014)

	
	EimRodR
	GCATTTCCCTATCTCTAGTCGG
	
	
	
	
	
	

	
	BT-F1
	GGTTGATCCTGCCAGTAGT
	95/30
	58/45
	72/90
	40
	706
	Megía-Palma et al. (2014)

	
	SbolR
	GGAAGGAACCGGAAGAATGC
	
	
	
	
	
	

	16S rDNA

Ticks
	
	CCGGTCTGAACTCAGATCAAGT
	94/30
	47–48.8/30
	72/45
	7
	420
	Mangold et al. (1998)

	
	
	GCTCAATGATTTTTTAAATTGCTGT
	94/30
	50/30
	72/40
	28
	
	


