
	Anisakis pegreffii

	Source of variation
	d.f.
	Sum of  squares
	Variance  components
	% of variation
	Fixation indices

	among  populations 
	3
	55.373
	0.076
	4.21
	FST= 0.042 *** 

	Among individuals

within populations 
	447
	837.778
	0.146
	8.10
	FIS= 0.084 ***

	within individuals 
	451
	713.500
	1.582
	87.69
	FIT= 0.123 ***

	total
	901
	1606.651
	1.804
	
	



	Anisakis simplex (s. s.)

	Source of variation
	d.f.
	Sum of  squares
	Variance  components
	% of variation
	Fixation indices

	among  populations 
	4
	10.598
	0.007
	0.56
	FST= 0.006*

	Among individuals 

within populations 
	470
	641.632
	0.124
	9.95
	FIS= 0.100 ***

	within individuals 
	475
	530.500
	1.117
	89.49
	FIT= 0.105 ***

	total
	949
	1182.729
	1.248
	
	



Supplementary Table 1. Analysis of molecular variance (AMOVA) between and within populations of the two species A. pegreffii (a) and A. simplex (s. s.) (b), using genetic data sets from five SSRs loci (Anisl 10535, Anisl 05784, Anisl 00875, Anisl 08059 and Anisl 07132). The P values to the fixation indices are reported as ***p<0.001, * p<0.05.
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