[bookmark: _GoBack]Supplementary Table S3. Multilocus haplotypes recovered from consecutive samples, collected two weeks apart from each other, from subjects with asymptomatic and subpatent Plasmodium vivax infections in Remansinho (Brazil), October-December 2012. A1 and A2 denote, respectively, the sizes (in base pairs) of the major and minor alleles detected in a given locus whenever a multiple-clone infection was found.
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	400
	18
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	234
	
	202
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	192
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	249
	
	145
	
	255
	
	158
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	215
	
	239
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	201
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	4
	07-Nov
	234
	
	202
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	246
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	255
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	215
	
	239
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	192
	201
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	07-Dec
	234
	
	202
	218
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	249
	
	145
	
	279
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	192
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	218
	215
	
	255
	
	201
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	432
	8
	21-Oct
	234
	
	198
	210
	164
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	249
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	255
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	212
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	07-Nov
	234
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	188
	
	
	
	
	
	213
	231
	
	
	252
	246
	158
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	237
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	456
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	20-Oct
	234
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