Table S1. Percent identities of Hsp90 nucleotide and amino acid sequences in 5 Chinese ovine Babesia isolates.
	Parasite
	Percent identity of amino acid sequences
	
	Percent identity of nucleotide sequences

	
	
	1
	2
	3
	4
	5
	
	1
	2
	3
	4
	5

	B. sp. BQ1 (Lintan)
	1
	
	99.3
	97.8
	98.0
	87.8
	
	
	99.4
	93.2
	93.2
	78.5

	B. sp. Tianzhu
	2
	
	
	98.2
	98.3
	88.1
	
	
	
	93.5
	93.5
	78.5

	B. sp. BQ1 (Ningxian)
	3
	
	
	
	99.5
	87.6
	
	
	
	
	98.8
	78.9

	B. sp. Hebei
	4
	
	
	
	
	87.8
	
	
	
	
	
	78.8

	B. sp. Xinjiang
	5
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BQHSP90-cDNA CAG CAA GAA CTT GAA ATT GGG TAT CCA CGA AGA CAA CGC TAA CCG CAC CAA G-- -
BQHSPIO-BDNA ... ee vev vuv vus tee eer see wuse see ses sen sus see see ses ees -GT AGG TTC AGT GGC AAT AAA ATG ATT

BQHSP9@-cDNA -
BQHSP9@-gDNA CAT GTA TGG ATG TGG TAA ATC GTG TGT TTG CGG CGA GGA CTT GGT CGC TGA ATT TTT GGC GTT TCC GGT CGC GAA ATA

BQHSP9@-cDNA --- ---
BQHSP9@-gDNA TCG CTT CCA GCG AAT CTA CGT CGG AGG CCT TTT CCG GCT GGA ATA ACA ATT CAT CGT CCT TAA GGA TGC CTT ATC GGT

BQHSP9@-cDNA --- ---
BQHSP9@-gDNA GTC CGA CTC AGC GGT GGT ACA TTT TCG TTA TTG CTT CGT AAA TTT ATG TGT AAT ATG CGG GTG CGT CTC CTT ATT TGA

BQHSP9@-cDNA --- --- - -
BQHSP9O-gDNA ATT GCA ACG CAA TTG CAT TGT GGT ACC AGT TCG TGA TGC CGA CGC TTA TAT GGG CGT ATT TAC TAC ATG TGC TTT CCA

BQHSP9@-cDNA --- ---
BQHSP9O-gDNA TGG CGT TAA GTG GAT TCG GCT TTG TTC ACG ATA TCT TTT TTC CTT GGT TGT CAT GTG ATT GCA G.. ... ...

[1924]
BQHSP9-cDNA GCG CGA CAA CAA CTT TGG G-- --- ---

BQHSPIO-CDNA === === === === == —=n =oo —oo -on

BQHSP9@-gDNA (CCA CTC CAA CGG GTT TAC CCT GTG CCG AAA TTG CAC CGT ATT TCT GAT TTT GCG CTG CAT TAC CCA CTT TAA CGT GTG
11526]

BQHSP90-cDNA --- --A GTT TCA TGA TCA GCA AGA AGA CTA TGG AGC TCA ACC CCC ACC ACA GCA TCA TGA AGG AGT TGA AGC AGC GTG

Intron 1 W Intron 2





Figure S1. Sequence alignment of BQHsp90 cDNA and gDNA. The shaded areas indicate the two different introns. The numbers on the cDNA sequence show the nucleotide numbers of the complete BQHsp90 sequence.
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Figure S2. Alignment of Babesia HSP90 deduced amino acid sequences. The region of grey background indicates the charged linker region.






