Development of EST-derived microsatellite markers to investigate the population structure of sparganum — the causative agent of zoonotic sparganosis
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Table S1. Sparganum isolates tested for microsatellites.
	Locality
	Sample size
	Sample codes
	Longitude
	Latitude
	Host

	China, Chongqing, Liangping
(CQ-LP)
	5
	CQ-LP1
	107.8 E
	30.68 N
	Pelophylax nigromaculatus

	
	
	CQ-LP2
	
	
	

	
	
	CQ-LP3
	
	
	

	
	
	CQ-LP4
	
	
	

	
	
	CQ-LP5
	
	
	

	China, Sichuan, Guangan
(SC-GA)
	8
	SC-GA1
	106.93 E
	30.33 N
	P. nigromaculatus

	
	
	SC-GA2
	
	
	

	
	
	SC-GA3
	
	
	

	
	
	SC-GA4
	
	
	

	
	
	SC-GA5
	
	
	

	
	
	SC-GA6
	
	
	

	
	
	SC-GA7
	
	
	

	
	
	SC-GA8
	
	
	

	China, Sichuan, Luzhou
(SC-LZ)
	10
	SC-LZ1
	105.83 E
	28.82 N
	P. nigromaculatus

	
	
	SC-LZ2
	
	
	

	
	
	SC-LZ3
	
	
	

	
	
	SC-LZ4
	
	
	

	
	
	SC-LZ5
	
	
	

	
	
	SC-LZ6
	
	
	

	
	
	SC-LZ7
	
	
	

	
	
	SC-LZ8
	
	
	

	
	
	SC-LZ9
	
	
	

	
	
	SC-LZ10
	
	
	

	China, Sichuan, Dazhou
(SC-DZ)
	2
	SC-DZ1
	107.45 E
	31.21 N
	P. nigromaculatus

	
	
	SC-DZ2
	
	
	

	China, Sichuan, Nanchong
(SC-NC)
	8
	SC-NC1
	106.08 E
	30.78 N
	P. nigromaculatus

	
	
	SC-NC2
	
	
	

	
	
	SC-NC3
	
	
	

	
	
	SC-NC4
	
	
	

	
	
	SC-NC5
	
	
	

	
	
	SC-NC6
	
	
	

	
	
	SC-NC7
	
	
	

	
	
	SC-NC8
	
	
	

	China, Sichuan, Nanchong, Yingshan
(SC-NCys)
	5
	SC-NCys1
	106.57 E
	31.08 N
	P. nigromaculatus

	
	
	SC-NCys2
	
	
	

	
	
	SC-NCys3
	
	
	

	
	
	SC-NCys4
	
	
	

	
	
	SC-NCys5
	
	
	

	China, Sichuan, Leshan
(SC-LS)
	7
	SC-LS1
	103.73 E
	29.57 N
	P. nigromaculatus

	
	
	SC-LS2
	
	
	

	
	
	SC-LS3
	
	
	

	
	
	SC-LS4
	
	
	

	
	
	SC-LS5
	
	
	

	
	
	SC-LS6
	
	
	

	
	
	SC-LS7
	
	
	

	China, Sichuan, Zigong
(SC-ZG)
	3
	SC-ZG1
	104.81 E
	29.34N
	P. nigromaculatus

	
	
	SC-ZG2
	
	
	

	
	
	SC-ZG3
	
	
	

	China, Sichuan, Liangshanzhou
(SC-LSZ)
	6
	SC-LSZ1
	102.26 E
	27.88 N
	P. nigromaculatus

	
	
	SC-LSZ2
	
	
	

	
	
	SC-LSZ3
	
	
	

	
	
	SC-LSZ4
	
	
	

	
	
	SC-LSZ5
	
	
	

	
	
	SC-LSZ6
	
	
	

	China, Yunnan, Baoshan
(YN-BS)
	4
	YN-BS1
	98.5 E
	25.03 N
	P. nigromaculatus

	
	
	YN-BS2
	
	
	

	
	
	YN-BS3
	
	
	

	
	
	YN-BS4
	
	
	

	China, Yunnan, Kunming
(YN-KM)
	6
	YN-KM1
	102.72 E
	25.05 N
	Myrrophis chinensis

	
	
	YN-KM2
	
	
	

	
	
	YN-KM3
	
	
	

	
	
	YN-KM4
	
	
	

	
	
	YN-KM5
	
	
	

	
	
	YN-KM6
	
	
	


Table S2. Genetic differentiation (Fst) values among sparganum populations. Significant comparisons (P < 0.05) are in bold.
	Population
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11

	1 CQ-LP
	0.000
	
	
	
	
	
	
	
	
	
	

	2 YN-BS
	0.337
	0.000
	
	
	
	
	
	
	
	
	

	3 YN-KM
	0.445
	0.054
	0.000
	
	
	
	
	
	
	
	

	4 SC-GA
	0.017
	0.135
	0.210
	0.000
	
	
	
	
	
	
	

	5 SC-LZ
	0.018
	0.525
	0.590
	0.213
	0.000
	
	
	
	
	
	

	6 SC-NC
	0.091
	0.046
	0.112
	0.039
	0.338
	0.000
	
	
	
	
	

	7 SC-DZ
	0.197
	0.304
	0.491
	0.157
	0.020
	0.060
	0.000
	
	
	
	

	8 SC-LSZ
	0.019
	0.609
	0.688
	0.236
	0.060
	0.378
	0.035
	0.000
	
	
	

	9 SC-LS
	0.060
	0.456
	0.539
	0.107
	0.038
	0.235
	0.093
	0.049
	0.000
	
	

	10 SC-ZG
	0.145
	0.376
	0.519
	0.040
	0.016
	0.081
	0.236
	0.007
	0.099
	0.000
	

	11 SC-NCys
	0.057
	0.518
	0.615
	0.134
	0.069
	0.275
	0.079
	0.085
	0.088
	0.092
	0.000
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Fig. S1. The unrooted neighbor-joining tree based on the mitochondrial cox1 sequences of 64 sparganum isolates. Numbers above branches represent the bootstrap values. Only bootstrap values above 60 are shown. For the isolate code, see Fig. 1.
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